
Start 


21279 




End 


27637 




Name 


OJ991112 03. 0119. C3 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


13100 




End 


13457 




GI 


none 




Score 


393 




Exons 


13100. .13456, 13101 


. .13457 








Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119< 


.C3 


Gene No. 


OllO 




Strand 






Start 


21279 




End 


27637 




Name 


OJ991112 03. 0119. C3 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


13326 




End 


13745 




GI 


none 




Score 


419 




Exons 


13326. .13745, 13326 


. .13601, 


13532. .13744 




Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119, 


.C3 


Gene No. 


olio 




Strand 






Start 


21279 




End 


27637 




Name 


OJ991112 03. 0119. C3 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


13485 




End 


13868 




GI 


none 




Score 


365 




Exons 


13485. .13868, 13506 


. .13757, 


13526. .13855 




Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119. 


.C3 


Gene No. 


6115 




Strand 






Start 


21279 




End 


27637 




Name 


OJ991112 03. 0119. C3 


.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13620 




End 


13970 




GI 


none 




Score 


261 




Exons 


13620. .13970, 13637 


. .13762 








Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119, 


,C3 


Gene No. 


ollt> 




Strand 






Start 


21279 




End 


27637 




Name 


OJ991112 03. 0119. C3 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


13794 




End 


14171 




GI 


none 




- Score 


117 




Exons 


13794. .13961, 14046 


. .14171 








Seq. No*. 


2889 




Seq. ID 


OJ991112_03.0119. 


,C3 


Gene No. 


6115 




Strand 






Start 


2127 9 




End 


27637 




Name 


OJ991112 03. 0119. C3 


.o7 ,gs 


Method 


GENSCAN 




Start 


21279 




End 


23574 




GI 


none 




Score 


.74 




Exons 


21279. .21569, 21667 


. .21932, 


22003. .22430, 22457 .. 22652, 






22737. .22960, 23054 


. .23574 








Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119. 


.C3 


Gene No. 


6115 




Strand 






Start 


2127 9 




End 


27637 




Name 


OJ991112 03. 0119. C3 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


21422 




End 


27225 




GI 


none 




Score 


59 




Exons 


21422. .21490, 26878 


. .26979, 


26880. .26996, 27001 .. 27153, 






27018. .27137, 27145 


. .27225 








Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119. 


,C3 



3001 



bene no. 


olio 




Strand 




Start 


21279 




End 


27637 


Name 


OJ991112 03. 0119. C3. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


26239 




End 


26430 


GI 


none 




Score 


195 


Exons 


26239. .26430, 26256. 


.26423 






Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119 


Gene No. 


6115 




Strand 




Start 






End 


27637 


Name 


OJ991112 03. 0119. C3. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


26515 




End 


27479 


GI 


none 




Score 


774 


Exons 


26515. .27432, 26538. 


.26732, 


26554. .26796, 26871 .. 27137, 




27204. .27479 








Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119 


r* rt *s rt W rt 

Gene no. 


C1 1 c 

olio 




Strand 




Start 


21279 




End 


27637 


Name 


OJ991112 03. 0119. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


26581 




End 


26877 


GI 


none 




Score 


300 


Exons 


26581. .26877, 26601. 


.26807 






Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119 


Gene No. 


6115 




Strand 




Start 


21279 




End 


27637 


Name 


OJ991112 03. 0119. C3. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


27082 




End 


27607 


GI 


none 




Score 


57 


Exons 


27082. .27138, 27198. 


.27419, 


27208. .27435, 27422. .27607 



Y\\ Seq. No, 
Gene No . 
;L Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2889 
6115 
21279 

OJ991112_03.0119.C3.o5.tw 

27232 

none 

27232. .27432, 274 4 9 .. 27592 , 

2889 
6116 
27680 

OJ991112_03.0119.C3.o4.tm 

27680 

none 

27680. .27706, 27730 .. 27906, 

2889 
6116 
27680 

OJ991112_03.0119.C3.o2.tw 

27884 

none 

27884. .28252, 27965 .. 28252 , 



Seq. ID OJ991112_03.0119.C3 
Strand 

End 27637 

Method TBLASTX : Wheat 

End 27637 

Score 143 
27599.. 27637 

Seq. ID OJ991112_03.0119.C3 
Strand 

End 28254 

Method TBLASTX : Mai ze 

End 28159 

Score 41 
27776. .28060, 28073. .28159 

Seq. ID OJ991112_03.0119.C3 
Strand 

End 28254 

Method TBLASTX : Wheat 

End 28254 

Score 329 
28129. .28254 



Seq. No. 



2890 



Seq. ID OJ99iri2_03.0119.C4 



3002 



Gene No. 6117 

Start 1 

Name OJ991112_03. 0119.C4 .ol.np 

Start 1 

GI 4680203 

Exons 1..72, 642.. 2373, 2530.. 2754, 
GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 2890 

Gene No. 6117 

Start 1 

Name OJ991112_03. 0119.C4 .ol.gs 

Start 831 

GI none 

Exons 831.. 1065, 1333.. 1478, 1529. 



Strand + 
End 3983 
Method AAT/NAP 
End 3788 
Score 1643 
3031. .3788 
[Sorghum bicolor] 

Seq. ID OJ991112_03.0119.C4 

Strand + 

End 3983 

Method GENSCAN 

End 3983 

"Score .68 

1690, 2023.. 3145, 3361.. 3983 



Seq. No. 

Gene" No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2890 
6117 
1 

OJ991112_03.0119.C4 .o2.tw 

1137 

none 

1137. .1427, 1185. .1316, 1295. 
1604. .1729, 1621. .1728 

2890 
6117 
1 

OJ991112_03.0119.C4 .ol.ts 

1155 

none 

1155. .1427, 1172. .1420 



Seq. ID OJ991112_03.0119.C4 

Strand + 

End 3983 

Method TBLASTX : Wheat 

End 1729 

Score 224 

.1429, 1484. .1600, 1487. .1585, 



Seq. ID OJ991112_03.0119.C4 

Strand + 

End 3983 

Method TBLASTX : Soybean 

End 1427 

Score 280 



Seq. No. 2890 Seq. ID 

Gene No. 6117 Strand 

Start 1 End 

Name OJ9911.12_03. 0119.C4 .o2 .tc Method 

Start 14 93 End 

GI none Score 

Exons 1493.. 1825, 1579.. 1629, 1669.. 1770 



OJ991112_03.0119.C4 
+ 

3983 

TBLASTX: Cress 

1825 

273 



Seq. No. 2890 Seq. ID 

Gene No. 6117 Strand 

Start 1 End 

Name OJ991112_03.0119.C4 .o2. ts Method 

Start 1504 End 

GI none Score 

Exons 1504.. 1743, 1505.. 1744 



OJ991112_03.0119.C4 
+ 

3983 

TBLASTX: Soybean 

1744 

204 



Seq. No. 2890 Seq. ID 

Gene No. 6117 Strand 

Start 1 End 

Name OJ991112_03 . 0119 . C4 . o2 . tm Method 

Start 158 9 End 

GI none Score 

Exons 1589. .1804, 1599. .1760, 1603. .1794 



OJ991112_03.0119.C4 
+ 

3983 

TBLASTX: Maize 

1804 

274 



3003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 
Gene No. 
^ Start 
"vS Name 
^ Start 
□ GI 

Exons 



C3 

hi 

en 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2890 
6117 
1 

OJ991112_03.0119, 

1729 

none 

1729.. 1866, 1730. 



C4 ,o3. tw 
.1912 



Seq. ID OJ991112_03.01t9.C4 

Strand + 

End 3983 

Method TBLASTX : Wheat 

End 1912 

Score 201 



2890 
6117 
1 

OJ991112_03.0119.C4.ol.tm 
2620 
none 

2620. .2688, 2688. .2816, 2688. .3002, 2689. .3003 



Seq. ID OJ991112_03.0119.C4 
Strand + 

3983 

TBLASTX: Maize 
3003 
63 



End 

Method 

End 

Score 



2890 
6117 
1 

OJ991112_03.0119.C4.ol.tw 

2644 

none 

2644. .3354, 2697. .3272, 3278, 
3554.. 3673, 3675.. 3776, 3677, 

2890 
6117 
1 

OJ991112_03.0119.C4 .ol.tc 

2935 

none 

293S..3354, 2943.-3272 



2890 
6117 
1 

OJ991112_03.0119. 

3253 

none 

3253. .3354, 3434. 



C4 ,o3. tm 
.3541, 3435, 



2890 
6117 
1 

OJ991112_03.0119.C4 .o3.ts 

3624 

none 

3624. .3836, 3624. .3782 



Seq. ID OJ991112_03.0119.C4 

Strand + 

End 3983 

Method TBLASTX : Wheat 

End 3776 

Score 546 

.3550, 3378.-3566, 3543.-3644, 
.3769 

Seq. ID OJ991112_03.0119.C4 



Strand 
End 

Method 

End 

Score 



+ 

3983 

TBLASTX: Cress 

3354 

308 



Seq. ID OJ991112_03.0119.C4 
Strand + 

3983 

TBLASTX: Maize 
3542 
102 



End 

Method 
End 
Score 
.3542 



Seq. ID OJ991112_03.0119.C4 

Strand + 

End 3983 

Method TBLASTX : Soybean 

End 3836 

Score 186 



Seq. No. 2891 

Gene No. 6118 

Start 845 

Name OJ991112__03 . 0119 . C5 . ol . gs 

Start 845 

GI none 

Exons 845.. 1042, 1133.. 1915 



Seq. ID OJ991112_03.0119.C5 

Strand + 

End 1915 

Method GENSCAN 

End 1915 

Score .95 



3004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2892 Seq. ID 

6119 Strand 

1042 End 

OJ991112_03.0119.C6.ol.np Method - 

1042 End 

4680179 Score 
1042. .1926, 2097. .2308, 6514. .6577 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ991112_03.0119.C6 
+ 

6577 
"AAT/NAP 
6577 
603 



2892 Seq. ID 

6119 Strand 

1042 End 

OJ 99111 2_0 3. 0119. C 6 . o 1 . gs Met hod 

1063 End 

none Score 
1063. .2412 



OJ991112_03.0119.C6 
+ 

6577 
GENSCAN 
2412 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2892 
6119 
1042 

OJ991112 
2219 
130582 
2219. .2343, 
RETROVIRUS- 
[CONTAINS: 



03.0119.C6.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6385. .6535 

RELATED POL POLYPROTEIN FROM. TRANS PO SON TNT 1-94 
PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 



OJ991112_03.0119.C6 
+ 

6577 
AAT/NAP 
6535 
46 



gi ! 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 





Seq. No. 


2892 


Seq. ID 


OJ991112 




Gene No. 


6119 


Strand 


+ 




Start 


1042 


End 


6577 


Li 


Name 


OJ991112 03.0119.C6.ol 


. gp Method 


AAT/GAP 




Start 


5697 


End 


6082 




GI 


uC-osflcyp033a04bl 


Score 


633 




Exons 


5697. .6082 








GI Descrip. 


"6016845/dbj IAP000570. 


1IAP000570 3.0e 


-59 Oryza 






DNA> chromosome 1, clone : P0711E10 ■ 




; a 

■3 


Seq. No. 


2892 


Seq. ID 


OJ991112 




Gene No. 


6120 


Strand 




, _3 


Start 


1 


End 


5991 




Name 


OJ991112 03.0119.C6.o3 


. np Method 


AAT/NAP 




Start 


1 


End 


5991 




GI 


5852180 


Score 


701 




Exons 


1..61, 3584. .3652, 4359. .4773, 4825.. 


4942, 5932 




GI Descrip. 


(AL117265) zhb00010.1 


[Oryza sativa] . 






Seq. No. 


2892 


Seq. ID 


OJ991112 




Gene No. 


6120 


Strand 






Start 


1 


End 


5991 




Name 


OJ991112 03.0119. C6.ol 


. tw Method 


TBLASTX : 1 




Start 


1285 


End 


1644 




GI 


none 


Score 


278 




Exons 


1285.. 1644, 1287.. 1640 








Seq. No. 


2892 


S.eq. ID 


OJ991112 



3005 





uene ino . 


CI 9fi 


o t. rana 








Start 


1 


End 


5991 






Name 


OJ991112 03.0119.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1525 


End 


1824 






GI 


none 


Score 


227 






Exons 


1525. .1824, 1539. .1628 










Seq. No. 


2893 


Seq. ID 


OJ991112_ 


03. 0119. C7 




bene ino . 




oiianu 


+ 






Start 


176 


End 


1565 






Name 


OJ991112 03.0119.C7.ol.gs 


Method 


GENSCAN 






Start 


176 


End 


1565 






GI 


none 


Score 


.91 






Exons 


176. .279, 1154. .1565 










Seq. No. 


2893 


Seq. ID 


OJ991112_ 






Gene No. 


6122 


Strand 


+ 






Start 


4012 


End 


11828 






Name 


HTQQ1119 fl^ 01 1 Q Hi r\0 rr<3 


Method 


GENSCAN 






Start 


4012 


End 


10582 






GI 


none 


Score 


.49 






Exons 


4012. .4160, 4883. .5094, 5168 


..5220, 5325.. 5463, 


5930. .6291, 






7221. .7280, 8032. .8212, 8345 


..8444, 8463. .8663, 


9436. .9782, 


spy 




10140. .10240, 10367. .10582 










Seq. No. 


2893 


Seq. ID 


OJ991112_ 


03 0119 C7 


U § 


Gene No. 


6122 


Strand 


+ 




: y 


Start 


4012 


End 


11828 






Name 


OJ991112 03.0119.C7.ol.np 


Method 


AAT/NAP 






Start 


5172 


End 


11828 






GI 


5091513 


Score 


1188 






Exons 


5172. .5231, 7975. .8390, 8420 


..8684, 9522. .10299, 


10984. .11193, 


ru 




11346. .11828 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




i!3 


Seq. No. 


2893 


Seq. ID 


OJ991112_ 


03. 0119. C7 




Gene No. 


6123 


Strand 


+ 






Start 


13885 


End 


13967 






Name 


OJ991112 03.0119.C7.o2.np 


Method 


AAT/NAP 






OLalL 


13885 


End 


13967 




Q 


GI 


6630699 


Score 


89 






Exons 


13885. .13967 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536 | db j | BAA89566.il (AP001073) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


2893 


Seq. ID 


OJ991112_ 


03. 0119. C7 




Gene No. 


6124 


Strand 


+ 






uLal L 


14094 


End 


16349 






Name 


OJ991112 03.0119.C7.o3.np 


Method 


AAT/NAP 






Start 


14094 


End 


16349 






GI 


6539570 


Score 


209 






Exons 


14094. .14295, 14456 14538, 


15763. . 15904, 16064. 


.16349 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2893 


Seq. ID 


OJ991112_ 


03. 0119. C7 




Gene No. 


6125 


Strand 







3006 



Start 13054 End 13367 

Name OJ991112_03 . 0119.C7 .ol . gp Method AAT/GAP 

Start 13054 End 13367 

GI 72524_1.R1084 Score 423 

Exons 13054.. 13367 

GI Descrip. 1 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



□ 

. -5 

'id 

ru 



ru 



u 



Seq. No. 


2893 


Seq. ID 


OJ991112 


ucnc iNo . 








Start 


15656 


End 


16009 


Name 


OJ991112 03.0119.C7.o4.gs 


Method 


GENSCAN 


Start 


15656 


End 


16009 


GI 


none 


Score 


.64 


Exons 


15656. .16009 






Seq. No. 


2894 


Seq. ID 


OJ991112 


bene ino . 




Strand 


+ 


Start 


549 


End 


4003 


Name 


OJ991112 03.0119.C8.ol.gs 


Method 


GENSCAN 


Start 


549 


End 


4003 


GI 


none 


Score 


.75 


Exons 


549. .713, 1794. .1865, 3274.. 


3394, 3837 


. .4003 


Seq. No. 


2894 


Seq. ID 


OJ991112 


bene ino . 


fil 9ft 


Strand 


+ 


Start 


4856 


End 


6863 


Name 


OJ991112 03.0119.C8.o2.gs 


Method 


GENSCAN 


Start 


4856 


End 


6863 


GI 


none 


Score 


.71 


Exons 


4856. .4949, 5164. .5275, 5501 


..5574, 5964. .6170, 


Seq. No. 


2894 


Seq. ID 


OJ991112 


Gene No. 


6129 


Strand 


+ 




12641 


End 


13099 


Name 


OJ991112 03,0119. C8.ol.gp 


Method 


AAT/GAP 


Start 


12641 


End 


13099 


GI 


4968598 


Score 


722 


Exons 


12641. .13099 






Seq. No. 


2894 


Seq. ID 


OJ991112 


Gene No. 


6130 


Strand 


+ 


Start 


13276 


End 


14937 


Name 


OJ991112 03.0119.C8.o3.np 


Method 


AAT/NAP 


Start 


13276 


' End 


14937 


GI 


6539588 


Score 


136 


Exons 


13276. .13551, 14876.. 14937 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2894 


Seq. ID 


OJ991112 


Gene No. 


6131 


Strand 


+ 


Start 


•21030 


End 


24596 


Name 


OJ991112 03.0119.C8.o2.gp 


Method 


AAT/GAP 


Start 


20679 


End 


20908 


GI 


3761317 


Score 


343 


Exons 


20679. .20908 






GI Descrip. 


287403/dbj | D10838 | RICSBE1 4. 


Oe-66 Rice 


gene for 



3007 



enzyme 

Seq. No. 2894 
Gene No. 6131 
Start 21030 

Name OJ991112_03 . 0119 . C8 . o5 . gs 

Start 21030 
GI none 

Exons 21030. .21096, 21266 21387 , 

21945. .22323, 22853 .. 22908 , 
24314. .24376, 24458.-24596 



Seq. ID 

Strand 

End 

Method 

End 

Score 

21477 

23060 



.21620, 
.23089, 



OJ991112_03.0119.C8 
+ 

24596 
GENSCAN 
24596 
.76 

21729. .21831, 
23255. .23336, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2894 Seq. ID 

6132 Strand 
4304 End 
OJ991 112_03 . 011 9 . C8 . ol . np Method 
4304 End 
4388825 Score 
4304. .4349, 7592. .8044, 8147. .8301 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ991112_03.0119.C8 

10542 
AAT/NAP 
8301 
247 



m 
m 

□ 

rU 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2894 
6132 
4304 

OJ991112_03.0119.C8.o3.gs 

7484 

none 



Seq. ID OJ991112_03.0119.C8 
Strand 

End 10542 

Method GENSCAN . 

End 10542 

Score .54 



7484. .8101, 8129. .8352, 8493.-8946, 9042. .9618, 10439. .10542 



2894 Seq. ID 

6133 Strand 

12633 End 

OJ991112_03 . 0119 . C8 . ol . tw Method 

7832 End 

none Score 
7832. .8017, 8048. .8203 



OJ991112_03.0119.C8 
16616 

TBLASTX: Wheat 

8203 

95 



Seq. No. 2894 
Gene No. 6133 
Start 12633 

Name OJ991112_03 . 0119 . C8 . o4 . gs 

Start 12633 
GI none 
Exons 12633. .12791, 

14904. .14997, 

16271. .16412, 



13289. .13368, 
15132. .15402, 
16460. .16616 



Seq. ID OJ991112_03.0119.C8 
Strand 

End 16616 

Method GENSCAN 

End 16616 

Score .54 
13374. .13518, 14358 .. 14 655, 
15568. .15784, 15936 .. 16124 , 



Seq. No. 2894 

Gene No. 6134 

Start 23089 

Name OJ991112JD3 . 01 19 . C8 . ol . tm 

Start 23089 

GI none 

Exons 23089. .23166, 23090 .. 23167 , 
24312. .24371, 24456 .. 24599, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 03. 0119. C8 



24599 

TBLASTX: Maize 
24599 
85 

23247. .23330, 23257 .. 23331 , 
24465. .24596, 24479. . 24598 . 



3008 




Seq. No. 


2895 




Seq. ID 


OJ991112_03.0119. 


C10 


Gene No. 


6135 




Strand 






of- r-f- 


379 




End 


DO U 




Name 


OJ991112 03. 0119. CIO. ol. 


np 


Method 


AAT/NAP 




Start 


379 




End 


680 




GI 


4416302 




Score 


274 




Exons 


379. .680 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


2895 




Seq. . ID 


OJ991112_03.0119. 


C10 


Gene No. 


6135 




Strand 






Start 


j i y 




End 


680 




Name 


atqqi i i o no Alio pi rt a*i 


tm 


Method 


TBLASTX: Maize 




Start 


4 UU 




End 


680 




GI 


none 




Score 


81 




Exons 


A f\C\ C CI A O 1 ccc c a n 

4UU..OO/, 4jl..Dba f 04 / . 


. O / O , 


558. .680 






Seq. No. 


Zo y o 




Seq. ID 


OJ991112_03.0119. 


Cll 


bene ino . 


6136 




Strand 


+ 




Start 


4375 




End 


6068 




Name 


OJ991112 03.0119.Cll.o2. 


gs 


Method 


GENSCAN 




Start 


4375 




End 


6068 




GI 


none 




Score 


.57 




Exons 


4375.. 4440, 5112.. 5265, 


5432. 


.5583, 5847.. 6068 




Seq. No. 


2896 




Seq. ID 


OJ991112_03.0119. 


Cll 


Gene No. 


6137 




Strand 






Start 


1 




End 


5298 




Name 


OJ991112 03.0119.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


1 ' 




End 


5298 




GI 


6466937 




Score 


1165 




Exons 


1..1827, 5261. .5298 










GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 










Seq. No. 


2896 




Seq. ID 


OJ991112_03.0119. 


Cll 


bene wo. 


6137 




Strand 






Start 


1 




End 


5298 




Name • 


OJ991112 03.0119.Cll.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


251 




End 


679 




GI 


none 




Score 


135 




Exons 


251. .538, 251. .505, 417. 


.608, 


563. .679 






Seq. No. 


2896 




Seq. ID 


OJ991112_03.0119. 


Cll 


Gene No . 


6137 




Strand 






Start 


1 




End 


5298 




Name 


OJ991112 03.0119.Cll.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


272 




End 


658 




GI 


none 




Score 


129 




Exons 


272. .502, 363. .608, 386. 


.658, 


554. .658 






Seq. No. 


2896 




Seq. ID 


OJ991112_03.0119. 


Cll 


Gene No. 


6137 




Strand 






Start 


1 




End 


5298 




Name 


OJ991112 03.0119.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


311 




End 


1936 




GI * 


none 




Score 


.41 





3009 



Exons 



311.. 504, 790.. 1360, 1373.. 1936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2896 
6137 
1 



510 
none 

510. .893, 545. .910 



Seq. ID 

Strand 

End 



OJ991112 03.0119.Cll.o2.tw Method 



End 
Score 



OJ991112_03.0119.C11 
5298 

TBLASTX: Wheat 

910 

196 



Seq. No. 2896 Seq. ID 

Gene No. "6137 Strand 

Start 1 End 

Name 0 J9 9 111 2_0 3.0119.Cll.o3.tm Method 

Start 680 End 

GI none Score 

Exons 680.. 925, 923.. 1099 



OJ991112_03.0119.C11 
5298 

TBLASTX: Maize 

1099 

194 



i.t E 

! y 



! y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2896 
6137 
1 



1001 
none 



Seq. ID 

Strand 

End 



OJ991112 03.0119.Cll.ol.tw Method 



End 
Score 



1001. .1066, 1478. .178 6, 1482. .1784 

2896 Seq. ID 

6137 Strand 
1 End 
OJ991112_03.0119.Cll.o3.ts Method 
1085 End 
none Score 

1085. .1342, 1202. .1294, 1206. .1319 



OJ991112_03.0119.C11 
5298 

TBLASTX: Wheat 

1786 

197 



OJ991112_03.0119.C11 
5298 

TBLASTX : Soybean 

1342 

76 



Seq. No. 
%= Gene No. 
M Start 
: =j Name 
*i Start 

gi 

ia =* Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2896 Seq. ID 

6137 Strand 

1 — - End 
OJ991112_03 . 0119 . Cll . ol . tm Method 

1100 End 

none Score 

1100. .1621, 1133. .1360, 1377. .1622 



2896 
6137 
1 



1368 
none 

1368. .1712, 1373. .1717 



Seq. ID 

Strand 

End 



OJ991112 03.0119.Cll.ol.ts Method 



End 
Score 



OJ991112_03. 0119. Cll 
5298 

TBLASTX: Maize 

1622 

95 



OJ991112_03. 0119. Cll 
5298 

TBLASTX : Soybean 

1717 

131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2896 
6137 
1 



1634 
none 

1634. .1813, 1662. .1814 



Seq. ID 

Strand 

End 



OJ991112 03.0119.Cll.o4.tm Method 



End 
Score 



OJ991112JD3. 0119. Cll 
5298 

TBLASTX: Maize 

1814 

89 



3010 



■3 



Qorr Mo 


9ft Q7 
c o y i 






OJ991112 

\J\J y y 1 1 It. 


03 . 


0119 


. C12 


Gene No. 


6138 




Strand 


+ 








Start 


166 




End 


632 








Name 


OJ991112 03.0119.C12.ol 


.gs 


Method 


GENSCAN 








Start 


166 




End 


632 








GI 


none 




Score 


.73 








Exons 


166. .230, 529.. 632 














Con Mr\ 


9ftQft 




Seq. ID 


OJ991112_ 


03 . 


0119 


. C13 


Gene No. 


6139 




Strand 


+ 








Start 


1958 




End 


6955 








Name 


OJ991112 03.0119.C13.ol 


. gs 


Method 


GENSCAN 








Start 


1958 




End 


3876 








GI 


none 




Score 


.86 








Exons 


1958. .2025, 3116. .3221, 


3389. 


.3455, 3479. .3876 








Seq. No. 


2898 




Seq. ID 


OJ991112_ 


03. 


0119 


.C13 


Gene No. 


6139 




Strand 


+ 








Start 


1958 




End 


6955 








Name 


OJ991112 03.0119.C13.ol 


.np 


Method 


AAT/NAP 








Start 


2236 




End 


2507 








GI 


6539588 




Score 


119 









£3 Exons 

i s 3 GI' Descrip. 

Seq. No. 
\'Z Gene No. 
j*=j Start 
'=y Name 
hi Start 

I'll GI 

Exons 



2236. .2507 

(AP000837) hypothetical protein [Oryza sativa] 



GI Descrip. 



2898 
6139 
1958 

OJ991112_03.0119.C13.o2.np 

3504 

5922620 

3504.. 3552, 3590 
5178.. 5352, 5389 
(AP000492) EST 
predicted gene.; 



3693, 3963. 
5473, 6825. 
D15357(C0514) 
hypothetical 



OJ991112_ 
+ 

6955 
AAT/NAP 
6955 
504 
4610. .4658, 



Seq. ID 

Strand 

End' 

Method 

End 

Score 
.3987, 
.6955 

corresponds to a region 
protein [Oryza sativa] 



03.0119.C13 



4920. .5061, 



of the 



gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


2898 




Seq. ID 


OJ991112_03, 


.0119 


.C13 


Gene No. 


6140 




Strand 


+ 






Start 


7894 




End 


8670 






Name 


OJ991112 03 


.0119.C13.o3.gs 


Method 


GENSCAN 






Start 


7894 




End 


8505 






GI 


none 




Score 


.61 






Exons 


7894. .7900, 


7977. .8186, 8377. 


.8505 








Seq. No. 


2898 




Seq. ID 


OJ991112JD3. 


.0119 


.C13 


Gene No. 


6140 




Strand 


+ 






Start 


7894 




End 


8670 






Name 


OJ991112 03 


.0119.C13.o4.np 


Method 


AAT/NAP 






Start 


8217 




End 


8670 






GI 


3645899 




Score 


188 






Exons 


8217. .8670 












GI Descrip. 


(U68408) 5 ? 


end not determined experimentally [Zea 


mays 


] 



3011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2898 
6141 
4408 

OJ991112_03.0119.C13.o2.gs 

4408 

none 



Seq. ID OJ991112_03.0119.C13 
Strand 

End 7132 

Method GENSCAN 

End 7132 

Score .45 



4408. .4525, 4670. .4959, 5312. .5409, 6372. .6487, 6768. .6902, 
7095. .7132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



i h 

H 

U Seq. No 
L;3 Gene No 
Start 
Name 
Start 

4 Exons 



ru 



.2898 
6142 
7094 

OJ991112_03.0119.C13.o3.np 
7094 
6630699 
7094. .7175 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991112_03.0119.C13 
Strand 

End 7175 

Method AAT/NAP 

End 7175 

Score 78 



2899 
6143 
1 

OJ991112_03.0119.C14.ol.np 
1 

4416302 
1..36, 1430. .2009 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ991112_03.0119.C14 

Strand + 

End 2009 

Method AAT/NAP * 

End 2009 

Score 445 



2899 
6143 
1 

OJ991112_03 . 0119 . C14 . ol . tm 

1444 

none 

1444. .1956, 1536. .1616, 1659. 



Seq. ID OJ991112_03.0119.C14 



Strand 
End 

Method 
End 
Score 
.1958 



+ 

2009 

TBLASTX: Maize 

1958 

407 



Seq. No. 


2899 








Seq. ID 


OJ991112_03.0119 


.C14 


Gene No. 


6143 








Strand 


+ 




Start 


1 








End 


2009 




Name 


OJ991112 03 


.0119 


.C14.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1492 








End 


2004 




GI- 


none 








Score 


225 




Exons 


1492. .1914, 


1942 


. .2004 










Seq. No. 


2899 








Seq. ID 


OJ991112_03.0119 


.C14 


Gene No. 


6143 








Strand 


+ 




Start • 


1 








End 


2009 




Name 


OJ991112 03 


.0119 


.C14.ol. 


gs 


Method 


GENSCAN 




Start 


1501 








End 


1702 




GI 


none 








Score 


.6 




Exons 


1501. .1702 














Seq. No. 


2899 








Seq. ID 


OJ991112_03.0119 


.C14 


Gene No. 


6143 








Strand 


+ 




Start 


1 








End 


2009 




Name 


OJ991112 03 


.0119 


.C14.ol. 


ts 


Method 


TBLASTX: Soybean 





3012 



Start 


1705 




End 


2009 


GI 


none 




Score 


221 


Exons 


1705.. 2001, 1722.. 2009 








Seq. No. 


2900 




Seq. ID 


OJ991112_03.0119.C15 




fil 44 




Jul Ol l\U 




Start 


898 




End 


1175 


Name 


OJ991112 03.0119.C15.ol. 


gs 


Method 


GENSCAN 


Start 


898 




End 


1175 


GI 


none 




Score 


.52 


Exons 


898. .1095, 1140. .1175 








Seq. No. 


2901 




Seq. ID 


OJ991112_03.0119.C16 


f^ono M s~\ 
OtJIltr ViKJ . 


61 4 S 








Start 


305 




End 


727 


Name 


OJ991112 03.0119.C16.ol. 


gs 


Method 


GENSCAN 


Start 


305 




End 


727 


GI 


none 




Score 


.48 


Exons 


305.. 433, 599.. 727 








Seq. No. 


2902 




Seq. ID 


OJ991112_03.0119.C18 


Gene No. 


6146 




Strand 




Start 


115 




End 


1150 


Name 


OJ991112 03.0119.C18.ol. 


np . 


Method 


AAT/NAP 


Start 


115 




End 


1150 


GI 


4008446 




Score , 


96 


Exons 


115. .176, 222. .334, 512. 


.632, 


1015. .1150 


GI Descrip. 


(AL034488) predicted using Genefinder; 


cDNA EST EMBL:C08771 




comes from this gene; cDNA EST EMBL:C07412 comes from this < 




[Caenorhabditis elegans] 








Seq. No. 


2902 




Seq. ID 


OJ991112_03.0119.C18 




6146 




Strand 




Start 


115 




End 


1150 


Name 


OJ991112 03.0119.C18.ol. 


gs 


Method 


GENSCAN 


Start 


226 




End 


647 


GI 


none 




Score 


.46 


Exons "■■"">■* 


226.. 334, 496..;647 








Seq. No. 


2902 




Seq. ID 


OJ991112_03.0119.C18 


Gene No. 


6146 




Strand 




04-a r f. 
OLdl L 


115 




End 


1150 - 


Name 


OJ991112 03.0119.C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


274 




End 


675 


GI 


none 




Score 


73 


Exons 


274. .336, 275. .331, 280. 


.381, 


285. .380, 


513. .650, 515. .607, 




516. .608, 520. .675 








Seq. No. 


2903 




Seq. ID 


OJ991112_03.0119.C19 


Gene No. 


6147 




Strand 


+ 


Start 


690 




End 


5530 


Name 


OJ991112 03.0119.C19.ol. 


np 


Method 


AAT/NAP 


Start 


690 




End 


5530 


GI 


4580462 




Score 


165 


Exons 


690. .723, 4467. .4555, 5108. .5249, 5473. 


.5530 


GI Descrip. 


(AC006081) hypothetical 


protein [Arabidopsis thaliana] 



3013 




Seq. No. 


2903 


Seq. ID 


OJ991112_03.0119. 


C19 




OXft / 


OLianu 


X 




Start 


690 


End 


5530 




Name 


OJ991112 03.0119.C19.ol.gs 


Method 


GEN SCAN 




Start 


3696 


End 


5279 




GI 


none 


Score 


.86 




Exons 


3696.. 4138, 4448.. 4555, 5108 


. .5279 






Seq. No. 


2904 


Seq. ID 


OJ991112_03.0119. 


C20 


bene wo . 


D140 


oil dllU 






Start 


570 


End 


2665 




Name 


OJ991112 03.0119.C20.ol.gs 


Method 


GENSCAN 




Start 


570 


End 


2007 




GI 


none 


Score 


.48 




Exons 


570.. 860, 1176.. 1261, 1345.. 


1439, 1856. 


, .2007 




Seq. No. 


2904 


Seq. ID 


OJ991112_03.0119. 


C20 


Gene No. 


6148 


Strand 


+ 






570 


End 


2665 




Name 


OJ991112 03.0119.C20.ol.np 


Method 


AAT/NAP 




Start 


583 


End 


2665 




GI 


4972046 


Score 


148 




Exons 


583.. 767, 2603.. 2665 








GI Descrip. 


(AL078470) putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


2904 


Seq. ID 


OJ991112_03.0119. 


CzU 


bene no . 


6148 


Strand 


+ 




Start 


570 


End 


2665 




Name 


OJ991112 03.0119.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


591 


End 


1441 




GI 


none 


Score 


200 




Exons 


591. .734, 593. .736, 601. .735 


, 1339. .14^ 


10, 1346. .1441 




Seq. No. 


2905 


Seq. ID 


OJ991112_03.0119. 


C21 


Gene No. 


6149 


Strand 


+ 




JLalL 


1 


End 


1645 




Name 


OJ991112 03.0119.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1490 




GI 


4580462 


Score 


84 




Exons 


1..216, 1380. .1490 








GI Descrip. 


(AC006081) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


2905 


Seq. ID 


OJ991112_03.0119. 


C21 


bene inu . 


6149 


Strand 


+ 




Start 


1 


End 


1645 




Name 


OJ991112 03.0119.C21.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


1645 




GI 


none 


Score 


.74 




Exons 


51. .216, 377. .465, 504 .. 619, 


1480. .1645 




Seq. No. 


2905 


Seq. ID 


OJ991112_03.0119. 


C21 


Gene No. 


6149 


Strand 


+ 




Start 


1 


End 


1645 




Name 


OJ991112 03.0119.C21.ol.gp 


Method 


AAT/GAP 




Start 


583 


End 


1172 




GI 


none 


Score 


1164 




Exons 


583. .1172 









3014 



Seq. No. 2905 
Gene No. 6150 
Start 1553 

Name OJ991112_03.0119.C21.o2.np 
Start 1553 
GI 132672 
Exons 1553.. 1921 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L14" gi I 71224 I pir | I R5RZ14 

ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33 932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 |prf | 1 1603356BU ribosomal protein L14 [Oryza sativa] 



Seq. ID OJ991112_03.0119.C21 

Strand + 

End 1921 

Method AAT/NAP 

End 1921 

Score 194 





Seq. No. 


2905 






Seq. ID 


OJ991112_03.0119.C21 




Gene No. 


6151 






Strand 


+ 




Start 


2303 






End 


2724 




Name 


OJ991112 03.0119. 


C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1754 






End 


1945 




GI 


none 






Score 


112 




Exons 


1754. .1831, 1758. 


.1829, 


1820 


..1945, 1821. .1919, 1823. .1945 




Seq. No. 


2905 






Seq. ID 


OJ991112_03.0119.C21 




Gene No. 


6151 






Strand 


+ 




Start 


2303 






End 


2724 




Name 


OJ991112 03.0119. 


C21.o2 


.gp 


• Method 


AAT/GAP 




Start 


2303. 






End 


2717 




GI 


LIB3431-023-P1-N1 


-B3 




Score 


710 


ru 


Exons 


2303. .2717 










L J 


bi uescrip. 


•3818624 5.0e-37 


(AF095912) 


act in related protein 2; ARP2 


: s y 




[Arabidopsis thaliana] 1 








hi 


Seq. No. 


2905- 






Seq. ID 


OJ991112_03.0119.C21 


! fe? 


Gene No. 


6151 






Strand 


+ 




Start 


2303 






End 


2724 




Name 


OJ991112 03.0119. 


C21.52 


.gs 


Method 


GENSCAN 


s J 


Start 


2550 






End 


2724 




GI 


none 






Score 


.53 




Exons 


2550. .2612, 2641. 


.2724 










Seq. No. 


2906 






Seq. ID 


OJ991112 03.0119.C22 




Gene No. 


6152 






Strand 


+ 




Start 


2158 






End 


4485 




Name 


OJ991112 03.0119. 


C22.o2 


.gs. 


Method 


GENSCAN 




Start 


2158 






End 


4160 




GI 


none 






Score 


.76 




Exons 


2158. .2192, 2396. 


.2525, 


2706 


..2762, 2856. .2939, 3810. .3944, 






4089. .4160 












Seq. No. 


2906 






Seq. ID 


OJ991112_03.0119.C22 




Gene No. 


6152 






Strand . 


+ 




Start 


2158 






End 


4485 




Name 


OJ991112 03.0119. 


C22.o4 


.np 


Method 


AAT/NAP 




Start 


2898 






End 


4485 




GI 


3818624 






Score 


580 




Exons 


2898. .2939, 3606. 


.3716, 


3810 


..3944, 4089. .4160, 4253. .4331, 



4460. .4485 

GI Descrip. (AF095912) actin related protein 2; ARP2 [Arabidopsis thaliana] 



3015 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 2786 

Method AAT/NAP 

End 1918 

Score 288 



2906 
6153 
1 

OJ991112_03.0119.C22.ol.np 
1 

6016732 

1..109, 140. .631, 1877. .1918 

(AC009325) hypothetical protein [Arabidopsis thaliana] 

gi I 6091719 | gb | AAF03431.il AC010797_7 (AC010797) hypothetical 

protein [Arabidopsis thaliana] 



2906 
6153 
1 

OJ991112_03 . 0119 . C22 . ol . tm 

182 

none 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 2786 

Method TBLASTX : Maize 

End 657 

Score 87 



182. .259, 183. .245, 245.-358, 257. .349, 269. .328, 373. .651, 
380. .553, 408. .476, 409. .489, 634. .657 



2906 
6153 
1 

OJ991112_03.0119.C22.ol.gs 

202 

none 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 2786 

Method GENSCAN 

End. 1105 

Score .44 



202. .323, 407. .746, 752. .889, 1099. .1105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2906 
6153 ■ 
1 

OJ991112_03.0119.C22.o2.ts 

266 

none 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 2786 

Method TBLASTX : Soybean 

End 618 

Score 66 



266. .319, 269. .349, 412. .618, 424. .525, 427. .474, 428. .553 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2906 
6153 
1 

OJ991112_03.0119.C22.ol.gp 

273 

none 

273. .368, 538. .941 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 2786 

Method AAT/GAP 

End 941 

Score - 942 



2906 
6153 
1 

OJ991112_03.0119.C22.o2.np 
698 

6751696 
698. .978, 2731. .2786 

(AC018908) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991112_03.0119.C22 
Strand 

2786 
AAT/NAP 
2786 
65 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



2906 
6153 
1 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 2786 



3016 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991112_03 .0119. C22 . o3 . np Method AAT/NAP 
954 End 1372 

5852172 . Score 58 

954. .991, 1249. .1372 
(AL117265) zhb0002.1 [Oryza sativa] 



2906 
6154 
3605 

OJ991112_03.0119.C22.ol.ts 

3605 

none 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 4485 

Method TBLASTX : Soybean 

End 4485 

Score 180 



3605. .3673, 3606. .3713, 3804. .3941, 3807. .3944, 3808. .3984, 
3808. .3942, 3809. .3943, 4092. .4163, 4094. .4162, 4243. .4332, 
4244. .4342, 4247. .4333, 4458.-4484, 4459. .4485 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
f ~ Start 

5 =|f Exons 

rjj GI Descrip. 

^ Seq. No. 

Gene No. 
"y .Start 
I s « Name 
: t 3 Start 

!!S Exons 



2906 
6154 
3605 

OJ991112_03.0119.C22.ol.tc 

3606 

none 



Seq. ID OJ991112_03.0119.C22 
Strand 

End 4485 

Method TBLASTX : Cress 

End 3970 

Score 183 



3606.. 3713, 3608.. 3676, 3807.. 3947, 3807.. 3944, 3809.. 3970 



2907 
6155 
124 

OJ991112_03.0119.C23.ol.np 
124 

3818624 



Seq. ID OJ991112_03.0119.C23 

Strand + 

End 3751 

Method AAT/NAP 

End 2348 

Score 796 



124. .227, 343. .411, 495.-558, 629. .697, 809. .892, 1470. .1528, 
1755.. 1821, 2002.. 2085, 2271.. 2348 

(AF095912) actin related protein 2; ARP2 [Arabidopsis thaliana] 



2907 
6155 
124 

OJ991112_03..0119.C23.ol.gs 

261 

none 



Seq. ID OJ991112_03.0119.C23 

Strand + 

End 3751 

Method GEN SCAN 

End 3751 

Score . 62 



261. .342, 470. .558, 629. .697, 767. .892, 1470. .1528, 1755. .1821, 
2002. .2085, 3197. .3323, 3567. .3751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2907 
6155 
124 

OJ991112_03.0119.C23.ol.gp 
372 

3107756 



Seq. ID OJ991112_03.0119.C23 

Strand + 

End 3751 

Method AAT/GAP 

End 907 

Score 421 



372. .411, 495. .558, 629. .697, 809. .907 

3818624 5.0e-37 (AF095912) actin related protein 2; ARP2 
[Arabidopsis thaliana] 



Seq. No. 2907 

Gene No. 6156 

Start 11467 

Name OJ991112_03. 0119.C23.o3.gp 



Seq. ID OJ991112_03.0119.C23 

Strand + 

End 11819 

Method AAT/GAP 



3017 



Start 
GI 

Exons 



11467 
none 

11467. .11819 



End 
Score 



11819 
597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
3 Start 

si 

=3 Name 

2 Start 
! ; GI 

J Exons 

Jj 

J Seq. No. 

i Gene No. 

f. Start 

^ Name 
Start 

3 GI 

j Exons 

I GI Descrip. 

=3. 

* Seq. No. 
3 Gene No. 
3 Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2907 Seq. ID OJ991112_03 . 0119 .C23 

6157 Strand + 
21429 End 25660 
OJ991112_03 . 0119 . C23 . o4 . gs Method GENSCAN 
21429 End 25660 
none Score .52 

21429. .21448, 21776 .. 21842, .22858 .. 22955, 22994 .. 23069, 

23966. .24092, 24123 .. 24362, 24382 24585, 25548.. 25660 

2907 Seq. ID OJ991112_03 . 0119 .C23 

6158 Strand 

5221 End 20225 

OJ991112_03 . 0119 . C23 . o3 . ts Method TBLASTX : Soybean 

123 End 531 

none Score 173 

123. .230, 124. .228, 343. .411, 344. .409, 493. .531 



2907 
6158 
5221 

OJ991112_03. 0119. C23.o5. tni 

482 

none 



Seq. ID OJ991112_03.0119.C23 
Strand 

End 20225 

Method TBLASTX : Mai ze 

End 706 

Score 133 



482. .577, 487. .576, 487. .600, 580. .702, 581. .706, 590. .706 

2907 Seq. ID OJ991112_03 . 0119 .C23 

6158 * Strand 

5221 End 20225 

OJ991112_03 . 0119 . C23 . o3 . np Method AAT/NAP 

5221 End 10752 

6721172 Score 295 

5221. .5910, 5941. .6156, 7412. .7800, 10728. .10752 

(AC016829) hypothetical protein [Arabidopsis thaliana] 



2907 
6158 
5221 

OJ991112_03.0119.C23.o3.tc 

5296 

none 



Seq. ID OJ991112_03.0119.C23 
Strand 

End 20225 

Method TBLASTX: Cress 

End 6123 

Score 88 



5296. .5553, 5296. .5553, 5395. .5553, 5566. .5940, 5740. .5916, 
5953. .6123, 5953. .6057, 5965. .6114, 5965. .6114, 5974. .6114 



2907 
6158 
5221 

OJ991112_03.0119.C23.ol.tm 

5632 

none 



Seq. ID OJ991112_03.0119.C23 
Strand 

End 20225 

Method TBLASTX: Maize 

End 6114 

Score 4 98 



5632. .5802, 5711. .6112, 5712. .6113, 5713. .6114, 5714. .6103 



2907 
6158 



Seq. ID OJ991112_03.0119.C23 
Strand 



3018 



Start 
Name 
Start 
GI 

Exons 



5221 End 

OJ991112_03.0119.C23.o2.ts Method 

5638 End 

none Score 



20225 

TBLASTX : Soybean 

6009 

37 



S638..5673, 5639.. 5674, 5662.. 5862, 5668.. 5883, 5669.. 5887, 
5878.. 5982, 5879.. 5986, 5974.. 6009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2907 Seq. ID OJ991112_03 . 0119 . C23 

6158 Strand 

5221 End . 20225 

OJ991112_03.0119.C23.o2.gp Method AAT/GAP 

5801 End 7664 

LIB3477-004-P1-K1-B12 Score 925 

5801.. 5965, 6070.. 6156, 7412.. 7664 

, 4733985/gb|AAD28665.1|AC007209_l 7.0e-20 (AC007209) 
hypothetical protein, 5 11 partial [Arabidopsis thaliana] 1 



2907 
6158 
5221 

OJ991112_03.0119.C23.o3.gs 
9779 



Seq. ID OJ991112_03.0119.C23 
Strand 

End 20225 
Method GENSCAN 
End 20225 
none Score . 67 

9779.. 9996, 10896 .. 10962, 11184 .. 11261, 11925 .. 12008, 
12111. .12271, 12396. .12473, 12550 .. 1264 1, 1274 1 .. 12835, 
13223. .13319, 13421 .. 134 67 , 14000 .. 14075, 14553 .. 14 653, 
14793. .14969, 15392 .. 15489, 15629 .. 15772 , 18144 .. 18168, 
18875. .19084, 19960 .. 20069, 20153.. 20225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2907 Seq. ID 

6158 Strand 

5221 End 

OJ991112_03.0119.C23.o3.tm Method 

11796 End 

none Score 



OJ991112_03.0119.C23 
20225 

TBLASTX: Maize 

12015 

270 



11796. .12008, 11797. .12009, 11803. .12015 



2907 
6158 
5221 

OJ991112_03.0119.C23.o4.np 
11799 
3337350 
11799 
12741 



Seq. ID OJ991112_03.0119.C23 
Strand 

End 20225 
Method AAT/NAP 
End 15719 
Score- 1815 
12008, 12111. .12271, 12396 .. 12473, 12550 .. 12641, 
12799, 13027. .13113, 13223 .. 13319, 13421 .. 13665, 



14000. .14075, 14553. .14653, 147 93 .. 14 969, 15392 .. 1548 9, 
15629. .15719 

GI Descrip. (AC004481) putative membrane transporter [Arabidopsis thaliana] 



Seq. No. 2907 

Gene No. 6158 

Start 5221 

Name OJ991112_03 . 0119.C23.ol . tc 

Start 11805 

GI none 
Exons 



Seq. ID OJ991112_03.0119.C23 
Strand 

End 20225 

Method TBLASTX : Cress 

End 12802 

Score 89 



11805. .11909, 11806. .11907, 11910 .. 12020 , 11917 .. 12021 , 
12111. .12296, 12118. .12273, 12394 .. 12480, 12395 .. 124 93, 



3019 



12548. .12628, 1254 9 .. 12638, 12740 .. 12802 , 12741.. 12773 



Seq. No. 2907 
Gene No. 6158 
Start 5221 

Name OJ991112_03. 0119.C23.ol.ts 

Start 11805. 
GI none 

Exons 11805. .11909, 11806 . . 11907 , 

12111. .12296, 12112. .12273, 
12548. .12640, 12549 12641, 
13025. .13114, 13027. .13122, 
13444. .13665, 13448 .. 13567, 
13983. .14078, 14546. . 14659, 
. 14862. .14978, 15398 .. 15487 , 



Seq. ID OJ991112_03.0119.C23 
Strand 

20225 

TBLASTX : Soybean 
15689 
79 

12009, 11910. .12008, 
12480, 12394. .12480, 
12803, 13024. .13125, 
13196. .13336, 13196 .. 13318 , 
13610. .13660, 13946. .14077, 
14966, 14833. .14967, 
15488, 15615.. 15689 



End 

Method 

End 

Score 

11908 

12394 

12741 



14832 
15399 



H 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



:J Seq. No. 

if! Gene No. 

! y Start 

2 Name 

Start 

% GI 

==5 Exons 

5 y 



Seq. No. 
b Gene No. 
! Start 
\ Name 
\ Start 
1 GI. 
Exons 



2907 Seq. ID 

6158 Strand 

5221 End 

OJ991112_03.0119.C23.ol.tw Method 

11871 End 

none Score 



OJ991112_03.0119.C23 
20225 

TBLASTX: Wheat 

12590 

78 



11871. .11909, 11910. .12020, 12070 .. 12273, 12111 .. 12278 , 
12388. . 12480, 12395 124 93, 12548 .. 12589, 12549. .12590 



2907 
6158 
5221 

OJ991112_03.0119.C23.o4.tm 
12069 
none 
12069. 
12549. 
14094. 
15395. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_03.0119.C23 
20225 

TBLASTX: Maize 

15488 

72 



,12278, 12394. 

12641, 12753. 

,14171, 14546. 

,15487, 15396. 



,12480, 12416. 

,12779, 13983. 

,14653, 14832. 
,15488 



,12493, 12548, 
.14078, 13985, 
.14966, 14833, 



,12640, 
,14077, 
,14967, 



2907- Seq. ID 

6158 Strand 

5221 End 

OJ991112_03.0119.C23.o2.tc Method 

13057 End 

none Score 



OJ991112_03.0119.C23 
20225 

TBLASTX: Cress 

13629 

54 



13057. .13122, 13217, 
13447. .13554 



,13318, 13244. .13336, 13420 13629, 



Seq. No. 2907 

Gene No. . 6158 

Start 5221 

Name OJ991112_03 . 0119 . C23 . o2 . tm 

Start 13066 

GI none 

Exons 13066. .13122, 13223 .. 13327, 13223 
13409. .13636, 134 17 .. 13644 , 13417 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112_03.0119.C23 
20225 

TBLASTX : Maize 

13665 

125 



.13321, 13224. 
,13635, 13636. 



,13328, 
13665 



Seq. No. 
Gene No. 
Start 



2908 
6159 
935 



Seq. ID 

Strand 

End 



OJ991112 03.0119.C24 



1099 



3020 




Name 


OJ991112 03.0119.C24.ol 


.gs 


Method 


GENSCAN 






Start 


935 




End 


1099 






GI- 


none 




Score 


.55 






Exons 


935. .1099 












Seq. No. 


2909 




Seq. ID 


OJ991112_03 


0119 


.C25 


Gene No. 


6160 




Strand 


+ 








1 




End 


193 






Name 


OJ991112 03.0119.C25.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


193 






GI 


6815052 




Score 


142 






Exons 


1. .193 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


2910 




oeq. lu 


OJ991112_03 


0119 


.C26 




DlDl 




btrana 


• 






Start 


48 . 




bna 


164 






Name 


OJ991112 03.0119.C26.ol 


. gs 


Method 


GENSCAN 






Start 


48 




End 


164 






GI 


none 




Score 


.4 






Exons 


48. .164 












Seq. No. 


2911 




Seq. ID 


OJ991012_05 


0111 


.C2 


Liene wo. 






Strand 








Start 


499 




End 


1308 






Name 


OJ991012 05.0111.C2.ol. 


gs 


Method 


GENSCAN 






Start 


499 




End 


1308 






GI 


none 




Score 


.84 






Exons 


499.. 1308 












Seq. No. 


2911 




Seq. ID 


OJ991012_05 


0111 


.C2 


Gene No. 


6163 




Strand 


+ 






art 


UUJ 




End 


6073 






Name 


OJ991012 05.0111.C2.ol. 


np 


Method 


AAT/NAP 






Start 


1557 




End 


6070 






GI 


4680179 




Score 


5329 






Exons 


1557. .2639,, 2673. .6070 












GI Descrip. 


{AF111709)" polyprotein 


[Oryza 


sativa subsp. indica' 






Seq. No. 


2911 




Seq. ID 


OJ991012_05 


0111 


.C2 


KjQTIQ wo. 


Dl Dj 




Strand 


+ 






Start 


1563 




End 


6073 






Name 


OJ991012 05.0111.C2.o2. 


gs 


Method 


GENSCAN 






Start 


1563 




End 


6073 






GI 


none 




Score 


.79 






Exons 


1563. .2314, 2369. .3459, 


3504, 


.6073 








Seq. No. 


2911 




Seq. ID 


OJ991012_05 


0111 


.C2 


Gene No. 


6164 




Strand 


+ 






Start 


8144 




End 


8525 






Name 


OJ991012 05.0111.C2.o2. 


gp 


Method 


AAT/GAP 






Start 


8144 




End 


8525 






GI 


uC^osflcyp033a04bl 




Score 


695 






Exons 


8144. .8525 












GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



3021 




Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1256 








End 


5059 




GI 


none 








Score 


52 




Exons 


1256. .1318, 


4492, 


. .5058, 


4523. 


.5059 






Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111, 


.C2.o2. 


np 


Method 


AAT/NAP 




Start 


1737 








End 


10560 




GI 


5852180 








Score 


572 




Exons 


1737. .1767, 


6812, 


. .7220, 


7272. 


.7395, 8374. .8427, 10504.. 


10560 


GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111 


-C2 


Gene No . 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


* \j x x x < 




L. W 


Method 


TBLASTX : Wheat 




Start 


1737 








End 


1997 




GI 


none 








Score 


211 




Exons 


1737. .1784, 


1797 . 


1994 , 


1799 . 


.1996, 1905.. 1997 




Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No . 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


. 0111 . 


. C2 .o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2030 








End 


2381 




GI 


none 








Score 


289 




Exons 


2030. .2224, 


2031 . 


2381 










Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111, 


,C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2031 








End 


2336 




GI 


none 








Score 


232 




Exons 


2031. .2336, 


2045. 


. .2161 










Seq. No. 


2911 








Seq. ID 


OJ991012_05. 01-11 


:c2 


Gene No . 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111, 


,C2.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


2664 








End 


3017 




GI 


none 








Score 


188 




Exons 


2664. .3017 














Seq. No. 


2911- 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2700 








End 


3137 




GI 


none 








Score 


164 




Exons 


2700. .2909, 


2756. 


.2908, 


2954 . 


.3067, 2955.. 3068, 3096.. 3137 



3022 



(3 



J-3 

fy 

i;3 



Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Gene No. 


6165 








Strand 




u Lai L 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3233 








End 


3715 


GI 


none 








Score 


88 


Exons 


3233. .3328, 


3237 


. .3338, 


3329. 


.3472, 3330.. 3473, 3452.. 3715, 




3452. .3649, 


3454 


. .3672 








Seq. . No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Gene No. 


6165 








Strand 




o LCil U 


17^7 

X 1 J f 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3248 








End 


3532 


GI 


none 








Score 


86 


Exons 


3248. .3322, 


3249 


. .3347, 


3359. 


.3472, 3363.-3473, 3452.. 3532, 




3456. .3530 












Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 




61 6S 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3602 








End 


4102 


GI 


none 








Score 


167 


Exons 


3602. .3781, 


3610 


. .3756, 


3788. 


.4102, 3928. .3981, 4009.. 4059 


Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


fl(z*v\ pi No 


61 6S 

\J X U -u 








Strand 




Start 


1737 






^•End 


10560 


Name 


OJ991012 05 


.0111 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3656 








End 


4051 


GI 


none 








Score 


57 


Exons 


3656. .3688, 


3658 


. .3687, 


3692. 


.4051, 3694. .3732, 3760.. 4050 


Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Cpnp Mo 
UCUC IN <J • 


61 6S 

tj J. U -J 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


..C2.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


3764 








End 


4066 


GI 


none 








Score 


381 


Exons 


3764. .4066, 


3766 


. .4050 








Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 




6165 








Strand 




Start 


. 1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4067 








End 


10163 


GI 


none 








Score 


598 


Exons 


4067. .4489, 


4099 


. . 4488, 


10035 


. .10163 




Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Gene No. 


6165 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


4073 








End 


4 318 


GI 


none 








Score 


207 


Exons 


4073. .4318, 


4075 


. .4317 









3023 






2911 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


* OJ991012 05 


.0111. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4138 








End 


10196 




GI 


none 








Score 


482 




Exons 


4138. .4488, 


4139. 


.4492, 


4139. 


.4501, 10038.. 10196 




Seq . No . 


2911 








Seq. ID 


OJ991012_05.0111 


. C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.ol. 


tc 


1 iC L.11UU 


TBLASTX * Cress 




Start 


4766 








End 


5083 




GI 


none 








Score 


90 




Exons 


4766. .4939, 


4940. 


.5083, 


4942. 


. 5082 






O C \^ • IN VJ * 


2911 








Seq. ID 


OJ991012_05.0111 


. C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.o3. 


ts 




x oiinu i. /\ . <j y kj Cull 




Start 


4847 








End 


5107 




GI 


none 










296 




Exons 


4847. .5107, 


4852. 


.5106 












2911 








Seq. ID 


OJ991012_05.0111 


. C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.o4. 


tm 




TRLA^TX • Ma i 7P 

J. DUAJ J. *\ * L id IlC 




Start 


4905 








End 


5197 




GI 


none 








Score 


95 




Exons 


4905. .5066, 


4906. 


.5193, 


4907. 


. 5197 








2911 








Seq. ID 


OJ991012_05.0111 


. C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5066 








End 


5692 




GI 


none 








Score 


704 




Exons 


5066. .5692, 


5122. 


.5580, 


5438. 


.5689 






Sea No 


2911 








Seq. ID 


OJ991012_05.0111 


.C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5246 








End 


5845 




GI 


none 








Score 


231 




Exons 


5246. .5407, 


5254. 


.5400, 


5404. 


.5706, 5405. .5845, 5567. .5830 


Seq. No. 


• - 

2911 








Seq. ID 


OJ991012_05.0111 


,C2 


Gene No. 


6165 








Strand 






Start 


1737 








End 


10560 




Name 


OJ991012 05 


.0111. 


C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


5692 








End 


6025 




GI 


none 








Score 


357 




Exons 


5692. .5961, 


5693. 


.6025, 


5696. 


.6004 







3024 



:n 

J 

<3 



Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


npnp No 


6165 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


5849 








End 


6079 


GI 


none 








Score 


185 


Exons 


5849. .6046, 


5860 


. .5955, 


6047. 


.6079, 6049.. 6078 


Seq. No. 


2911 








Seq. ID 


OJ991012 05 0111 C2 




6165 








Strand 




Start 


" 1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o3. 


gs 


Method 


GENSCAN 


Start 


6760 








End 


7233 


GI 


none 








Score 


.97 


Exons 


6760. .7233 












Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Gene No 


6165 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o4. 


gs 


Method 


GENSCAN 


Start 


8065 








End 


10167 


GI 


none 








Score 


.52 


Exons 


8065. .8217, 


9158 


. .9262, 


9330. 


.9473, 9534.. 10167 


Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Cone No 


6165 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.ol0 


. tw 


Method 


TBLASTX: Wheat 


Start 


9576 








End 


9938 


GI 


none 








Score 


176 


Exons 


9576. .9938 












Seq. No. 


2911 








Seq. ID 


OJ991012_05.0111.C2 


Gene No 


6165 








Strand 




Start 


1737 








End 


10560 


Name 


OJ991012 05 


.0111 


.C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9702 








End 


10112 


GI 


none 








Score 


98 


Exons 


9702. .9953, 


9787 


. .9954, 


.9961. 


.10110, 


9975. .10112 


Seq. No. 


2912 








Seq. ID 


OJ991012_05.0111.C3 


Gene No. 


6166 








Strand 


+ 


Start 


1149 








End 


6795 


Name 


OJ991012 05 


.0111 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1149 








End 


6795 


GI 


6498441 








Score 


6738 


Exons 


1149. .2212, 


2543 


. .3006, 


3070. 


.3443, 3627. .3761, 3936. .4174, 




4367. .4851, 


5023 


. .6420, 


6514. 


.6795 





GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


2912 


Seq. ID 


OJ991012 


Gene No. 


6167 


Strand 


+ 


Start 


6959 


End 


7415 


Name 


OJ991012 05.0111.C3.ol.gp 


Method 


AAT/GAP 


Start 


6959 


End 


7415 



3025 



GI 2428323 Score 809 

Exons 6959.. 7415 

GI Descrip. 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 





Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 




Gene No. 


6168 




Strand 


+ 






Start 


14392 




End 


15210 






Name 


OJ991012 05.0111.C3.o3. 


np 


Method 


AAT/NAP 






Start 


14392 




End 


15210 






GI 


5042448 




Score 


1147 






Exons 


14392. .15210 












V3J- O J — L . 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 








retrotransposon [Oryza 


sativa] 










Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 




Gene No. 


6169 




Strand 


+ 






Start 


15466 




End 


20028 






Name 


OJ991012 05.0111.C3.o4. 


np 


Method 


AAT/NAP 






Start 


15466 




End 


20028 






PT 


4 ooul / 9 




Score 


7823 






Exons 


15466.. 20028 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




1. _j 

a 


Seq. No. 


. 2912 




Seq. ID 


• OJ991012_05.0111. 


.C3 


Gene No. 


6170 




Strand 






: 3 i : 
I s : : 


Start 


7423 




End 


20004 




i =r 


Name 


OJ991012_05.0111.C3.o9. 


tw 


Method 


TBLASTX: Wheat 




! == E 
— 


o Lai u 


iz y / 




End 


1689 




! =1 


GI 


none 




Score 


58 






Exons 


1297. .1344, 1351. .1449, 


1368. . 


1448, 1416. .1655, 1432. .1689 


HI 

: — 


Seq. No. 


2912 




Seq. ID 


OJ991012__05.0111 


.C3 


iB 


Gene No. 


6170 




Strand 








Start 


7423 




End 


20004 






Name 


OJ991012 05.0111.C3.o8. 


tm 


Method 


TBLASTX: Maize 








1302 




End 


1587 




* PS? 

j==t 
! s S3 


GI 


none 




Score 


193 




Exons 


1302.. 1586, 1339.. 1587 










l!3 


Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 




Gene No. 


6170 




Strand 








Start 


7423 




End 


20004 






Name 


OJ991012 05.0111.C3.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


2427 




End 


13005 






GI 


none 




Score 


409 






Exons 


2427. .2600, 2428. .2913, 


2622. . 


2909, 12913.. 13005 






Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 




Gene No. 


6170 




Strand 








Start 


7423 




End 


20004 






Name 


OJ991012 05..0111.C3.O4. 


tw 


Method 


TBLASTX: Wheat 






Start 


3077 




End 


17552 






GI 


none 




Score 


94 






Exons 


3077. .3253, 3078. .3539, 


3079. . 


3540, 11731. .11784, 17323 


. .17541, 



17421. .17552 



3026 




Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111 


.C3 


(ifanf» No 


6170 






jul aiiu 






Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3.o5. ts 


Method 


TBLASTX : Soybean 




Start 


3118 






End 


17502 




GI 


none 






Score 


117 




Exons 


3118. .3342, 


3349. 


.3483, 17368 


. .17502 






Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111 


.C3 




6170 






Jul at ivj 






Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3.o6. tm 


Method 


TBLASTX: Maize 




Start 


3208 






End 


17553 




GI 


none 






Score 


357 




Exons 


3208. .3537, 


3243. 


.3536, 17323 


. .17553 






Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111 


.C3 


Gene No. 


6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3.o3. tm 


Method 


TBLASTX: Maize 




Start 


3541 






End 


18060 




GI 


none 






Score 


73 




Exons 


3541. .3690, 


3679. 


.4032, 17560 


..17739, 17725. .18060, 






17811. .17945, 17812.. 18051 








Seq. No. 


C. .7 X £. 






Seq. ID 


OJ991012_05.0111, 


,C3 


Gene No. 


6170 






Strand 


- 




Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3619 






End 


18009 




GI 


none 






Score 


150 




Exons 


3619. .3990, 


17614 


..17646, 17614. .17658, 


17650. .18009, 






17650. .1773C 


1, 17745.. 18008 








Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111, 


.C3 




6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3..o5.tw 


Method 


TBLASTX: Wheat 




Start 


3649 






End 


18018 




GI 


none 






Score 


488 




Exons 


3649. .4068, 


3654. 


.4073, 17671, 


. .18018 






Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111. 


.C3 


Gpnp No 


6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


4666 






End 


18450 




GI 


none 






Score 


64 




Exons 


4666. .4806, 


18097 


..18450, 18099. . 18365, 


18100. .18366 




Seq. No. 


2912 






Seq. ID 


OJ9910i2_05.0111. 


,C3 


Gene No. 


6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05. 


0111. 


C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


4723 






End 


5157 




GI 


none 






Score 


229 




Exons 


4723. .4947, 


4738. 


.4947, 4788.. 


,4973, 5008. .5157, 5017. .5154, 



3027 



5019. .5156 



Seq. No. 


2912 


Seq. ID 


OJ991012_05. 0111 


Gene No. 


6170 


Strand 




Start 


7423 


End 


20004 


Name 


OJ991012 05.0111 


■C3.o3.ts Method 


TBLASTX : Soybean 


Start 


4846 


End 


5412 


GI 


5666795 


Score 


68 


Exons 


4846. .4944, 5020 


..5157, 5212. .5412 




GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 



Seq. No. 2912 Seq. ID 

Gene No. 6170 Strand 

Start 7423 End 

Name OJ991012_05 . 0111 .C3 . ol3 . tw Method 

Start 5160 End 

GI none Score 

Exons 5160.. 5336, 5212.. 5472 



OJ991012_05.0111.C3 
20004 

TBLASTX: Wheat 

5472 

192 





Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111.C3 




Gene No. 


6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05 


.0111. 


C3.o5.tm 


Method 


TBLASTX: Maize 


ri 


Start 


5665 






End 


5988 




GI 


none 






Score 


364 


£S 


jTvAfl O 
1_J \-/ 1 u 


5665 5988 


5694 . 


.5975 






:t: s 

m 


Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111.C3 




Gene No. 


6170 






Strand 




! . 5 

j. LE 


Start 


7423 






End 


20004 


."i 


Name 


OJ991012 05 


.0111. 


C3.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


5668 






End 


6057 


! U 


GI 


none 






Score 


130 




Exons 


5668. .5817, 


5691. 


.5816, 5935. 


.6057, 5940.. 5981, 6003.. 6056 


! 3= ! 


Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111.C3 


' M 


Gene No. 


6170 






Strand 




■ ^ 


Start 


- .7423 






End 


20004 




Name 


OJ991012 05 


.0111. 


C3.o3.tw 


Method 


TBLASTX: Wheat 


\. Jt 


Start 


5818 






End 


19017 


i*J 


GI 


none 






Score 


56 


Exons 


. 5818. .5934, 


18538 


:. .19017, 18571. .18984 


, 18609.. 19016 




Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111.C3 




Gene No. 


6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05 


.0111. 


C3.ol. tw 


Method 


TBLASTX: Wheat 




Start 


6100 






End 


19650 




GI 


none 






Score 


107 




Exons 


6100. .6258, 


6313. 


.6429, 19024 


. .19650, 


19026. .19649 




Seq. No. 


2912 






Seq. ID 


OJ991012_05.0111.C3 




Gene No. 


6170 






Strand 






Start 


7423 






End 


20004 




Name 


OJ991012 05 


.0111. 


C3.o2.gs 


Method 


GEN SCAN 




Start 


7423 






End 


10573 




GI 


none 






Score 


.85 



3028 



Exons 



7423.. 9442, 9537.. 10573 



Seq. No. 2912 Seq. ID 

Gene No. 6170 Strand 

Start 7423 End 

Name OJ991012_05 . 0111 . C3 . o2 . np Method 

Start 7426 End 

GI 5803259 Score 

Exons 7426.. 8997, 9073.. 9231, 9274.. 9442, 
GI Descrip. 



OJ991012 05. 0111. C3 



20004 
AAT/NAP 
11093 
4749 
9537. .10681, 



10977. .11093 



(AP000399) hypothetical protein [Oryza sativa] 



Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 


Gene No. 


6170 




Strand 


- 




Start 


7423 




End 


20004 




Name 


OJ991012 05. 0111. C3. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


15733 




End 


16092 




GI 


none 




Score 


308 




Hi AsJliO 




. 16092 








Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 


Gene No. 


6170 




Strand 






Start 


7423 




End 


20004 




Name 


OJ991012 05. 0111. C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


15973 




End 


16269 




GI 


none 




Score 


210 




Exons 


135/ J. . 10^D5 f 133 / J. 










Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


.C3 


Gene No. 


6170 




Strand 






Start 


7423 




End 


20004 




Name 


OJ991012 05. 0111. C3. 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


16612 




End 


17034 




GI 


none 




Score 


147 




Exons 


16612. .16821, 16662. 


.16760, 


16843. .17034, 16872.. 17027 




Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


,C3 


Gene No. 


6170 




Strand 






Start 


7423 




End 


20004 




Name 


OJ991012 05. 0111. C3. 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


17553 




End 


17670 




GI 


none 




Score 


81 




Exons 


17553. .17648, 17557. 


.17670, 


17559. .17669 




Seq. No. 


2912 




Seq. ID 


OJ991012JD5.0111 


.C3 


Gene No. 


6170 




Strand 






Start 


7423 




End 


20004 




Name 


OJ991012 05. 0111. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


18024 




End 


18534 




GI 


none 




Score 


54 




Exons 


18024. .18209, 18025. 


.18534, 


18057. .18368, 18 103 .. 18369, 






18347. .18436, 18411. 


.18533 








Seq. No. 


2912 




Seq. ID 


OJ991012_05.0111 


-C3 


Gene No. 


6170 




Strand 






Start 


7423 




End 


20004 




Name 


OJ991012 05. 0111. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18031 




End 


18276 





3029 



GI 

Exons 



none 

18031. .18276 



Score 



204 



Seq. No. 2912 

Gene No. 6170 

Start 7423 

Name OJ991012_05 . 01 11 . C3 . ol . tc 

Start 18724 

GI none 

Exons 18724. .18897, 18898 .. 19041, 18.900 .. 19040 



Seq. ID OJ991012_05.0111.C3 
Strand 

End 20004 

Method TBLASTX : Cress 

End 19041 

Score 89 



Seq. No. 2912 

Gene No. 6170 

Start 7423 

Name OJ991012_05 . 0111 . C3 . o2 . ts 

Start 18805 

GI ' none 

Exons 18805. .19065, 18810 .. 19064 , 



Seq. ID OJ991012_05.0111.C3 
Strand 

End 20004 

Method TBLASTX : Soybean 

End 19065 

Score 299 
18874. .19065 



Seq. No. 
Gene No. 
Start 
Name 
r** Start 

Exons 



i e ii 



'lef 
i ! i E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2912 
6170 
7423 

OJ991012_05 . 0111 . C3 . o4 . tm 

18864 

none 

18864. .19151, 18865. .19155 



Seq. ID OJ991012_05.0111.C3 
Strand 

End 20004 

Method TBLASTX : Mai ze 

End 19155 

Score 389 



2912 
6170 
7423 

OJ991012_05.0111.C3.ol.tm 
19204 
none 

19204. .19362, 19212 .. 19358 , 19362 19790, 19365 .. 19775, 
19366. .19803 



Seq. ID OJ991012_05.0111.C3 
Strand 

End 20004 

Method TBLASTX : Mai ze 

End 19803 

Score 225 



Seq. No. 2912 

j: I Gene No. 6170 

; *3 Start 7423 

□ Name OJ991012_05 . 0111 . C3 . o7 . tw 

Q Start 19651 

GI none 

Exons 19651. .19983, 19678 .. 19758 , 19743.. 19982 



Seq. ID OJ991012_05.0111.C3 
Strand 

End 20004 

Method TBLASTX : Wheat 

End 19983 

Score 374 



Seq. No. 2912 

Gene No. 6170 

Start 7423 

Name OJ991012_05 . 0111 . C3 . o9 . tm 

Start 19807 

GI none 

Exons 19807. .20004 



Seq. ID OJ991012_05.0111.C3 
Strand 

End 20004 

Method TBLASTX : Mai ze 

End 20004 

Score 191 



Seq. No. 2913 

Gene No. 6171 

Start 1 

Name OJ991012_05 . 0111 . C4 . ol . np 

Start 1 



Seq. ID OJ991012_05.0111.C4 

Strand 

End 642 

Method AAT/NAP 

End 642 



3030 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6907089 Score 173 

1..40, 521. .642 

(AP001129) hypothetical protein [Oryza sativa] 



2913 
6171 
1 

OJ991012_05.0111.C4.ol.gs 

177 

none 

177. .331, 589. .642 



Seq. ID OJ991012_05.0111.C4 

Strand 

End 642 

Method GENSCAN 

End 642 

Score .51 



Seq. ID OJ991012_05.0111.C5 
Strand + 

3430 
AAT/NAP 
3430 
448 



2914 
6172 
1 

OJ991012_05.0111.C5.o2.np 
1 

4544372 

1..3i, 2684. .3430 
(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



2914 
6172 
1 

OJ991012_05.0111.C5.o2.gs 

2109 

none 

2109.. 2434, 2550.. 3243 



Seq. ID OJ991012_05.0111.C5 

Strand + 

End 3430 

Method GENSCAN 

End 3243 

Score . 66 



2914 
6173 
1 

OJ991012_05.0111.C5.ol.np 
1 

5922623 
1..112, 531. .604 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj |BAA85199.1| (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ991012_05.0111.C5 

Strand 

End 604 

Method AAT/NAP 

End 604 

Score 136 



Seq. No. 


2914 








Seq. ID 


OJ991012_05.0111 


,C5 


Gene No. 


6174 








Strand 






Start 


2097 








End 


2450 




Name 


OJ991012 05 


.0111 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2097 








End 


2450 




GI 


none 








Score 


207 




Exons 


2097. .2450 














Seq. No. 


2914 








Seq. ID 


OJ991012_05.0111 


.C5 


Gene No. 


6175 








Strand 






Start 


2800 








End 


3365 




Name 


OJ991012 05 


.0111 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2800 








End 


3165 




GI ' 


none 








Score 


139 




Exons 


2800. .3024, 


2811 


. .3023, 


3031. 


.3165 







3031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2914 
6175 
2800 

OJ991012_05.0111.C5.ol.tw 

2961 

none 



Seq. ID OJ991012_05.0111.C5 
Strand 

End 3365 

Method TBLASTX : Wheat 

End 3365 

Score 80 



2961.. 3008, 2962.. 3018, 3013.. 3240, 3020.. 3106, 3021.. 3242, 
3243.. 3362, 3246.. 3365 



2914 
6175 - 
2800 

OJ991012_05.0111.C5.ol.tm 
3016 

none Score 
3016.. 3249, 3021.. 3245, 3246.. 3278 



Seq. ID OJ991012_05.0111.C5 
Strand 

End 3365 
Method TBLASTX : Mai ze 
End 3278 
298 



Seq. ID OJ991012_05.0111.C6 



2915 

617 6 Strand + 

1 End 651 

OJ991012_05.0111.C6.ol.np 
1 

4544372 Score 332 

1..651 • 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Method AAT/NAP 
End 651 



2915 
6176 
1 

OJ991012_05.0111.C6.ol.tm 
57 

none 
57. .389 

2915 
6176 
1 

OJ991012_05.0111.C6.ol.ts 

138 

none 

138. .419, 203. .418 



Seq. ID OJ991012_05.0111.C6 

Strand + 

End 651 

Method TBLASTX : Mai ze 

End 389 

Score 216 



Seq. ID OJ991012_05.0111.C6 

Strand + 

End 651 

Method TBLASTX : Soybean 

End 419 

Score 228 



2916 
6177 
1 

OJ991012_05 . 0111 . C7 . o3 . np 
1 

5852180 

1..21, 1736. .1812, 2821. .3193 
(AL117265) zhb00010.1 [Oryza sativa] 



Seq. ID OJ991012_05.0111.C7 
Strand + 

3193 



End 

Method AAT/NAP 
End 3193 



Score 



386 



2916 
6177 
1 

OJ991012_05.0111.C7.ol.gp 
1156 



Seq. ID OJ991012_05.0111.C7 

Strand + 

End 3193 

Method AAT/GAP 

End 1454 



3032 



; 3 y 



He 

'3 



GI 


61605 3.R1084 


Score 


448 


Exons 


1156. .1454 






GI Descrip. 


1 1402920/emb |CAA66965| 2.0e 


-20 (X98321) peroxidase [Arab. 




thaliana] 1 






Seq. No. 


2916 


Seq. ID 


OJ991012_05.0111.< 


Gene No. 


6178 


Strand 




Start 


1 


End 


369 


Name 


OJ991012 05.0111.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


369 


GI 


3645899 


Score 


437 


Exons 


1. .369 






GI Descrip. 


(U68408) 5' end not determined experimentally [Zea mays] 


Seq. No. 


9Q1 f\ 

£. -7 ± D 


ppn T n 
octj . 1U 


H7QQ1 f!1 9 mil I 


(tpnp Mo 


fil 7Q 


C f- ranH 
O Lldna 




Start 


Oil 






Name 


OJ991012 05.0111.C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


40 


End 


339 


GI 


none 


Score 


77 


Exons 


40. .339, 125. .250, 305. .334 




- 


Seq. No. 


2916 


Seq. ID 


n TQQl m 9 OR 0111 I 


Cpnp Kin 


6179 


Strand 




Start 


377 


End 




Name 


OJ991012 05.0111.C7.ol.tm 


Method 


1 DJj/iO 1 A . L v Jd lZc 


Start 


52 


End 


458 


GI 


none 


Score 


209 


Exons 


52. .360, 53. .352, 380. .457, 


384. .458 




Seq. No. 


2916 


Seq. ID 


OTQQ1 DI 9 OR HI 1 1 i 




6179 


Strand 




Start 


377 


End 


^09 


Name 


OJ991012 05.0111.C7.ol.ts 


Method 


TRT ZiQTY • Qm;haan 

1 DLirio 1 a . ooyoean 


Start 


211 


End 


9 


GI 


none 


Score 


73 


Exons 


211. .339, 365. .406, 4896. .5231, 5235.. 


5342 


Seq. No. 


2916 


Seq. ID 


OJ991012_05.0111.< 


Gene No. 


6179 


Strand 




Start 


377 


End 


5392 


Name 


OJ991012 05.0111.C7.o2.np 


Method 


AAT/NAP 


Start 


377 


End 


4203 


GI " 


4416301 


Score 


116 


Exons 


377. .572, 4161. .4203 






GI Descrip. 


(AF105716) gag protein [Zea 


mays] 




Seq. No. 


2916 


Seq. ID 


OJ991012_05.0111.( 


Gene No. 


6179 


Strand 




Start 


377 


End 


5392 


Name 


OJ991012 05.0111.C7.o2.gp 


Method 


AAT/GAP 


Start 


1983 


End 


2410 


GI 


2428185 


Score 


801 


Exons 


1983. .2410 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :t!7804 



3033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ... 
Name 
Start 
GI 

Exons 



2916 
6179 
377 

OJ991012_05.0111.C7.o3.gp 
2428 

101153_1.R1084 
2428. .2656, 2974. .3162 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ991012_05.0111.C7 
Strand 

End 5392 

Method AAT/GAP 

End 3162 

Score 578 



Seq. ID OJ991012_05.0111.C7 
Strand 

End 5392 

Method AAT/NAP 

End 5392 

Score 4 90 



2916 
6179 
377 

OJ991012_05.0111.C7.o4.np 
4100 
3645898 
4100. .5392 

(U68408) in-frame stop codon; possibly a" post-t-ransposition 
mutation [Zea mays] 



2916 
6179 
377 

OJ991012_05.0111.C7.o2.tm 

4785 

none 

4785. .5186, 4935. .5045 



Seq. ID OJ991012_05.0111.C7 
Strand 

End 5392 

Method TBLASTX: Maize 

End 5186 

Score 68 



5 y 

id 



'h . i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2916 
6179 
377 

OJ991012_05.0111.C7.ol.tw 

4944 

none 



Seq. ID OJ991012_05.0111.C7 
Strand 

End 5392 

Method TBLASTX : Wheat 

End 5339 

Score 65 



4944. .5336, 5239. .5337, 5244. .5339 



2917 
6180 
581 

OJ991012_05.0111.C9-ol."gs 

581 

none 

581.. 694 



Seq. ID OJ991012_05.0111.C9 
Strand 

End 694 

Method GENSCAN 

End 694 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



2917 
6181 
1022 

OJ991012_05.0111.C9.ol.np 
1022 
6630685 
1022. .1161 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ991012_05.0111.C9 
Strand 

End 1161 

Method AAT/NAP 

End 1161 

Score 127 



2918 
6182 
1 



Seq. ID OJ991012_05. 0111. C10 
Strand 

End 530 " 



3034 



Name OJ991012_05. 0111. CIO. ol.np Method AAT/NAP 

Start 1 End 530 

GI 6630685 ' Score 787 

Exons 1. .536*, 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 2918 

Gene No. 6182 

Start 1 

Name OJ991012_05 . 0111 . CIO . ol . tm 

Start 32 

GI none 
Exons 



Seq. ID OJ991012_05. 0111. C10 

Strand 

End 530 

Method TBLASTX : Maize 

End 530 

Score 41 



32. .76, 42. .71, 68. .460, 78. .479, 79. .480, 368. .481, 463. .519, 
464. .523, 467. .529, 471. .530 



Seq. No. 2918 

Gene No. 6182 

Start 1 

Name OJ991012_05 . 0111 .C10 . ol . tw 

Start 78 

GI none 
Exons 



Seq. ID OJ991012_05. 0111. C10 

Strand 

End 530 

Method TBLASTX : Wheat 

End 401 

Score 47 



78. .137, 125. .268, 148. .312, 159. .323, 162. .326, 312. .401, 
325. .399 



i y 



Seq. No. 2918 

Gene No. 6182 

Start 1 

Name OJ991012_05 . 0111 . C10 . ol . gs 

Start 347 

GI none 

Exons 347.. 508 



Seq. ID OJ991012_05.0111.C10 
Strand 

End 530 

Method GEN SCAN 

End 508 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2919 
6183 
1 

OJ991012_05. 0111. Cll. ol.np 
1 

3319345 



Seq. ID OJ991012_05. 0111. Cll 

Strand + 

End 2932 

Method AAT/NAP 

End 2932 • 

Score 647 



1..489, 587. .1500, 1528. .1695, 2873. .2932 

(AF077407) contains similarity to maize transposon MuDR 

(GB:M76978) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2919 
6184 
3123 

OJ991012_05. 0111. Cll. o2.np 

3123 

6523547 



Seq. ID OJ991012_05. 0111. Cll 

Strand + 

End 14227 

Method AAT/NAP 

End 11623 

Score 351 



3123. .3300, 5113. .5281, 7582. .7605, 9194. .9336, 1074 6 .. 10870 , 
10959. .11281, 11321. .11623 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 
Gene No. 
Start 



2919 
6184 
3123 



Seq. ID OJ991012_05. 0111. Cll 
Strand + 
End 14227 



3035 



I'll 

i IS 



',3 



Name 


OJ991012_05.0111.Cll.o2.gs 


Method 


GEN SCAN 


Start 


4195 


End 


14227 


GI 


none 


Score 


. 62 


Exons 


4195. .4210, 5218. .5304, 5423 


..6873, 7075.. 7296, 7377.. 7377, 




7454.. 7513, 7646.. 7695, 9221 


..9907, 10861. .10885, 11144 .. 11639, 




12483. .12658, 13842. .14227 






Seq. No. 


2919 


Seq. ID 


OJ991012_05.0111.C11 


Gene No. 


6185 


Strand 


+ 


Start 


15157 


End 


16667 


Name 


OJ991012 05.0111.Cll.o3.gs 


Method 


GENSCAN 


Start 


15157 


End 


16667 


GI 


none 


Score 


.85 


Exons 


15157. .15290, 15296. .15527, 

- 


15775. .15841, 16528. .16667 


Seq. No. 


2919 


Seq. ID 


OJ991012_05.0111.C11 


Gene No. 


6186 


Strand 




Start ■ 


8198 


End 


8309 


Name 


OJ991012 05.0111.Cll.ol.gp 


Method 


AAT/GAP 


Start 


8198 


End 


8309 


GI 


uC-osflcyp088bl2bl 


Score 


160 


Exons 


8198. .8309 






GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


2919 


Seq. ID 


OJ991012_05.0111.C11 


Gene No. 


6187 


Strand 




Start 


11745 


End 


12021 


Name 


OJ991012 05.0111.Cll.o2.gp 


Method 


AAT/GAP 


Start 


11745 


End 


12021 


GI 


61605 1.R1084 


Score 


407 


Exons 


11745. .12021 







GI Descrip. • 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. No. 


2919 




Seq. ID 


OJ991012_05.0111, 


.Cll 


Gene No. 


6188 




Strand 






Start 


12391 




End 


18568 




Name 


OJ991012 05.0111.C11 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


620 




End 


1216 




GI 


none 




Score 


49 




Exons 


620.. 694, 695.. 1036, 


1112. . 


1216 






Seq. No. 


2919 




Seq. ID 


OJ991012_05.0111, 


.Cll 


Gene No. 


6188 




Strand 






Start 


12391 




End 


18568 




Name 


. OJ991012 05.0111.C11 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


869 




End 


1264 




GI 


none 




Score 


206 




Exons 


869. .1264 










Seq. No. 


2919 




Seq. ID 


OJ991012_05.0111, 


.Cll 


Gene No. 


6188 




Strand 






Start 


12391 




End 


18568 




Name 


OJ991012 05.0111.C11 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


1265 




End 


1469 




GI 


none-. . 




Score 


189 





3036 



[LI 

: : : 
! ;« 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1265. .1366, 1266. .1469, 1344. .1394 



2919 
6188 
12391 

OJ991012_05.0111.Cll.o3.np 

12391 

6063554 



Seq. ID OJ991012_05.0111.C11 
Strand 

End 18568 

Method AAT/NAP 

End 17982 

Score 148 



12391. .12562, 13183 .. 13215, 13828 .. 13996, 14255 .. 14514 , 
17937. .17982 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2919 
6188 
12391 

OJ991012_05.0111.Cll.o4.np 
16242 
4680183 
16242. .16363, 18532. .18568 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ991012_05.0111.C11 
Strand 

End 18568 

Method AAT/NAP 

End 18568 

Score 125 



End 

Method 

End 

Score 



2919 ' 
6188 
12391 

OJ991012_05.0111.Cll.o4.gs 
17750 
none 

17750. .17889, 17989. .18241 

2919 
6188 
12391 

OJ991012_05.0111.Cll.ol.ts 
17979 
none 

17979. .18227, 17984 .. 18229, 17990. .18229 



Seq. ID OJ991012_05.0111.C11 
Strand 

18568 
GEN SCAN 
18241 
.55 



Seq. ID OJ991012_05.0111.C11 
Strand 

18568 

TBLASTX : Soybean 
18229 
162 



End 

Method 

End 

Score 



Seq. ID OJ991012_05.0111.C11 
Strand 

End 18568 

Method AAT/NAP 

■End 18568 

Score 251 



2919 
6188 
12391 

OJ991012_05.0111.Cll.o5.np 
17990 
4544372 
17990. .18568 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



2919 
6188 
12391 

OJ991012_05.0111.Cll.ol.tw 

18005 

none 

18005. .18412, 18066.. 18212 



Seq. ID OJ991012_05.0111.C11 
Strand 

End 18568 

Method TBLASTX : Wheat 

End 18412 

Score 58 



3037 




Seq. No. 


2920 






Seq. ID 


OJ991012 


_05. 


0111 


.C12 


bene ino. 


(Ti oq 






OLianu 










Start 


36 






End 


184 








Name 


OJ991012 05.0111 


.C12.ol 


.gs 


Method 


GENSCAN 








Start 


36 






End 


184 








GI 


none 






Score 


.8 








Exons 


36. .90, 109. .184 
















Seq. No. 


2921 






Seq. ID 


OJ991012 


_05. 


0111 


.C13 


Gene No. 


CI Qfi 
DIjU 






o trana 


+ 








Start 


610 






End 


731 








Name 


OJ991012 05.0111 


.C13.ol 


. gs 


Method 


GENSCAN 








Start 


610 






End 


731 








GI 


none 






Score 


.85 








Exons 


610. .731 
















Seq. No. 


2922 






Seq. ID. 


OJ991012 


_05. 


0111 


.C14 


Gene No . 








Strand 


+ 








Start 


283 






End 


1253 








Name 


OJ991012 05.0111 


.C14.ol 


.gs 


Method 


GENSCAN 








Start 


283 






End 


1253 








GI 


none 






Score 


.66 








Exons 


283. .320, 1169.. 


1253 














Seq. No. 


2922 






Seq. ID 


OJ991012 


_05. 


0111 


.C14 


Gene No . 








otrana 










Start 


2159 - 






End 


2300 








Name 


OJ991012 05.0111 


.C14.o2 


. gs 


Method 


GENSCAN 








Start 


2159 






End 


2300 








GI 


none 






Score 


.54 








Exons 


2159. .2162, 2210 


. .2300 














Seq. No. 


2923 






Seq. ID 


OJ991012 


_05." 


0111 


.C15 


uene ino . 








otrana 


x 

T 








Start 


1594 






End 


3138 








Name 


OJ991012 05.0111 


.C15.ol 


. gs 


Method . 


GENSCAN 








Start 


1594 






End 


3138 








GI 


none 






Score 


.75 








Exons- 


1594.. 1866, 1938 


. .2423, 


3036 


. .3138 










Seq. No. 


2924 






Seq. ID 


OJ991012 


_05. 


0111 


.C16 


bene ino . 








ourana 


T 








Start 


166 






End 


1897 








Name 


OJ991012 05.0111 


.CI6.0I 


. gs 


Method 


GENSCAN 








Start 


166 






End 


1879 








GI 


none 






Score 


.52 








Exons 


166. .955, 1389.. 


1626, 1644.. 


1879 










Seq. No. 


2924 






Seq. ID 


OJ991012_ 


_05. 


0111 


.C16 


Gene No . 








otrana 


+ 








Start 


166 






End 


1897 








Name 


OJ991012 05.0111 


.C16.ol 


.ts 


Method 


" TBLASTX: Soybean 




Start 


1442 






End 


1806 








GI 


~ none 






Score 


137 








Exons 


1442. .1660, 1672 


. .1806 














Seq. No. 


2924 






Seq. ID 


OJ991012_ 


_05. 


0111 


.C16 



3038 



Gene No. 


6194 


Strand 


+ 




Start 


166 


End 


1897 




Name 


OJ991012 05-0111. C16-ol.np 


Method 


AAT/NAP 




Start 


1457 


End 


1897 




GI 


5902445 


Score 


280 




Exons 


1457. .1897 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


2924 


Seq. ID 


OJ991012_05.0111 


.C16 


Gpnp No 


6194 


Strand 


+ 




Start 


166 


End 


1897 




Name 


OJ991012 05.0111.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1604 


End 


1872 




GI 


none 


Score 


86 




Exons 


1604.. 1660, 1609. .1656, 1651. 


.1872, 1662. .1802 




Seq. No. 


2924 


Seq. ID 


OJ991012_05.0111 


.C16 


Gpnp Mo 


6194 


Strand 


+ 




Start 


166 


End 


1897 




Name 


OJ991012 05.0111.C16.ol.tm 


Method 


TBLASTX : Maize 




Start 


1657 


End 


1872 




GI 


none 


Score 


280 




Exons 


1657.. 1872, 1662.. 1802 








Seq. No. 


2925 


Seq. ID 


OJ991012_05.0111 


.C17 


Gene No. 


6195 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ991012 05.0111.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


476 




GI 


6714458 


Score 


321 




Exons 


1..102, 216. .476 








GI Descrip. 


(AC008261) unknown protein [Arabidopsis thaliana] 




Seq. No. 


2925 


Seq. ID 


OJ991012_05.0111 


.C17 


Genp No 


6195 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ991012 05.0111.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


58 


End 


410 




GI 


none 


Score 


68 




Exons 


58. .102, 257. .400, 260. .367, 


261. .410 






Seq. No. 


2925 


Seq. ID 


OJ991012_05.0111 


.C17 


Gpnp No 


6195 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ991012 05.0111.C17.ol.gs 


Method 


GENSCAN 




Start 


64 


End 


473 




GI 


none 


Score 


.64 




Exons 


64. .145, 166. .473 








Seq. No. 


2925 


Seq. ID 


OJ991012_05.0111 


.C17 


Gene No. 


6195 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ991012 05.0111.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


227 


End 


452 




GI 


none 


Score 


205 





Exons 227. .340, 228. .380, 234. .368, 414. .452 



3039 



hi 



Seq. No. 


2925 


Seq. ID 


OJ991012_05.0111 


.C17 


Gene No . 


6195 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ991012 05.0111.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


252 


End 


382 




GI 


none 


Score 


184 




Exons 


252. .374, 252. .377, 254. .382 






Seq. No. 


2926 


Seq. ID 


OJ991012_05.0111 


.C18 


Gene No. 


6196 


Strand 






Start 


137 


End ' 


1096 




Name 


OJ991012 05.0111.C18.ol.gs 


Method 


GENS CAN 




Start 


137 ~ 


End 


1096 




GI 


none 


Score 


.58 




Exons 


137. .582, 658. .1096 








Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


.C19 


Gene No 


6197 


Strand 


+ 




Start 


631 


End 


1489 




Name 


OJ991012 05.0111.C19.ol.gs 


Method 


GENSCAN 




Start 


631 


End 


1489 




GI 


none 


Score 


.8 




Exons 


631. .745, 1317. .1489 








Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


.C19 


Gene No. 


6198 


Strand 


+ 




Start 


7584 


End 


13231 




Name 


OJ991012 05.0111.C19.o2.np 


Method 


AAT/NAP 




Start 


7584 


End 


13231 




GI 


6498441 


Score 


6915 




Exons 


7584. .8648, 8979.-9442, 9506. .9879, 10063 .. 10197 , 10372 


. .10798, 




10991. .11287, 11459. .12856, 


12950.. 13231 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


.C19 


Gene No. 


6199 


Strand 


+ 




Start 


18216 


End 


21582 




Name 


OJ991012 05.0111.C19.o4.np 


Method 


AAT/NAP 




Start 


18216 


End 


21582 




GI 


5042454 


Score 


351 




Exons 


18216. .18362, 18702 .. 187 96, 


21284. .21582 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


.C19 


Gene No. 


6200 


Strand 






Start 


1 


End 


2757 




Name 


OJ991012 05.0111.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2757 




GI 


6815052 


Score 


763 





Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



1. .107, 693.-785, 1652. .1751, 2050. .2167, 2448-. 2522, 2604. .2757 
(AP001080) hypothetical protein [Oryza sativa] 



2927 
6200 
1 



Seq. ID 

Strand 

End 



OJ991012 05.0111.C19 



2757 



3040 



# • 





Name 


OJ991012 05. 


0111. 


C19.o2.gs 


Method 


GENSCAN 






Start 


2046 






End 


2757 






GI 


none 






Score 


.94 






Exons 


2046. .2167, 


2448. 


.2522, 2604. 


.2757 








Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 


.C19 




Gene No . 


6201 






Strand 








Start 


13864 






End 


21582 






Name 


OJ991012 05. 


0111. 


C19.o9.tw 


Method 


TBLASTX : Wheat 






Start 


133 






End 


459 






GI 


none 






Score 


67 






Exons 


133. .459, 169. .435 










Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 


.C19 




Gene No. 


6201 






Strand 








Start 


13864 






End 


21582 






Name 


OJ991012 05. 


0111. 


C19.o6. tw 


Method 


TBLASTX: Wheat 






Start 


7733 






End 


8125 






GI 


none 






Score 


50 






Exons 


7733. .7780, 


7787. 


.7885, 7792. 


.7884, 7852. .8091, 7868. .8125 




Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 


.C19 




Gene No . 


6201 






Strand 








Start 


13864 






End 


21582 






Name 


OJ991012 05. 


0111. 


C19.o4.tm 


Method 


TBLASTX: Maize 




i ^ 

'i sj 


Start 


7738 






End 


8023 




i:n 


GI 


none 






Score 


197 






Exons 


7738. .8022, 


7775. 


.8023 








r 3 


Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 


.C19 




Gene No. 


6201 






Strand 








Start 


13864 






End 


21582 






Name 


OJ991012 05. 


0111. 


C19.o5.tw 


Method 


TBLASTX: Wheat 






Start 


8133 






End 


11593 




.s & 
e 


GI 


none 






Score 


233 






Exons 


8133. .8186, 


11031 


..11051, 11159. .11383, 


11174. .11383, 





11224. .11397, 11444. .11593, 11453 .. 11590, 11455. .11592 



Seq. No. 


2927 








Seq. ID 


OJ991012_05.0111 


.C19 


Gene No. 


6201 








Strand 






Start 


13864 








End 


21582 




Name 


OJ991012 05 


.0111 


.C19.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


8863 








End 


9322 




GI 


none 








Score 


403 




Exons 


8863. .9006, 


8864 


. .9322, 


9058. 


.9318 






Seq. No. 


2927 








Seq. ID 


OJ991012_05.0111 


.C19 


Gene No. 


6201 








Strand 






Start 


13864 








End 


21582 




Name 


OJ991012 05 


.0111 


.C19.04 


.ts 


Method 


TBLASTX : Soybean 




Start 


8885 








End 


20469 




GI 


none 








Score 


77 




Exons 


8885. .9073, 


9137 


. .9202, 


20104 


. .20469 






Seq. No. 


2927 








Seq. ID 


OJ991012_05.0111 


.C19 


Gene No. 


6201 








Strand 






Start 


13864 








End 


21582 





3041 




Name 


OJ991012 05.0111.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9513 


End 


19733 




GI 


none 


Score 


206 




Exons 


9513.. 9956, 9514.. 9969, 9515.. 9976, 9515.. 9970, 19274.. 


19341 




19290. .19733, 19293 .. 19481, 


19303. .19680 




Seq. No. 


2927 


Seq. ID 


OJ9'91012_05.0111 


.C19 


flano Mo 


6201 


Strand 






Start 


13864 


End 


21582 




Name 


OJ991012 05..0111.C19.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9554 


End 


19694 




GI 


none 


Score 


112 




Exons 


9554. .9778, 9785. .9919, 19329 .. 194 63, 


19470. .19694, 19504. .: 


Seq. No. 


2927 


Seq. ID 


OJ991012JD5.0111 


PI Q 


UCi 1C Vi\J . 


6201 


Strand 






Start 


13864 


End 


21582 




Name 


OJ991012 05.0111.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


9644 


End 


19601 




GI 


none 


Score 


377 




Exons 


9644. .9988, 9679. .9987, 9695. .9988, 19284 .. 19601, 19375 


1 Q 


Seq. No. 




Seq. ID 


OJ991012JD5.0111 


PI Q 


Gene No. 


com 


Strand 






Dldi U 


1 ^ft fid 


End 


21582 




Name 


o.tqqi m 9 mil piq ni i-m 

\JO UJ.UJ.J.1 till 


Method 


TBLASTX: Maize 




Start 


QQOQ — 


End 


19259 




GI 


none 


Score 


286 




Exons 


9989. .10375, 10138 .. 1037 1, 


18799. .19110, 18801. .19259, 






18978. . 19259 








Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


PI Q 


f^eno Mo 


6201 


Strand 






Start 


13864 


End 


21582 




Name 


OJ991012 05.0111.C19.o2.tw 


Method 


TBLASTX -Wheat 




Start 


10084 


End 


19154 • 




GI 


none 


Score 


493 




Exons 


10084. .10497, 100.85. .10504, 


18807.. 19154 




Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


.C19 




6201 


Strand 






Start 


13864 


End 


21582 




Name 


OJ991012 05.0111.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10163 


End 


19112 




GI 


none 


Score 


279 




Exons 


10163. .10534, 10180. .10323, 


18831. .19112, 18937. .19074 




Seq. No. 


2927 


Seq. ID- 


OJ991012JD5.0111 


.C19 


Gene No . 


6201 


Strand 








1386.4 


- End 


21582 




Name * 


OJ991012 05.0111.C19.o3.ts 


Method 


TBLASTX: Soybean 




Start 


11282 


End 


11848 




GI 


5666795 


Score 


68 




Exons 


11282. .11380, 11456. .11593, 


11648. .11848 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


2927 


Seq. ID 


OJ991012_05.0111 


.C19 



3042 







6201 






Strand 






Start 


13864 






End 


21582 




Name 


OJ991012 05.0111.C19 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


11596 






End 


11908 




GI 


none 






Score 


192 




Exons 


11596. . 


11772, 11609. 


.11797, 


11648. .11908 




Seq. No. 


2927 






0 c * iu 


o.tqqi ni9 ns mil 




oene inu . 


6201 






0 Li. aiiu 






Start 


13864 






End 


21582 




Name 


OJ991012 05.0111.C19 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12101 






End 


12424 




GI 


none 






Score 


362 




Exons 


12101. . 


12424, 12130. 


.12411 








Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 




uclic l\kj * 


6201 






Strand 






Start 


13864 






End 


21582 




Name 


OJ991012 05.0111.C19 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12238 






End 


12619 




GI 


none 






Score 


375 




Exons 


12238. . 


12294, 12239. 


.12619, 


12340. . 12588 




Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 






6201 






Strand 






Start 


13864 






End 


21582 




Name 


OJ991012 05.0111.C19 


. o7 . tw 


Method 


TBLASTX: Wheat 


u 


Start 


12620 






End 


13222 




GI 


none 






Score 


265 


y 


Exons 


12620. . 


12904, 12625. 


.12903, 


13096. . 13218, 13097.. 13222 


i 


Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 






6201 






Strand 






Start 


13864 






End 


21582 


_ 


Name 


OJ991012 05.0111.C19 


. o5 . tm 


Method 


TBLASTX : Maize 




Start 


13091 






End 


13272 


4 


GI 


none 






Score 


188 




Exons 


13091. . 


13255, 13096. 


.13272 






sf 

a. 


Seq. No. 


2927 






Seq. ID 


OJ991012_05.0111 






6201 






Strand 




_i 


Start 


13864 






End 


21582 




Name 


OJ991012 05.0111.C19 


. o4 . gs 


Method 


GENSCAN 




Start ■ 


13864 






End 


17100 




GI 


none 






Score 


.96 




Exons 


13864. . 


17100 










Seq. No. 


2927 






Seq. ID 


OJ991012JD5.0111 




Gene No. 


6201 






Strand 








13864, 






End 


21582 




Name 


OJ991012 05.0111.C19 


. o3 . np 


Method 


AAT/NAP 




Start 


13867 






End 


17100 




GI 


6907089 






Score 


4147 




Exons 


13867. . 


15745, 15839. 


.17100 








GI Descrip. 


(AP001129) hypothetical protein* [Oryza 


sativa] 




Seq. Np. 


2927 






Seq. ID 


OJ99.1012_05.0111 



3043 



Gene No. 
Start 
Name f . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6201 Strand 

13864 End 21582 

OJ991012_05.0111.C19.o5.np Method AAT/NAP 

15583 End 21582 

4544372 Score 623 

15583. .15664, 18802 .. 19810, 21558. .21582 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



2927 Seq. ID 

6201 Strand * 

13864 End 
OJ991012_05.0111.C19.o5.gs Method 

18582 End 

none Score 
18582. .19679 



OJ991012_05.0111.C19 

21582 
GENSCAN 
19679 
.47 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2927 Seq. ID 

6201 ' Strand 

13864 End 
OJ991012_05.0111.C19.o6.gs Method 

19909 End 

none Score 

19909. .20712, 20964.. 21032 



OJ991012_05.0111.C19 

21582 
GENSCAN 
21032 
.93 



OJ991012 05.0111.C21 



2928 Seq. .ID _ 

6202 Strand 
51 End 677 

OJ991012_05.0111.C21.ol.gp Method AAT/GAP 
51 End 677 

4879016 Score 262 

51. .78, 495. .677 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



'a s£ 



Seq. No. 


2928 




Seq. ID 


OJ991012 


Gene No. 


6202 




Strand 




Start 


51 




End 


677 


Name 


OJ991012 


05.0111.C21.ol.gs 


Method 


GENSCAN 


Start 


271 ■ 




. End 


359 


GI 


none 




Score 


.96 


Exons 


271. .359 








Seq. No. 


2929 




Seq. ID 


OJ991022 


Gene No. 


6203 




Strand 




Start 


157 




End 


1064 


Name 


OJ991022 


07.0118.Cl.ol.gs 


Method 


GENSCAN 


Start 


157 




End 


1064 


GI 


none 




Score 


.74 


Exons 


157. .348, 


353.. 1064 






Seq. No. 


2930 




Seq. ID 


OJ991022 


Gene No. 


6204 




Strand 


+ 


Start 


268 




End 


593 


Name 


OJ991022 


07.0118.C3.ol.ts 


Method 


TBLASTX: ; 


Start 


265 




End 


570 



3044 




GI 


none 




Score 


45 




Exons 


265. .300, 382. .570, 


385. .558 








Seq. No. 


2930 




Seq. ID 


OJ991022_07.0118 


.C3 


Gene No . 


6204 




Strand 


+ 




Start 


268 




End 


593 




Name 


OJ991022 07. 0118. C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


267 




End 


569 




GI 


none 




Score 


59 




Exons 


267. .305, 268. .303, 


372. .569, 


379. .564 






Seq. No. 


2930 




Seq. ID 


OJ991022_07.0118 


.C3 


Gene No. 


6204 




Strand 


+ 




Start 


268 




End 


593 




Name 


OJ991022 07. 0118. C3 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


267 




End 


566 




GI 


none 




Score 


52 




Exons 


- 267.. 311, 268. .300, 


269. .313, 


376. .561, 


382. .564, 390.. 


563, 




396. .566 










Seq. No. 


2930 




Seq. ID 


OJ991022_07. 0118 


.C3 


Gene No . 


6204 




Strand 


+ 




Start 


268 




End 


593 




Name 


OJ991022 07. 0118. C3 


. ol.gs 


Method 


GEN SCAN 




Start . 


268. 


End 


593 




GI 


none 




Score 


.59 




Exons 


268.. 302, 396. .593 










Seq. No. 


2930 




Seq. ID 


OJ991022_07.0118 


.C3 


Gene No . 


6204 




Strand 


+ 




Start 


268 




End 


593 




Name 


OJ991022 07. 0118. C3 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


385 




End 


569 




GI 


none 




Score 


98 




Exons 


385. .480, 391. .459, 


398. .478, 


457. .564, 


468. .569 




Seq. No. 


2931 




Seq. ID 


OJ991022_07.0118 


;C4 


Gene No . 


6205 




Strand 


+ 




Start 


293 




End 


517 




Name 


OJ'991022 07. 0118. C4 


.ol.gs 


Method 


GEN SCAN 




Start 


293 


End 


517 




GI 


none 




Score 


.96 




Exons 


293. .517 










Seq. No. 


2932 




Seq. ID 


OJ991022JD7.0118 


.C5 


Gene No . 


6206 




Strand 


+ 




Start 


443 




End 


916 




Name 


OJ991022 07. 0118. C5 


. ol . gs 


Method 


GENSCAN 




Start 


443 




End 


916 




GI 


none 




Score 


.52 




Exons 


443. .550, 807. .916 










Seq. No. 


2932 




Seq. ID 


OJ991022_07.0118 


.C5 


Gene No. 


6207 




Strand 






Start 


1296 




End 


1541 




Name 


OJ991022 07. 0118. C5 


.ol.gp 


Method 


AAT/GAP 




Start 


1296 




End 


1541 





3045 



□ 



GI 


51286 


1.R1084 


Score 


332 




Exons 


1296. . 


"1541 








GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-69 Oryza sativa subsp 




japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


2933 




Seq. ID 


OJ991022 




Gene No. 


6208 




Strand 


+ 




Start 


11298 




End 


17714 




Name 


OJ991022 07.0118.C6.o2.gs 


Method 


GENSCAN 




Start 


11298 




End 


16958 




GI 


none 




Score 


.56 




Exons 


11298. 


.11352, 11581. .11700, 


12034. .12309, 12609 


. .12761, 




13083. 


.13299, 13340. .13503, 


14011. .14099, 14582 


. .14734, 




16526. 


.16622, 16831.. 16958 








Seq. No. 


2933 




Seq. ID 


OJ991022 


_07.0118.C6 


Gene No. 


6208 




Strand 


+ 




Start 


11298 




End 


17714 




Name 


OJ991022 07.0118.C6.ol.np 


Method 


AAT/NAP 




Start 


12007 




End 


17714 




GI 


6539588 


Score 


221 




Exons 


12007. 


.12309, 17694.. 17714 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2933 




Seq. ID 


OJ991022 


_07.0118.C6 


Gene No. 


6209 




Strand 






OLal L 


1430 




End 


6546 




Name 


OJ991022 07.0118.C6.ol.gs 


Method 


GENSCAN 




Start 


1430 




End 


6546 




GI 


none 




Score 


.83 




Exons 


1430. . 


1492, 1588. .1731, 1917 


..1940, 2593.-2665, 


2670. .2748 




3385. . 


3498, 4314. .4441, 4535 


..4578, 5141. .5268, 


6408. .6546 


Seq. No. 


2933 




Seq. ID 


OJ991022 


_07.0118.C6 


Gene No. 


6209 




Strand 






Cfarf 


1430 




End 


6546 




Name 


OJ991022 07.0118.C6.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


4250 




End 


4570 




GI 


none 




Score 


132 




Exons 


4250. . 


4444, 4256. .4456, 4267 


..4452, 4532. .4570, 


4533. .4568 




4534. . 


4569 








Seq. No. 


2933 




Seq. ID 


OJ991022 


_07.0118.C6 


Gene No. 


6209 




Strand 






O Ldlt 


1430 




End 


6546 




Name 


OJ991022 07.0118.C6.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4256 




End 


4575 




GI 


none 




Score 


242 




Exons 


4256. . 


4441, 4270. .4461, 4272 


..4442, 4273. .4455, 


4525. .4575 




4537. . 


4569 








Seq. No. 


2933 




Seq. ID 


OJ991022 


_07.0118.C6 


Gene No. 


6209 




Strand 






Start 


1430 




End 


6546 




Name 


OJ991022 07.0118.C6.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


4256 




End 


4452 




GI 


none 




Score 


77 





3046 



Exons 4256. .4372, 4261. .4380, 4263.-4364, 4265. .4369, 4357. .4452, 

4376. .4441, 4378. .4446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2933 - Seq. ID 

6209 Strand 

1430 End 

OJ991022_07 . 0118 . C6 . ol . ts Method 

4264 End 

none Score 



OJ991022_07.0118.C6 
6546 

TBLASTX : Soybean 

4572 

115 



4264. .4461, 4268. .4441, 4279. .4461, 4519. .4572, 4537. .4572 



Seq. No. 2933 Seq. ID 

Gene No. 6209 Strand 

Start 1430 End 

Name OJ991022_07 . 0118 . C6 . ol . gp Method 

Start 4553 End 

GI 287062 Score 

Exons 4553.. 4599, 5141.. -5268, 5423.. 5633 



OJ991022_07.0118.C6 

6546 
AAT/GAP 
5633 
700 







2934 




Seq. ID 


OJ991022_07.0118 


. C7 




Gene No. 


6210 




Strand 


+ 






Start 


1 




End 


7861 






Name 


OJ991022 07.0118.C7.o3.np 




Method 


AAT/NAP 






Start 


1 




End 


7861 




: 5» 

• "B 
'is? 


GI 


4680183 




Score 


203 




Exons 


1..37, 7093. .7163, 7772. .7 


861 








I s 1 § 


GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




□ 


Seq. No. 


2934 




Seq. ID 


OJ991022_07.0118 


.C7 




Gene No. 


6211 




Strand 








Start 


673 




End 


5235 






Name 


OJ991022 07.0118.C7.ol.np 




Method 


AAT/NAP 




ru 


Start 


673 




End 


5235 






GI 


4680179 




Score 


7821 






Exons 


673.. 5235 










H 


' GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] - 




! a 

; - 


Seq. No. 


2934 




Seq. ID 


OJ991022_07.0118 


.C7 


sa. 

w 


Gene No. 


6212 




Strand 






□ 


Start 


5488 




End 


6321 






Name 


OJ991022 07.0118.C7.o7.tw 




Method 


TBLASTX: Wheat 






Start 


739 




End 


1051 






GI 


none 




Score 


57 






Exons 


739. .900, 784. .1050, 842.. 


1051 








Seq. No. 


2934 




Seq. ID 


OJ991022_07.0118 


,C7 




Gene No. 


6212 




Strand 








Start 


5488 




End 


6321 






Name 


OJ991022 07.0118.C7.ol.tm 




Method 


TBLASTX: Maize 






Start 


898 




End 


1497 






GI 


none 




Score 


252 






Exons 


898.. 1338, 911.. 1333, 1336 


..1497, 1343 


. .1489 






Seq. No. 


2934 




Seq. ID 


OJ991022_07.0118 


.C7 




Gene No. 


6212 




Strand 








Start 


5488 




End 


6321 






Name 


OJ991022 07.0118.C7.ol.tw 




Method 


TBLASTX: Wheat 





3047 



E 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1051 
none 

1051. .1677, 

2934 
6212 
5488 

OJ991022_07. 

1546 

none 

1546. .1836, 

2934 
6212 
5488 

OJ991022_07. 

1636 

none 

1636. .1896, 

2934 
6212 
5488 

OJ991022_07. 

1660 

none 

1660. .1803, 

2934 
6212 
5488 

OJ991022_07. 

1684 

none 

1684. .2211, 

2934 
6212 
5488 

OJ991022_07. 

2239 

none 

2239. .2550, 

2934 
6212 
5488 

OJ991022_07. 

2251 

none 

2251. .2637, 

2934 
6212 
5488 

OJ991022_07. 
2425 



End 
Score 



1677 
364 



1052. .1675 

0118.C7.o3.tm 
1550. .1837 

0118.C7.o2.ts 
1637. .1891 

0118.C7.ol.tc 
1661. .1801, 1804. 

0118.C7.o2.tw 



Seq. ID OJ991022_07.0118.C7 
Strand 

End 6321 

Method TBLASTX : Mai ze 

End 1837 

Score 229 



Seq. ID OJ991022_07.0118.C7 
Strand 

End 6321 

Method TBLASTX : Soybean 

End 1896 

Score 157 



Seq. ID OJ991022_07.0118.C7 
Strand 

6321 

TBLASTX: Cress 
1977 
87 



End 

•Method 

End 

Score 
.1977 



Seq. ID OJ991022_07.0118.C7 
Strand 

End 6321 

Method TBLASTX : Wheat 

End 2216 

Score 244 
1685. .1939, 1690. .2130, 1991. .2212, 2013. .2216 



Seq. ID OJ991022_07.0118.C7 
Strand, 

End 6321 

Method TBLASTX: Maize 

End 2604 

Score 157 
.2604, 2327.. 2602 



0118.C7.o2.tm 
2246..2443, 2251, 

0118.C7.o3.tw 
2251. .2676, 2327. 

0118.C7.o3.ts 



Seq. ID OJ991022_07.0118.C7 
Strand 

6321 

TBLASTX: Wheat 
2676 
237 



End 

Method 
End 
Score 
.2638 



Seq. ID OJ991022_07.0118.C7 
Strand 

End 1 6321 

Method TBLASTX : Soybean 

End 2670 



3048 




GI 


none 








Score 


189 




Exons 


2425. .2670 














Seq. No. 


2934 








Seq. ID 


OJ991022_07.0118 


.C7 


Hon q Ha 


6212 








Strand 






Start 


5488 








End . 


6321 




Name 


OJ991022 07 


.0118 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2606 








End 


2958 




GI 


none 








Score 


37 




Exons 


2606. .2641, 


2611 


. .2958, 


2686. 


.2889, 2705.. 2947 




Seq. No. 


2934 








Seq. ID 


OJ991022_07.0118 


-C7 


OCllG ViKJ • 


621 2 








Strand 






Start 


5488 








End 


6321 




Name 


OJ991022 07 


.0118 


.C7.o5. 


tw 


Method 


TBLASTX : Wheat 




Start 


2677 








End 


2979 




GI 


none 








Score 


234 




Exons 


2677. .2979, 


2678 


. .2959, 


.2877. 


.2978 






Seq. No. 


2934 








Seq. ID 


OJ991022_07.0118 


.C7 


Gene No. 


6212 








Strand 






ij Lai L 


JIOO 








End 


6321 




Name 


OJ991022 07 


.0118 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2692 








End 


3087 




GI 


none 








Score 


157 




Exons 


2692. .3051, 


2693 


. .2956, 


2908. 


.3051, 3008.. 3055, 3043.. 3087 




3055. .3087 














Seq. No." 


2934 








Seq. ID 


OJ991022_07.0118 


.C7 




621 2 

U jL. X i£. 








Strand 






Start 


5488 








End 


6321 




Name 


OJ991022 07 


.0118 


.C7.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2974 








End 


3441 




GI 


none 








Score 


128 




Exons 


2974. .3441, 


3008 


. .3370 










Seq. No. 


2934 








Seq. ID 


OJ991022_07.0118 


.C7 




6212 








Strand 






Start 


5488 








End 


6321 




Name 


OJ991022 07 


.0118 


.C7 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3028 








End 


3510 




GI 


none 








Score 


189 




Exons 


3028. .3510, 


3037 


. .3399, 


3071. 


.3406 






Seq, No. 


2934 








Seq. ID 


OJ991022JD7.0118 


.C7 




621 2 








Strand 






Start 


5488 








End 


6321 




Name 


OJ991022 07 


.0118 


.C7.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3160 








End 


3474 




GI 


none 








Score 


59 




Exons 


■3160. .3474, 


3161 


. .3358 










Seq. No. 


2934 








Seq. ID 


OJ991022_07.0118 


,C7 


Gene No. 


6212 








Strand 






Start 


5488 








' End 


6321 




Name 


OJ991022 07 


.0118 


,C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


3673 








End 


4089 





3049 





GI 


none 




Score 


103 






Exons 


3673. .3855, 


3674.-3829, 3895. 


.4089, 3941. .4039 






Seq. No. 


2934 




Seq. ID 


OJ991022 07 0118 


.C7 




UCilC LNW • 


6212 




St rand 








Start 


5488 




End 


6321 






Name 


OJ991022 07 


.0118.C7.o7.tm 


Method 


TRLASTX * Ma i 7P 






Start 


3772 




End 


4092 






GI 


none 




Score 


62 






Exons 


3772. .4092, 


3947. .4039 










Seq. No. 


2934 




Sea ID 


OJ991022 07 0118 


.C7 




florin Mo 


6212 




St* rsnH 








Start 


5488 




End 


6321 






Name 


OJ991022 07 


.0118.C7.o6.tm 


Mpt" hod 


TBLASTX • Ma i zp 






Start 


4396 




End 


4728 






GI 


none 




Score 


111 






Exons 


4396. .4728, 


4444. .4728, 4541. 


.4711 








Seq. No. 


2934 




Seq. ID 


OJ991022 07 0118 


.C7 




UCilC IN W • 


6212 




St" rand 








Start 


5488 




End 


6321 




— 


Name 


OJ991022 07 


.0118.C7.o6.tw 


Mp1~ hnd 


TRLASTX ■ Whpat 






Start 


4609 




End 


4 968 




's sS 


GI 


none 




Score 


96 




i j E 


Exons 


4609. .4968, 


4610. .4843, 4868. 


. 4942 






\"\\ 

i * 


Seq. No. 


2934 




Seq. ID 


OJ991022_07.0118 


.C7 




Gene No. 


6212 




Strand 






Ld 


Start 


5488 




End 


6321 






Name 


OJ991022 07 


.0118.C7.o2.np 


Method 


AAT/NAP 




i y 


Start 


5488 




End 


6321 




i: 


GI 


5042448 




Score 


1218 




i =J l 


Exons 


5488. .6321 












GI Descrip. 


(AC007789) 


putative ORF0 protein of RIRE8B gypsy-type 




l : ~ 




retrotransposon [Oryza sativa 


] 






"t S7 


Seq. No. 


2935 




Seq. ID 


OJ991022_07.0118 


.C8 




Gene No. 


6213 




Strand 


+ 






Start 


230 




End 


520 






Name 


OJ991022 07 


.0118.C8.ol.np 


Method 


AAT/NAP 






Start 


230 




End 


520 






GI 


6539588 




Score 


188 






Exons 


230. .520 












GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


2935 




Seq. ID 


OJ991022_07.0118 


.C8 




1NVJ • 


6213 




Strand 


+ 






Start 


230 




End 


520 






Name 


OJ991022 07 


.0118.C8.ol.gs 


Method 


GENS CAN 






Start 


302 




End 


518 






GI 


none 




Score 


.86 






Exons 


302. .518 












Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


.C9 




Gene No. 


6214 




Strand ■ 


+ 






Start 


487 




End 


2560 





3050 






Name 


OJ991022 07. 0118. C9. 


ol.gs 


Method 


GENSCAN 






Start 


487 




End 


2560 






GI 


none 




Score 


.69 






Exons 


487. .621, 1426. .1480 


| # 1787. 


.1957, 2361 


. .2560 






Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


-C9 




bene no . 






OLiauu 


i 






Start 


15758 




End 


16086 






Name 


OJ991022 07. 0118. C9. 


ol.gp 


Method 


AAT/GAP 






Start 


15758 




End 


16086 






GI 


none 




Score 


605 






Exons 


15758. .16086 












Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


.C9 




Gene No . 


bz lb 




ourana 








Start 


16096 




End 


18192 






Name 


OJ991022 07. 0118. C9. 


ol. tw 


Method 


TBLASTX: Wheat 






Start 


11247 




End 


11483 






GI 


none 




Score 


193 






Exons 


11247. .11483 












Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


.C9 




Gene No . 






Strand 








Start 


16096 




End . 


18192 






Name 


OJ991022 07. 0118. C9. 


o2.tm 


Method 


TBLASTX: Maize 




=3 


Start 


11415 




End 


11708 




: 

_! E 


GI 


none 




Score 


153 




a : : 

y 


Exons 


11415. .11588, 11423. 


.11611, 


11470. .11589, 11607. .11708 




, | 


Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


.C9 




Gene No. 


6216 




Strand 








bcar u 






End 


18192 




: ! S 


Name 


OJ991022 07. 0118. C9. 


ol. ts 


Method 


TBLASTX: Soybean 




5 


Start 


16079 




End 


17995 




.3 


GI 


none 




Score 


184 




i i 


Exons 


16079. .16399, 16087. 


.16401, 


17633. .17815, 1764 6 .. 17828 , 




"-4 

: ~ 


-"- 


17936. .17995 












Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


.C9 


=3 


Gene No. 


6216 




Strand 








btart: 


i buy b 




End 


18192 






Name 


OJ991022 07. 0118. C9. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


16091 




End 


17982 






GI 


none 




Score 


391 






Exons 


16091. .16186, 16093. 


.16401, 


16094. .16399, 17 633 .. 177 91, 








17640. .17813, 17709. 


.17813, 


17866. . 17928, 17869. .17982 






Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


.C9 




Gene No. 


6216 




Strand 








Start 






End 


18192 






Name 


OJ991022 07. 0118. C9. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


16093 




End 


17791 






GI 


none 




Score 


53 






Exons 


16093. .16401, 16097. 


.16141, 


16099. .16371, 16178. .16399, 








17609. .17791, 17646. 


.17783 










Seq. No. 


2936 




Seq. ID 


OJ991022_07.0118 


-C9 



3051 





Gene No. 


6216 


Strand 










Start 


16096 


End 


18192 








Name 


OJ991022 07.0118.C9.ol.np 


Method 


AAT/NAP 








Start 


16096 


End 


18192 








GI 


6751686 


Score 


564 








Exons 


16096. .16398, 17639 .. 17791, 


17902. .18192 








GI Descrip. 


(AC018908) putative iron-regulated transporter 


[Arabidopsis 






thaliana] 












Seq. No. 


2936 


Seq. ID 


OJ991022 


_07.0118 


.C9 




Gene No . 


6216 


Strand 










Start 


16096 


End 


18192 








Name 


OJ991022 07.0118.C9.o3.gs 


Method 


GENSCAN 








Start 


17174 


End 


18148 








GI 


none 


Score 


.78 








Exons 


17174. .17248, 17639 .. 17788, 


17878. . 18148 








Seq. No. 


2937 


.-■■Seq. ID 


OJ991022 


_07.0118 


.C10 




Gene No . 


6217 


Strand 










Start 


14 90 


End 


1642 








Name 


OJ991022 07.0118.C10.ol.gs 


Met" hod 


GENSCAN 








Start 


1490 


End 


1642 








GI 


none 


Score 


.73 








Exons 


1490. .1642 










; ;3 
Fk 


Seq. No. 


2938 


Sea ID 


OJ991022 


_07.0118 


-Cll 


I 1 ! ; 


Gene No . 


6218 


Strand 


+ 








Start 


1351 


End 


1770 






l!3 


Name 


OJ991022 07.0118.Cll.ol.gp 


Method 


AAT/GAP 






! : - 


Start 


1351 


End 


1770 






1 1 


GI 


none 


Score 


832 






j ! | : 


Exons 


1351. .1770 












Seq. No. 


2939 


Seq. ID 


OJ991022 


_07.0118 


.C14 


ri 


Gene No . 


6219 


Strand 


+ 








Start 


75 


End 


4957 






|:jsr 


Name 


OJ991022 07.0118.C14.ol.gs 


Method 


GENSCAN 






. =5 


Start 


75 


End 


4957 






': 


GI 


none 


Score 


.62 






!_ J{ 


Exons 


75. .198, 1300. .1342, 1430.. 


1632, 2329. 


.2446, 4842. .4957 






Seq. No. 


2940 


Seq. ID 


OJ991022_ 


J37.0118 


.C15 




Gene No. 


6220 


Strand 


+ 








Start 


77 


End 


5336 








Name 


OJ991022 07.0118.C15.ol.np 


Method 


AAT/NAP 








Start 


77 


End 


4478 








GI 


2586082 


Score 


4813 








Exons 


77. .2782, 2858. .4478 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 








Seq. No. 


2940 


Seq. ID 


OJ991022 


_07.0118 


.C15 




Gene No. 


6220 


Strand 


+ 








Start 


77 


End 


5336 ' 








Name 


OJ991022 07.0118.C15.ol.gs 


Method 


GENSCAN 








Start 


86 


End 


5253 








GI 


none 


Score 


. 42 








Exons 


86. .842, 856. .975, 1017. .1166, 2460. .2902, 2949 


. .3169, 





3052 






3254. .3653, 


4602. .4689, 


5012. 


.5253 






Seq. No. 


2940 






Seq. ID 


OJ991022_07.0118 


.C15 


Gpnp No 


6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07 


.-0118.C15.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


155 






End 


592 




GI 


none 






Score 


89 




Exons 


155. .259, 283..S88, 284 


. .586, 


308. .592 






Seq. No. 


2940 






Seq. ID 


OJ991022J37.0118 


.C15 




6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07 


.0118.C15.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


407 






End 


724 




GI 


none 






Score 


134 




Exons 


407.. 562, 468..S54, 557 


. .724 








Seq. No. 


2940 






Seq. ID 


OJ991022_07.0118 


.C15 


Gene No. 


6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07 


.0118.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1048 ~ 






End- 


1379 




GI 


none 






Score 


88 




Exons 


1048 . . 1107, 


1051. .1107, 


1103. 


.1219, 1105.. 1212, 1213. .1377, 




1214 . . 1378, 


1227 . . 1379 










Seq. No. 


2940 






Seq. ID 


OJ991022_07 V 0118 


. CIS 




6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07 


.0118.C15.o3 


.ts • 


Method 


TBLASTX : Soybean 




Start 


1445 ~ 






End 


1855 




GI 


none 






Score 


203 




Exons 


1445 1660 


1552 1656 


1685. 


.1855 






Seq. No. 


2940 






Seq. ID 


OJ991022_07.0118 


.CIS 


Gprip No 


6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07" 


.0118. CIS. 06 


.tw 


Method 


TBLASTX: Wheat 




Start 


1664 






End 


1963 




GI 


none 






"Score 


147 




Exons 


1664. .1846, 


1692. .1811, 


1693. 


.1845, 1874. .1963 




Seq. No. 


2940 






Seq. ID 


OJ991022_07.0118 


.CIS 


Cpnp No 


6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07 


.0118.C15.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1868 






End 


2317 




GI 


none 






Score 


341 




Exons 


1868. .2317, 


1879. .2013, 


2042. 


.2212 






Seq. No. 


2940 






Seq. ID 


OJ991022 07.0118 


.CIS 


Gene No. 


6220 






Strand 


+ 




Start 


77 






End 


5336 




Name 


OJ991022 07 


.0118.C15.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


1880 






End 


2299 




GI 


none 






Score 


262 





3053 




Exons 


1880. .2299, 


1918 


. .2085, 


2167. 


.2232 






Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No . 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118 


.C15.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1970 








End 


2327 




GI 


none 








Score 


296 




Exons 


1970. .2317, 


1989 


. .2327, 


2104. 


.2313 






Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No . 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118.C15.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


1973 








End 


2296 




GI 


none 








Score 


287 




Exons 


1973. .2296, 


2101 


. . 2292 










Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No. 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118 


,C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


2961 








End 


3452 




GI 


5509260 








Score 


416 




Exons 


2961. .3452, 


2964 


. .3092, 


3071. 


.3415, 3270.. 3422 




GI Descrip. 


— 














Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 




6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118 


.C15.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


2996 








End 


3248 




GI 


none 








Score 


222 




Exons 


2996. .3247, 


2997 


. .3248 










Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No . 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118 


,C15.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3069 








End 


3335 




GI 


none 








Score 


290 




Exons 


3069. .3335, 


3074 


. .3334 










Seq. No. 


2940 








Seq. ID 


OJ991022 07.0118 


.C15 


Gene No . 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3117 








End 


3629 




GI 


none 








Score 


283 




Exons 


3117. .3461, 


3134 


. .3235, 


3269. 


.3421, 3453. .3629 




Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No. 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118, 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3249 








End 


3689 




GI 


none 








Score 


385 





3054 




Exons 


3249.-3689, 


3269. 


.3412 










Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No. 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118. 


C15.o2 


.np 


Method 


AAT/NAP 




Start 


3428 








End 


5336 




GI 


6016696 








Score 


135 




Exons 


3428. .3479, 


4823. 


.5220, 


5301. 


.5336 






GI Descrip. 


(AC009991) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


2940 










O.TQQ1 099 07 011ft 


-C15 




6220 

\j £. £. \J 








c+- v- nH 






Start 


11 










JJJU 




Name 


OJ991022 07 


m i ft 

• UllO . 




t- n 


Mo i~ Vi a /H 






Start 


3516 








Ej 1 ILi. 


^7 64 




GI 


none 








Score 


1 ft 9 




Exons 


3516. .3764 














Seq. No. 


2940 










O.TQQ1 099 D7 011ft 


.C15 


Cpna Ma 


6220 








OIL al 1U 






Start 


77 










JjJU 




Name 


OJ991022 07 


m i r 


PI 5 nl 


f- w 
• l_ w 


Mot" h r\r\ 


J. O LirtO 1 • VVllCclL. 




Start 


3630 








lit i Id 


4 067 




GI 


none 










4 "^4 




Exons 


3630. .4067, 


3635. 


.4066 










Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


\J CI 1 W Ll \S ■ 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


011ft 






Method 


TBLASTX: Maize 




Start 


3749 








End 


3986 




GI 


none 








Score 


290 




Exons 


3749. .3958, 


3750. 


.3986, 


3768. 


.3986 






Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


vj cue lv \j . 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 




PI R Oil 


+■ <= 
. LS 


Method 


TBLASTX : Soybean 




Start 


3831 








End 


4427 




GI 


none 








Score 


518 




Exons 


3831. .4427, 


3833. 


.4222, 


4029. 


.4226, 4290. .4346 




Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 




6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118. 


C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3998 








End 


4421 




GI 


none 








Score 


143 




Exons 


3998. .4132, 


3999. 


.4127, 


4018. 


.4131, 4134. .4421, 4134. .4358 


Seq. No. 


2940 








Seq. ID 


OJ991022_07.0118 


.C15 


Gene No. 


6220 








Strand 


+ 




Start 


77 








End 


5336 




Name 


OJ991022 07 


.0118. 


C15.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


4002 








End 


4454 




GI . 


none 








Score 


63 





3055 




I i 



Exons 


4002. .4094, 


4103. .4231, 


4104 


..4232, 4260. .4454 








Seq. No. 


2940 - 






Seq. ID 


OJ991022 


_07 


.0118 


.C15 


Gene No . 


6220 






Strand 


+ 








Start 


77 






End 


5336 








Name 


OJ991022 07 


.0118.C15.o7 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


4074 






End 


4427 








GI 


none 






Score 


93 








Exons 


4074. .4247, 


4110. .4232, 


4243 


..4275, 4248. .4427 








Seq. No. 


2941 






Seq. ID 


OJ991022 


_07 


.0118 


.C16 


Gene No. 


6221 






Strand 


+ 








Start 


938 






End 


2374 








Name 


OJ991022 07 


.0118.C16.ol 


. np 


Method 


AAT/NAP 








Start 


938 






End 


2374 








GI 


5852173 






Score 


792 








Exons 


938. .2374 
















GI Descrip. 


(AL117265) 


zhb0003.1 [Oryza 


sat iva 1 










Seq. No. 


2941 






Seq. ID 


OJ991022 


_07 


:0118 


.C16 


Gene No . 


6222 






Strand 


+ 








Start 


7229 






End 


7453 








Name 


OJ991022 07 


.0118.C16.o2 




Method 


GENSCAN 








Start 


7229 






End 


7453 








GI 


none 






Score 


.86 








Exons 


7229. .7453 
















Seq. No. 


2941 






Seq. ID 


OJ991022 


_07 


.0118 


.C16 


Gene 9 


6223 






Strand 










Start 


7981 






End 


8481 








Name 


OJ991022 07 


.0118.C16.o3 


.gs 


Mp t hod 


GENSCAN 








Start 


7981 






End 


8481 








GI 


none 






Score 


. 94 








Exons 


7981. .8481 
















Seq. No. 


2942 






Seq. ID 


OJ991022 


_07 


.0118 


.C17 


Gene No . 


6224 






Strand 










Start 


719 






End 


1117 








Name 


OJ991022 07 


.0118.C17.ol 


.gs 


Mp1~ hnH 


\J J_J V— 'XikH 








Start 


719 






End 


1117 








GI 


none 






Score 


. 89 








Exons 


.719. .855, 958. .1117 














Seq. No. 


2942 






Seq. ID 


OJ991022 


_07 


.0118 


.C17 


Gene No. 


6225 






Strand 










Start 


2999 






End 


4621 








Name 


OJ991022 07 


.0118.C17.ol 


.np 


Method 


AAT/NAP 








Start 


2999 






End 


4621 








GI 


5852173 






Score 


949 








Exons 


2999. .4621 
















GI Descrip. 


(AL117265) 


zhb0003.1 [Oryza 


sativa] 










Seq. No. 


2942 






Seq. ID 


OJ991022 


_07 


.0118 


.C17 


Gene No. 


6226 






Strand 










Start 


7854 






End 


8802 








Name 


OJ991022 07 


.0118.C17.o3 


.gs 


Method 


GENSCAN 








Start 


7854 






End 


8802 









3056 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
7854.. 7966, 8603.. 8802 

2943 
6227 
967 

OJ991022_07 . 0118 . C18 . ol . gs 
967 
none 

967. .1021, 1077. .1207, 1213. .1752 



,85 



Seq. ID OJ991022_07.0118.C18 
Strand + 

1752 
GENSCAN 
1752 
.81 



End 

Method 
End 
Score 



Seq. ID OJ991022_07.0118.C18 
Strand 

End 2866 

Method AAT/NAP 

End 2866 

Score 604 



2943 
6228 
815 

OJ991022_07 . 0118 . C18 . ol . np 
815 

4512618 
815.. 973, 1866.. 2866 

(AC004793) Strong similarity to gi 1 3600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



<>3 



Seq. No. 


2943 








Seq. ID 


OJ991022_07.0118 


.C18 


Gene No. 


6228 








Strand 






Start 


815 








End 


.2866 




iNcinit; 


D.TQQ1 099 01 


ni i ft 


PI ft r\9 


. L.IU 


Method 


TBLASTX: Maize 




Start 


1839 








End 


2198 




GI 


none 








Score 


49 




Exons 


1839. .1898, 


1863 


. .1898, 


1902. 


.2198, 1908.. 2198 




Seq. No. 


2943 








Seq. ID 


OJ991022_07.0118 


.C18 


Gene No. 


6228 








Strand 






Start 


815 








End 


2866 




Name 


OJ991022 07 


.0118 


.C18.o2 


.gs 


Method 


GENSCAN 




Start 


1860 








End 


2527 




GI 


none 








Score 


.77 




Exons 


1860. .2527 














Seq. No. 


2943 








Seq. ID 


OJ991022_07.0118 


.C18 


Gene No. 


6228 








Strand 






Start 


815 








End 


2866 




Name 


OJ991022 07 


.0118 


.C18.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1899 








End 


2504 




GI 


none 








Score 


141 




Exons 


1899. .2504, 


2017 


. .2310 










Seq. No. 


2943 








Seq. ID 


OJ991022_07.0118 


.C18 


Gene No. 


6228 








Strand 






Start 


815 








End 


2866 




Name 


OJ991022 07 


.0118 


.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2199 








End 


2552 




GI 


none 








Score 


131 




Exons 


2199. .2552, 


2215 


. .2328, 


2418. 


.2489, 2425.. 2544 




Seq. No. 


2943 








Seq. ID 


OJ991022_07.0118 


.C18 


Gene No. 


6228 








Strand 






Start 


815 








End 


2866 





3057 





Name 


OJ991022 07.0118.C18.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2268 


End 


2528 






GI 


none 


Score 


54 






Exons 


2268.-2528, 2269.. 2379, 2425. 


.2526 








Seq. No. 


2944 


Seq. ID 


OJ991022_07.0118 


.C20 




Gene No . 


6229 


Strand 


+ 






Start 


91 


End 


319 






Name 


OJ991022 07 .0118.C20.ol.gp 


Method 


AAT/GAP 






Start 


91 


End 


319 






GI 


none 


Score 


425 






Exons 


91. .319 










Seq. No. 


2945 


Seq. ID 


OJ991102_04.0121 


.CI 




Gene No. 


6230 


Strand 


+ 






Start 


1 


End 


1387 






Name 


OJ991102 04 .0121.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1387 






GI 


4101703 


Score 


1'20 






Exons 


1..74, 1090. .1115, 1307. .1387 










GI Descrip. 


(AF006078) glucose acyltransferase [Solanum berthaultii 


] 




Seq. No. 


2945 


Seq. "ID 


OJ991102 04.0121 


.CI 




Gene No . 


6231 


Strand 








Start 


954 


End 


1670 


- 




Name 


OJ991102 04 0121 CI ol as 


Method 


GEN SCAN 






Start 


954 


End 


1670 




ry 


GI 


none 


Score 


.93 






Exons 


954. .1094, 1509. .1670 










Seq. No. 


2946 


Seq. ID 


OJ991102_04.0121 


.C2 




Gene No . 


6232 


Strand 


+ 




ru 


Start 


362 


End 


1065 






Name 


OJ991102 04.0121.C2.ol.gs 


Method 


GEN SCAN 






Start 


362 


End 


1065 




r j 


GI 


none 


Score 


.51 




'•si 


Exons 


362. .495, 843. .1065 








\"~* 
I 


Seq. No. 


2946 


Seq. ID 


OJ991102 04.0121 


.C2 


; _J 


Gene No . 


6233 


Strand 


+ 




.a ss, 


Start 


2496 


End 


3425 




L J 


Name 


OJ991102 04.0121.C2.o2.gs 


Method 


GEN SCAN 






Start 


2496 


End 


3425 






GI 


none 


Score 


.4 






Exons 


2496.. 2873, 3102.. 3251, 3351. 


.3425 








Seq. No. 


2946 


Seq. ID 


OJ991102_04.0121 


.C2 




Gene No. 


6234 


Strand 


+ 






Start 


3458 


End 


3976 






Name 


OJ991102 04.0121.C2.ol.np 


Method 


AAT/NAP 






Start 


3458 


End 


3976 






GI 


6691191 


Score 


366 






Exons 


3458. .3976 










GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 






Seq. No. 


2946 


Seq. ID 


OJ991102J)4.0121 


.C2 




Gene No. 


6234 


Strand 







3058 




Start 


3458 








End 


3976 


Name 


OJ991102 04 


.0121 


.C2.ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


3604 








End 


3965 


GI 


none 








Score 


97 


Exons 


3604 . .3/68, 


3696 


. .3767, 


3766 . 


.3855, 3767.. 3856, 3822.. 3965 


Seq. No. 


2946 








Seq. ID 


OJ991102_04.0121.C2 


Gene No. 


C O *5 Jl 

J 4 








Strand 


+ 


Start 


3458 








End 


3976 


Name 


OJ991102 04 


.0121 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3604 








End 


3974 


GI 


none 








Score 


93 


Exons 


3604. .3765, 


3766 


. .3849, 


3822. 


.3974, 3845.. 3919 



Seq. No. 2947 Seq. ID 

Gene No. 6235 Strand 

Start 1 End 

Name OJ991102_04 . 0121 . C4 . ol . np Method 

Start 1 End 

GI 480314 Score 

Exons 1..1133 

GI Descrip. UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397567 | emb | CAA81057 | (Z25802) UDP 
rhamnose: anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



OJ991102_04 .0121.C4 
+ 

1133 
AAT/NAP 
1133 
907 



:s i z 

i ; : 

C3 

i . i 



Pi! 



Seq. No. 


2947 








Seq. ID 


OJ991102 


Gene No. 


6235 








Strand 


+ 


Start 


1 








End 


1133 


Name 


OJ991102 04. 


.0121. 


C4.ol 


.gs 


Method 


GENSCAN 


Start 


53 








End 


1124 


GI 


none 








Score 


.64 


Exons 


53. .1124 












Seq. No. 


2947 








Seq. 'ID 


OJ991102 


Gene No. 


6236 








Strand 




Start 


2036 








End 


2319 


Name 


OJ991102 04, 


.0121. 


C4.o2 


.ts 


Method 


TBLASTX: 


Start 


9 








End 


530 


GI 


none 








Score 


135 


Exons 


9. .194, 228. 


. .269, 


348. 


.485, 


465. .530 





Seq. No. 2947 Seq. ID 

Gene No. 6236 Strand 

Start 2036 End 

Name OJ991102_04 . 0121 . C4 . ol . ts Method 

Start 564 End 

GI none Score 

Exons -55.4.. 965, 638.. 961 



OJ991102_04 .0121.C4 
2319 

TBLASTX : Soybean 

965 

376 



Seq. No. 2947 Seq. ID 

Gene No. 6236 Strand 

Start 2036 End 

Name OJ991102_04 . 0121 . C4 . ol . tm Method 

Start 678 End 

GI none Score 

Exons 678.. 941 



OJ991102_04 .0121. C4 
2319 

TBLASTX: Maize 

941 

186 



3059 



Seq. No. 


2947 


Seq. ID 


OJ99 1102^04 . 0121 .C4 


Gene No. 


6236 


Strand 




Start 


2036 


End 


2319 


Name 


OJ991102 04.0121. C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


701 


End 


938 


GI 


none 


Score 


202 


Exons 


701. .937, 711. .938 






Seq. No. 


2947 


Seq. ID 


OJ991102_04 .0121.C4 


Gene No. 


6236 


Strand 




Start 


2036 


End 


2319 


Name 


OJ991102 04.0121.C4.o2.gs 


Method 


GENSCAN 


Start 


2036 


End 


2319 


GI 


none 


Score 


.97 


Exons 


2036.. 2319 






Seq. No. 


2948 


Seq. ID 


OJ99li02_04 .0121.C5 


Gene No. 


6237 


Strand 


+ 


Start 


5849 


End 


7329 


Name 


OJ991102 04.0121.C5.o3.np 


Method 


AAT/NAP 


Start 


5849 


End 


7329 


GI 


6907087 


Score 


469 


Exons 


5849. .6688, 7228. .7329 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond t« 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


2948 


Seq. ID 


OJ991102_04 .0121.C5 


Gene No. 


6238 


Strand 


+ 


Start 


15502 


End 


16760 


Name 


OJ991102 04.0121.C5.o5.np 


Method 


AAT/NAP 


Start 


15502 


End 


16760 


GI 


3250689 


Score 


392 


Exons 


15502. .16760 






GI Descrip. 


(AL024486) chitinase-like protein [Arabidopsis thaliana] 


Seq. No. 


2948 


Seq. ID 


OJ991102_04 .0121.C5 


uene WO . 


6239 


Strand 




Start 


215 


End 


2495 


Name 


OJ991102 04.0121.C5.ol.np 


Method 


AAT/NAP 


Start 


215 


End 


2495 


GI 


3080442 


Score 


81 


Exons 


215. .238, 1472. .1701, 2440.. 


2495 




GI Descrip. 


(AL022605) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


2948 


Seq. ID 


OJ991102_04.0121.C5 


Gene No. 


6239 


Strand 




Start 


215 


End 


2495 


Name 


OJ991102 04*0121. C5.ol.gs 


Method 


GENSCAN 


Start 


751 


End 


1902 


GI 


none' 


Score 


.79 


Exons 


751. .1141, 1269. .1445, 1555. 


.1760, 184S 


>. .1902 


Seq. No. 


2948 


Seq. ID 


OJ991102_04.0121.C5 


Gene No. 


'6240 


Strand 




Start 


3292 


End 


4335 



3060 






Name 


OJ991102 04.0121.C5.o2.np 


Method 


AAT/NAP 






Start 


3292 


End 


4335 






GI 


5042463 


Score 


164 






Exons 


3292.. 3454, 4133. .4335 










GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


2948 


Seq. ID 


OJ991102_04 .0121 


.C5 




Gene No. 


6241 


Strand 


— 






Start 


7727 


End 


7947 






Name 


OJ991102 04.0121.C5.o2.tm 


Method 


TBLASTX: Maize 






Start 


1512 


End 


1682 






GI 


none 


Score 


91 






Exons 


1512. .1682, 1539. .1646, 1636. .1680 








Seq. No. 


2948 


Seq. ID 


OJ991102_04 .0121 


.C5 




Gene No. 


6241 


Strand 


- 






Start 


7727 


End 


7947 






Name 


OJ991102 04.0121.C5.o4 .np 


Method 


AAT/NAP 






Start 


7727 


End 


7947 






GI 


4680186 


Score 


207 






Exons 


7727. .7947 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




i" "e * 


Seq. No. 


2948 


Seq. ID 


OJ991102_04.0121 


,C5 




Gene No. 


6242 


* Strand 








Start 


15721 


End 


15987 




i;fl 


Name , 


OJ991102 04.0121.C5.ol.tm 


Method 


TBLASTX: Maize 




i'i ; 


Start 


15721 


End 


15987 




:* "1 


GI 


none 


Score 


227 






Exons 


15721. .15903, 15726. .15908, 


15726. . 15905, 15730 .. 15906, 




"t s? 




15906. .15986, 15907.. 15987 








I a ! ! 
: 


Seq. No. 


2949 


Seq. ID 


OJ991102_04.0121 


-C8 


ii 


Gene No. 


6243 


Strand 


+ 




*s=J 


Start 


709 


End 


980 




J 


Name 


OJ991102 04.0121.C8.ol.gs 


Method 


GENSCAN 






Start 


709 


End 


980 




{: si 


GI 


none 


Score 


.58 




i. 1 


Exons 


709. .980 








: = "2 
■'s w 


Seq. No. 


2950 


Seq. ID 


OJ991102_04.0121 


• C9 




Gene No. 


6244 


Strand 


+ 






Start 


1 


End 


3399 






Name 


OJ991102 04.0121.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3384 






GI 


4680204 


Score 


910 






Exons 


1..1002, 1098. .2302, 2410.. 


2583, 2677. 


.2825, 3179.. 3384 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


2950 


Seq. ID 


OJ991102_04.0121 


.C9 




Gene No. 


6244 


Strand 


+ 






Start 


1 


End 


3399 






Name 


OJ991102 04 .0121.C9.ol.gs 


Method 


GENSCAN 






Start 


52 


End 


3399 






GI 


none 


Score 


.78 






Exons 


52. .837, 883. .1002, 1098. .1197, 1413.. 


1615, 1617. .2302, 








2410. .2583, 2677. .2787, 2872 .. 294 4 , 3039 .. 3137 , 3217. .3399 



3061 




Seq. No. 


2950 


Seq. ID 


OJ991102_04 .0121.C9 


Gene No. 


6245 


Strand 




Start 


1 


End 


5494 


Name 


OJ991102 04.0121.C9.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


5494 


GI 


4101703 


Score 


142 


Exons 


1..37, 4244. .4345, 4510. .4562, 5398. .5494 


GI Descrip. 


(AF006078) glucose acyltransf erase [Solanum berthaultii] 


Seq. No. 


2950 ' 


Seq. ID 


OJ991102_04.0121.C9 


Gene No. 


6245 


Strand 


— 


Start 


1 


End 


5494 


Name 


OJ991102 04.0121.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


215 


End 


612 


GI 


none 


Score 


64 


Exons 


215. .355, 215. .325, 217. .444 


, 217. .411 


, 318. .413, 448. .612 


Seq. No. 


2951 


Seq. ID 


OJ991102_04.0121.C11 


Gene No. 


6246 


Strand 


+ 


Start 


515 


End 


2012 


Name 


OJ991102 04.0121.Cll.ol.gs 


Method 


GENSCAN 


Start 


515 


End 


2012 


GI 


none 


Score 


.77 


Exons ■ 


515.. 636, 1794.. 1892, 1915.. 


2012 




Seq. No. 


2951 


Seq. ID 


OJ991102_04 .0121.C11 


Gene No. 


6247 


Strand 




Start 


1755 


End 


4902 


Name 


OJ991102_04.0121.Cll.ol.np 


Method 


AAT/NAP 


Start ■ 


1755 


End 


4902 


GI 


6119535 


Score 


203 


Exons 


1755. .1776, 4243. .4365, 4488 


..4544, 4698. .4902 


GI Descrip. 


(AC011560) putative glucose 


acyltransf erase [Arabidopsis 




thaliana] 






Seq. No. 


2951 


Seq; ID 


OJ991102_04.0121.C11 


Gene No. 


6247 


Strand 




Start 


1755 


End 


4902 


Name 


OJ991102 04.0121.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


4243 


End 


4863 


GI 


none 


Score 


146 


Exons 


4243. .4368, 4244. .4366, 4473 


..4532, 4474. .4533, 4716. .4862, 




4717. .4863, 4718. .4861, 4782 


. .4862 




Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121.C12 


Gene No. 


6248 


Strand 


+ 


Start 


897 


End 


2321 


Name 


OJ991102 04.0121.C12.ol.gs 


Method 


GENSCAN 


Start 


897 . 


End 


2321 


GI 


none 


Score 


.49 


Exons 


897. .899, 1152. .1520, 2119.. 


2201, 2234 


. .2321 


Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121.C12 


Gene No. 


6249 


Strand 


+ 


Start - 


9034 


End 


16748 


Name 


OJ991102 04,0121.C12.o4.gs 


Method 


GENSCAN 



3062 



□ 



Start 


9034 


End 


15676 


GI 


none 


Score 


.82 


Exons 


9034.. 9184, 10045. .10183, 11120 .. 11312, 


11356. .11537, 




11665. .11815, 11903. .11982, 


12392. .12505, 13972 .. 14329, 




14343. .14495, 14567 .. 14729, 


14976. .15676 


Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121 


Gene No. 


6249 


Strand 


+ 


Start 


9034 


End 


16748 


Name 


OJ991102 04.0121.C12.o2.np 


Method 


AAT/NAP 


Start 


10707 


End 


13796 


GI 


5042463 


Score 


121 


Exons 


10707. .10734, 12651. .12863, 


13527. .13664, 13716. .13796 


GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121 


Gene No. 


6249 


Strand 


+ 


Start 


9034 


End 


16748 


Name 


OJ991102 04.0121.C12.o4.np 


Method 


AAT/NAP 


Start 


11893 


End 


16723 


GI 


4680204 


Score 


519 


Exons 


11893. .11931, 13775. .14495, 


14588. .15670, 158 11 .. 15952, 




15980. .16136, 16490.. 16723 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121 


Gene No. 


6249 


Strand 


+ 


Start 


9034 


End 


16748 


Name 


OJ991102 04.0121.C12.o3.np 


Method 


AAT/NAP 


Start 


13768 


End 


16723 


GI 


4680204 


Score 


518 


Exons 


13768. .14495, 14588 .. 15670, 


15811. . 15952, 15980. .16136, 




16490. .16723 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121 


Gene No. 


6249 


Strand 


+ 


Start 


■ 9034 


End 


16748 


Name 


OJ991102 04.0121.C12.o5.gs 


Method 


GENS CAN 


Start 


16087 


End 


16748 


GI 


none 


Score 


.86 


Exons 


16087. .16136, 16378. .16510, 


16557. .16748 


Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121 


Gene No. 


6250 


Strand 




Start 


6866 


End 


8405 


Name 


OJ991102 04.0121.C12.o3.gs 


Method 


GENSCAN 


Start 


6866 


End 


8405 


GI 


none 


Score 


.45 


Exons 


6866. .7047, 7524. .7694, 8345. .8405 




Seq. No. 


2952 


Seq. ID 


OJ991102_04.0121 


Gene No. 


6251 


Strand 




Start 


11121 


End 


11734 


Name 


OJ991102 04-0121. C12.ol.np 


Method 


AAT/NAP 


Start 


11121 


End 


11734 


GI 


6562319 


Score 


291 



3063 




Exons 


11121. .11507, 11646. 


.11734 








GI Descrip. 


(AL133421) putative 


protein 


[Arabidops 


is thaliana] 




Seq. No. 


2952 




Seq. ID 


OJ991102_04.0121. 


C12 




6252 




Strand 






Start 


17857 




End 


18449 




Name 


OJ991102 04.0121.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11124 




End 


11507 




GI 


none 




Score 


167 




Exons 


11124. .11246, 11304. 


.11507 








Seq. No. 


2952 




Seq. ID 


OJ991102_04.0121. 


C12 




6252 




Strand 






Start 


17857 




End 


18449 




Name 


OJ991102 04.0121.C12 


.ol.ts 


Method 


TBLASTX : Soybean* 




Start 


11137 




End 


11519 




GI 


none 




Score 


45 




Exons 


11137. .11178, 11199. 


.11375, 


11304. .11519 




Seq. No. 


2952 




Seq. ID 


OJ991102JD4.0121. 


C12 


Gene No. 


6252 




Strand 






Start 


17857 




End 


18449 




Name 


OJ991102 04.0121.C12 


.ol.tm . 


Method 


TBLASTX: Maize 




Start 


11256 




End 


11699 




GI 


none 




Score 


115 




Exons 


11256. .11399, 11304. 


.11480, 


11499. .11552, 11500. .11553, ' 






11676. .11699, 11677. 


.11694 








Seq. No. 


2952 




Seq. ID 


OJ991102_04.0121. 


C12 


QoriP No 


6252 




Strand 






Start 


17857 




End 


18449 




Name 


OJ991102 04.0121.C12 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13807 




End 


14146 




GI 


none 




Score 


138 




Exons 


13807. .13905, 13808. 


.13975, 


13970. .14110, 14114. .14146 




Seq. No. 


2952 




Seq. ID 


OJ991102_04.0121. 


C12 


Gene No. 


6252 




Strand 






Start 


17857 




End 


18449 




Name 


OJ991102 04.0121.C12 


.ol.gp 


Method 


AAT/GAP 




Start 


17857 




End 


18387 




GI 


5816565 




Score 


662 




Exons 


17857. .18201, 18357. 


.18387 








GI Descrip. 


3169175/gb|AAC17818. 


11 2.0e- 


■43 (AC004401) putative serine 




carboxypeptidase I [Arabidopsis thaliana] 




Seq. No.' 


2952 




Seq. ID 


OJ991102_04.0121. 


C12 


Gene No. 


6252 




Strand 






Start 


17857 




End 


18449 




Name 


OJ991102 04.0121.C12 


. o5 . np 


Method 


AAT/NAP 




Start 


18121 




End 


18449 




GI 


4101703 




Score 


104 




Exons 


18121. .18201, 18357. 


.18449 








GI Descrip. 


(AF006078) glucose acyltransf erase [Solanum berthaultii] 




Seq. No. 


2953 




Seq. ID 


OJ991102_04 .0121. 


C13 


Gene No. 


6253 




Strand 


+ 





3064 



Start 


2615 


End 


5313 




Name 


OJ991102 04.0121.C13.o2.gs 


Method 


GENSCAN 




Start 


2615 


End 


5313 




GI 


none 


Score 


.68 




Exons 


2615.'. 3399, 4955. .5313 








Seq. No. 


2953 


Seq. ID 


OJ991102 


_04.0121.C13 


Hone K]fN 


6254 








Start 


.142 


End 


756 




Name 


OJ991102 04.0121.C13.ol.gs 


Method 


GENSCAN 




Start 


142 


End 


756 




GI 


none 


Score 


1 




Exons 


142. .756 








Seq. No. 


2953 


Seq. ID 


OJ991102 


_04.0121.C13 


Gene No. 


6255 


Strand 






Start 


5049 


End 


5402 




Name 


OJ991102 04.0121.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5049 


End 


5402 




GI 


none 


Score 


47 




Exons 


5049.. 5099, 5052.. 5090, 5086.. 5184, 5090.. 5182, 


5207. .5401, 




5211 . . 5402 








Seq. No. 


2954 


Seq. ID 


OJ991102 


_04.0121.C14 


Gene No. 


6256 


Strand 


+ 




Start 


1 


End 


2118 




Name 


OJ991102 04.0121.C14.ol.np 


Method 


"AAT/NAP 




Start 


1 


End 


2118 




GI 


6721547 


Score 


104 




Exons 


1..279, 2083. .2118 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


2954 


Seq. ID 


OJ991102 


_04.0121.C14 




6256 


Strand 


+ 




Start 


1 


End 


2118 




Name 


OJ991102 04.0121.C14.ol.gs 


Method 


GENSCAN 




Start 


109 


End 


1344 




GI 


none 


Score 


.87 




Exons 


109. .1344 








Seq. No. 


2954 


Seq. ID 


OJ991102 


_04.0121.C14 


Gene No. 


6257 


Strand 


+ 




Start 


7567 


End 


8332 




Name 


OJ991102 04 .0121.C14.o2.np 


Method 


AAT/NAP 




Start 


7567 


End 


8332 




GI 


4680183 


Score 


181 




Exons 


7567.. 7637, 8243.. 8332 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No : 


2955 


Seq. ID 


OJ991102 


_04.0121.C15 


Gene No. 


6258 


Strand 


+ 




Start 


837 


End 


1480 




Name 


OJ991102 04 .0121.C15.ol.np 


Method 


AAT/NAP 




Start 


837 


End 


1480 




GI 


6721559 


Score 


398 . 




Exons 


837. .1311, 1340. .1480 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 





3065 



gi | 6815084 I dbj | BAA90370 . 1 1 (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


2955 






Seq. ID 


OJ991102_04.0121 


.CIS 


Gene No. 


6259 






Strand 


- 




Start 


1753 






End 


2149 




Name 


OJ991102 04 


.0121.C15.o2 


.np 


Method 


AAT/NAP 




Start 


1753 






End 


2149 




GI 


4680179 






Score 


678 




Exons 


1753. .2149 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


2955 






Seq. ID 


OJ991102_04.0121 


.CIS 


Gene No. 


6259 






Strand 






Start 


1753 






End 


2149 




Name 


OJ991102 04 


.0121.C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1763 






End 


2146 




GI 


none 






Score 


35 




Exons 


1763. .1816, 


1798. .2142, 


1819. 


.1980, 1922.. 2038, 2023.. 2103, 




ZUbU . 












Seq. No. 


2955 






Seq. ID 


OJ991102_04.0121 


.CIS 


Gene No. 


6259 






Strand 


- 




Start 


1753 






End 


2149 




Name 


OJ991102 04 


.0121.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1894 






End 


2148 




GI 


none 






Score 


68 




Exons 


1894. .2148, 


1912. .2040, 


1922. 


.2140 






Seq. No. 


2956 






Seq. ID 


OJ991102 04.0121 


.C16 


Gene No. 


6260 






Strand 


- 




Start 


1 






End 


3327 




Name 


OJ991102 04 


.0121.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3327 




GI 


4680179 






Score 


5568 




Exons. 


1. .3327 












GI Descrip. 


[At 111 fKJy ) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


2956 






Seq. ID 


OJ991102_04 .0121 


.C16 


Gene No. 


6260 






Strand 






Start 


1 






End 


3327 




Name 


OJ991102 04 


.0121.C16.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


300 




GI 


none 






Score 


78 




Exons 


j. . lib, o . . 


299, 16. .300 










Seq. No. 


2956 






Seq. ID 


OJ991102_04.0121 


.C16 


Gene No. 


6260 






Strand 






Start 


1 






End 


3327 




Name 


OJ991102 04 


.0121.C16.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


21 






End 


341 




GI * 


none 






Score 


64 




Exons 


21. .119, 24 


..341, 28. .330 








Seq. No. 


2956 






Seq. ID 


OJ991102_04.0121 


.C16 


Gene No. 


6260 






Strand 






Start 


1 






End 


3327 





3066 



Name 

Start 

GI 

Exons 



OJ991102_04 . 0121 . C16 . ol . gs Method 

244 End 

none Score 
244. .3266 



GENSCAN 

3266 

.73 



Seq. No. 2956 Seq. ID 

Gene No. 6260 Strand 

Start 1 End 

Name OJ991102_04 . 0121 . C16 . o2 . ts Method 

Start 258 End 

GI none Score 

Exons 258.. 518, 259.. 513 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
q Start 
Name 
Start 
GI 

i U Exons 

! J Seq. No. 

Gene No. 
!jf! Start 
i ^ Name 

Start 

Q' GI 
,j Exons 

! s Seq. No. 
' : ==j Gene No. 
Q Start 
i;i Name 

Start 

GI 

Exons 



2956 Seq. ID 

6260 Strand 

1 End 

OJ991102_04.0121.C16.ol.tc Method 

282 End 

none Score 
282. .425, 283. .423, 426.-599 

2956 Seq. ID 

6260 Strand 

1 End 

OJ991102_04 . 0121 . C16 . o2 . tw Method 

306 End 

none Score 
306. .785, 307. .561, 312. .752 

2956 Seq. ID 

6260 Strand 

1 End 

OJ991102_04 .0121.C16.o5.tm Method 

342 End 

none Score 
342. .656, 343. .546, 354. .575 

2956 Seq. ID 

6260 Strand 

1 End 

OJ991102_04 . 0121 . C16 . ol . tw Method 

789 End 

none Score 
789. .1298, 873. .1220, 955. .1266 



Seq. No. 2956 Seq. ID 

Gene No. 6260 Strand 

Start 1 End 

Name OJ991102_04 . 0121 . C16 . ol . tm Method 

Start 861 End 

GI none Score 

Exons 861.. 1172, 868.. 1065, 873.. 1226, 958.. 

Seq. No. 2956 Seq. ID 

Gene No. 6260 Strand 

Start 1 End 

Name OJ991102 04 . 0121 . C16 . o3 . ts Method 



OJ991102_04.0121.C16 
3327 

TBLASTX : Soybean 

518 

151 



OJ991102_04 .0121 .C16 
3327 

TBLASTX: Cress 

599 

81 



OJ991102_04.0121.C16 
3327 

TBLASTX: Wheat 

785 

238 



OJ991102_04 .0121.C16 
3327 

TBLASTX: Maize 

656 

107 



OJ991102_04.0121.C16" 
3327 

TBLASTX: Wheat 

1298 

235 



OJ991102_04.0121.C16 
3327 

TBLASTX: Maize 
1226 
159 
1224 

OJ991102_04 .0121.C16 
3327 

TBLASTX : Soybean 



3067 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exphs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1047 
none 

1047. .1292 

2956 
6260 
1 

OJ991102_04. 

1263 

none 

1263. .1598, 

2956 
6260 
1 

OJ991102_04. 

1299 

none 

1299. .1601, 

2956 
6260 
1 

OJ991102_04. 

1314 

none 

1314. .1418, 
1677. .1709 

2956 
6260 
1 

OJ991102_04. 

1650 

none 

1650. .2132, 

2956 
6260 
1 

OJ991102_04, 

1782 

none 

1782. .2096, 

2956 
6260 
1 

OJ991102_04. 

1831 

none 

1831. .2022, 

2956 
6260 
1 

OJ991102 04. 



End 
Score 



1292 
199 



Seq. ID OJ991102_04.0121.C16 
Strand 

End 3327 

Method TBLASTX: Maize 

End 17 63 

Score 43 

1306. .1356, 1308. .1511, 1381. .1512, 1584. .1763 



0121.C16.o3.tm 



0121.C16.o4 .tw 



1300.. 1581, 1499. 



Seq. ID OJ991102_04.0121.C16 
Strand 

3327 

TBLASTX: Wheat 
1601 
240 



End 

Method 
End 
Score 
.1600 



Seq. ID OJ991102_04.0121.C16 
Strand 

End 3327 

Method TBLASTX : Soybean 

End 1709 

Score 73 

1314. .1673, 1315. .1578, 1593. .1673, 1665. .1709, 



0121.C16.ol.ts 



0121.C16.o3.tw 
1659.. 2021, 1693. 

0121.C16.o4.ts 
1783. .1980 

0121.C16.o4.tm 
1833. .2120 

0121.C16.o6.tw 



Seq. ID OJ991102_04 .0121.C16 
Strand 

3327 

TBLASTX: Wheat 
2132 
190 



End 

Method 
End 
Score 
.2028 



Seq. ID OJ991102_04.0121.C16 
Strand 

End ' 3327 

Method TBLASTX : Soybean 

End 2096 

Score 59 



Seq. ID OJ991102_04.0121.C16 
Strand 

End 3327 

Method TBLASTX : Mai ze 

End 2120 

Score 165 



Seq. ID OJ991102_04.0121.C16 
Strand 

End 3327 

Method TBLASTX : Wheat 



3068 




Start 


2289 








End 


2711 


GI 


none 








Score 


105 


Exons 


2289. .2480, 


2290 


. .2451, 


2502. 


.2711, 2563.. 2661, 2595.. 2708 


Seq. No. 


2956 








Cpn T H 


O.TQQ1 1 09 04 0191 Plfi 


Gene No. 










OLI dlKa 




Start 


1 










*}*^97 


Name 


OJ991102 04 


.0121 


.C16.o7 


tw 


XX n 4- v-i /-\ rA 


TRT QC'pY -Who^f 
1 Olxrio iA • WncdL. 


Start 


2988 








TT-nH 
CjilU 




GI 


none 








Score 


121 


Exons 


2988. .3083, 


3054 


. .3323, 


3142. 


.3327 




Seq. No. 


2956 










OTQQ1 109 04 0191 flfi 


Gene No. 


coco 
oZ bU 








o ti ana 




Start 


1 








til id 


^97 


Name 


OJ991102 04 


.0121 


.CI6.06 


tm 


Mot-hnH 
rlcLnuu 


TRT fiQTY • Ma i *7*a 
1 DJ_iM.O 1 A • rid J. 


Start 


3018 








Hi 1 1 LI 


^^97 


GI 


none 








Score 


Q7 


Exons 


3018. .3323, 


3066 


. .3317, 


3163. 


.3327 




Seq. No. 


2957 








Seq. ID 


OJ991102_04.0121.C17 


Gene No. 


6261 








Strand 




Start 


1 








End 


718 


Name 


OJ991102 04 


.0121 


.C17.ol 


np 


Method 


AAT/NAP 


Start 


1 








End 


652 


GI 


5042448 








Score 


1007 


Exons 


1. .652 













U GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 



retrotransposon [Oryza sativa] 





Seq. No. 


2957 


Seq. ID 


OJ991102_04. 


0121. C17 




Gene No. 


6261 


Strand 






| | 


Start 


1 


End 


718 






Name 


OJ991102 04.0121.C17.ol.gs 


Method 


GENSCAN 






Start 


125 


End 


718 






GI 


none 


Score 


.88 






Exons 


125. .718 








J 


Seq. No. 


2958 


Seq. ID 


OJ991102_04. 


0121. C18 


: 

ST 


Gene No. 


6262 


Strand 






S=. 
! 


Start 


770 


End 


1163 




B* 


Name 


OJ991102 04.0121.C18.ol.gs 


Method 


GENSCAN 






Start 


770 


End 


1163 






GI 


none 


Score 


.98 






Exons 


770. .845, 1000. .1163 










Seq. No. 


2959 


Seq. ID 


OJ991102 04. 


0121. C19 




Gene No. 


6263 


Strand 


+ 






Start 


755 


End 


1202 






Name 


OJ991102 04.0121. C19.ol.gp 


Method 


AAT/GAP - 






Start 


755 


End 


1202 






GI 


LIB34 31-028-P1-N1-A10 


Score 


772 






Exons 


755. .825, 853. .1202 










GI Descrip. 


'4 680203/gb|AAD27566.1 |AF114171_7 3.0e 


-33 (AF114171 


) TNP2-like 



protein [Sorghum bicolor] 1 



Seq. No. 2959 Seq. ID OJ991102_04 . 0121 . C19 



3069 






Gene No. 


6264 


Strand 


+ 




Start 


2062 


End 


5435 




Name 


OJ991102 04.0121.C19.o2.np 


Method 


AAT/NAP 




Start 


2062 


End 


5435 




GI 


5852180 


Score 


473 




Exons 


2062.. 2125, 3105.. 3223, 3275 


..3685, 5409.. 5435 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


2959 


Seq. ID 


OJ991102_04.0121.C19 








Strand 


- 




Start 


821 


End 


4964 




Name 


OJ991102 04.0121.C19.ol.gs 


Method 


GENSCAN 




Start 


821 


End 


1669 




GI 


none 


Score 


.94 




Exons 


821. .1669 








Seq. No. 


2959 


Seq. ID 


OJ991102_04.0121.C19 




Gene No. 


6265 


Strand 






Start 


821 


End 


4964 




Name 


OJ991102 04.0121.C19.ol.np 


Method 


AAT/NAP 




Start 


842 


End 


4964 




GI 


4680203 


Score 


783 




Exons 


842. .1717, 4925.-4964 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


=3. 


Seq. No. 


2959 


Seq. ID 


OJ991102_04.0121.C19 


in 


Gene No. 


6265 


Strand 




ru 


Start 


821 


End 


4964 




Name 


O.TQQ1 1 fi? fid m 91 C\ Q n1 f w 


Method 


TBLASTX: Wheat 


H 


Start 


896 


End 


1708 




GI 


none 


Score 


125 


w 


Exons 


896. .1012, 977. .1057, 1070.. 


1210, 1071 


. .1211, 1158. .1253, 


Pi? 
i y 




1190. .1249, 1256. .1297, 1256 


..1300, 1261. .1302, 1295. .1708, 






1311. .1706 






: *. i 


Seq. No. 


2959 


Seq. ID 


OJ991102_04.0121.C19 




Gene No. 


6265 


Strand 




U 


Start 


821 


End 


4964 


:. 1 


INCH LIG 


OJ991102 04.0121.C19.o2.gp 


Method 


AAT/GAP 


□ 


Start 


1974 


End 


2355 


.1 s. 


GI 


uC-osflcyp033a04bl 


Score 


671 




Exons 


1974. .2355 








GI Descrip. 


, 6016845/dbj IAP000570.il AP000570 3.0e- 


59 Oryza sativa genom; 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


2959 


Seq. ID 


. OJ991102_04.0121.C19 




OCllC IN (J. 


6265 


Strand 






Start 


821 


End 


4964 




Name 


OJ991102 04.0121.C19.o2.gs 


Method 


GENSCAN 




Start 


3159 


End 


3803 




GI 


none 


Score 


. 69 




Exons 


3159. .3233, 3429. .3803 








Seq. No. 


2960 


Seq. ID 


OJ991102_04.0121.C21 




Gene No. 


6266 


Strand 


+ 




Start 


261 


End 


414 




Name 


OJ991102 04.0121.C21.ol.gs 


Method 


GENSCAN 



3070 



Start 


261 


End 


357 




GI 


none 


Score 


.69 




Exons 


261. .357 

- 








Seq. No. 


2960 


Seq. ID 


OJ991102_04. 


0121. C21 


Gene No. 


6266 


Strand 


+ 




Start 


261 


End 


414 




Name 


OJ991102 04.0121.C21.ol.np 


Method 


AAT/NAP 




Start 


261 


End 


414 




GI 


5042447 


Score . 


245 




Exons 


261. .414 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 




Can Tn 


OJ991102_06. 


0120. CI 






J LI dim. 






Start 


7Q9 




1399 




Name 






GENSCAN 




Start 


7Q? _ 


End 


1399 




GI 


none 


Score 


.57 




Exons 


792.-863, 1029. .1127, 1397 


. .1399 






Seq. No. 


9Q69 


c^ 0 Tn 

OC^ • if 


OJ991102_06. 


0120. C2 


Gene No. 




q+- r^nH 


+ 




Start 




JLtllLl 


1066 




Name 


0,7991109 06 0190 P9 nl nn 


11 C L.ll^/U 


AAT/NAP 




Start 


94 1 ™~ 


EjH\JL 


1066 




GI 


5852093 


Score 


72 




Exons 


941. .1066 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 






Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. C3 


flprip No 


6269 


Strand 


+ 




Start 


144 


End 


280 




Name 


OJ991102 06.0120.C3.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


280 




GI 


none 


Score 


.91 ■ 




Exons 


144. .280 








Seq. No. 


2963 


Seq. ID 


OJ991102 06. 


0120. C3 




6270 


Strand 


+ 




Start 


5132 


End 


8631 




Name 


OJ991102 06.0120.C3.o3.gs 


Method 


GENSCAN 




Start 


5132 


End 


8631 




GI 


none 


Score 


.8 • 




Exons 


5132. .5165, 6137. .6159, 6194. .6269, 7986. .8168, 8498. .8631 


Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. C3 


Gene .No. 


6271 


Strand . 


+ 




Start 


8894 


End 


11202 




Name 


OJ991102 06.0120.C3.o3.gp 


Method 


AAT/GAP 




Start 


8746 


End 


10306 ■ 




GI 


10437 1.R1084 


Score 


1262 




Exons 


8746. .9125, 9219. .9320, 10105. .10306 






GI Descrip. 


'4103635 1.0e-16 (AF026538 


) ABA-responsive protein 


[Horde urn 



vulgare] ? 



Seq. No. 2963 Seq. ID OJ991102_06 . 0120 . C3 



3071 






6271 


Strand 


+ 






Start 


8894 


End 


11202 






Name 


OJ991102 06.0120.C3.o4.gs 


Method 


GENSCAN 






Start 


8894 


End 


10863 






GI 


none 


Score 


.98 






Exons 


8894.. 9125, 9219.. 9320, 10105 


.10376, 


10675. . 10863 






Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. 


C3 


VJCilC 1. » V_/ • 


6271 


Strand 








Start 


8894 


End 


11202 






Name 


OJ991102 06.0120.C3.o4.gp 


Method 


AAT/GAP 






Start 


10328 


End 


11202 






GI 


none 


Score 


1102 






Exons 


10328. .10376, 10675.. 11202 










Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. 


C3 


Gene No. 


6272 


Strand 


+ 






Start 


12485 


End 


14294 






Name 


OJ991102 06.0120.C3.o5.gs 


Method 


GENSCAN 






Start 


12485 


End 


14294 






GI 


none 


Score 


.71 






Exons 


12485. .12510, 12864. .12993, 13205 .. 13261, 14 133 .. 14208 , 






14263. .14294 










Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. 


C3 




6273 


Strand 








Start 


1086 


End 


9047 






Name 


OJ991102 06.0120.C3.ol.gp 


Method 


AAT/GAP 






Start 


680 


End 


954 






GI 


5038707 


Score 


529 






Exons 


680. .954 










Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. 


C3 




6273 


Strand 








Start 


1086 


End 


9047 






Name 


OJ991102 06.0120.C3.o2.gs 


Method 


GENSCAN 






Start 


1086 


End 


3105 






GI 


none 


Score 


.87 






Exons 


1086. .1844," 1925. .2447, 2576. 


3105 








Seq. No. 


2963 


Seq. ID 


OJ991102J36. 


0120. 


C3 


Gene No. 


6273 


Strand 








Start 


1086 


End 


9047 






Name 


OJ991102 06.0120.C3.ol.np 


Method 


AAT/NAP 






Start 


1089 


End 


9047 






GI 


5051781 


Score 


1524 






Exons 


1089. .1844, 1925. .2447, 2576. 


3043, 8932.. 9047 






GI Descrip. 


(AL078637) transport inhibitor response-like protein 






[Arabidopsis thaliana] 










Seq. No. 


2963 


Seq. ID 


OJ991102_06. 


0120. 


C3 


Gene No. 


6273 


Strand 








Start 


1086 


End 


9047 






Name 


OJ991102 06.0120.C3.o2.gp 


Method 


AAT/GAP 






Start 


1713 


End 


2451 






GI 


24208 1.R1084 


Score 


1283 






Exons 


1713.. 1844, 1925.. 2451 











3072 




GI Descrip. ' 5051781/emb | CAB45074 . 1 | 7.0e-40 (AL078637) transport inhibitor 
response-like protein [Arabidopsis thaliana] 1 



Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 


- 


Start 


14555 








End 


15764 


Name 


OJ991102 06. 


0120. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1086 








End 


1712 


GI 


none 








Score 


67 


Exons 


1086. .1208, 


1086. 


.1712, 


1087. 


.1707 




Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 




Start 


14555 








End 


15764 


Name 


OJ991102 06. 


0120. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1089 








End 


2649 


GI 


none 








Score 


117 


Exons 


1089. .1160, 


1191. 


.1580, 


1191. 


.1844, 1192. .1701, 1985. .2086, 




91 "7*7 Oil A 


£. Z> i D . 


. Z Dfl y 








Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 




Start 


14555 








End 


15764 


Name 


OJ991102 06. 


0120. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1194 








End 


1400 


GI 


none 








Score 


144 


Exons 


x j. y 4 . . lfiuu, 




. IJOU/ 




.1400 




Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 




Start 


14555 








End 


-15764 


Name 


OJ991102 06. 


0120. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1401 








End 


2137 


GI 


none 








Score 


282 


Exons 


1401. .1844, 


1402. 


.1701, 


1792. 


.1845, 1919. .2137, 1934. .2137 


Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 




Start 


14555 








End 


15764 


Name 


OJ991102 06. 


0120. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1764 








End 


3021 


GI 


none 








Score. 


66 


Exons 


1764. .1844, 


1919. 


.2077, 


2171. 


.2371, 2534. .2650, 2575. .2652, 




Oil O 


z 1 / y . 


. Zo JO , 


z o y o . 


.3021 




Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 




Start 


14555 








End 


15764 


Name 


OJ991102 06. 


0120. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2665 








End 


3135 


GI 


none 








Score 


68 


Exons 


2665. .3069, ■ 


2702. 


.2812, 


2927. 


.3058, 3007.. 3135 


Seq. No. 


2963 








Seq. ID 


OJ991102_06.0120.C3 


Gene No. 


6274 








Strand 




Start 


14555 








End 


15764 


Name 


OJ991102 06. 


0120. 


C3.o5. 


ts 


Method 


TBLASTX : Soybean 



3073 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



2785 
none 

2785.. 3045, 2930.. 3043 

2963 
6274 
14555 

OJ991102_06.0120.C3.ol.tw 
8031 
none 

8031. .8111, 15477. .15647, 15478. .15648 



3045 
118 . 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 

Method TBLASTX : Wheat 

End 15648 

Score 218 



2963 
6274 
14555 

OJ991102_06.0120.C3.o5.tm 

8971 

none 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 

Method TBLASTX : Mai ze 

End 9332 

Score 78 



8971.. 9045, 9074.. 9127, 9206.. 9319, 92-18.. 9325, 9219.. 9332 



2963 
6274 
14555 

OJ991102_06.0120.C3.o3.ts 

10046 

none 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 

Method TBLASTX : Soybean 

End 10330 

Score 243 



10046. .10186, 10104. .10325, 10202.. 10330 



2963 
6274 
14555 

OJ991102_06.0120.C3.o3.tm 
10100 
none 

10100. .10348, 10101. .10379 

2963 
6274 
14555 

OJ991102_06.0120.C3.o3.tc 
10244 
none 

10244. .10348, 10245 .. 10379, 10672 .. 10839, 10674 .. 10814 , 
10693. .10830 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 

Method TBLASTX : Maize 

End 10379 

Score 394 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 

Method TBLASTX : Cress 

End 10839 

Score 185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2963 
6274 
14555 

OJ991102_06.0120.C3.o4.tm 

10669 

none 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 

Method TBLASTX : Maize 

End 11019 

Score 314 



10669. .10836, 10672 .. 10905, 10673 .. 10906, 108 60 .. 10907, 
10959. .11015, 10960. .11019 



Seq. No. 
Gene No. 
Start 



2963 
6274 
14555 



Seq. ID OJ991102_06.0120.C3 
Strand 

End 15764 



3074 



Name 


OJ991102 06. 0120. C3 


.o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


10678 




End 


10839 




GI 


none 




Score 


228 






Exons 


10678. .10839, 10680 


. .10814 










Seq. No. 


2963 




Seq. ID 


OJ991102 


_06.0120 


.C3 


VJ CllC Li v • 


6274 




Strand 








Start 


14555 




End 


15764 






Name 


OJ991102 06. 0120. C3 


.06. ts 


Method 


TBLASTX : 


Soybean 




Start 


12940 




End 


14294 




GI 


none 




Score 


70 






Exons 


12940. .12999, 14132 


. .14293, 


14133. . 14294 






Seq. No. 


2963 






o.tqqi in? 


_06.0120 


.C3 




6274 












Start 


14555 




FnH 


1 S7 64 






Name 


OJ991102 06. 0120. C3 


.06. gs 




O £j Vi O ^x^Ln 






Start 


14555 




End 


15644 






GI 


none 




Score 


.53 






Exons 


14555. .14800, 15423 


. .15644 










Seq. No. 


2963 






O.TQQ1 in? 


_06.0120 


.C3 


\J ^ LIU • 


6274 




rand 








Start 


14555 




PnH 


1 S7 64 ' 






Name 


OJ991102 06. 0120. C3 


.o4.tc 


Mat" Vi r\ ri 


TRT L^TY • 


Cress 




Start 


15477 




End 


15701 






GI 


none 




Score 


140 ' 






Exons 


15477. .15701, 15478 


. .15669 










Seq. No. 


2963 








_06.0120 


.C3 




6274 












Start 


14555 




End 


1 S7 64 






Name 


OJ991102 06. 0120. C3 


. 06. tm 


Lie UllvJU 


TRT ZV^TY • 

1 OXuAO 1 A > 


Maize 




Start 


15477 




End 


15678 






GI 


none 




Score 


166 






Exons 


15477. .15668, 15478 


. .15678 










Seq. No. 


2963 




Corr T n 
. 0 t;q . jlv 


O.TQQ1 1 H? 


_06.0120 


.C3 


fjpnp No 
\j cue ii v » 


6274 




Strand 








Start . 


14555 




End 


15764 






Name 


OJ991102 06. 0120. C3 


.o7.ts 


Method 


TBLASTX : 


Soybean 




Start 


15477 




End 


15764 






GI 


none 




Score 


188 






Exons 


15477. .15764 












Seq. No. 


2964 




Seq. ID 


OJ991102 


_06.0120 


.C4 


UCllC ViKj • 






Strand 


+ 






Start 


52 




End 


573 






Name 


OJ991102 06. 0120. C4, 


. ol . gs 


Method 


GENSCAN 






Start ' 


52 




End 


573 






GI 


none 




Score 


.97 






Exons 


52. .573 












Seq. No. 


2964 




Seq. ID 


OJ991102 


_06.0120 


.C4 


Gene No. 


6276 




Strand 


+ 






Start 


5417 




End 


11950 






Name 


OJ991102 06. 0120. C4. 


. o3. gs 


Method 


GENSCAN 







3075 



Start 


5417 






End 


11950 




GI 


none 






Score 


.4 




Exons 


5417. . 


5764, 


6363.-6485, 6672. 


.6955, 6980.. 7088, 7152.. 7295 




7375. . 


7599, 


11492. .11764, 11828.. 11950 






Seq. No. 


2964 






Seq. ID 


OJ991102 06.0120 


.C4 


Gene No. 


6276 






Strand 


+ 






5417 






End 


11950 




Name 


OJ991102 06 


.0120.C4.o2.np 


Method 


AAT/NAP 




Start 


7315 






End 


9721 




GI 


6910584 




Score 


135 




Exons 


7315. . 


7616, 


9700. .9721 








GI Descrip. 


(AC0064 24) CDS [Arabidopsis thaliana] 






Seq. No. 


2964 






Seq. ID 


OJ991102_06.0120 


.C4 


Gene No. 


6277 






Strand 






Start 


1 






End 


423 




Name 


OJ991102 06 


.0120.C4.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


423 - 




GI 


1707019 




Score 


234 




Exons 


1..423 










GI Descrip. 


(U78721) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


2964 






oeq. lu 




.C4 




6278 






oLianu 






Start 


3049 






End 


4334 




Name 


OJ991102 06 


.0120.C4.o2.gs 


Method 


GEN SCAN 




Start 


3049 






Lna 


A HA 




GI 


none 






Score 


. DO 




Exons 


3049. . 


3203, 


3890. .3980, 4113. 


.4334 






Seq. No. 


2964 






Seq. ID 


OJ991102_06.0120 


.C4 


UCIIC \M\J * 


6279 






Strand 






Start 


7318 






End 


7605 




Name 


OJ991102 06 


.0120.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


7318 






End 


7605 




GI 


none 






Score 


53 




Exons 


7318. . 


7365, 


7408. .7605, 7452. 


.7604 






Seq. No.. 


2964 






Seq. ID 


OJ991102_06.0120 


-C4 


UCl 1C 1NU • 


6279 






Strand 






Start 


7318 






End 


7605 




Name 


OJ991102 06 


.0120.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


7411 






End 


7593 




GI 


none 






Score 


231 




Exons 


7411. . 


7593, 


7452. .7592 








Seq. No. 


2964 






Seq. ID 


OJ991102_06.0120 


.C4 




6279 






Strand . 






Start 


7318 






End 


7605 




Name 


OJ991102 06 


. 0120.C4 .ol. ts 


Method 


TBLASTX : Soybean 




Start 


7420 






End 


7605 




GI 


none 






Score 


248 




Exons 


7420. . 


7605, 


7452. .7604 








Seq. No. 


2965 






Seq. ID 


OJ991102_06.0120 


.C5 


Gene No. 


6280 






Strand 


+ 





3076 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



794 End 4492 

OJ991102_06 . 0120 .C5.ol.np Method AAT/NAP 

794 End 3840 

6910584 Score 706 

794.-822, 2165. .2705, 2789. .2876, 2954. .3010, 3130. .3368, 

3470.. 3603, 3778.. 3840 

(AC006424) CDS [Arabidopsis thaliana] 



2965 
6280 
794 

OJ991102_06.0120.C5.ol.gs 

2171 

none 



Seq. ID OJ991102_06.0120.C5 

Strand + 

End 44 92 

Method GENSCAN 

End 4 4 92 

Score .75 



2171. .2671, 2758. .2876, 2954. .3010, 3130. .3368, 3470. .3588, 
3697.. 3835, 3882.. 4010, 4359.. 4492 



Seq. No. . 2965 
Gene No. ' 6281 

Start 18385 

Name OJ991102_06 . 0120 . C5 . o2 . gp 

Start 18327 

GI none 

Exons 18327. .18726 



Seq. ID OJ991102_06.0120.C5 

Strand + 

End 19642 

Method AAT/GAP 

End 18726 

Score 755 



i y 



CD 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2965 
6281 
18385 

OJ991102_06.0120.C5.o3.gs 

18385 

none 



Seq. ID OJ991102_06.0120.C5 

Strand + 

End 19642 

Method GENSCAN 

End 19642 

Score 1 



18385. .18810, 18906. .19364," 19538.. 19642 



2965 
6281 
18385 

OJ991102_06.0120.C5.o4.np 

18385 

6587839 



Seq. ID OJ991102_06. 0120.C5 

Strand + 

End 19642 

Method AAT/NAP 

End , 19621 

Score 380 



18385. .18549, 18657 .. 18797 , 18906 .. 19072, 19151 .. 19364 , 
19538.. 19621 

(AC006551) Hypothetical protein [Arabidopsis thaliana] 



2965 
6282 
5402 

OJ991102_06 . 0120 . C5 . o2 . np 
5402 
3033395 
5402. .5849, 6650. .6746 

(AC004238) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID OJ991102_06.0120.C5 
Strand 

End 7841 

Method AAT/NAP 

End 6746 

Score 236 



Seq. No. 2965 

Gene No. 6282 

Start 5402 

Name OJ991102_06 . 0120 . C5 . o3 . np 



Seq. ID OJ991102_06.0120.C5 
Strand 

End 7841 

Method AAT/NAP 



3077 




Start . 6636 End 7841 

GI 1196998 Score 2114 

Exons 6636.. 7841 

GI Descrip. (J01829) unknown protein [Trahsposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 1 (AB026428) transposase 
[Methylomonas aminofaciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi I 6721110 | gb| AAF26764.il AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 





Seq. No. 


2965 








Seq. ID 


OJ991102_06.0120.C5 




Gene No. 


6283 








Strand 






Start 


21815 








End 


23372 




Name 


OJ991102 06. 


0120. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2141 








End 


2659 




GI 


none 








Score 


590 




Exons 


2141. .2659, 


2155. 


.2658 










Seq. No. 


2965 








Seq. ID 


OJ991102_06.0120.C5 




Gene No. 


■ 6283 








Strand 






Start 


- 21815 








End 


23372 




Name 


OJ991102 06. 


0120. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


; ™ 


Start 


2152 








End 


3789 


fe=f 


GI 


none 








Score 


389 




Exons 


2152. .2649, 


2156. 


.2677, 


2791. 


.2874, 3140. .3370, 3190.. 3369, 


"II 

a? 




3460. .3588, 


3469. 


.3543, 


3673. 


.3789 




■J 


Seq. No. 


2965 








Seq. ID 


OJ991102_06.0120.C5 


: y 


Gene No. 


6283 








Strand 




, "1 


Start 


21815 








End 


23372 


: i I 


Name 


OJ991102 06. 


0120. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2155 








End 


2449 


: 3 


GI 


none 








Score 


314 


' ^£ 


Exons 


2155. .2418, 


2156. 


.2368, 


2363. 


.2449, 2371. .2448 


a 

: es 


Seq. No. 


2965 








Seq. ID 


OJ991102_06.0120.C5 


, ~i 


Gene No. 


6283 






1 


Strand 






Start 


21815 








End 


* 23372 




Name 


OJ991102 06. 


0120. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2955 








End 


3722 




GI 


none 








Score 


77 




Exons 


2955. .3005, 


3140. 


.3370, 


3184. 


.3369, 3459.. 3515, 3460.. 3588, 






3469. .3588, 


3696. 


.3722, 


3697. 


.3720 






Seq. No. 


2965 








Seq. ID 


OJ991102_06.0120.C5 




Gene No. 


6283 








Strand 






Start 


21815 








End 


23372 




Name 


OJ991102 06. 


0120. 


C5.o2. 


ts 


Method • 


TBLASTX : Soybean 




Start 


3140 








End 


3801 




GI 


none 








Score 


195 




Exons 


3140. .3370, 


3460. 


.3585, 


3691. 


.3801 






Seq. No. 


2965 








Seq. ID 


OJ991102_06.0120.C5 




Gene No. 


6283 








Strand 






Start 


21815 








End 


23372 




Name 


OJ991102 06. 


0120. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 



3078 






Start 


5398 




End 


5627 








GI 


none 




Score 


100 








Exons 


5398. .5553, 


5403.. 5552, 5556 


. .5627 










Seq. No. 


2965 




Seq. ID 


OJ991102 


_06.0120 


.C5 




L»ene no. 


OZOJ 




Of v-anrl 

otrana 










Start 


21815 




End 


23372 








Name 


OJ991102 06. 


0120.C5.o3.tm 


Method 


TBLASTX: 


Maize 






Start 


5403 




End 


5585 








GI 


none 




Score 


85 








Exons 


5403. .5585, 


5451. .5552 












Seq. No. 


2965 




Seq. ID 


OJ991102 


_06.0120 


.C5 




Gene No . 


COfl *3 
DZOJ 




Strand 










Start 


21815 




End 


23372 








Name 


OJ991102 06. 


0120.C5.o3.tc 


Method 


TBLASTX: 


Cress 






Start 


7801 




End 


7949 








GI 


none 




Score 


216 








Exons 


7801. .7947, 


7801.. 7947, 7802 


..7948, 7803. .7949 








Seq. No. 


2965 




Seq. ID 


OJ991102 


_06.0120 


.C5 




Gene No . 






Strand 










Start 


21815 




End 


23372. 








Name 


OJ991102 06. 


0120.C5.o3.ts 


Method 


TBLASTX: 


Soybean 




H3 


Start 


18693 




End 


18946 






m 


GI 


none 




Score 


168 






I s ! § 


Exons 


18693. .18809 


i, 18694. .18810, 


18903. .18944, 18905 


. .18946 




\ ss % 


Seq. No. 


2965 




Seq. ID 


OJ991102 


JD6.0120 


.C5 


y 


bene wo . 






Strand 










Start 


21815 




End 


23372 






ru 


'Name 


OJ991102 06. 


0120.C5.o4 .gs 


Method 


GENSCAN 








Start 


21815 


End 


23372 






ss, 
t : 


GI 


none 




Score 


.51 






ij~ 

' ^ 


Exons 


21815. .21923 


1, 21969. .22031, 


23275. .23372 








Seq. No. 


2966 




Seq. ID 


OJ991102 


_06.0120 


.C6 




bene wo. 


6284 




Strand 


+ 






.: ~ 


Start 


203 




End 


2449 






?n 


Name 


OJ991102 06. 


0120.C6.ol.gs 


Method 


GENSCAN 








Start 


203 




End 


2449 








GI 


none 




Score 


.57 








Exons 


203. .409, 711. .822, 1232. .1402, 2406.. 


,2449 








Seq. No. 


2966 




Seq. ID 


OJ991102 


_06.0120 


.C6 




bene wo . 


6285 




Strand 


+ 








Start 


3472 




End 


4487 








Name 


OJ991102 06. 


0120.C6.o2.gs 


Method 


GENSCAN 








Start 


3472 




End 


4487 








GI 


none 




Score 


.75 








Exons 


3472. .3605, 


3626. .3737, 4183 


..4290, 4317. .4487 








Seq. No. 


2966 




Seq. ID 


OJ991102 


_06.0120 


.C6 




Gene No. 


6286 




Strand 


+ 








Start 


6398 




End 


6743 








Name 


OJ991102 06. 


0120.C6.o3.gs 


Method 


GENSCAN 








Start 


6398 




End 


6743 







3079 



GI 


none 






Score 


.52 


Exons 


6398. 


.6515, 


6529. .6743 






Seq. No. 


2967 






Seq. ID 


OJ991102_06.0120.C7 


Gene No . 


6287 






otrana 


+ 


Start 


3111 






End 


3658 


Name 


OJ991102 06 


.0120.C7.o2.gs 


Method 


GENSCAN 


Start 


3111 






End 


3658 


GI 


none 






Score 


.74 


Exons 


3111. 


.3214, 


3535. .3658 






Seq. No. 


2967 






Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6288 






Strand 


+ 


Start 


4257 






End 


7158 


Name 


OJ991102 06 


.0120.C7.o2.np 


Method 


AAT/NAP 


Start 


4257 






End 


7158 


GI 


6016874 




Score 


2236 


Exons 


4257. 


.4335, 


4419.. 4556, 4621. 


.4853, 5244.. 5403, 5797.. 5976, 




6094. 


.6433, 


6911. .7158 






GI Descrip. 


(AP000570) 


ESTs C19143(E10020) / D25076(R3116) correspond to a 



region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



ru 



Seq. No. 


2967 


Seq. ID 


OJ991102 06. 0120. C7 


Gene No. . 


6288 


Strand 


+ 


Start 


4257 ' 


End 


7158 


Name 


OJ991102 06.0120.C7.ol.gp 


Method 


AAT/GAP 


Start 


4946 


End 


5454 


GI 


uOosflcypllOc07bl 


Score 


970 


Exons 


4946. .5454 






GI Descrip. 


, 4 680178/gb|AF111709.1|AF111709 5.0e-: 


81 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosa 




retrotransposon, complete sequences; < 


and unknown genes 1 


Seq. No. 


2967 


Seq. ID 


OJ991102 06. 0120. C7 


Gene No. 


6289 


Strand 


+ 


Start 


10779 


End 


17323 


Name 


OJ991102 06.0120.C7.o4.gs 


Method 


. GENSCAN 


Start 


10779 


End 


17323 


GI 


none 


Score 


.41 


Exons 


10779. .10821, 11023. .11962, 


14839. .14911, 15018. .15117, 




15385. .15533, 16040 16120, 


16446. .17019, 17310.. 17323 


Seq. No. 


2967 


Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6289 


Strand 


+ 


Start 


10779 


End 


17323 


Name 


OJ991102 06.0120.C7.o3.np 


Method 


AAT/NAP 


Start 


11021 


End 


11990 


GI 


5006853 


Score 


- 385 


Exons 


11021. .11145, 11173. .11514, 


11605. .11990 


GI Descrip. 


(AF145728) homeodomain leucine zipper protein [Oryza sativa] 


Seq. No. 


2967 


Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6289 


Strand 


+ 


Start 


10779 


End 


17323 


Name 


OJ991102 06.0120.C7.o2.gp 


Method 


AAT/GAP 


Start 


11168 


End 


11636 



3080 



GI 5038642 Score 727 

Exons 11168. .11459, 11538.. 11636 

GI Descrip. 5006853/gb| AAD37697 . 1 | AF145728_1 2.0e-26 (AF145728) homebdomain 
leucine zipper protein^ [Oryza sativa] 



; 1 t 



Seq. No. 


2967 








Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6290 








Strand 


+ 


Start 


18590 








End 


19120 


Name 


OJ991102 06. 


0120. 


C7.o3. 


gp 


Method 


AAT/GAP 


Start 


18388 








bnci 


1 QTCO 

Xo / 


GI 


2427827 








Score 


612 


Exons 


18388. .18752 










Seq. No. 


2967 








Seq. ID 


OJ991102 06. 0120. C7 


Gene No. 


6290 








Strand 


+ 


Start 


18590 








End 


19120 


Name 


OJ991102 06. 


0120. 


C7.o5. 


gs 


Method 


GENSCAN 


Start 


18590 








End 


1.9.120 


GI 


none 








Score 


.74 


Exons 


18590. .19120 










Seq. No. 


2967 








Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6291 








Strand 




Start 


2604 








End 


4348 


Name 


OJ991102 06. 


0120. 


C7.ol. 


np 


Method 


AAT/NAP 


Start 


2604 








End 


4348 


GI 


4539658 








Score 


217 


Exons 


2604. .2775, 


2816. 


.2939, 


4306. 


.4348 




GI Descrip. 


(AF061282) serine 


i carboxypeptidase-like protein [Sorghum 




bicolor] 












Seq. No. 


2967 








Seq. ID 


OJ991102J)6.0120.C7 


Gene No. 


6292 








Strand 




Start 


4605 








End 


5051 


Name 


OJ991102 06. 


0120. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


b tart 


4605 








End 


5051 


GI 


none 








Score 


69 


Exons 


4605. .4691, 


4676. 


.4885, 


4677. 


.4925, 4962.. 5018, 5013. .5051 


Seq. No. 


2967 








Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6293 








Strand 




Start 


5145 








End 


5459 


Name 


OJ991102 06. 


0120. 


C7.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5145 








End 


5459 


GI 


none 








Score 


65 


Exons 


.5145. .5219, 


5232. 


.5459, 


5240. 


.5458 




Seq. No. 


2967 








Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6294 








Strand 




Start 


5664 








End 


6016 


Name 


OJ991102 06. 


0120. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5664 








End. 


6016 


GI 


none 








Score 


240 


Exons 


5664. .5945, 


5675. 


.6016 








Seq. No. 


2967 








Seq. ID 


OJ991102_06.0120.C7 


Gene No. 


6295 








Strand 





3081 



C3 



ru 

\ l\ 

: =S 
*=er 

ru 

is ■ 

Q 



Start 


6128 


End 


6371 


Name 


OJ991102 06.0120.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


6128 


End 


6371 


GI 


none 


Score 


282 


Exons 


6128.. 6286, 6138.. 6371 






Seq. No. 


2967 


Seq. ID 


OJ991102_06.0120.C7 




6296 


Strand 




Start 


11172 


End 


11369 


Name 


OJ991102 06.0120.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


11172 


End 


11369 


GI 


none 


Score 


264 


Exons 


11172. .11369, 11297.. 11362 






Seq. No. 


2967 


Seq. ID 


OJ991102_06.0120.C7 


Gpne No 


6296 


Strand 




Start 


11172 


End 


11369 


Name 


OJ991102 06.0120.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


11178 


End 


11369 


GI 


none 


Score 


312 


Exons 


11178. .11369, 11220. .11354, 


11303. .11356 


Seq. No. 


2967 


Seq. ID 


OJ991102__06.0120.C7 


f2p*np No 


6296 


Strand 




Start 


11172 


End" ■ * 


11369 


Name • 


OJ991102 06.0120.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


' 11178 


End' 


11369 


GI 


none 


Score 


290 


Exons 


11178. .11369, 11220. .11354, 


11297. .11362 


Seq. No. 


2967 


Seq. ID 


OJ991102_06.0120.C7 




6296 


Strand 




Start 


11172 


End 


11369 


Name 


OJ991102 06.0120.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


11190 


End 


11369 


GI 


none 


Score 


255 


Exons 


11190. .11369, 11220. .11354, 


11297. .11362 


Seq. No. 


2968 


Seq. ID 


OJ991102_06.0120.C8 


Gene No . 


6297 


Strand 




Start 


98 


End 


2199 


Name 


OJ991102 06.0120.C8.ol.gs 


Method 


GENS CAN 


Start - 


98 


End 


2199 


GI 


none 


Score 


.65 


Exons 


98. .209, 332. .585, 784. .923, 


1023. .1050, 1351. .1374, 1768. 


Seq. No. 


2969 


Seq. ID 


OJ991102_06.0120.C9 


Gene No. 


6298 


Strand 




Start 


1 


End 


4860 


Name 


OJ991102 06.0120.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


329 


GI 


44406 1.R1084 


Score 


634 


Exons 


1. .329 






GI Descrip. 


f 38194 95/emb IAJ234712.il HVU2347 12 l.Oe 


-35 Hordeum vulgare 




genomic DNA fragment; clone 


MWG2025.rev' 


Seq. No. 


2969- 


Seq. ID 


OJ991102_06.0120.C9 



,2199 



3082 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6298 
1 

OJ991102_0.6.0120.C9.ol.gs. 
13 

none 



Strand 

End 4860 

Method GENSCAN 

End 4860 

Score .46 



13. .276, 893. .1029, 1102. .1263, 1357. .1517, 1755. .1859, 
1954. .2326, 3172. .3332, 4818. .4860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2969 
6298 
1 

OJ991102_06.0120.C9.o2.gp 
589 

48613 1.R1084 



Seq. ID OJ991102_06.0120.C9 
Strand 

End 4860 

Method AAT/GAP 

End 2037 

Score 1759 



589. .1005, 1102. .1263, 1357. .1517, 1627. .1702, 1777. .1859, 
1954. .2037 

•913445/bbs | 160507 2.0e-65 (S75487) alcohol dehydrogenase 
ADH=alcohol dehydrogenase homolog {EC 1.1.1.1} [Lycopersicon 
esculentum=tomatoes, cv. red cherry, Peptide, 389 aa] 
[Lycopersicon esculentum] 1 



2969 
6298 
1 

OJ991102_06.0120.C9.ol.tm 

883 

none 



Seq. ID OJ991102_06.0120.C9 
Strand 

End 48 60 

Method TBLASTX: Maize 

End 2278 

Score 77 



883. .1029, 1102. .1260, 1112. .1258, 1366. .1467, 1388. .1480, 
1468. .1518, 1616. .1702, 1626 .. 1703/ 1774 .. 18 63, 1775. .1864, 
1967.. 2089, 1968.. 2105, 2102.. 2278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



a g GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2969 
6298 
1 

OJ991102_06.0120.C9.ol.np 
889 

913445 



Seq. ID OJ991102_06.0120.C9 
Strand 

End 4860 

Method AAT/NAP 

End 2329 

Score 840 



889. .1005, 1102. .1263, 1357. .1512, 1622 .. 1702 , 1777 .. 1859, 
1954.. 2329 

(S75487) alcohol dehydrogenase ADH=alcohol dehydrogenase homolog 
{EC 1.1.1.1} [Lycopersicon esculentum=tomatoes, cv. red cherry, 
Peptide, 389 aa] [Lycopersicon esculentum] 



2969 
6298 
1 

OJ991102_06.0120.C9.ol.tc 

889 

none 



Seq. ID OJ991102_06.0120.C9 
Strand 

End 4860 

Method TBLASTX: Cress 

End 2299 

Score 80 



889. .1029, 1100. .1264, 1102. .1266, 1373. .1471, 1375. .1470, 
1477. .1521, 1478. .1516, 1616. .1702, 1653. .1703, 1787. .1861, 
1798.. 1860, 1967.. 2299 



Seq. No. 2969 

Gene No. 6298 

Start 1 

Name OJ991102 06 . 0120 . C9 . ol . ts 



Seq. ID OJ991102_06.0120.C9 
Strand 

End 4860 

Method TBLASTX : Soybean 



3083 



Start 
GI 

Exons 



904 End 2299 

none Score 87 

904. .1029, 1102. .1257, 1352. .1387, 1373. .1477, 1375. .1470, 
1477. .1515, 1616. .1702, 1774. .1860, 1775. .1861, 1967. .2092, 
2126. .2299 



n 



Seq. No. 2969 Seq. ID OJ991102_06 . 0120 .C9 

Gene No. 6298 Strand 

Start 1 End 4860 

Name OJ991102_06 . 0120 .C9.o3. gp Method AAT/GAP 

Start 2179 End 2282 

GI 56057_1.R1084 Score 173 

Exons 2179.. 2282 

GI Descrip. 1 1076580/pir | | S52036 1.0e-29 alcohol dehydrogenase homolog ADH3b 
- tomato >gi_913446_bbs_160508 (S75487) alcohol dehydrogenase 
ADH {EC 1.1.1.1} [Lycopersicon e s cu 1 en tum= tomatoes, cv. red 
cherry, Peptide, 390 aa] [Lycopersicon esculentum] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
! :3 GI Descrip. 

cn 

ry „ 

:>=t Seq. No. 

! 3 1 Gene No. 

W Start 

hi Name 

fU Start 

« GI 

Exons 

^ GI Descrip. 
'"4 

: ~: 

,1^ Seq. No. 
^ Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2970 
6299 
1 

OJ991102_06.0120.C12.ol.gp 
1 

33357JL.R1084 
1. .192 • 

'4262154/gb|AAD14454| 5.0e-42 



Seq. ID OJ991102_06.0120.C12 

Strand + 

End 192 

Method AAT/GAP 

End 192 

Score 372 

(AC005275) putative protein 



phosphatase regulatory subunit [Arabidopsis thaliana] 1 



2970 Seq. ID 

6300 Strand 
27 60 End 
OJ991102_06.0120.C12.o2.gp Method 
27 60 End 
56057_1.R1084 Score 
2760. .2821 

•1076580/pir MS52036 1.0e-29 alcohol dehydrogenase homolog ADH 3b 
- tomato >gi_913446_bbs_160508 (S75487) alcohol dehydrogenase 
ADH {EC 1.1.1.1). {Lycopersicon esculentum=tomatoes , cv. red 
cherry, Peptide, 390 aa] [Lycopersicon esculentum] ' 



OJ991102_06.0120.C12 
+ 

2821 
AAT/GAP 
2821 
60 



Seq. ID OJ991102_06.0120.C12 



2970 

6301 " Strand 
2593 End 2961 

OJ991102_06.0120.C12.ol.np Method AAT/NAP 
2006 End. 2961 

6069646 Score 160 

2006. .2179, 2943. .2961 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 2970 Seq. ID 

Gene No. 6301 Strand 

Start 2593 - End 

Name OJ991102_06 . 0120 . C12 . ol . gs Method 



OJ991102_06.0120.C12 

2961 
GENSCAN 



3084 



Start 
GI 

Exons 



2593 
none 

2593. .2715 



End 
Score 



2715 
.96 



.a sa. 
: : - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2971 Seq. ID OJ991102_06 . 0120 . C14 

6302 Strand 

780 End 3427 

OJ991102_06.0120.C14.ol.gp Method AAT/GAP 

658 End 1228 

6025073 Score 797 

658.. 955, 1062.. 1228 

2961356/emb|CAA18114.1| 2.0e-24 (AL022140) alcohol dehydrogenase 
like protein [Arabidopsis thaliana] 

2971 Seq. ID OJ991102_06 . 0120 . C14 

6302 Strand 

780 End 3427 

OJ991102_06.0120.C14.ol.gs Method GENSCAN 

780 End 3284 

none Score .72 

780. .877, 1118. .1268, 1351. .1428, 1524. .1588, 1644. .1755, 

1843. .2096, 2456. .2781, 2879. .2922, 2999. .3132, 3248. .3284 

2971 ~ Seq. ID OJ991102_06 . 0120 . C14 

6302 Strand 

780 End 3427 

OJ991102_06 . 0120 . C14 . ol . np Method AAT/NAP 

842 End 3284 

6587844 Score 846 

842. .955, 1062. .1223, 1333. .1428, 1524. .1584, 1676. .1755, 

1843. .1925, 2456. .2781, 2879. .2918, 2986. .3132, 3248. .3284 

(AC006551) Very similar to alcohol dehydrogenase [Arabidopsis 

thaliana] 

2971 . Seq. ID OJ991102_06 . 0120 . C14 

6302 Strand 

780 End 3427 

OJ991102_06.0120.C14.o2.ts Method TBLASTX : Soybean 

842 End 1140 

none Score ' 82 

842. .934, 842..9S8, 1057. .1140, 1062. .1139 



2971 
'6302 
780 

OJ991102_06.0120.C14.o2.tm 

842 

none 



Seq. ID OJ991102_06.0120.C14 
Strand 

End 3427 

Method TBLASTX : Mai ze 

End 1756 

Score 82 



842. .934, 842. .958, 908. .958, 986. .1216, 1057. .1230, 1057. .1230, 
1060. .1224, 1062. .1238, 1062. .1238, 1336. .1416, 1336. .1416, 
1337.. 1456, 1337.. 1429, 1337.. 1456, 1519.. 1602, 1521.. 1592, 
1678.. 1755, 1679.. 1756 



Seq. No. 2971 

Gene No. 6302 

Start 780 

Name OJ991102 06 . 0120 . C14 . o2 . tc 



Seq. ID OJ991102_06.0120.C14 
Strand 

End 3427 

Method TBLASTX : Cress 



3085 





Start 


848 




End 


1774 




GI 


none 




Score 


54 




Exons 


848. .955, 1065. .1145, 1084. .1146, 1149, 


,.1226, 1150.. 1230, 






1351. .1425, 1352. .1429, 


1519. 


.1590, 1521.. 1589, 1675.. 1761, 






1679.. 1774 










Seq. No. 


2971 




Seq. ID 


OJ991102_06.0120.C14 




Gene No. 


6302 




Strand 






Start 


780 




End 


'3427 




Name 


OJ991102 06.0120.C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1841 




End 


3427 




GI 


none 




Score 


113 




Exons 


1841. . 1927, 1888. . 1929, 


2437. 


.2724, 2454. .2495, 2541. .2780, 






2866. .2922, 3005. .3127, 


3006. 


.3056, 3068. .3142, 3248. .3283, 






3250-. .3297, 3386. .3427 










Seq. No. . 


2971 




Seq. ID 


OJ991102_06.0120.C14 




Gene No. 


6302 




Strand 






Start 


780 




End 


3427 




Name 


OJ991102 06.0120.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2541 




End 


3127 




GI 


none 




Score 


63 




Exons 


2541. .2780, 2605. .2706, 


2866. 


.2910, 3008. .-3127 




Seq. No. 


2971 




Seq. ID 


OJ991102_06.0120.C14 


1 


Gene No. 


6302 




Strand 




.3 » 

III 


Start 


780 




End 


3427 




Name 


OJ991102 06.0120.C14.o2 


.gp 


Method 


AAT/GAP 


\ y 


Start 


2606 




End 


3334 




GI 


LIB3432-041-P1-K1-G2 




Score 


770 




Exons 


2606.. 2781, 2879.. 2922, 


2999. 


.3132, 3248. .3334 




GI Descrip. 


, 2961356/emb|CAA18114.1 


I 2.0e 


-24 (AL022140) alcohol 


:M i 

J J_S 




dehydrogenase like protein [Arabidopsis thaliana] ' 




Seq. No. 


2971 




Seq. ID 


OJ991102_06.0120.C14 




Gene . No . 


6302 




Strand 






Start 


780 




End 


3427 


is £s 


Name 


OJ991102 '06.0120.C14.ol- 


.tc 


Method 


TBLASTX: Cress 




Start 


2685 ' 




End 


3127 


i'5 


GI 


none 




Score 


173 




Exons 


2685.. 2780, 2866.. 2910, 


30.05. 


.3127 






Seq. No. 


2972 




Seq. ID 


OJ991102_06.0120.C15 




Gene No. 


6303 




Strand 


+ 




Start 


1558 




End 


1657 




Name 


OJ991102 06.0120.C15.ol 


• gp 


Method 


AAT/GAP 




Start 


1558 




End 


1657 




GI 


LIB3477-003-P1-K1-E9 




Score 


123 




Exons 


1558. .1657 









GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 2973 Seq. ID 

Gene No. 6304 Strand 

Start 103 End 

Name OJ991102_06 . 0120 . C16 . ol . gs Method 



OJ991102_06. 0120.C16 

1629 
GENS CAN 



3086 






Start 


103 


End 


1629 




GI 


none 


Score 


.53 




Exons 


103. .244, 559. .682, 1521. .1629 






Seq. No. 


2974 


Sea ID 


OJ991102_06.0120.C17 






6305 


Strand 






Start 


1167 


End 


2268 




Name 


OJ991102 06.0120.C17.ol.gs 


Method 


GENSCAN 




Start 


1167 ~~ 


End 


2268 




GI 


none 


Score 


.5 




Exons 


1167.. 1223, 2117.. 2268 








Seq. No. 


2975 


Seq. ID 


OJ991102_06.0120.C19 






6306 


Strand 


+ 




Start 


117 


End 


512 




Name 


OJ991102 06.0120.C19.ol.gs 


Method 


GENSCAN 




Start 


117 ~ 


End 


512 




GI 


none 


Score 


.6 




Exons 


117. .316, 453. .512 








Seq. No. 


2976 


Seq. ID 


OJ991102_06.0120.C20 




Conp Mo 


6307 


5?f rand 






Start 


9 


End 


86 




Name 


OJ991102 06 0120 C20 ol as 


Mf^r hind 


GENSCAN 




Start 


9 ~~ 


End 


86 




GI 


none 


Score 


1 V* 




Exons 


9. .86 






ri s 


Seq. No. 


2977 


Seq. ID 


OJ991102_03.0120.C1 




Gene No. 


6308 


Strand 




1. Li 


Start 


1 


End 


661 




Name 


OJ991102 03.0120-Cl-ol.np 


Method 


AAT/NAP 




Start 


1 


End 


661 




GI 


5441880 


Score 


424 




Exons 


1..122, 238. .369, 616. .661 








GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 


J 




predicted gene.; Similar to maize transposon MuDR mudrA prot< 


k: 




(AC003981) [Oryza sativa] 






: = ri* 

.3 5J, 


Seq. No. 


2977 


Seq. ID 


OJ991102_03.0120.C1 




Gpnp No 


6308 


Strand 




□ 


Start 


1 


End 


661 




Name 


OJ991102 03.0120.Cl.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


369 




GI 


none 


Score 


.87 




Exons 


65. .122, 127. .174, 238. .369 








Seq. No. 


2978 


Seq. ID 


OJ991102_03.0120.C2 




Gene No. 


6309 


Strand 






Start 


1 


End 


693 




Name 


OJ991102 03.0120.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


693 




GI 


5441880 


Score 


792 




Exons 


1..386, 492. .693 








GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



3087 



Seq. No. 


2978 




Seq. ID 


OJ991102 03 


.0120. C2 


Gene No. 


6309 




Strand 






Start 


1 




End 


693 




Name 


OJ991102 03.0120.C2.ol. 


gs 


Method 


GENSCAN 




Start 


140 




End 


640 




GI 


none 




Score 


.66 




Exons 


140. .386, 492. .640 










Seq. No. 


2979 




Seq. ID 


OJ991102 03 


.0120. C3 


Gene No. 


6310 


- 


Strand 


+ 




Start 


292 




End 


441 




Name 


OJ991102 03.0120.C3.ol. 


gs 


Method 


GENSCAN 




Start 


292 




End 


441 




GI 


none 




Score 


.55 




Exons 


292. .441 










Seq. No. 


2980 




Seq. ID 


OJ991102_03 


.0120. C4 


Gene No. 


6311 




Strand 


+ 




Start 


5294 




End 


5408 




Name 


OJ991102 03.0120.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


5294 




End 


5408 




GI 


LIB3477-003-P1-K1-E9 




Score 


104 




Exons 


5294. .5408 










GI Descrip. 


'24 98586/sp|Q4 0638|MPOl 


. ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


2980 




Seq. ID 


OJ991102_03 


.0120. C4 


Gene No. 


6312 




Strand 






Start 


1133 




End 


1540 




Name 


OJ991102 03.0120.C4.ol. 


gs 


Method 


GENSCAN 




Start 


1133 




End 


1540 




GI 


none. 




Score 


.66 




Exons 


1133. .1278, 1429. .1540 










Seq. No. 


2980 




Seq. ID 


OJ991102_03 


.0120. C4 


Gene No. 


6313 




Strand 






Start 


4104 




End 


5045 




Name 


OJ991102 03.0120.C4.o2. 


gs 


Method 


GENSCAN 




Start 


4104 




End 


5045 




GI 


none 




Score 


.9 




Exons 


' 4104 . . 4411, 4994 . .5045 










Seq. No. 


2981 




Seq. ID 


OJ991102_03 


.0120. C6 


Gene No. 


6314 




Strand 






Start 


578 




End 


754 




Name 


OJ991102 03.0120.C6.ol. 


gs 


Method 


GENSCAN 




Start 


578 




End 


754 




GI 


none 




Score 


.56 




Exons 


578. .754 










Seq. No. 


2981 




Seq. ID 


. OJ991102_03 


.0120. C6 


Gene No. 


6314 




Strand 






Start 


578 




End 


754 




Name 


OJ991102 03.0120.C6.ol. 


np 


Method 


AAT/NAP 




Start 


579 




End 


680 





3088 



i l 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
,Gene No. 
Start * 
Name 
Start 
GI 

Exons 



6006359 Score 43 

579. .680 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ991102_03.0120.C7 

Strand + 

End 1521 

Method AAT/GAP 

End 1521 

Score 133 



2982 
6315 
1353 

OJ991102_03.0120.C7.ol.gp 
1353 

35458_1.R1084 
1353.. 1431, 1475.. 1521 

, 3868853/dbj |BAA34247[ 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] 1 



2982 
6316 
767 

OJ991102_03.0120.C7.ol.gs 

767 

none 



Seq. ID OJ991102_03.0120.C7 
Strand 

End 8675 

Method GEN SCAN 

End 8344 

Score .73 



767. .899, 1832. .1923, 2176. .2296, 4020. .4210, 6146. .6352, 
7291.. 7418, 7503.. 7646, 8317.. 8344 



2982 
6316 
767 

OJ991102_03.0120.C7.ol.np 

1742 

5870865 



Seq. ID OJ991102_03.0120.C7 
Strand 

End 8 67 5 

Method AAT/NAP 

End 8675 

Score 335 



\J GI Descrip. 



1742. .1928, 2181. .2314, 4020. .4162, 5907. .5988, 6141. .6353, 
7316. .7397, 8633. .8675 

(AF020760) serine protease [Homo sapiens] 





Seq. No. 


2982 








Seq. ID 


OJ991102 




Gene No. 


6316 








Strand 




. -J 


Start 


767 








End 


8675 


1 i\ 

^3 


Name 


OJ991102 03. 


0120 


.C7.ol. 


ts 


Method 


TBLASTX : 


S3 


Start 


4031 








End 


6190 




GI 


none 








Score ■ 


143 


3 


Exons 


4031. .4162, 


4032 


. .4163, 


5910. 


.6011, 6141. .6188, 




Seq. No. 


2983 








Seq. ID 


OJ991102 




Gene No. 


6317 








Strand 


+ 




Start 


4399 








End 


6111 




Name 


OJ991102 03. 


0120 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


4399 








End 


6111 




GI 


none 








Score 


.84 




Exons 


4399. .4572, 


4577 


. .4631, 


5143. 


.5300, 5404. .6111 




Seq. No. 


2983 








Seq. ID 


OJ991102 




Gene No. 


6318 








Strand 


+ 




Start 


7042 








End 


8253 




Name 


OJ991102 03. 


0120 


.C9.o3. 


gs 


Method 


GENSCAN 




Start 


7042 








End 


8253 




GI 


none 








Score 


.97 




Exons 


7042. .8253 













3089 




Seq. No. 


2983 






Seq. ID 


OJ991102_03.0120.C9 


Gene No. 


6318 






Strand 


+ 


Start 


7042 






End 


8253 


Name 


OJ991102 03 


.0120.C9.o2. 


np 


Method 


AAT/NAP 


Start 


7459 






End 


8209 


GI 


2213632 






Score 


711 


Exons 


7459. .8209 










GI Descrip. 


(AC000103) 


F21J9.24 [Arabidopsis thaliana] 


Seq. No. 


2983 






Seq. ID 


OJ991102_03.0120.C9 


Gene No . 


6319 






Strand 




Start 


214 






End 


2306 


Name 


OJ991102 03 


.0120.C9.ol. 


gs 


Method 


GENSCAN 


Start 


214 






End 


2306 


GI 


none 






Score 


.6 


Exons 


214. .450, 1568. .1693, 2301. . 


2306 




Seq. No. 


2983 






Seq. ID 


OJ991102_03.0120.C9 


Gene No. 


6320 






Strand 




Start 


9341 






End 


9643 


Name 


OJ991102 03 


.0120.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5908 ~ 






End 


6414 


GI 


none 






Score 


229 


Exons 


5908 6105. 


5908 6096, 


6331 


..6408, 6333. .6413, 6333. .6413, 




6334 . . 6414 










Seq. No. 


2983 






Seq. ID 


OJ991102_03.0120.C9' 


Gene No . 


6320 






Strand 




Start 


9341 






End 


9643 


Name 


OJ991102 03 


.0120.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7249 ~~ 






End 


7623 


GI 


none 






Score 


228 


Exons 


7249. .7623, 


7296. .7622 








Seq. No. 


2983 


< 




Seq. ID 


OJ991102_03.0120.C9 


Gene No . 


6320 






Strand 




Start 


9341 






End 


9643 


Name 


OJ991102 03 


.0120.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7290 






End 


7683 


GI 


none 






Score 


316 


Exons 


7290. .7379, 


7291. .7683, 


7437 


. .7679 




Seq. No. 


2983 






Seq. ID 


OJ991102_03.0120,C9 


Gene No . 


6320 






Strand 




Start 


9341 






End 


9643 


Name 


OJ991102 03 


.0120.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7743 






End 


8181 


GI 


none 






Score 


359 


Exons 


7743. .7904, 


7744. .8076, 


7747 


..8073, 7935. .8075, 8116. .8181 


Seq. No. 


2983 






Seq. ID 


OJ991102_03.0120.C9 


Gene No. 


6320 






Strand 




Start 


9341 






End 


9643 


Name 


OJ991102 03 


.0120.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7755 






End 


8169 


GI 


none 






Score 


207 


Exons 


7755. .7898, 


7756. .7932, 


7932 


..8168, 7933. .8169, 7933. .8169 



3090 



Seq. No. 


2983 


Seq. ID 


OJ99H02 03. 


0120.C9 


Gene No. 


6320 


Strand 






Start 


9341 


End 


9643 




Name 


OJ991102 03.0120.C9.o4.gs 


Method 


GENSCAN 




Start 


9341 


End 


9643 




GI 


none 


Score 


.75 




Exons 


9341. .9643 








Seq. No. 


2984 


Seq. ID 


OJ99ll02_03. 


0l20.CH 


Gene No. 


6321 


Strand 


+ 




Start 


966 


End 


1302 




Name 


OJ991102 03.0120.Cll.ol.gp 


Method 


AAT/GAP 




Start 


966 


End 


1302 




GI 


6012857 


Score 


538 




Exons 


966.. 1180, 1202.. 1302 








GI Descrip. 


5852077/emb|AL117264.1 IOSB6015 3.0e-94 


Oryza sativa 


indica (GLA4 ) 




genomic DNA, chromosome 4, 


BAC clone: 


b60l5 




Seq. No. 


' 2984 


Seq. ID 


OJ99ll02_03. 


0l20.CH 


Gene No. 


6322 


Strand 


+. 




Start 


11049 


End 


H435 




Name 


OJ991102 03.0120.Cll.ol.np 


Method 


AAT/NAP 




Start 


11049 


End 


H435 




GI 


3212866 


Score 


134 




Exons 


11049. .11435 






* 


GI Descrip. 


(AC004005) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


2984 


Seq. ID 


OJ99ll02_03. 


Ol20.CH 


Gene No. 


6322 


Strand 


+ 




Start 


11049 


End 


H435 




Name 


OJ991102 03.0120.Cll.o3.gp 


Method 


AAT/GAP 




Start 


11306 


End 


H435 




GI 


none 


Score 


220 




Exons 


H306. . H435 








Seq. No. 


, 2984 


Seq. ID 


OJ99ll02_03. 


0l20.CH 


Gene No. 


6323 


Strand 






Start 


10985 


End 


H417 




Name 


OJ99H02 03.0l20.Cll.o2.gp 


Method 


AAT/GAP 




Start 


10985 


End 


H302 




GI 


none 


Score 


549 




Exons 


10985. .11302 








Seq. No. 


2984 


Seq. ID 


OJ99ll02_03. 


0l20.CH 


Gene No . 


6323 


Strand 






Start 


10985 


End 


H417 




Name 


OJ99H02 03.0l20.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


H061 


End 


H417 




GI 


none 


Score 


254 




Exons 


11061. .11162, 11085. .11276, 


H099. .11275, H340. .11417, 




H351..H416 








Seq. No. 


2985 


Seq. ID 


OJ99ll02_03. 


0120.C12 


Gene No. 


6324 


Strand 


+ 




Start 


l 


End 


1097 




Name 


OJ99H02 03.0l20.Cl2.ol.np 


Method 


AAT/NAP 





3091 



'=3 

ni 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



634 
236 



3212866 
1..634 

(AC004005) unknown protein [Arabidopsis thaliana] 



2985 
6324 
1 

OJ991102_03.0120.C12.ol.gs 
8 

none 
8. .637 



Seq. ID OJ991102_03.0120.C12 

Strand + 

End 1097 

Method GENSCAN 

End 637 

Score .54 



03.0120-.C12 



2985 Seq. ID OJ991102_ 

6324 Strand + 

1 End 1097 

OJ991102_03 . 0120 .C12 . ol . gp Method AAT/GAP 
353 End 1097 

18216_1.R1084 : Score 1414 

353. .1097 

'2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] ' 



2985 
6325 
23597 

OJ991102_03.0120.C12.o5.gs 

23597 

none 

23597. .23674, 23783.-23995, 
25255. .25274 



Seq. ID OJ991102_03.0120.C12 

Strand + 

End 25274 

Method GENSCAN 

End 25274 

Score .84 
24033. .24138, 24644 .. 24817, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2985 Seq. ID 

6326 Strand 

29410 End 
OJ991102_03.0120.C12.o7.gs Method 

29410 End 

none Score 

29410. .29458, 29620 .. 29768 , 29979 

30806. .30901, 31041 .. 32025, 32212 
34212. .34630 



OJ991102_03.0120.C12 
+ 

34676 
GENSCAN 
34630 
.55 

30060, 30212. .30788, 
32809, 32927. .33904, 



2985 Seq. ID 

6326 Strand 
29410 End 
OJ991 102_03 . 0120 . C12 . o5 . np Method 
34424 End 
6498441 Score 
34424. .34676 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor* Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991102_03.0120.C12 
+ 

34676 
AAT/NAP 
34676 
138 



Seq. No. 



2985 



Seq. ID OJ991102_03.0120.C12 



3092 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6327 Strand 
2465 End 9562 

OJ991102_03 . 0120 . C12 . o2 . gs Method GENSCAN 
2465 End 9562 

none Score .7 

2465.. 2696, 3332.. 3600, 5034.. 5154, 8367.. 9562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2985 Seq. ID OJ991102_03 . 0120 . C12 

6327 Strand 

2465 End 9562 

OJ991102_03 . 0120 . C12 . o2 . gp Method AAT/GAP 

2815 End 2876 

4715947 Score 72 

2815. .2876 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P387 67) [Arabidopsis thaliana] 



Seq. No. 2985 Seq. ID 

Gene No. 6327 Strand 

Start 24 65 End 

Name OJ991102_03 . 0120 . C12 . o3 .gp Method 

U Start 7004 End 

hJ GI 3760418 Score 

rn Exons 7004.. 7380 



OJ991102_03.0120.C12 

9562 
AAT/GAP 
7380 
702 



Seq. No. 2985 

H Gene No. 6328 

W Start 10440 

'J Name OJ991102_03 . 0120 . C12 . o3 . gs 

fjj Start 10440 

GI none 

L Exons 10440. .10562, 10709 .. 11002, 

H 12695.. 12858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991102_03.0120.C12 

13095 
GENSCAN 
12858 
.77 



11612. . 11684, 12331. .12612, 



• 9 d 



Seq. No. 2985 Seq. ID 

Gene No. v 6328 Strand 

Start 10440 End 

Name OJ991102_03 . 0120 . C12 . o4 . gp Method 

Start 11357 End 

GI 5002792 Score 

Exons 11357. .11605 



OJ991102_03.0120.C12 

13095 
AAT/GAP 
11605 
473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2985 Seq. ID OJ991102_03 . 0120 . C12 

6328 Strand 

10440 End 13095 

OJ991102_03 . 0120 . C12 . o2 . np Method AAT/NAP 

12119 End 13095 

6907106 Score 344 

12119. .12643, 12695. .12861, 12924.. 13095 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 



2985 
6329 



Seq. ID 
Strand 



OJ991102 03.0120.C12 



3093 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18001 End 21900 

OJ991102_03 . 0120 . C12 . o3 . np Method AAT/NAP 
18001 End 21900 

5702196 Score 2942 

18001. .21900 

(AF107293) rust resistance protein [Zea mays] 



2985 Seq. ID 

6330 Strand 

27178 End 
OJ991102_03 . 0120 . C12 . ol . tm Method 

4 End 

none Score 

. 4. .249, 5. .328, 173. .265 



OJ991102_03.0120.C12 
28264 

TBLASTX: Maize 

328 

570 



Seq. No. 2985 Seq. ID 

Gene No. 6330 Strand 

Start 27178 End 

Name 0 J991102_03 . 0120 . C12 . ol . tc Method 

Start 26 End 

GI none Score 

Exons 2 6.. 310 



OJ991102_03.0120.C12 
28264 

TBLASTX: Cress 

310 

225 



Seq. No. 2985 Seq. ID 

Gene No. 6330 Strand 

Start 27178 End 

Name OJ991102_03 . 0120 . C12 . ol . ts Method 

Start 26 End 

GI none Score 

Exons 26.. 175, 197.. 292, 305.. 406 



OJ991102_03.0120.C12 
28264 

TBLASTX: Soybean' 

406 

164 



Seq. No. 2985 Seq. ID 

Gene No. 6330 Strand 

Start 27178 End 

Name OJ991102_03 . 0120 . C12 . o7 . tm Method 

Start 353 End 

GI none Score 
Exons 



OJ991102_03.0120.C12 
28264 

TBLASTX: Maize 

586 

254 



353. .523, 355. .522, 472. .585, 473. .586 



Seq. No. 2985 

Gene No. 6330 

Start 27178 

Name OJ991102_03 . 0120 . C12 . o4 . tm 

Start 8410 

GI none 

Exons 8410. .8445, 8411. .8893, 8411, 

Seq. No. 2985 

Gene No. 6330 

Start 27178 

Name OJ991 102_03 . 0120 . C12 . ol . tw 

Start 8639 

GI . none 

Exons 8639.. 9022, 8721.. 8927 



OJ991102_03.0120.C12 
28264 

TBLASTX: Maize 
9004 
43 

929, 8511.. 8918, 8951.. 9004 
OJ991102 03.0120.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



28264 

TBLASTX: Wheat 

9022 

81 



Seq. No. 
Gene No. 



2985 
6330 



Seq. ID 
Strand 



OJ991102 03.0120.C12 



3094 






Start 


27178 




End 


28264 






Name 


OJ991102 03.0120.C12 


.olO.tm 


Method 


TBLASTX: Maize 






Start 


12224 




End 


12495 






GI 


none 




Score 


45 






Exons 


12224. .12274, 12225. 


.12263, 


12272. .12325, 12280. .12327, 








12339. .12491, 12340. 


.12495 










Seq. No. 


2985 




Seq. ID 


OJ991102_03.0120 


.C12 




Gene No. 


6330 




Strand 








Start 


. 27178 




End 


28264 






Name 


OJ991102 03.0120.C12 


. 06 . tm 


Method 


TBLASTX: Maize 






Start 


18412 




End 


18903 






GI 


none 




Score 


130 






Exons 


18412. .18663, 18416. 


.18646, 


18703. .18903, 18740.. 18898 






Seq. No. 


2985 




Seq. ID 


OJ991102_03.0120 


.C12 




Gene No. 


6330 




Strand 








Start 


27178 




End 


28264 






Name 


OJ991102 03.0120.C12 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


19111 




End 


19812 






GI 


none 




Score 


67 






Exons 


19111. .19143, 19129. 


.19203, 


19130. .19198, 19288. .19806, 








19291. .19812 












Seq. No. 


2985 




Seq. ID 


OJ991102_03.0120 


.C12 


fcff 


Gene- No . 


6330 




Strand 








Start 


27178 




End 


28264 




ru 


Name 


OJ991102 03.0120.C12 


. o3.tra 


Method 


TBLASTX: Maize 






Start 


20533 




End 


20882 






GI 


none 




Score 


279 






Exons 


20533. .20877, 20534. 


.20878, 


20535. .20882, 20700.. 20882 




ru 


Seq. No. 


2985 




Seq. ID 


OJ991102_03.0120 


.C12 




Gene No. 


6330 




Strand 








Start 


27178 




End 


28264 




Q 


Name 


OJ991102 03.0120.C12 


. 08 .tm 


Method 


TBLASTX: Maize 






Start 


21134 




End 


21433 






GI 


none 




Score . 


135 




■J 


Exons 


21134. .21277, 21135. 


.21200, 


21136. .21276, 21274 .. 21381, 




'as? 




21332. .21406, 21335. 


.21433, 


21336. .21407 




! sp s 
•s=r 


Seq. No. 


2985 




Seq. ID 


OJ991102_03.0120 


.C12 




Gene No. 


6330 




Strand 








Start 


27178 




End 


28264 






Name 


OJ991102 03.0120.C12 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


21487 




End 


21898 






GI 


none 




Score 


53 






Exons 


21487. .21573, 21488. 


.21568, 


21622. .21891, 21636 .. 21692, 








21728. .21898 












Seq. No. 


2985 




Seq. ID 


OJ991102_03.0120 


.C12 




Gene No. 


6330 




Strand 








Start 


27178 




End 


28264 






Name 


OJ991102 03.0120.C12 


.06. gs 


Method 


GENSCAN 






Start 


27178 




End 


28264 






GI 


none 




Score 


.86 






Exons 


27178. .27242, 27701. 


.27741, 


28188. .28264 





3095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2985 
6331 
32110 

OJ991102_03.0120.C12.o9.tm 

32110 

none 



Seq. ID OJ991102_03.0120.C12 



Strand 
End 

Method 

End 

Score 



32478- 

TBLASTX: Maize 

32478 

157 



32110. .32235, 32127 .. 32234 , 32260 .. 32478, 32265.. 32381 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2986 
6332 
1 

OJ991102_03.0120.C13.ol.np 
1 

4544372 
1..417, 443. .1929 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ991102_ 
+ 

1935 
AAT/NAP 
1929 
696 



03.0120.C13 



2986 Seq. ID 

6332 Strand 

1 End 
OJ991102_03.0120.C13.o3.ts Method 

1 End 

none Score 

1..231, 15. .74, 114. .227 

2986 Seq. ID 

6332 Strand 

1 End 
OJ991 102_03 . 0120 . C13 . o2 . tw Method 

4 End 

none Score 

4. .366, 15. .77, 129. .236 

2986 Seq. ID 

6332 Strand 

1 End 
OJ991102_03 . 0120 . C13 . ol . gs Method 

166 End 

none Score 
166. .1792 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX: Soybean 

231 

202 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX: Wheat 

366 

202 



OJ991102_03.0120.C13 
+ 

1935 
GENSCAN 
1792 
.47 



Seq. No. 2986 Seq. ID 

Gene No. 6332 Strand 

Start 1 End 

Name OJ991102_03 . 0120 . C13 . ol . tm Method 

Start 745 End 

GI none Score 

Exons 745.. 1098 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX: Maize 

1098 ' 

217 



Seq. No. .2986 Seq. ID 

Gene No. 6332 Strand 

Start 1 End 

Name OJ991102_03 . 0120 . C13 . ol . ts Method 

Start 952' End 

GI none Score 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX : Soybean ■ 

1347 

235 



3096 



Exons 



952.. 1347, 985.. 1167, 1053.. 1247 



Seq. No. 2986 Seq. ID 

Gene No. 6332 Strand 

Start 1 End 

Name OJ991102_03.0120.C13.o3.tw Method 

Start 1108 End 

GI none Score 

Exons 1108.. 1467 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX: Wheat 

1467 

173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



2986 
6332 
1 

OJ991102_03.0120.C13.ol.tw 

1498 

none 

1498. .1908, 1515. .1658 

2986 
6332 
1 

OJ991102_03.0120.C13.o2.ts 

1690 

none 

1690.. 1935, 1690.. .1755, 1737. 

2987 
6333 
4979 

OJ991102_03.0120.C14.ol.gs 

4979 

none 

4979.. 5197, 5661.. 5798, 5902. 
6714.. 6830, 7167.. 7233, 7489. 
16305. .16373, 17258.. 17557 

2987 
6333 

4979 4 • • ' 

OJ991102_03.0120.C14.o2.tm 

5120 

none 

5120.. 5206, 5655.. 5810, 5714. 
5951.. 5983, 6103.. 6186, 6111. 
6535.. 6636, 6707.. 6772, 6708. 

2987 
6333 
4979 

OJ991102_03.0120.C14.o3.ts 

5147 

none 

5147.. 5206, 5655.. 5798, 5714. 
5900.. 5989 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX: Wheat 

1908 

235 



OJ991102_03.0120.C13 
+ 

1935 

TBLASTX: Soybean 
1935 



227 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1820, 1896.. 1931 

Seq. ID OJ991102_03.0120.C14 

Strand + 

End 17557 

Method GENSCAN 

End 17557 

Score . 68 

.5983, 6260. .6404, 6516. .6660, 
.7580, 7789.. 7932, 13000 .. 13326, 



Seq. ID OJ991102_03.0120.C14 

Strand + 

End 17557 

Method TBLASTX: Maize 

End 6773 

Score 68 

.5809, 5896.. "5967, 5901.. 5984, 
.6188, 6283.. 6336, 6288.. 6335, 
.6773 

Seq. ID OJ991102_03.0120.C14 

Strand +■ 

End 17557 

Method TBLASTX : Soybean 

End 5989 

Score 67 

.5803, 5896.-5967, 5896. .5988, 



Seq. No. 
Gene No. 



2987 
6333 



Seq. ID OJ991102_03.0120.C14 
Strand + 



3097 



Start 


4979 








End 


17557 


Name 


OJ991102 03. 


0120 


.C14.o4 


.ts 


Method 


TBLASTX: 


Start 


6133 








End 


7233 


GI 


none 








Score 


77 


Exons 


6133. .6189, 


6283 


. .6327, 


6376 


..6429, 6538.. 6588, 




6713. .6823, 


6963 


. .7064, 


6964 


..7053, 7165. .7233, 


Seq. No. 


2987 








Seq. ID 


OJ991102 


Gene No. 


6333 








Strand 


+ 


Start 


4979 








End 


17557 


Name 


OJ991102 03. 


0120 


.C14.ol 


. ts 


Method 


TBLASTX: 


Start 


7466 








End 


8174 


GI 


5509555 








Score 


145 


Exons 


7466. .7579, 


7479 


. .7583, 


7494 


..7580, 7777.. 7920, 




7788. .7934, 


7789 


. .7935, 


8052 


..8174, 8053. .8172, 


GI Descrip. 


- 












Seq. No. 


2987 








Seq. ID 


OJ991102 


Gene No. 


6333 








Strand 


+ 


Start 


4 979 








End 


17557 


Name 


OJ991102 03. 


0120 


.C14.ol 


. tm 


Method 


TBLASTX: 


Start 


7789 








End 


8199 


GI 


none 








Score 


164 


Exons 


7789. .7935, 


7789 


. .7932, 


7830 


. .7934, 8044 . .8199, 




8052. .8195, 

* 












Seq. No. 


2987 








Seq. ID 


OJ991102 


Gpne No 


6333 








Strand 


-i- 


Start 


4979 








End 


17557 


Name 


OJ991102 03. 


0120 


.C14.o2 


.ts 


Method 


TBLASTX: 


Start 


17233 








End 


17491 


GI 


none 








Score 


107 


Exons 


17233. .17313, 17234 .. 17308 , 


17347. .17460, 17348 


Seq. No. 


2988 








Seq. ID 


OJ991102 


Gene No. 


6334 








Strand 


+ 


Start 


2779 








End 


3273. 


Name 


OJ991102 03. 


0120 


.CIS.ol 


.ts 


Method 


TBLASTX: 


Start 


2776 








End 


3200 


GI 


none 








Score 


99 


Exons 


2776. .2859, 


2778 


. .2861, 


2887 


..2982, 292 


8. .2981, 




3112. .3138, 


3129 


. .3200, 


3139 


. .3198 




Seq. No. 


2988 








Seq. ID 


OJ991102 


Gene No . 


6334 








Strand 


+ 


Start 


2779 








End 


3273 


Name 


OJ991102 03. 


0120.C15.ol 


. gs 


Method 


GENSCAN 


Start 


2779 








End 


3273 


GI 


none 








Score 


.79 


Exons 


2779. .3273 












Seq. No. 


2989 








Seq. ID 


OJ991102 


Gene No. 


6335 








Strand 




Start 


379 








End 


484 


Name 


OJ991102' 03. 


0120 


.C16.ol 


.gs 


Method 


GENSCAN 


Start 


379 








End 


484 


GI 


none 








Score 


.76 



3098 



Exons 



379. .484 



Seq. No. 2990 

Gene No. 6336 

Start 555 

Name OJ991102_03 . 0120 . C17 . ol . gs 

Start 555 

GI none 

Exons 555.. 761 



Seq. ID OJ991102_03.0120.C17 

Strand 

End 761 

Method GENSCAN 

End 761 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2991 
6337 
1 

OJ991102_03.0120.C18.ol.np 
1 

6729047 



Seq. ID OJ991102__03.0120.C18 



Strand 
End 

Method 

End 

Score 



+ 

2414 
AAT/NAP 
2414 
115 



1..64, 222. .331, 670. .813, 1091. .1162, 2331. .2414 
(AC009177) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. No. 2991 

Gene No. 6337 

Start 1 

Name OJ991102_03 . 0120 . C18 . ol . gs 

Start 632 

GI none 
Exons 



Seq. ID OJ991102_03.0120.C18 

Strand + 

End 2414 

Method GENSCAN 

End 2115 

Score .83 



632. .831, 1091. .1162, 1421. .1489, 1978. .2115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2992 
6338 
1 

OJ991102_03.0120.C19.ol.np 
1 

6729510 



Seq. ID OJ991102_03.0120.C19 

Strand + 
End 2937 

Method AAT/NAP 

End 2937 
Score 4 99 

1..33, 420. .525, 610. .829, 894. .1165, 1287. .1434, 2843. .2937 
(AL132966) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



i.3 Seq. No. * 2992 

^ Gene No. 6338 

; lt Start 1 

'> J Name OJ991102_03 . 0120 . C19 . ol . gs 

Start 129 

GI none 
Exons 



Seq. ID OJ991102_03.0120.C19 

Strand + 

End 2937 

Method GENSCAN 

End 1754 

Score .86 



129. .176, 231. .293, 389. .525, 610. .829, 915. .1150, 1287. .1754 



Seq. No. 2992 

Gene No. 6339 

Start 3600 

Name OJ991102_03 . 0120 . C19 . o2 . np 

Start 3600 

GI 5777617 

Exons 3600.. 3912 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ991102_03.0120.C19 

Strand + 

End 3912 

Method AAT/NAP 

End 3912 

Score 8 6 



Seq. No. 
Gene No. 



2992 
6340 



Seq. ID OJ991102_03.0120.C19 
Strand 



3099 




Start 1494 End 1967 

Name OJ991102_03. 0120 .C19. ol .gp Method AAT/GAP 

Start 1494 End 1967 

GI uC-osrocyp025h09al Score 928 

Exons 1494.. 1967 



GI Descrip. 1 5852077/emb| AL117264 . 1 | OSB6015 3.0e-94 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone: b6015' 



Seq. No. 2992 

Gene No. 6341 

Start 4044 

Name OJ991 102_03 . 0120 . C19 . ol . tm 

Start 418 

GI none 

Exons 418.. 528, 423. .527, 595.. 834, 
914. .1126 



Seq. ID OJ991102_03.0120.C19 
Strand 

End 4717 

Method TBLASTX: Maize 

End 1126 

Score 97 

608. .811, 610. .834, 907. .1092, 



Seq. No. 2992 

Gene No. 6341 

Start 4044 

Name OJ991 102_03 . 0120 . C19 . ol . tc 

Start 502 

GI none 

Exons 502.. 534, 631.. 837, 907.. 1095 
1524.. 1601 



Seq. ID OJ991102_03.0120.C19 
Strand 

End 4717 

Method TBLASTX: Cress 

End 1601 

Score 38 
911. .1150, 956. .1147, 1287. .1406, 



Seq. No. 2992 

Gene No. 6341 

Start 4044 

Name OJ991102_03 . 0120 .C19. ol . ts 

Start 612 

GI none 

Exons 612.. 818, 613.. 837, 618.. 836, 
1287. .1415, 1287. .1361 



Seq. ID' OJ991102_03.0120.C19 
Strand 

End 4717 

Method TBLASTX : Soybean 

End 1415 

Score 109 

896. .1150, 907. .1101, 909. .1157, 



Seq. No. 


2992 




Seq. ID 


OJ991102_03.0120.C19 


Gene No. 


6341 




Strand 




Start 


4044 




End 


4717 


Name 


OJ991102 03.0120.C19.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


633 




End 


1044 


GI 


none 




Score 


236 


Exons 


633. .845, 634. .825, 922. 


. .1044 


, 923.. 1042 


Seq. No. 


2992 




Seq. ID 


OJ991102_03.0120.C19 


Gene No. 


6341 




Strand 




Start 


4044 




End 


4717 


Name 


OJ991102 03.0120.C19.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


1127 




End 


1586 


GI 


none 




Score 


40 


Exons 


1127. .1150, 1280. .1411, 


1286. 


.1486, 1287. .1505, 1287. .1499, 




1300.. 1533, 1466.. 1585, 


1488. 


.1586 





Seq. No. 2992 Seq. ID 

Gene No. 6341 Strand 

Start 4044 End 

Name OJ991102_03 . 0120 . CI 9 . o2 . ts Method 

Start 1422 End 



OJ991102_03.0120.C19 
4717 

TBLASTX : Soybean 
1658 



3100 




GI 


none 


Score 


80 






Exons 


1422. .1499, 1494. .1658, 1499. 


. 1597 








Seq. No. 


2992 


Seq. ID 


OJ991102_03 , 


.0120 


.C19 


Gene No. 


6341 


Strand 








Start 


4044 


End 


4717 






Name 


OJ991102_03. 0120.C19.o2.gs 


Method 


GENSCAN 






Start 


4044 


End 


4593 






GI 


none 


Score 


.47 






Exons 


4044. .4431, 4526. .4593 










Seq. No. 


2992 


Seq. ID 


OJ991102_03, 


. 0120 


.C19 


Gene No. 


6341 


Strand 








Start 


4044 


End 


4717 






Name 


OJ991102 03.0120.C19.o3.np 


Method 


AAT/NAP 






Start 


4401 


End 


4717 






GI 


4582451 


Score 


123 






Exons 


4401. .4717 










GI Descrip. 


(AC007071) unknown protein [Arabidopsis thaliana] 






Seq. No. 


2993 


Seq. ID 


OJ991102_03, 


.0120 


.C20 


Gene No. 


6342 


Strand 


+ 






Start 


652 


End' 


835 






Name 


OJ991102 03.0120.C20.ol.gs 


Method 


GENSCAN 






Start 


652 


End 


835 






GI 


none 


Score 


.78 






Exons 


652. .835 










Seq. No. 


2993 


Seq. ID 


OJ991102_03, 


.0120 


.C20 


Gene No. 


6343 


Strand 








Start 


542 


End 


1704 






Name 


OJ991102 03.0120.C20.ol.np 


Method 


AAT/NAP 






Start 


542 


End 


1704 






GI 


5777617 


Score 


86 






Exons 


542. .643, 1668. .1704 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


2994 


Seq. ID 


OJ991102JD3, 


.0120 


.C21 


Gene No. 


6344 


Strand 


+ 






Start 


1 


End 


365 






Name 


OJ991102 03.0120.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


365 






GI 


6562798 


Score 


196 






Exons 


1. .365 










GI Descrip. 


(AL133423) putative oxidoreductase [Streptomyces coelicolor 




A3 ( 2)] 










Seq. No. 


2994 


Seq. ID 


OJ991102_03, 


,0120 


.C21 


Gene No. 


6344 


Strand 


+ 






Start 


1 


End 


365 






Name 


OJ991102 03.0120.C21.ol.gs 


Method 


GENSCAN 






Start 


79 


End 


354 






GI 


none 


Score 


•5 , 






Exons 


79. .354 










Seq. No. 


2995 


Seq. ID 


OJ990822_52. 


,0128 


.CI 


Gene No. 


6345 


Strand 









3101 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990822_52.0128.Cl.ol.np 
1 

2253010 



End 

Method 

End 

Score 



3547 
AAT/NAP 
3547 
155 



1..75, 447. .487, 1257. .1345, 3503. .3547 

(Y14199) MAP3K delta-1 protein kinase [Arabidopsis thaliana] 



2995 Seq. ID 

6345 Strand 

1 End 

OJ990822_52 . 0128 . CI . ol . gp Method 

40 End 

LIB3474-007-P1-K1-E12 Score 
40. .75, 447. .487, 1257. .1543 

1 320154 1/embiCAAO 633 4 | 6.0e-21 (AJ005077) TCTR2 protein 
[Lycopersicon esculentum] 1 



OJ990822_52.0128.C1 

3547 
AAT/GAP 
1543 
684 



2995 Seq. .ID 

-6345 Strand 
1 End 
OJ990822_52 . 0128 . CI . o2 . tm Method 
1297 End 
none Score 

1297. .1326, 1439. .1516, 1440. .1517, 

1548. .1631, 1559. .1630, 1567. .1644, 

1681. .1740, 1686. .1745, 1688. .1741 



OJ990822 52. 0128. CI 



3547 

TBLASTX: Maize 
1745 
86 

1440. .1517, 1444. 
1567. .1638, 1606. 



1518, 
1740, 



ry Seq. No. 2995 Seq. ID 

'A Gene No. 6345 Strand 

: 3 1 Start 1 End 

Name OJ990822_52 .0128. CI. ol. tm Method 

W Start 1934 End 

ru GI none Score 

iS Exons 1934.. 2095, 1935.. 2105, 1935.. 2096, 1939.. 2103, 

2181.. 2294, 2189.. 2308, 2191.. 2313, 2191.. 2298, 

ui 2742.-2873 



OJ990822 52. 0128. CI 



3547 

TBLASTX: Maize 
2873 
223 

2174. 
2741. 



.2269, 
.2872, 



Seq. No. 

Gene* No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2995 
6345 
1 

OJ990822_52.0128.Cl.o2.np 

1974 

6692730 

1974. .2097, 2188. .2292, 2744. 



Seq. ID OJ990822_52.0128.C1 
Strand 

End 354 7 

Method AAT/NAP 

End 354 7 

Score 416 
.3547 



(AC012679) putative protein kinase [Arabidopsis thaliana] 



2996 
6346 
9672 

OJ990822_52.0128.C2.o3.gs 

9672 . 

none 

9672. .9814, 11540. .11711 

2996 
6347 
1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990822_52.0128.C2 
+ 

11711 
GENSCAN 
11711 
.64 



OJ990822_52.0128.C2 
3173 



3102 



Name 


OJ990822 52.0128.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3173 




GI 


6721547 




Score 


83 




Exons 


1..21, 3085. .3173 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


, (AB013448) 


Seq. No. 


2996 




Seq. ID 


OJ990822 


52. 0128. C2 


Gene No. 


6347 




St rand 






Start 


1 




End 


3173 




Name 


OJ990822 52.0128.C2.ol. 


gs 


Method 


GENSCAN 




Start 


76 




.End 


1408 




GI 


none 




Score 


. 71 




Exons 


76 500 1352 1408 










Seq. No. 


2996 




Seq. ID 


OJ990R2? 

\J\J Z> Z> \J \J c~ 


52. 0128. C2 


Gene No. 


6348 




IU 






Start 


6484 




End 


6891 




Name 


OJ990822 52.0128.C2.o2. 


gs 


Method 


GENSCAN 




Start 


6484 




End 


6891 




GI 


none 




Score 


. 99 




Exons 


6484 6891 










Seq. No. 


2997 






vU Z* Zf \J KJ /L £. 


52. 0128. C3 


Gene No . 


6349 




St rand 






Start 


245 




End 


975 




Name 


OJ990822 52.0128.C3.ol. 


gs 


Method 


GENSCAN 




Start 


245 




End 


975 




GI 


none 




Score 


. 64 




Exons 


245 323 914 975 










Seq. No. 


2997 




Sea ID 


OJ990822 

\SKJ Zr Zr \J \J C 


52. 0128. C3 


Gene No. 


6350 




Strand 






Start 


2761 




End 


3126 




Name 


OJ990822 52 0128 C3 o2 




Method 


GENSCAN 




Start 


2761 _ 




End 


3126 




GI 


none 




Score 


.64 




Exons 


2761. .2888, 2973. .3126 










Seq. No. 


2998 




Seq. ID 


OJ990822_ 


52. 0128. C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52 0128 C5 ol 


gt> 


Method 


GENSCAN 




Start 


1890 _ 




End 


6121 




GI 






Score 


.96 




Exons 


1890 20Q0 ??13 ?^0R 


?^R6 


..2498, 2642. .2708, 


2807. .2899, 




3010. .3153, 3291. .3379, 


3474 


..3579, 3674. .3761, 


3912. .4030, 




4113. .4277, 4426. .4538, 


4633 


..4736, 4822. .4931, 


5020. .5232, 




5355.. 5557, 6013.. 6121 










Seq. No. 


2998 




Seq. ID 


OJ990822_ 


52. 0128. C5 


Gene No. 


6351 




Strand 


. + 




Start 


1890 




End 


18052 




Name 


OJ990822 52.0128.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1917 




End 


7753 




GI 


1168654 




Score 


2357 




Exons 


1917. .2090, 2213. .2308, 


2386 


..2498, 2642. .2708, 


2807. .2899, 




3010. .3153, 3291. .3379, 


3474 


..3579, 3674. .3761, 


3912. .4030, 



3103 




4113. .4277, 4369. .4538/ 4633. .4736, 4822. .4931, 5020. .5232, 
5355.. 5557, 6013.. 6147, 7728.. 7753 
GI Descrip. BETA-GALACTOSIDASE PRECURSOR (LACTASE) gi | 542198 | pir | | S4 1889 
beta-galactosidase (EC 3.2.1.23) - garden asparagus 
gi | 452712 | emb | CAA54525 I (X77319) beta-galactosidase [Asparagus 
officinalis] 



Seq. No. 


2998 










Seq. ID OJ990822 


52. 0128. C5 


Gene No . 


6351 










Strand + 






Start 


1890 










End 18052 






Name 


OJ990822 52 


.0128. 


C5.o2. 


tm 


Method TBLASTX: 


Maize 




Start 


2003 










End 4286 






GI 


none 










Score 128 






Exons 


2003. 


.2089, 


2007. 


.2093, 


2102. 


.2308, 2206. .2304, 


2380. 


.2496, 




2382. 


.2498, 


2383. 


.2499, 


2642. 


.2707, 2643. .2708, 


2806*. 


..2889, 




2807. 


.2902, 


2855. 


.2905, 


3006. 


.3149, 3007 . .3159, 


3008. 


.3148, 




3009. 


.3152, 


3289. 


.3381, 


3291. 


.3380, 3291. .3389, 


3292. 


.3384, 




3453. 


.3578, 


3467. 


.3565, 


3475. 


.3579, 3673. .3762, 


3674 . 


.3766, 




3903. 


.4031, 


3907. 


.4032, 


3910. 


.4038, '3911. .4039, 


4110. 


.4280, 




4111. 


.4278, 


4112. 


.4285, 


4113. 


.4286 






Seq. No. 


2998 










Seq. ID OJ990822 


52. 0128. C5 


Gene No. 


6351 










Strand + 






Start 


1890 










End 18052 






Name 


OJ990822 52. 


.0128. 


C5.o2. 


tc 


Method TBLASTX: 


Cress 




Start 


2007 










End 4536 






GI 


none . 










Score 125 






Exons 


2007. 


.2093, 


2174. 


.2308, 


2206. 


.2307,, 2383. .2499, 


2385. 


.2498, 




2642. 


.2707, 


2643. 


.2708, 


2807. 


.2902, 2812. .2898, 


3005. 


.3136, 




3007. 


.3159, 


3012. 


.3149, 


3291. 


.3380, 3291. .3380, 


3293. 


.3382, 




3298. 


.3381, 


3453. 


.3578, 


3475. 


.3579, 3672.. 3758, 


3673. 


.3762, 




3673. 


.3762, 


3674 . 


.3778, 


3910. 


.4023, 3911 . .4039, 


4086. 


.4280, 




4211. 


.4279, 


4417. 


.4536, 


4419. 


.4535 






Seq. No. 


2998 










Seq. ID OJ990822 


52. 0128. C5 


Gene No. 


6351 










Strand + 






Start 


1890 










End 18052 






Name 


OJ990822 52 


.0128. 


C5.o2. 


ts 


Method TBLASTX: 


Soybean 


Start 


2007 










End 2848 






GI 


none 










Score 118 






Exons 


2007. 


.2093, 


2174. 


.2308, 


2206. 


.2304, 2382.. 2498, 


2383. 


.2499, 




2642. 


.2707, 


2643. 


.2708, 


2806. 


.2838, 2807.. 2848 






Seq. No. 


2998 










Seq. ID OJ990822 


52. 0128. C5 


Gene No. 


6351 










Strand + 






Start 


1890 










End 18052 






Name 


OJ990822 52 


.0128. 


C5.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


2849 










End 6136 






GI 


none 










Score 67 






Exons 


2849. 


.2902, 


3007. 


.3159, 


3012. 


.3149, 3290.. 3379, 


3291. 


.3380, 




3291. 


.3380, 


3296. 


.3382, 


3453. 


.3578, 3475.. 3579, 


3673. 


.3762, 




3673. 


.3762, 


3674. 


.3766, 


3910. 


.4026, 3911.. 4039, 


4097. 


.4273, 




4113. 


.4277, 


4118. 


.4165, 


4152. 


.4283, 4417. .4551, 


4431. 


.4550, 




4441 . 


.4563, 


4634. 


.4741, 


4651. 


.4713, 4821. .4931, 


4841. 


.4945, 




5019. 


.5192, 


5020. 


.5193, 


5212. 


.5238, 5212.. 5229, 


5360. 


.5458, 




5361. 


.5459, 


5505. 


.5558, 


6014. 


.6136 







3104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



-2998 Seq. ID 

6351 Strand 

1890 End 

OJ990822_52 . 0128 . C5 . ol . gp Method 

3474 End 

LIB3434-016-P1-K1-B7 Score 



OJ990822_52.0128.C5 
+ 

18052 
AAT/GAP 
4144 
612 



3474. .3579, 3674. .3761, 3912. .4030, 4113. .4144 
, 3860420/emb|CAA094 67 | 1.0e-08 (AJ011047) exo galactanase 
[Lupinus angustif olius] ' 



2998 
6351 
1890 

OJ990822_52.0128.C5.ol.tw 

3556 

none 

3556. .3579, 3673.-3777, 3674. 
4143. .4280, 4145. .4279, 4161. 

2998 
6351 
1890 

OJ990822_52.0128.C5.ol.tm 

4394 

none 

4394. .4534, 4395. .4535, 4396. 
4651. .4737, 4815. .4931, 4820. 
5025.. 5228, 5027.. 5284, 5038. 
5352.. 5456, 5360.. 5464, 5504. 
6014. .6121, 6014. .6103 



Seq. ID OJ990822_52.0128.C5 

Strand + 

End 18052 

Method TBLASTX : Wheat 

End 4280 

Score 44 

.3766, 3910. .4020, 3911. .4039, 
.4280 

Seq. ID OJ990822_52.0128.C5 

Strand + 

End 18052 

Method TBLASTX: Maize 

End 6121 

Score 205 

.4536, 4411. .4557, 4631. .4738, 
.4930, 4831. .4932, 5020. .5232, 
.5232, 5345.. 5449, 5352.. 5462, 
.5557, 5505.. 5558, 5513.. 5560, 



2998 Seq. ID 

6351 Strand 
1890 End 
OJ990822_52 . 0128 . C5 . ol . tc Method 
4 676 End 
none Score 

4676. .4741, 4820. .4945, 4821. .4931, 

5020.. 5193, 5188.. 5232, 5212.. 5238, 

5505.. 5558, 5513.. 5563, 6014.. 6136 



OJ990822_52.0128.C5 
+ 

18052 

TBLASTX: Cress 
6136 
50 

5019.. 5147, 5019.. 5192, 
5360. .5458, 5361. .5459, 



2998 
6351 
1890 

OJ990822_52.0128.C5.o2.np 

5903 

6693024 



Seq. ID OJ990822_52.0128.C5 



Strand 
End 

Method 

End 

Score 



+ 

18052 
AAT/NAP 
17830 
307 



5903.. 5969, 9854.. 10135, 13322 .. 13585, 16826 .. 16921, 
17522. .17830 



GI Descrip. (AC012375) T22C5.21 [Arabidopsis thaliana] 



Seq. No. 2998 Seq. ID 

Gene No. 6351 Strand 

Start 1890 End 

Name OJ990822_52 . 0 128 . C5 . o2 . gp Method 

Start 5988 End 

GI 474017 Score 



OJ990822_52.0128.C5 
+ 

18052 
AAT/GAP 
6243 
438 



3105 



# • 

Exons 5988.. 6243 

GI Descrip. 3860420/emb | CAA094 67 | 1.0e-08 (AJ011047) exo galactanase 
[Lupinus angustifolius] 



Seq. No. 


2998 




Seq. ID 


OJ990822_52.0128 


.C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52. 0128. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10358 




End 


17830 




GI . 


none 




Score 


63 




R von *=; 


10358 10438, 10484. 


. 10606, 


10598. .10870, 13502. .13594, 






13793. .13876, 17417. 


.17500, 


17699. .17830 




Seq. No. 


2998 




Seq. ID 


OJ990822_52.0128 


.C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52. 0128. C5 . 


o3.gs... 


Method 


GENSCAN 




Start 


12737 




End 


14104 






none 




Score 


.91 




Exons 


12737. .14104 










Seq. No. 


2998 




Seq. ID 


OJ990822_52.0128 


.C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52. 0128. C5. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


14390 




End 


14663 




GI 


none 




Score 


45 




p. von <=; 


14390 14437, 14393 


. 14446, 


14514. .14663, 14520.. 14660 




Seq. No. 


2998 




Seq. ID 


OJ990822_52.0128 


-C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52. 0128. C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


14391 




End 


14547 




GI 


none 




Score 


61 




Exons 


14391. .14429, 14393. 


.14428, 


14423. .14545, 14430 .. 1454 6, 






14431 14547, 14449 


. 14547 








Seq. No. 


2998 




Seq. ID 


OJ990822_52.0128 


.C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52. 0128. C5 . 


o3. tm 


Method 


TBLASTX: Maize 




Start 


14393 




End 


14660 




GI 


none 




Score 


127 






14393 14518 14393 


. 14506, 


14394. .141 


507, 14395. .14508, 






14478. .14660, 14478. 


.14657' 








Seq. No. 


2998 




Seq. ID 


OJ990822_52.0128 


.C5 


Gene No. 


6351 




Strand 


+ 




Start 


1890 




End 


18052 




Name 


OJ990822 52. 0128. C5. 


o4 .gs 


Method 


GENSCAN 




Start 


15444 




End 


18052 




GI 


none 




Score 


.55 




Exons 


15444. .15475, 15522. 


.15607, 


16608. .18052 




Seq. No. 


2999 




Seq. ID 


OJ990822_52.0128 


.C6 


Gene No. 


6352 




Strand 


+ 





3106 



Start 4229 End 4683 

Name OJ990822_52. 0128 .C6.0I .gp Method AAT/GAP 

Start 4229 End 4 683 

GI uC-osflcyp023b02b2 ' Score 894 

Exons 4229..4 ; 683 

GI Descrip. 1 3820648/emb | CAA73184 | 4.0e-26 (Y12636) allene oxide synthase 
[Arabidopsis thaliana] >gi_6002957_gb_AAF00225 . 1_AF172727_1 
(AF172727) allene oxide synthase [Arabidopsis thaliana] 1 



Seq.' No. 2999 Seq. ID 

Gene No. 6353 Strand 

Start 4343 End 

Name OJ990822_52 . 0128 . C6 . o2 . gs Method 

Start 4343 End 

GI none Score 

Exons 4343.. 5875 



OJ990822_52.0128.C6 

7010 
GEN SCAN 
5875 
1 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2999 Seq. ID OJ990822_52 . 0128 . C6 

6353 Strand 

4343 End 7010 

OJ990822_52 . 0128 . C6 . ol . np Method AAT/NAP 

4373 End 7010 

1352186 Score 1095 

4373. .5859, 6929. .7010 

ALLENE OXIDE SYNTHASE PRECURSOR (HYDROPEROXIDE DEHYDRASE) 
(CYTOCHROME P450 74A) gi 1404866 (U00428) allene oxide synthase 
[Linum usitatissimuin] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2999 Seq. ID OJ990822_52 . 0128 . C6 

6353 Strand 

4343 End 7010 

OJ990822_52 . 0128 . C6 . o2 . gp Method AAT/GAP 

5400 End 5862 

uC-osroM202023b02bl Score 926 

5400. .5862 

1 1352186/sp|P48417|CP74_LINUS 3.0e-35 ALLENE OXIDE SYNTHASE 
PRECURSOR (HYDROPEROXIDE DEHYDRASE) (CYTOCHROME P450 74A) 
>gi_404866 (U00428) allene oxide synthase [Linum usitatissimum] 1 



Seq. No. 2999 

Gene No. 6354 

Start 7142 

Name OJ990822_52 . 0128 . C6 . ol . tm 

Start 4385 

GI none 
Exons 



Seq. ID OJ990822_52.0128.C6 
Strand 

End 10295 

Method TBLASTX : Maize 

End 5788 

Score 98 



4385. .4600, 4455. .4583, 4595. .4645, 4596.-4646, 4637. .4783, 
4646..4873, 4647.-4874, 4779. .5030, 4829. .5029, 5042. .5167, 
5180. .5671, 5181. .5360, 5451. .5672, 5660. .5788 



Seq. No. 2999 

Gene No. 6354 

Start 7142 

Name OJ990822_52 . 0128 . C6 . ol . tc 

Start 4388 

GI none 
Exons 



Seq. ID OJ990822_52.0128.C6 
Strand 
End 

Method 
End 
Score 



10295 

TBLASTX: Cress 

5797 

136 



4388.-4600, 4452. .4601, 4598. .4831, 4599. .4826, 4829. .5044, 
5099. .5167, 5180. .5215, 5402. .5725, 5463. .5666, 5675. .5797, 



3107 



5688. .5723 



□ 



III 

u 

: . E 

=3. 

U 

ru 



0 

.5 Si 

i se J . 



Seq. No. 


2999 








Seq. ID 


OJ990822_52.0128.C6 




6354 








Strand 




Start 


7142 








End 


10295 


Name 


OJ990822 52, 


.0128, 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4388 








End 


5803 


GI 


none 








Score 


121 


Exons 


4388. .4600, 


4455, 


. .4601, 


4575. 


.4874, 4598. .4876, 4830. .5030, 




4832. .5044, 


5039, 


. .5167, 


5186. 


.5644, 5463.. 5564, 5615.. 5725, 




5616. .5666, 


5675, 


. .5803 








Seq. No. 


2999 








Seq. ID 


OJ990822_52.0128.C6 


Gene No. 


6354 








Strand 




Start 


7142 








End 


10295 


Name 


OJ990822 52, 


.0128, 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4781 








End 


5167 


GI 


none 








Score 


59 


Exons 


4781. .4876, 


4788, 


. .4877, 


4829. 


.5029, 4830.. 5030, 5042.. 5167 


Seq. No. 


2999 








Seq. ID 


OJ990822_52.0128.C6 


Gene No. 


6354 








Strand 




Start 


7142 








End 


10295 


Name 


OJ990822 52. 


.0128. 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat ■ 


Start 


- 5640 








End 


5869 


GI 


none 








Score 


129 


Exons 


5640. .5759, 


5642, 


. .5869, 


5744. 


.5821 




Seq. No. 


2999 








Seq. ID 


OJ990822_52.0128.C6 


Gene No. 


6354 








Strand 




Start 


7142 








End 


10295 


Name 


OJ990822 52. 


.0128. 


.C6.o3. 


gs 


Method 


GENSCAN 


Start 


7142 








End 


10295 


GI 


none 








Score 


.63 


Exons 


7142. .7160, 


9339. 


. .9456, 


9604. 


.9763, 9907.. 10040, 10127.. 10295 


Seq. No. 


3000 








Seq. ID 


OJ990822_52.0128.C9 


Gene No. 


6355 








Strand 


+ 


Start 


429 








End 


526 


Name 


OJ990822 52. 


.0128, 


,C9.ol. 


gs 


Method 


GENSCAN 


Start 


429 






End 


526 


GI 


none 








Score 


.74 


Exons 


429. .526 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



3001 Seq. ID OJ990822_52 . 0128 . Cll 

6356 Strand 

1 End 641 

OJ990822_52 . 0128 . Cll . ol . np Method AAT/NAP 

1 End 641 

2498930 Score 729 

1..414, 582. .641 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT ION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



3001 
6356 
1 



Seq. ID 

Strand 

End 



OJ990822_52. 0128. Cll 
641 



3108 





Name 


OJ990822 52.0128.Cll.ol.gs 


Method 


GENSCAN 






Start 


21 


End 


641 






GI 


hone 


Score 


.9 






Exons 


21..202, 217. .414, 582.:641 










Seq. No. 


3002 


Seq. ID 


OJ990822_52.0128 


.C12 




Gene No. 


6357 


Strand 


+ 






Start 


1 


End 


1502 






Name 


OJ990822 52.0128.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1282 






GI 


- 3201541 


Score 


418 






Exons 


1..209, 738.-787, 880. .1056, 


1160. .1282 






GI Descrip. 


(AJ005077) TCTR2 protein [Lycopersicon 


esculentum] 






Seq. No. 


3002 


Seq. ID 


OJ990822_52.0128 


.C12 




Gene No. 


6357 


Strand 


+ 






Start 


1 


End 


1502 






Name 


OJ990822 52.0128.C12.ol.tm 


Method 


TBLASTX: Maize 






Start 


135 


End 


1226 






GI 


none 


Score 


102 






Exons 


135. .209, 140. .208, 727. .810, 


737. .817 


, 738. .788, 742.. 


813, 






878. .1057, 879. .1049, 880. .1056, 884.. 


1075, 1161.. 1226 






Seq. No. 


3002 


Seq. ID 


OJ990822_52.0128 


.C12 


;. — i 


Gene No. 


6357 


Strand 


+ 




." ^ 
<: e 


Start 


1 


End 


1502 




ff = 


Name 


OJ990822 52.0128.C12.ol.ts 


Method 


TBLASTX : Soybean 




: : i i 

\ y 


Start 


135 


End 


1238 






GI 


none 


Score 


104 






Exons 


135.. 209, 140.. 208, 737.. 799, 


738. .788, 878. .1057, 880. 


.1050, 






938. .1066, 1160. .1231, 1161.. 


1238 






i y 


Seq. No. 


3002 


Seq. ID 


OJ990822_52.0128 


.C12 


!i 


Gene No . 


6357 


Strand 


+ 






Start 


1 


End 


1502 






Name 


OJ990822 52.0128.C12.ol.tc 


Method 


TBLASTX: Cress 






Start 


884 


End 


1232 






GI 


none . . 


Score 


244 






Exons 


884.. 1054, 8B5..1028, 893.. 1030, 895.. 


1050, 1158.. 1232 






Seq. No. 


3002 


Seq. ID 


OJ990822_52.0128 


.C12 


; 3= J 


Gene No . 


6357 


Strand 


+ 






Start 


1 


End 


1502 






Name 


OJ990822 52\0128.C12.ol.gp 


Method 


AAT/GAP 






Start 


1129 


End 


1502 






GI 


none 


Score 


611 






Exons 


1129. .1502 










Seq. No. 


3003 


Seq. ID 


OJ990822_52.0128 


.C13 




Gene No. 


6358 


Strand 








Start 


237 


End 


6838 






Name 


OJ990822 52.0128.C13.ol.gp 


Method 


AAT/GAP 






Start 


237 


End 


4252 






GI 


207 1.R1084 


Score 


3032 






Exons 


237. .954, 1743.. 2244, 2321. .2422, 2571 


..2623, 2713.. 2773, 






2844.. 2993, 4015.. 4068, 4187. 


.4252 







GI Descrip. * 3868758/dbj | BAA34206 | 1.0e-160 (D89802) elongation factor IB 



3109 



gamma [Oryza sativa] 1 

Seq. No. 3003 
Gene .No. 6358 
Start 237 

Name OJ990822_52 . 0128 . C13 . ol .*tw 

Start 457^ 
GI none 

Exons 457..S49, 574.. 690, 575.. 961, 

1741.. 1842, 1741.. 1818, 1751. 
1972.. 2220, 1973.. 2239, 2319. 
2330. .2443, 2548. .2625, 2571. 
2793.. 2990, 2793.. 2987, 2842. 
6179.. 6370, 6180.. 6566, 6181. 

Seq. No. 3003 
Gene No. 6358 
Start 237 

Name OJ990822_52 . 0128 . C13 . ol . tm 

Start 564 
GI none 

Exons 564.. 902, 572.. 961, 573.. 962, 

1746. .1841, 1748. .1858, 1962. 
2202.. 2240, 2321.. 2422, 2334. 
2571. .2624, 2575. .2625, 2685. 
2841. .2999, 2841. .2987, 2845. 
■ 6177. .6566, 6178. .6570 



Seq. ID OJ990822_52.0128.C13 
Strand 

End 6838 
Method TBLASTX : Wheat 
End 6568 
Score 124 

576. .956, 578. .964, 799. .963, 
.1858, 1928.. 1963, 1962.. 2195, 
.2414, 2324.. 2422, 2325.. 2414, 
.2624, 2714. .2776, 2718. .2774, 
.2994, 2842.. 3000, 2882.. 3001, 
.6561, 6183.. 6566, 6404.. 6568 

Seq. ID OJ990822_52.0128.C13 
Strand 

End 6838 
Method TBLASTX : Mai ze 
End 6570 
Score 507 

799. .963, 1741. .1818, 1742. .1810, 
.2237, 1975.. 2220, 1976.. 2242, 
.2438, 2339. .2452, 2564. .2617, 
.2771, 2714. .2788, 2714. .2776, 
.3018, 6169.. 6507, 6177.. 6566, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3003 
6358 
237 

OJ990822_52.0128.C13.ol.tc 

565 

none 



Seq. ID OJ990822_52.0128.C13 
Strand 

End 6838 

Method TBLASTX : Cress 

End 6570 

Score 433 



565. .687, 570. .899, 575. .961, 576. .962, 6175. .6492, 6180. .6560, 
6180.. 6566, 6181.. 6570 



^ Seq. No. 
.3 Gene No. 
*5 Start 
11 Name' 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3003 
6358 
237 

OJ990822_52.0128.C13.ol.ts 

567 

none 

567. .902, 575. .961, 576. .962, 
1745.. 1858, 1972.. 2220, 1973. 
2327. .2422, 2334. .2423, 2341. 
2714. .2776, 2718. .2774, 2841. 
6180. .6560, 6180. .6566, 6181. 

3003 
6358 
237 

OJ990822_52.0128.C13.ol.gs 

575 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 52.0128.C13 



6838 

TBLASTX : Soybean 
6570 
426 

1741. .1842, 1741. .1818, 
.2242, 1994. .2248, 1996. .2244, 
.2439, 2571. .2624, 2572.-2625, 
.3002, 2841. .2987, 6172. .6507, 
.6570 

Seq. ID OJ990822_52.0128.C13 
Strand 
End 

Method 
End 
Score 



6838 
GENSCAN 
6559 
.72 



575. .954, 1743. .2244, 2321. .2422, 2571. .2650, 2713. .2773, 
2844. .2993, 3832. .3901, 3941. .3971, 4015. .4068, 4299. .4468, 



3110 



6184. .6559 



Seq. No. 


3003 






Seq. ID 


OJ990822_52.0128.C13 


Gene No . 


6358 






Strand 




Start 


237 






End 


6838 


Name 


OJ990822 52.0128.C13.ol 


.np 




Method 


AAT/NAP 


Start 


578 






End 


3002 


GI 


3868758 






Score 


2046 


Exons 


578. .954, 1743. .2244, 2321.. 


2422, 2571 


..2623, 2713.. 2773, 




2844. .3002 










GI Descrip. 


(D89802) elongation factor IB 


gamma [Oryza sativa] 


Seq. No. 


3003 






Seq. ID 


OJ990822_52.0128.C13 


Gene No . 


6358 






Strand 




Start 


237 






End 


6838 


Name 


OJ990822 52 0128 C13 o2 


. tc 




Method 


TBLASTX: Cress 


Start 


1741 ~~ 






End 


3024 


GI 


none 






Score 


90 


Exons 


1741 1842 1741 1818 


1745 




.1858, 1975.. 2220, 1982.. 2242, 




2324 2422 2334 2423 


2571 




.2624, 2572.. 2625, 2714.. 2776, 




2718 2774 2841 3005 


2841 




.2987, 2842.. 3024, 2842.. 3024 


Seq. No. 


3003 






Seq. ID 


OJ990822_52.0128.C13 


Gene No . 


6358 






Strand 




Start 


237 






End 


6838 


Name 


OJ990822 52.0128.C13.o2 


.gp 




Method 


AAT/GAP 


Start 


5869 






End 


6559 


GI 


207 1.R1084 






Score 


1170 


Exons 


5869. .6559 - 










GI Descrip. 


'3868758/dbj |BAA34206| 


l.'Oe- 


160 (D89802) elongation factor 




gamma [Oryza sativa] 1 










Seq. No. 


3003 






Seq. ID 


OJ990822_52.0128.C13 


Gene No. 


6358 






Strand 




Start 


237 






End 


6838 


Name 


OJ990822 52.0128.C13.o2 


.np 




Method 


AAT/NAP 


Start 


6183 






End 


6838 


GI 


3868758 






Score 


657 


Exons 


6183.. 6565, 6806.. 6838 










GI Descrip. 


(D89802) elongation factor IB 


gamma [Oryza sativa] 


Seq. No. 


3004 






Seq. ID 


OJ990822_52.0128.C14 


Gene No. 


6359 






Strand 




Start 


1 






End 


1231 


Name 


OJ990822 52.0128.C14.ol 


.gp 




Method 


AAT/GAP 


Start 


1 






End 


1222 


GI 


207 1.R1084 






Score 


1483 


Exons 


1..543, 622. .723, 800.. 


852, 


942. .1002, 


1073. . 1222 


GI Descrip. 


, 3868758/dbj |BAA34206| 


l.Oe- 


160 (D89802) elongation factor 




gamma [Oryza sativa] 1 










Seq. No. 


3004 






Seq. ID 


OJ990822__52.0128.C14 


Gene No. 


6359 






Strand 




Start 


1 






End 


1231 


Name 


OJ990822 52.0128.C14.ol 


.np 




Method 


AAT/NAP 


Start 


1 






End 


1231 


GI 


3868758 






Score 


1225 



3111 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..543, 622.. 723, 800.. 852, 942.. 1002, 1073.. 1231 
(D89802) elongation factor IB gamma [Oryza sativa] 



3004 
6359 
1 

OJ990822_52 . 0128 . C14 . ol . gs 
54 

none 



Seq. ID OJ990822_52.0128.C14 
Strand 

End 1231 

Method GEN SCAN 

End 1222 

Score . 98 



54. .543, 622. .723, 800. .879, 942 .. 1002, . 1073 .. 1222 



3004 
6360 ' 
1647 

OJ990822_52.0128.C14.ol.tc 

52 

none 



Seq. ID OJ990822_52.0128.C14 
Strand 

End 2029 
Method TBLASTX : Cress 
End 1256 
Score 91 

52. .153, 52. .129, 56. .151, 278. .412, 282. .518, 282. .422, 
283. .519, 290. .541, 304. .543, 625. .723, 644. .727, 800. .853, 
801. .854, 943. .1005, 947. .1000, 1022. .1222, 1023. .1223, 
1071.. 1256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



3004 
6360 
1647 

OJ990822_52.0128.C14.ol.tw 
52 

none 



Seq. ID OJ990822_52.0128.C14 
Strand 

End 2029 

Method TBLASTX : Wheat 

End 1223 

Score 91 



52. .153, 52. .129, 62. .133, 227. .256, 261. .494, 283. .519, 
290. .538, 625. .723, 644. .727, 781. .846, 800. .853, 801. .854, 
942. .1001, 943. .1017, 943. .1005, 1022. .1222, 1050. .1223 



3004 
6360 
1647 

OJ990822_52.0128.C14.ol.tm 
52 

none 



Seq. ID OJ990822_52.0128.C14 
Strand 

End 2029 

Method TBLASTX : Mai ze 

End 1223 

Score 91 



52. .129, 53. .121, 57. .146, 261. .536, 283. .519, 290. .541, 
501. .539, 617. .721, 622. .726, 622. .723, 780. .851, 781. .846, 
800. .853, 804. .854, 926. .1003, 942. .1010, 943. .1017, 943. .1005, 
1022. .1222,^ 1074. .1223 



3004 
6360 
1647 

OJ990822_52.0128.C14.ol.ts 
52 

none 



Seq. ID OJ990822_52.0128.C14 
Strand 

End 2029 

Method TBLASTX : Soybean 

End 1235 

Score 85 



52. .153, 52. .129, 56. .139, 283. .519, 290. .541, 316. .543, 
323.-547, 628. .723, 644 .. 727, 800 .. 853, 801. .854, 943. .1005, 
947.. 1000, 963.. 1235, 1022.. 1225, 10.69.. 1233 



3004 
6360 
1647 

OJ990822_52.0128.C14.o2.gp 



Seq. ID OJ990822_52.0128.C14 
Strand 

End 2029 

Method AAT/GAP 



3112 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1647 
2312618 
1647. .2029 

3005 
6361 
240 

OJ990822_52.0128.C15.ol.gs 

240 

none 

240. .397, 454.. 581 

3006 
6362 
1885 

OJ990822_52 . 0128 . C16 . ol . gs 

1885 

none 



End 
Score 



2029 
754 



Seq. ID OJ990822_52.0128.C15 

Strand 

End 581 

Method GENSCAN 

End 581 

Score .76 



Seq. ID OJ990822_52.0128.C16 

Strand + 

End 4259 

Method GENSCAN 

End 4259 

Score ... 69 



1885. .1977, 2940. .3100, 3206. .3281, 3679. .3779, 4241. .4259 



3006 
6363 
7476 

OJ990822_52.0128.C16.o2.gs 

7476 

none 



Seq. ID OJ990822_52.0128.C16 

Strand + 

End 8863 

Method GENSCAN 

End 8863 

Score .93 



7476.. 7670, 7818.. 8198, 8393.. 8863 



3006 
6363 
7476 

OJ990822_52.0128.C16.ol.np 

7926 

4538944 

7926.. 8198, 8393.. 8674, 8741. 



Seq. ID OJ990822_52.0128.C16 
Strand + 

8863 
AAT/NAP 
8860 
164 . 



End 

Method 
End 
Score 
.8860 



(AL04 9483) putative transcription factor [Arabidopsis thaliana] 



=i 


Seq. No. 


3006 






Seq. ID 


OJ990822_ 


_52 


.0128 


.C16 


l iJ 


Gene No. 


6364 






Strand 


+ 








■ i ~ 

-i 


Start 


10783 






End 


11694 










Name 


OJ990822 52.0128.C16. 


o3.gs 


Method 


GENSCAN 










Start 


10783 






End 


11694 










GI 


none 






Score 


.44 










Exons 


10783. 


.10857, 11602. . 


11694 














Seq. No. 


3006 






Seq. ID' 


OJ990822_ 


_52 


.0128 


.C16 




Gene No. 


6365 






Strand 


+ 










Start 


13830 






End 


14084 










Name 


OJ990822 52.0128.C16. 


o4 . gs 


Method 


GENSCAN 










Start 


13830 






End 


14084 










GI 


none 






Score 


.57 










Exons 


13830. 


.14084 
















Seq. No. 


3006 






Seq. ID 


OJ990822_ 


_52 


.0128 


.C16 




Gene No. 


6366 






Strand 












Start 


19169 






End 


21027 










Name 


OJ990822_52.0128.C16. 


o6.gs 


Method 


GENSCAN 









3113 





Start 


19169 




End 


20997 








GI 


none 




Score 


.56 








Exons 


19169. .19756, 19877. 


.20283, 


20418. .20997- 








Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


.C16 




Gene No. 


6366 




Strand 










Start 


19169 




End 


21027 








Name 


OJ990822 52.0128.C16 


. o2 . np 


Method 


AAT/NAP 








Start 


19202 




End 


21027 








GI 


3882018 




Score 


1237 








Exons 


19202. .19756, 19877. 


.20283, 


20418. .21027 








GI Descrip. 


(Y18377) cytokinin oxidase 


[Zea mays] 










Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


.C16 




Gene No . 


6367 




Strand 










Start 


23591 




End 


24121 








Name 


OJ990822 52 0128 C16 


. o7 . gs 


Method 


GEN SCAN 








Start 


23591 ~ 




End 


24121 








GI 


none 




Score 


.43 








Exons 


23591 23802 24067 


. 24121 












Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


.C16 




Gene No. 


6368 




Strand 








Jl 


Start 


25492 




End 


26911 






S3. 


Name 


OJ990822 52 0128 C16 


. o3 • tm 


Method 


TBLASTX:; 


Maize 




— 


Start 


18464 ~~ 




End 


18658 






■ 


GI 


none 




Score 


179 






y 


Exons 


18464 18610, 18467 


18622, 


18487. . 18615, 18513 


. . 18623, 








18634 18657 18635 


18658 

• -L \J KJ -J KJ 










y 

i 


Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


.C16 




Gene No. 


6368 




Strand 










Start 


25492 




End 


26911 








Name 


OJ990822 52 0128 C16 


. ol . ts 


Method 


TBLASTX: 


Soybean 




: =i 


Start 


19205 ~~ 




End 


26625 






Hi 


GI 


none 




Score 


100 








Exons 


19205 19402 19218 


. 19364, 


19418. . 19525, 19541 


. . 19759, 








19593 19700 20027 


20080 

■ \j \j o \j , 


20087. .20284, 20088 


. .20288, 




J 




25528. .25725, 25541. 


. 25714, 


25738. .25884, 25894 


. .26082, 




3 




25916. .26023, 26355. 


.26408, 


26415. .26612, 26416 


. .26625 




a 


Seq. No. . 


3006 




Seq. ID 


OJ990822 


_52.0128 


-C16 




Gene No. 


6368 




Strand 










Start 


25492 




End 


26911 








Name 


OJ990822 52.0128.C16 


. o2.tc 


Method 


TBLASTX : i 


Cress 






Start 


19205 




End 


25816 








GI 


none 




Score 


158 








Exons 


19205. .19399, 19209. 


.19364, 


19418. .19489, 25519 


. .25722, 






- 


25532. .25723, 25741. 


.25812, 


25742. .25816 








Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


.C16 




Gene No. 


6368 




Strand 










Start 


25492 




■ End 


26911 








Name 


OJ990822 52.0128.C16 


.ol.tm 


Method 


TBLASTX : 1 


Maize 






Start 


19274 




End 


26095 








GI 


none 




Score 


85 








Exons 


19274. .19408, 19275. 


.19364, 


19418. . 19525, 19514 


. . 19759, 





3114 





19560. .19841, 25597. 


.25731, 


25598. .25711, 25741 


. .25848, 




25837 . .26082, 25883. 


.26095 








Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


Gene No. 


6368 




Strand 






Start 


25492 




End 


26911 




Name 


OJ990822_52.0128.C16 


. o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


19532 




End 


26085 




GI 


none 




Score 


63 




Exons 


19532. .19762, 19544. 


.19636, 


19551. .19718, 25819 


. .25848, 




25855. .26085, 25870. 


.25959, 


25874. .26047 




Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


Gene No. 


6368 




Strand 






Start 


25492 




End 


26911 




Name 


OJ990822 52.0128.C16 


. ol . tc 


Method 


TBLASTX: 


Cress 


Start 


19997 




End 


26882 




GI 


none 




Score 


141 




Exons 


19997. .20065, 20087. 


.20284, 


20088. .20285, 20399 


. .20590, 




20422. .20592, 26316. 


.26393, 


26415. .26612, 26416 


. .26613, 




26706. .26882, 26707. 


.26880 








Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


Gene No. 


6368 




Strand 






Start 


25492 




End 


26911 




Name 


OJ990822_52.0128.C16 


. o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


20087 




End 


26735 




GI 


none 




Score 


177 




Exons 


20087 . .20284, 20088. 


.20285, 


20088. .20285, 20099 


. .20287, 




26325.-26393, 26415. 


.26612, 


26416. .26613, 26706 


. .26735 


Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


Gene No. 


6368 




Strand 






Start 


25492 




End 


26911 




Name 


OJ990822_52.0128.C16 


. o2. ts 


Method 


TBLASTX: 


Soybean 


Start 


20405 




End 


26903 


GI 


none 




Score 


175 




Exons 


20405. .20629, 20422. 


.20571, 


20569. .20613, 26704 


. .26901, 




26706. .26861, 26859. 


.26903 








Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


Gene No. 


6368 




Strand 






Start 


25492 




End 


26911 




Name 


OJ990822 52.0128.C16 


. 08 . gs 


Method 


GEN SCAN 




Start 


25492 




End 


26600 




GI 


none 




Score 


. 97 




Exons 


25492. .26079, 26205. 


.26600 








Seq. No. 


3006 




Seq. ID 


OJ990822 


_52.0128 


Gene No. 


6368 




Strand 






Start 


25492 




- End 


26911 




Name 


OJ990822 52.0128.C16 


. o3 . np 


Method 


AAT/NAP 




Start 


25525 




End 


26911 




GI 


3882018 




Score 


1042 




Exons 


25525. .26079, 26205. 


.26611, 


26708. .26911 




GI Descrip. 


(Y18377) cytokinin oxidase 


[Zea mays] 







.C16 



.C16 



.C16 



3115 




Seq. No. 


3007 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene No. 


6369 




Strand 


+ 






Start 


143 




End 


334 






Name 


OJ990822 52. 0128.C17 


.ol.gs 


Method 


GENSCAN 






Start 


143 




End 


334 






GI 


none 




Score 


.94 






Exons 


143. .334 












Seq. No. 


3007 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene No . 


6370 




Strand 


- + 






Start 


2182 




End 


7560 






Name 


OJ990822 52.0128.C17 


. o2.gs 


Method 


GENSCAN 






Start 


2182 




End 


7246 






GI 


none 




Score 


.65 






Exons 


2182.. 2261, 3476.. 3569, 4822 


..5153; 5655.. 5766, 


6959. .7246 


Seq. No. 


3007 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene No . 


6370 




Strand 


+ 






Start 


2182 




End • 


7560 






Name 


OJ990822 52.0128.C17 


. ol.gp 


Method 


AAT/GAP 






Start 


4836 




End 


5078 






GI 


569412 




Score 


444 






Exons 


4836. .5078 












Seq. No. 


3007 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene No. 


6370 




Strand 


+ 






Start 


2182 




End 


7560 






Name 


OJ990822 52.0128.C17 


. o2 . gp 


Method 


AAT/GAP 






Start 


5067 




End 


7560 






GI 


3591 1.R1084 




Score 


1471 






Exons. 


5067. .5153, 5655. .5766, 6959 


. .7560 








GI Descrip. 


1 5734748/gb|AAD50013 


. 1|AC007651_8 4.0e 


-17 (AC007651) Unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


3007 . 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene t 


6371 




Strand 


+ 






Start 


11059 




End 


12462 






Name 


OJ990822 52.0128.C17 


. o4 . gs 


Method 


GENSCAN 






Start 


11059 




End 


12462 






GI 


none 




Score 


.6 






Exons 


11059. .11179, 11200. 


.11228, 


11995. .12133, 12200. 


.12462 




Seq. No. 


3007' 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene No. 


6372 




Strand 


+ 






Start 


15105 




End 


17656 






Name 


OJ990822 52.0128.C17 


. 06 . gs 


Method 


GENSCAN 






Start 


15105 




End 


17641 






GI 


none 




Score 


.73 






Exons 


15105. .15277, 15640. 


.15784, 


16002. .16231, 16399. 


.16456, 






17553.. 17641 












Seq. No. 


3007 - 




Seq. ID 


OJ990822_ 


52.0128 


.C17 


Gene No. 


6372 




Strand 


+ 






Start 


15105 




End 


17656 






Name 


OJ990822 52.0128.C17 


. o3 . np 


Method 


AAT/NAP 






Start 


15156 




End 


17656 






GI 


3063464 




Score 


898 







3116 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15156. .15314, 15616. .15784, 16002 16231 , 16399 164 56, 
17378. .17455, 17553. .17656 

(AC003981) F22013.26 [Arabidopsis thaliana] 



3007 
6373 
8103 

OJ990822_52 . 0128 . C17 . ol . tw 

5016 

none 



Seq. ID OJ990822_52.0128.C17 
Strand 

End 17656 

Method TBLASTX : Wheat 

End 7054 

Score 184 



5016. .5156, 5017. .5154, 5091. .5162, 5608. .5751, 5640. .5765, 
5652.. 5768, 6947.. 7054 



Seq. No. 


3007 








Seq. ID 


OJ990822 


_52.0128.C17 


Gene No. 


6373 








Strand 






Start 


8103 








End 


17656 




Name 


OJ990822 52 


.0128. 


C17.o3 


tm 


Method 


TBLASTX : 


Maize 


Start 


5054 








End 


10197 




GI 


none 








Score 


67 




Exons 


5054. .5149, 


8217. 


.8405, 


8221. 


.8406, 8388. .8414, 


10156. .10197 


Seq. No. 


3007 








Seq. ID 


OJ990822 


_52.0128.C17 


Gene No. 


6373 








Strand 






Start 


8103 








End ; 


17656 




Name 


OJ990822 52 


.0128. 


C17.o2 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8080 








End 


10657 




GI 


none 








Score 


91 




Exons 


8080. .8127, 


8109. 


.8159, 


8217. 


.8303, 8350. .8412, 


8358. .8414, 



10156. .10203, 10213. .10269, 10264 .. 10347 , 10285 10377 , 
10310. .10399, 10441. .10473, 10531 10656, 10532.. 10657 



Seq. No. 3007 

Gene No. 6373 

Start 8103 

Name OJ990822_52 . 0128 . C17 .ol .np 

Start 8097 

GI 4191796 

Exons 8097.. 8408, 10156.. 10662 

GI Descrip. (AC005917) putative senescence-associated protein 5 [Arabidopsis 
thaliana] 



Seq. ID OJ990822_52.0128.C17 
Strand 

End 17656 

Method AAT/NAP 

End 10662 

Score 730 



Seq. No. 3007 Seq. ID 

Gene No. 6373 Strand 

Start 8103 End 

Name OJ990822_52 . 0128 . C17 . o3 . gs Method 

Start 8103 End 

GI none Score 

Exons 8103.. 8408, 10156.. 10662 



OJ990822_52.0128.C17 

17656 
GEN SCAN 
10662 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3007 Seq. ID 

6373 Strand 

8103 End 

OJ990822_52 . 0128 . C17 . ol . tm Method 

10201 End 

none Score 



OJ990822_52.0128.C17 
17656 

TBLASTX: Maize 

13511 

174 



10201. .10359, 10201. .10656, 10208 .. 10663, 13329.. 13511 



3117 




Seq. No. 


3007 




Seq. ID 


— > rt rt rt rt rt rt 

OJ990822 


52 . 0128 


. C17 


Gene No. 


6373 




Strand 








Start 


8103 




End 


17656 






Name 


OJ990822 52.0128.C17 


. ol . tc 


Method 


TBLASTX : 


Cress 




Start 


10282 




End 


10663 






GI 


none 




Score 


70 






Exons 


10282 10377 , 10441. 


. 10656, 


10532. .10663 






Seq. No. 


3007 




Seq. ID 


OJ990822 


52 . 0128 


. C17 


Gene No. 


6373 




Strand 








Start 


8103 




End 


17656 






Name 


OJ990822 52.0128.C17 


.o2 .np 


Method 


AAT/NAP 






Start 


10283 




End 


16899 






GI 


81286 




Score 


286 






Exons 


10283. .10504, 12272. 


.12419, 


12805. .13324, 16863 


. .16899 




GI Descrip. 


extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox carteri] 








Seq. No. 


3007 




Seq. ID 


OJ990822 


_52 . 0128 


.C17 


Gene No. 


6373 




Strand 








Start 


8103 




End 


17656 






Name 


OJ990822_52.0128.C17 


.o3.gp 


Method 


AAT/GAP 






Start 


10416 




End 


10717 






GI 


2442973 




■ Score 


525 






Exons 


10416. .10717 












Seq. No. 


3007 




Seq. ID 


OJ990822 


_52 . 0128 


.C17 


Gene No. 


6373 




Strand 








Start 


8103 




End 


17656 






Name 


OJ990822 52.0128.C17 


. o5 . gs 


Method 


GENSCAN 






Start 


13062 




End 


13739 






GI 


none 




Score 


.98 






Exons 


13062 . . 13739 












Seq. No. 


3007 




Seq. ID 


OJ990822 


_52.0128 


-C17 


Gene No. 


6373 




Strand 








Start 


8103 




End 


17656 






Name 


OJ990822 52.0128.C17 


,o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


15237 




End 


17641 






GI 


none 




Score 


85 






Exons 


15237. .15278, 15500. 


.15541, 


15501. .15542, 15638 


. .15787, 






15638. .15730, 15655. 


.15786, 


15999. .16232, 16000 


. .16230, 






16001. .16234, 16396. 


.16458, 


163.97. .16459, 17347 


. . 17457, 






17361. .17429, 17369. 


.17458, 


17553. .17639, 17557 


. . 17640, 






17558. .17641 












Seq. No. 


3007 




Seq. ID 


OJ990822 


_52.0128 


.C17 


Gene No. 


6373 




Strand 








Start 


8103 




End 


17656 






Name 


OJ990822 52.0128.C17 


.ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15999 




End 


17656 






rr 


none 




Score 


384 






Exons 


15999. .16232, 16001. 


.16144, 


16018. .16233, 16393 


. .16452, 






16397. .16459, 17348. 


.17458, 


17377. .17457, 17550 


. .17636, 






17553. .17639, 17555. 


.17656, 


17555. .17656 






Seq. No. 


3008 




Seq. ID 


OJ990822 


_52.0128 


.C18 



3118 



Gene No. 6374 Strand + 

Start 144 End 830 

Name OJ990822_52.0128.C18.ol.np Method AAT/NAP 

Start 144 End 830 

GI 2126090 Score 1141 

Exons 144.. 830 

GI Descrip. transposase (insertion sequence IS10) 

gi I 455676 |bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
gi| 6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Escherichia coli 



ru 

LJ 

0 

ru 



Seq. No. 


3008 






Seq. ID 


OJ990822_52 .0128 


.C18 


Gene No. 


6375 






Strand 






Start 


215 






End 


712 




Name 


OJ990822 


_52.0128. 


C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


27 






End * 


184 




GI 


none 






Score 


221 




Exons 


27 . . 182, 


34. .183, 


41. .184 








Seq. No. 


3008 






Seq. ID 


OJ990822 52.0128 


.C18 


Gene No. 


6375 






Strand 






Start 


215 






End 


712 




Name 


OJ990822 


_52.0128. 


C18.ol.gs 


Method 


GEN SCAN 




Start 


215 






End 


712 




GI 


none 






Score 


.56 




Exons 


215. .280 


, 347., 434, 575. .712 








Seq. No. 


3009 






Seq. ID 


OJ990822_48.0106 


. CI 


Gene No. 


6376 






Strand 






Start 


6 






End 


985 




Name 


OJ990822 


_48.0106. 


Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


389 




GI 


none 






Score 


186 




Exons 


1. .366, 


3. .389 










Seq.. No. 


3009 






Seq. ID 


OJ990822_48.0106 


.CI 


Gene No. 


6376 






Strand 






Start 


6 






End 


985 




Name 


OJ990822 


_48.0106. 


Cl.ol.np 


Method 


AAT/NAP 




Start 


6 






End 


985 




GI 


2462134 






Score 


438 




Exons 


6. .985 












GI Descrip. 


(Y13368) 


reverse 


transcriptase [Beta vulgaris] 




Seq. No. 


3009 






Seq. ID 


OJ990822_48.0106 


.CI 


Gene No. 


6376 






Strand 






Start 


6 






End . 


985 




Name 


OJ990822 


_48.0106. 


Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


24 






End 


335 




GI 


none 






Score 


185 




Exons 


24. .89, 


27. .335, 


64. .303, 117. 


. .335 






Seq. No. 


3009 






Seq. ID 


OJ990822_48.0106 


.CI 


Gene No. 


6376 






Strand 






Start 


6 






End 


985 





3119 




Name 


OJ990822 48 .0106.Cl.ol . 


gs 


- Method 


GENSCAN 




Start 


121 




End 


739 




GI 


none 




Score 


.44 




Exons 


121. .739 










Seq. No. 


3009 




Seq. ID 


OJ990822_48 .0106, 


,C1 


Gene No . 


6376 




Strand 






Start 


6 




End 


985 




Name 


OJ990822 48. 0106. CI. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


474 




End 


648 




GI 


none 




Score 


102 




Exons 


474. .647, 481. . 648 










Seq. No. 


3009 




Seq. ID 


OJ990822_48 .0106, 


XI 


Gene No. 


6376 




Strand 






Start 


6 




End 


985 




Name 


OJ990822 48. 0106. CI. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


666 




End 


932 




GI 


none 




Score 


96 




Exons 


666. .932, 667. .924 










Seq. No. 


3010 




Seq. ID 


OJ990822_48.0106. 


X2 


Gene No. 


6377 




Strand 


+ 




Start 


931 




-End 


6008 




Name 


OJ990822 48.0106.C2.ol. 


gs 


Method 


GENSCAN 




Start 


931 




End 


5759 




GI 


none 




Score 


.55 




Exons 


931. .1125, 1433. . 1711, 


1746. . 


2038, 2243. .2448, 3689. .3717, 




4049. .4192, 5318. .5524, 


5556. 


.5759 






Seq. No. 


3010 




Seq. ID 


OJ990822_48.0106. 


.C2 


Gene No. 


6377 




Strand 


+ 




Start 


931 




End 


6008 




Name 


OJ990822 48.0106.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


1414 




End 


6008 




GI 


1014 1.R1084 




Score 


2508 




Exons 


1414. .2063, 4049. .4192, 


5360. 


.5524, 5646. .6008 




GI Descrip. 


'1197587 1.0e-164 (U46758) potassium < 


channel beta subunit 




protein [Oryza sativa] ' 










Seq. No. 


3010 




Seq. ID 


OJ990822_48.0106. 


,C2 


Gene No. 


6377 




Strand 


+ 




Start 


931 




End 


6008 




Name 


OJ990822 48.0106.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1500 




End 


5756 




GI 


2832783 




Score 


1434 




Exons 


1500. .2063, 4049.. 4192, 


5360. 


.5524, 5646. .5756 




GI Descrip. 


(AJ225806) potassium channel 


beta subunit [Egeria densa] 


1 


Seq. No. 


3010 




Seq. ID 


OJ990822_48.0106, 


,C2 


Gene No. 


6378 




Strand 






Start 


6322 




End 


10761 




Name 


OJ990822 48.0106.C2.o2. 


gs 


Method 


GENSCAN 




Start 


6322 




End 


10761 




GI 


none 




Score 


.69 




Exons 


6322.. 6596, 7064.. 7176, 


7586. 


.7688, 7938. .8239, 8773. .9172 




10716. .10761 











3120 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
, ; Gene No. 

hJ Name 
l!3 Start 

□ GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



3010 
6378 
6322 

OJ990822_48.0106.C2.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990822 48. 0106. C2 



10761 
AAT/NAP 
9041 
306 



7394. .7455, 7586. .7694, 7938. .8228, 8733.-8859, 



6367 
1363484 
6367. .6413, 
8941. .9041 

IAA13 protein - Arabidopsis thaliana gi 1972929 (U18415). IAA13 
[Arabidopsis thaliana] gi | 2459414 | gb IAAB80649. 1 | (AC002332) 
auxin regulated protein (IAA13) [Arabidopsis thaliana] 



3010 
6378 
6322 

OJ990822_48.0106.C2.o2.gp 
6734 

2544_1.R1084 

6734.. 6754, 6891.. 7176, 7394. 
8773.. 9179 

' 1363484/pir | (S58499 6.0e-35 
thaliana >gi_972929 (U18415) 
>gi_2459414 (AC002332) auxin 
[Arabidopsis thaliana] 1 



3010 
6379 
12275 

OJ990822_48. 

1499 

none 

1499. .2065, 
5359. .5517, 



0106.C2.ol.tc 



1500. 
5630. 



.2066, 
.5758, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_48.0106.C2 

10761 
AAT/GAP 
9179 
2090 



.7455, 7586. .7688, 7938. .8236, 

IAA13 protein - Arabidopsis 
IAA13 [Arabidopsis thaliana] 
inducible protein, IAA13 



4046. 
5631. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4192, 
.5762 



OJ990822_48.0I06.C2 
22662 

TBLASTX: Cress 
5762 
897 

4048. .4191, 5354. .5530, 



3010 
6379 . . 
12275 

OJ990822_48.0106.C2.ol.tw 

1499 

none 

1499.. 1576, 1499.. 1810, 1500. 

3010 
6379 
12275 

OJ990822_48.0106.C2.ol.tm 

1499 

none 

1499.. 1576, 1499.. 1966, 1500. 
4046.. 4192, 4048.. 4191, 5354. 
5634. .5741, 



Seq. ID OJ990822_48.0106.C2 
Strand 

22662 

TBLASTX: Wheat 
1814 
71 



End 

Method 
End 
Score 
.1814 



5644.. 5745, 5645 



3010 
6379 
■ 12275 

OJ990822 48.0106.C2.ol.ts 



Seq. ID OJ990822_48.0106.C2 
Strand 

End 22662 

Method TBLASTX : Mai ze 

End 5770 

Score 80 
.1973, 1928.. 2065, 1971.. 2066, 
.5527, 5359.. 5523, 5631.. 5741, 
.5770 

Seq. ID OJ990822_48.0106.C2 
Strand 

End 22662 

Method TBLASTX : Soybean 



3121 





Start 


1499 








End 


4192 






GI 


none 








Score 


907 






Exons 


1499. .2065, 


1500. 


.2066, 


4046. 


.4192, 4046.. 4189, 


4048. .4191 




Seq. No. 


3010 








Seq. ID 


OJ990822 


_48.0106.C2 




Gene No . 


6379 








Strand 








Start 


12275 








End 


22662 






Name 


OJ990822 48. 


.0106. 


C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1817 








End 


4108 






GI 


none 








Score 


422 . 






Exons 


1817. .2065, 


1818. 


.2066, 


4046. 


.4108, 4048. .4107 






Seq. No. 


3010 








Seq. ID 


OJ990822 


_48.0106.C2 




Gene No. 


6379 








Strand 








Start 


12275 








End 


22662 






Name 


OJ990822 48 


. 0106. 


C2.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4108 








End 


5778 






GI 


none 








Score 


78 






Exons 


4108. .4167, 


4109. 


.4156, 


4121. 


.4192, 4149. .4190, 


5346. .5525, 






5354 . .5527, 


5358. 


.5522, 


5359. 


.5523, 5485.. 5547, 


5631. .5765, 






5634. .5765, 


5635. 


.5766, 


5644. 


.5778, 5654.. 5773 






Seq. No. 


3010 








Seq. ID 


OJ990822 


_48.0106.C2 


=3. 


Gene No. 


6379 








Strand 






3 


Start 


12275 








End . 


22662 






Name 


OJ990822 48 


. 0106. 


C2 . o4 . 


tm 


Method 


TBLASTX: 


Mai ze 


i'n 


Start 


7392 








End 


8238 




i y 


GI 


none 








Score 


83 




r ^ 


Exons 


7392. .7454, 


7393. 


.7455, 


7584. 


.7682, 7585.. 7692, 


7923. .8069, 


! ; 5 




7934. .8101, 


7939. 


.8112, 


7941. 


.8132, 8100.. 8141, 


8137. .8238, 


w 




8140. .8235 














ru 


Seq. No. 


3010 








Seq. ID 


OJ990822 


_48.0106.C2 




Gene No. 


6379 








Strand 






i — c 


Start 


12275 








End 


22662 






Name 


OJ990822 48, 


,0106. 


C2.o4. 


tc 


Method 


TBLASTX: 


Cress 




Start 


7398 








End 


8272 




L i 


GI 


none 








Score 


45 




: 

! ; ;f 


Exons 


7398. .7454, 


7588. 


.7641, 


7951. 


.8088, 8017. .8067, 


8155. .8253, 



8189. .8272 



Seq. No. 3010 
Gene No. 6379 
Start 12275 

Name OJ990822_48 . 0106.C2 . o3.gs 

Start 12275 
GI none 

Exons 12275. .12352, 13006 .. 13176, 

15290. .15398, 15487 .. 15610, 
16577. .16654, 16744 .. 16851, 
17301. .17427, 17545. .17629, 
19261. .19443, 20027 .. 20150, 
21333. .21412, 21813 21929, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 48. 0106. C2 



22662 
GENSCAN 
22580 
.72 

14880. .14941, 15061. .15144, 
16080. .16176, 16298. .16430, 
16946. .17001, 17103. .17201, 
18219. .18295, 18404 .. 18748, 
20190. .20480, 20678 .. 20922, 
22073.. 22580 



Seq. No. 
Gene No. 
Start 



3010 
6379 
12275 



.Seq. ID OJ990822_48.0106.C2 
Strand 

End 22662 



3122 



Name 

Start 

GI 

Exons 



GI Descrip. 



Method AAT/GAP 
End 18603 
Score 3269 
15144, 15290. .15398, 15487 15610, 
,16430, 16577. .16654, 16744 16851, 
17201, 17301. .17427, 17545 .. 17629, 
18603 

'393707/emb|CAA47926| 1.0e-153 (X67696) acetyl-CoA 
acyltransf erase [Cucumis sativus] 1 



OJ9^0822_48.0106.C2.o3.gp 
14507 

17252_2.R1084 
14507. .14941, 15061. 
16080. .16176, 16298. 
16934. .17001, 17103. 
18219. .18295, 18404. 



Seq. No. 3010 
Gene No. 6379 . 

Start 12275 

Name OJ990822_48 . 0106 . C2 . o2 . tm 

Start 14820 
GI none 
Exons 14820. .14942 

15060. .15146 

15482. .15613 

16076. .16177 

16297. .16416 



16565, 
16743, 
16931. 



.16654, 
16850, 
,17002, 



17101. .17202, 
17303. .17428, 
17549. .17629, 



14874. 
15067. 
15487. 
16079. 
16299. 
16572. 
16744. 
16938. 
17104. 
17308. 
18443. 



.14942, 
.15153, 
.15615, 
.16177, 
.16433, 
.16652, 
.16851, 
.17006, 
.17226, 
.17436, 
.18487 



Seq. ID OJ990822_48.0106.C2 
Strand 

End 22662 

Method TBLASTX : Mai ze 

End 18487 

Score 96 
14878. .14943, 15059 .. 15148 , 
15288. .15398, 15289 .. 15399, 
15487. .15537, 16075 .. 16095, 
16080. .16178, 16150. .16179, 
16303. .16440, 16314 .. 16472, 
16574. .16654, 16578 .. 16655, 
16745. .16855, 16928 .. 17002, - 
16938. .17006, 17099 .. 17209, 
17148. .17213, 17302. .17427, 
17309. .17428, 17545. .17631, 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3010 
6379 
12275 

OJ990822_4 8.0106.C2.o3.np 
14834 
2924779 
14834. .14941, 
16080. .16176, 
16934. .17001, 
18219. .18300, 



15144, 
16430, 
17201, 
18484 



Seq. ID 
Strand 
End 

Method 
End 
Score 
15290 
16577 
17301 



OJ990822 48. 0106. C2 



22662 
AAT/NAP 
18484 
1455 
15398, 15487. 
16654, 16744. 
17427, 17545. 



15061 
16298 
17103 
18400 

(AC002334) 3-ketoacyl-CoA thiolase 
gi|2981616|dbj |BAA25248| (AB008854 
[Arabidopsis thaliana] gi | 2981618 | dbj | BAA2524 9 
3-ketoacyl-CoA thiolase [Arabidopsis thaliana] 



15610, 
16851, 
17629, 



[Arabidopsis thaliana] 
3-ketoacyl-CoA thiolase 
(AB008855) 



Seq. No. 3010 Seq. ID 

Gene No. 6379 Strand 

Start 12275 End 

Name OJ990822_4 8 . 0106 . C2 . o4 . tw Method 

Start 14860 End 

GI none Score 

Exons 14860. .14943, 14864 .. 14 935, 14871 

15060. .15146, 15288. .15353, 15289 



.14942, 
.15354 



OJ990822_48.0106.C2 
22662 

TBLASTX: Wheat 

15354 

118 

15059. .15148, 



Seq. No. 3010 Seq. ID 

Gene No. 6379 Strand 

Start 12275 End 

Name OJ990822_48 . 0106 . C2 . o2 . ts Method 

Start 14872 End 



OJ990822_48.0106.C2 
22662 

TBLASTX : Soybean 
17638 



3123 



GI 

Exons 



none 

14872. 

15060. 

15487. 

16300. 

16581. 

16742. 

16926. 

17105. 

17546. 



14943, 
15158, 
15537, 
16431, 
16652, 
16852, 
16997, 
17203, 
17638 



14874. 
15288. 
16076. 
16303. 
16592. 
16746. 
16931. 
17302. 



,14942, 
,15398, 
.16174, 
.16431, 
.16654, 
.16859, 
.17002, 
.17427, 



Score 
15008. . 
15289. . 
16079. . 
16314. . 
16593. . 
16747. . 
17099. . 
17303. . 



59 
15145, 
15399, 
16177, 
16472, 
16652, 
16857, 
17203, 
17464, 



15059. 
15487. 
16080. 
16574. 
16741. 
16926, 
17101. 
17545. 



.15148, 
.15615, 
.16178, 
.16651, 
.16851, 
.17006, 
.17202, 
.17631, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3010 

6379 

12275 

OJ9908 

14874 

none 

14874. 

15060. 

15487. 

16300. 

16575. 

16932. 

17303. 



22 48.0106.C2.o2.tc 



.14942, 14886. 

.15146, 15288. 

.15537, 16079. 

.16428, 16303. 

.16652, 16741. 

.17006, 17099. 

.17455, 17545. 



.14939, 
.15398, 
.16177, 
.16428, 
.16851, 
.17203, 
.17631, 



3010 
6379 
12275 

OJ990822_48.0106.C2.o5.tw 
15496 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 48. 0106. C2 



22662 

TBLASTX: Cress 
17631 
61 

14893. .14943, 15059 .. 1514 8, 
15289. .15399, 15487 .. 15615, 
16080. .16178, 16295. .16384, 
16314. .16472, 16574 .. 16651, 
16742. .16852, 16931 .. 17002, 
17101. .17202, 17302. .17427, 
17549. .17623 



End 

Method 
End 

none Score 
15496. .15615, 15496 15537, 154 97 .. 15553, 16079 .. 16177, 
16080. .16178, 16295. .16369, 16296 .. 16373, 16297 16368, 
16303. .16374, 16314.. 16373 



Seq-. ID OJ990822_48.0106.C2 
Strand 

22662 

TBLASTX: Wheat 
16374 
114 



3010 
6379 
12275 

OJ990822_48.0106.C2.o6.tw 

16374 

none 



Seq. ID OJ990822_48.0106.C2 
Strand 

End 22662 

Method TBLASTX : Wheat 

End 16836 

Score 62 



16374. .16472, 16375 .. 16431, 16574 .. 16651, 16578 16652, 
16741. .16836, 16742.. 16834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



3010 Seq. ID OJ990822_48 . 0106 . C2 

6379 Strand 

12275 End 22662 

OJ990822_48 . 0106 . C2 . o4 . gp Method AAT/GAP 

19504 End 19941 

60036_1.R1084 Score 835 

19504. .19941 

'629846/pirl IS44296 5.0e-18 initiator-binding protein - maize 
>gi_48344 4_emb_CAA55693_ (X79086) initiator-binding protein [Zea 
mays] 1 



3010 
6379 



Seq. ID 
Strand 



OJ990822 48. 0106. C2 



3124 



Start 
Name 
Start 
GI 

Exons 



12275 End 22662 

OJ990822_48 . 0106 . C2 . o4 .np Method AAT/NAP 

19751 End 22662 

1076812 Score 580 

19751. .19925, 20027 20090, 20190 .. 204 93, 20660 .. 20922, 

21333. .21412, 21456 21566, 21798 .. 21955, 22094.. 22662 



GI Descrip. initiator-binding protein - maize gi | 4834 90 | emb | CAA55691 | 
(X79085) initiator binding protein [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3010 
6379 
12275 
OJ990822 
19779 
none 
19779 
20186 
21333 



48.0106.C2.o3.tm 



19946, 
20287, 
21413, 



19785. 
20189. 
21334. 



.19928, 
.20281, 
.21414 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20027 

20312 



OJ990822 48. 0106. C2 



22662 

TBLASTX: Maize 
21414 
95 

20092, 20027. .20092, 
20416, 20749. .20928, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3010 
6379 
12275 
OJ990822 
19785 
none 
19785 
20027 
21333 



48.0106.C2.o3.ts 



19928, 
20092, 
21413, 



19788. 
20175. 
21334. 



19946, 
20285, 
21414 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822 48. 0106. C2 



22662 

TBLASTX : Soybean 
21414 
85 

19870. .19929, 20016 .. 20093, 
20186. .20293, 20767 .. 20928, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3010 
6379 
12275 

OJ990822_48.0106.C2.o3.tc 
19788 



OJ990822 48. 0106. C2 



none 
19788. 
20186. 
21334. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,19946, 19803. .19928, 19870 19929, 20027 20092, 
,20293, 20282. .20374, 20767 .. 20928 , 21333 .. 214 13, 
,21420 



22662 

TBLASTX: Cress 

21420 

73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3010 Seq. ID OJ990822__48.0106.C2 

6379 Strand 

12275 End 22662 

OJ990822_4 8 . 0106 . C2 . o5 . gp Method AAT/GAP 

22081 End 22619 

uC-osflcypl52g!0bl Score 1053 

22081.. 22619 

? 4960051/gb|AAD34597.1|AF147739_l 2.0e-63 (AF147739) myosin XI 
[Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3010 Seq. ID 

6379 Strand 

12275 End 

OJ990822_48 . 0106 . C2 . o5 . tm Method 

22084 End 

none Score 



OJ990822_48.0106.C2 
22662 

TBLASTX: Maize 

22610 

62 



22084. .22176, 22085 .. 22159, 22089 .. 22184 , 22179 .. 22373, 
22183. .22365, 22184 22411, 22185 .. 2237 9, 22193 .. 22384 , 



3125 



22382. .22513, 22389 22520, 22394 22510, 22420 .. 22512 , 
22573. .22608, 22575.. 22610 





Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106.C3 




Gene No. 


6380 


Strand 


+ 




Start 


442 


End 


4808 




Name 


OJ990822 48.0106.C3.ol.gs 


Method 


GENSCAN 




Start 


442 


End 


4808 




GI 


none 


Score 


.82 




Exons 


442.. 575, 1793.. 2020, 2702.. 


3017, 3135 


..3311, 3420.. 3489, 






3580. .3651, 4729. .4808 








Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106.C3 




Gene No. 


6380 


Strand 


+ 




Start 


442 


End 


4808 




Name 


OJ990822 48.0106.C3.o2.gp 


Method 


AAT/GAP 




Start 


2721 


End 


4154 




GI 


1680 1.R1084 


Score 


1852 




Exons 


2721.. 3017, 3135.. 3311, 3420 


..3489, 3580. .3651, 3784. .4154 




GI Descrip. 


' 1076813/pir | (S46309 3.0e-33 


initiator-binding protein - maize' 




Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106.C3 




Gene No. 


6381 


Strand 






Start 


1 


End 


1033 




Name 


OJ990822 48.0106.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1033 


" . 


GI 


none 


Score 


918 




Exons 


1..97, 512. .735, 872. .1033 






=y 


Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106.C3 




Gene No. 


6382 


Strand 






Start 


4629 


End 


9691 


LI 


Name 


OJ990822 48.0106.C3.ol.np 


Method 


AAT/NAP 




Start 


4629 


End 


9691 




GI 


5915855 


Score 


663 




Exons 


4629.. 4706, 4784.. 4849, 5084 


..5144, 6313.. 6538, 7181.. 7263, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7345.. 7425, 7523.. 7555, 7703. 
8331.. 8522, 8604.. 8714, 8802. 



.7804, 7885. .7980, 8061. .8228, 
.8873, 8973.. 9152, 9535.. 9691 



CYTOCHROME P450 97B2 gi | 2738996 | gb | AAB94586 | (AF022457) CYP97B2p 
[Glycine max] 



3011 
6382 
4629 

OJ990822_48.0106.C3.o2.gs 

7177 

none 

7177.. 7263, 7345.. 7425, 7523. 
8067.. 8228, 8331.. 8522, 8802. 
9501.. 9594 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7555, 7703. .7804, 
.8873, 8973. .9186, 



OJ990822_48.0106.C3 

9691 
GENSCAN 
9594 
.82 



7885, 
9284. 



.7980, 
.9449, 



Seq. No. 3011 Seq. ID 

Gene No. 6382 Strand 

Start 4629 End 

Name OJ990822_48 . 0106. C3 . o3 . gp Method 

Start > 8075 End 

GI uC-osflcypl21c03bl Score 



OJ990822_48.0106.C3 

9691 
AAT/GAP 
8687 
816 



3126 




Exons 8075.. 8228, 8331.. 8522, 8604.. 8687 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 3011 
Gene No. 6383 
Start 10357 

Name OJ990822_48 . 0106.C3 .ol . tm - 

Start 2751 
GI none 

Exons 2751.. 2810, 2754.. 2810, 2836. 

2874.. 3017, 2874.. 2972, 3137. 
3140.. 3316, 3419.. 3487, 3420. 
3569.. 3652, 3579.. 3653, 3579. 
3775.. 3855, 3779.. 3847, 3783. 



Seq. ID OJ990822_48.0106.C3 
Strand 

End 18353 
Method TBLASTX : Mai ze 
End 3867 
Score 72 

.2868, 2847. .2870, 2873. .2947, 
.3316, 3138.. 3311, 3138.. 3329, 
.3488, 3423. .3488, 3460. .3495, 
.3653, 3580.. 3654, 3610.. 3654, 
.3866, 3784.. 3867 



Seq. No. 3011 

Gene No. 6383 

Start 10357 

Name OJ990822_48 . 0106.C3.o3. ts 

□ Start 4579 

;.i GI none 

Exons 4579.. 4665, 4587.. 4706, 4653. 

Ill 5033.. 5143, 5085.. 5147, 5094. 

^ 6383. .6517, 7180. .7266, 7187. 

=3 7346. .7423 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4706, 4781 
.5150, 6374 



OJ990822 48. 0106. C3 



18353 

TBLASTX : Soybean 
7423 
62 

4852, 4782.. 4880, 
6508, 6379.. 6516, 



.7264, 7192. .7266, 7345. .7422, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3011 
6383 
10357 

OJ990822 48.0106.C3.o3.tm 



OJ990822 48. 0106. C3 



Seq. ID 
Strand 
End 

_ Method 
7186 End 
none Score 
7186. .7266, 7188. .7262, 7193. .7264, 7306. .7371, 7345, 
7346. .7426, 7484. .7558, 7496. .7561 



18353 

TBLASTX: Maize 

7561 

70 



.7428, 



■i Seq. No. 3011 

\3 Gene No. 6383 

Start 10357 

Name OJ990822_4 8 . 0106 . C3 . ol . tc 

Start 7345 

GI none 

Exons 7345.. 7467, 7346.-7423, 7514. 

7882. .7953, 7885. .7983, 8067, 



Seq. ID OJ990822_48.0106.C3 
Strand 

End 18353 

Method TBLASTX : Cress 

End 8135 

Score 68 

.7552, 7706. .7804, 7710. .7805, 
.8135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3011 
6383 
10357 

OJ990822_48.0106.C3.o2.tm 

7703 

none 

7703. .7804, 
8610. .8717, 
8974. .9105 



7725. .7790, 8067. 
8620. .8715, 8799. 



Seq. ID OJ990822_48.0106.C3 
Strand 

End 18353 
Method TBLASTX : Mai ze 
End 9110 
Score 81 

.8231, 8080. .8229, 8331. .8435, 
.8891, 8802. .8879, 8973. .9110, 



3127 




Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106 


.C3 


Gene No. 


6383 


Strand 






Start 


10357 


End 


18353 




Name 


OJ990822 48.0106.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7718 


End 


8231 




GI 


none 


Score 


106 




Exons 


7718.. 7804, 7722. .7805, 7875. 


.7982, 7876.-7983, 7882.-7953 




7884..7982, 8067. .8231, 8068. 


.8229 






Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106 


.C3 


Gene No . 


6383 


Strand 






Start 


10357 


End 


18353 




Name 


OJ990822 48.0106.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8680 


End 


9105 




GI 


none 


Score 


40 




Exons 


8680. .8715, 8685. .8723, 8802. 


.8879, 8803. .8901, 8973. .9104 




8977. .9105 








Seq. No. 


3011 


Seq. ID 


OJ990822_48.0106 


.C3 


Gene No . 


6383 


Strand 






Start 


10357 


End 


18353 




Name 


OJ990822 48.0106.C3.o3.gs 


Method 


GENSCAN 




Start 


10357 


End 


18353 




GI . 


none 


Score 


. 62 




Exons 


10357. .10373, 10875 .. 11135, 11388 11403, 12150 .. 12331 , 






13492. .13546, 13917 14106, 14722 14795, 18170.. 18353 




Seq. No. 


3012 


Seq. ID 


OJ990822_48.0106 


.C4 


Gene No. 


6384 


Strand 


+ 




Start 


2269 


End 


2557 




Name 


OJ990822 48.0106.C4.ol.gp 


Method 


AAT/GAP 




Start 


2269 


End 


2557 




GI 


426253 


Score 


534 




Exons 


2269. .2557 








Seq. No. 


3012 


Seq. ID 


OJ990822_48.0106 


.C4 


Gene No. 


6385 


Strand 






Start 


446 


End 


4135 




Name 


OJ990822 48.0106.C4.ol.np 


Method 


AAT/NAP 




Start 


446 


End 


4135 




GI 


4521190 


Score 


3143 




Exons 


446.. 2042, 3013.. 3396, 3731.. 


4135 






GI Descrip. 


(AB013448) Pib [Oryza sativa] 


gi| 4521192 |dbj | BAA7 6282.1 


1 




(AB013449) Pib [Oryza sativa] 








Seq. No. 


3012 


Seq. ID 


OJ990822_48.0106 


-C4 


Gene No. 


6385 


Strand 






Start 


446 


End 


4135 




Name 


OJ990822 48.0106.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1477 


End 


1833 




GI. 


■ none 


Score 


39 




Exons 


1477. .1515, 1509. .1649, 1509. 


.1637, 1684. .1833, 1686. .1790 


Seq. No. 


3012 


Seq. ID 


OJ990822_48.0106 


.C4 


Gene No. 


6385 


Strand 






Start 


446 


End 


4135 





3128 



Name 

Start 

GI 

Exons 



OJ990822_48 . 0106 . C4 . ol - ts Method TBLASTX : Soybean 

1485 End 3333 

none Score 70 

1485. .1595, 1752. .1796, 1827. .1964, 3010. .3333, 3101. .3154, 
3212. .3331 



Seq. No. 3012 Seq. ID 

Gene No. 6385 Strand 

Start 446 End 

Name OJ990822_48 . 0106. C4 . ol . tm Method 

Start 1488 ' End 

GI none Score 
Exons 



OJ990822_48.0106.C4 
4135 

TBLASTX: Maize 

1905 

108 



1488. .1637, 1489. .1638, 1641. .1796, 1645. .1797, 1792. .1905 



Seq. No. 3012 Seq. ID 

Gene No. 6385 Strand 

Start 446 End 

Name OJ990822_48 . 0106 . C4 . o2 . tm Method 

Start 3013 End 

GI none Score 

Exons 3013.. 3273, 3014.. 3259 



OJ990822_48.0106.C4 
4135 

TBLASTX: Maize 

3273 

73 



Seq. No. 
Gene No. 
Start 
Name 
Start 



ry gi 



Exons 



Seq. No. 
[If. Gene No. 
TU Start 

11 Name 
f3 Start 

1 2 Exons 

W s Seq. No. 
Q. Gene No. 
Q Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3012 
6385 
446 

OJ990822_48.0106.C4.ol.tw 
3059 
none 

3059.. 3358, 3064.. 3357 

3013 
6386 
1004 

OJ990822_48.0106.C6.o2.gs 
1004 
none 

1004. .1105, 2748. .2834, 2913. .3176 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822_48.0106.C4 
4135 

TBLASTX: Wheat 

3358 

134 



OJ990822_48.0106.C6 
+ 

3176 
GENS CAN 
3176 
.77 



3013 
6387 
4411 

OJ990822_48.0106.C6.o3.np 

4411 

4512699 



OJ990822_48.0106.C6 
+ 



Seq. ID 
Strand 

End 13949 
Method AAT/NAP 
End 8813 
Score 1138 

4411. .4510, 5323. .5428, 6052. .6116, 6238. .6323, 6425. .6509, 
6583. .6659, 7379. .7501, 7624. .7743, 8105. .8221, 8319. .8387, 
8478.. 8598, 8677.. 8813 

(AC006569) putative NADH-ubiquinone oxireductase [Arabidopsis 
thaliana] 



Seq. No. 3013 

Gene No. 6387 

Start 4411 

.Name OJ990822_48 . 0106. C6. o2 . gp 

Start 5036 

GI 26554_1.R1084 
Exons 



Seq. ID OJ990822_48.0106.C6 

Strand + 

End 13949 

Method AAT/GAP 

End* 9110 

Score 2843 



5036.. 5218, 5323.. 5428, 6052.. 6116, 6238.. 6323, 6425.. 6509, 



3129 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6583.-6653, 7370.. 7501, 7624.. 7739, 8098.. 8221, 8319.. 8387, 
8478.-8598, 8677. .9110 

, 4512699/gb|AAD21752.1| 1.0e-102 (AC006569) putative 
NADH-ubiquinone oxireductase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3013 
6387 
4411 

OJ990822_48.0106.C6.o4 .gs 

6243 . 

none 



Seq. ID OJ990822_48.0106.C6 

Strand + 

End 13949 

Method GENSCAN 

End 13949 

Score . 68 



6243.-6323, 6425. .6509, 6583.-6653, 7370. .7501, 7624. .7739, 
7992. .8060, 8098. .8221, 8319. .8387, 8478. .8598, 8647. .8780, 
8907. .9016, 9387. .9538, 12249 .. 12380, 13843. .13949 



Seq. No. 3013 

Gene No. 6388 

Start 15880 

Name OJ990822_4 8 . 0106 . C6 . 06 . gs 

Start 15880 

GI none 

Exons 15880. .15934, 16702.. 16823 

Seq. No. 3013 

Gene No. 6389 

Start 1 

Name OJ990822_48 . 0106 .C6. ol . gp 

Start 1 

GI none 

Exons 1..168, 278.. 349 



Seq. ID OJ990822_48.0106.C6 

Strand + 

End 16823 

Method GENSCAN 

End 16823 

Score .51 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 5353 

Method AAT/GAP 

End 34 9 

Score 405 



3013 
6389 
1 

OJ990822_48 . 0106 . C6 . ol . np 
1 

6815109 

1. .17, 253. .463, 953. .1034, 2167. .2425 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 5353 

Method AAT/NAP 

End 2425 

Score 186 



3013 
6389 
1 

OJ990822_48.0106.C6.o2.np 
1 

6815109 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 5353 

Method AAT/NAP 

End 5226 

Score 200 



1..17, 253. .463, 953. .1034, 2167. .2424, 5040. .5226 
(AP001081) hypothetical protein [Oryza sativa] 



3013 
6389 
1 

OJ990822_48 . 0106 . C6 . ol . gs 
45 

none 

45. .168, 278. .538, 544. .762 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 5353 

Method GENSCAN 

End 7 62 

Score .96 



3130 



Seq. No. 3013 

Gene No. 6389 

Start 1 

Name OJ990822_48 . 0106 . C6 . o3 . gs 

Start 3717 

GI none 

Exons 3717.. 3760, 3825.. 3960, 4064. 
5213. .5353 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 5353 

Method GENSCAN 

End 5353 

Score .74 

.4134, 4606. .4727, 4750. .4901, 



Seq. No. 3013 Seq. ID 

Gene No. 6390 Strand 

Start 14338 End 

Name OJ990822_48 . 0106 . C6 . o5 . gs Method 

Start 14338 End 

GI none Score 

Exons 14338. .14547 



OJ990822_48.0106.C6 

14547 
GENSCAN 
14547 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

U 

Seq. No. 

slfl Gene No. 
m Start 

Name 
! 8 1 Start 

i: * GI 
w Exons 

ri! 

iS . Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



U 



3013 
6391 
17279 

OJ990822_48.0106.C6.ol.tc 
1 

none 

1..153, 5. .154, 263. .415 

3013 
6391 
17279 

OJ990822_48 . 0106 . C6 . o3 . ts 
1 

none 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 

Method TBLASTX: Cress 

End 415 

Score 131 



Seq. ID OJ990822_48.0106.C6 
Strand 
End 

Method 
End 
Score 



17878 

TBLASTX : Soybean 

427 

64 



1..147, 1..153, 5. .169, 264. .422, 275.-427 



3013 
6391 
17279 

OJ990822_48, 
5121 
none 
5121. 
5322. 
6236. 
6578. 
7621. 
8318. 
8468. 



,5219, 
,5426, 
,6322, 
.6652, 
.7740, 
,8386, 
,8593, 



0106.C6.ol.tm 



5121.. 5231, 5122. 

6034.. 6114, 6040. 

6237.. 6329, 6240. 

6582.. 6656, 6582. 

7623.-7736, 8086. 

8319.. 8387, 8319. 

8675. .8812, 8676. 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 
Method TBLASTX :Maize 
End 8822 
Score 105 

.5223, 5307.. 5399, 5321.. 5428, 
.6123, 6050.. 6124, 6050.. 6124, 
.6323, 6422.. 6511, 6422.. 6511, 
.6650, 7363.. 7509, 7364.. 7510, 
.8178, 8087. .8245, 8087. .8239, 
.8396, 8320. .8388, 8445. .8597, 
.8822, 8676.. 8819 



Seq. No. 3013 

Gene No. 6391 

Start 17279 

Name OJ990822_4 8 . 0106 . C6 . ol . tw 

Start 5146 

GI none 

Exons 5146.. 5223, 5151.. 5231, 5151. 

5321. .5428, 5322. .5426, 6034. 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 

Method TBLASTX : Wheat 

End 6084 

Score 93 

.5219, 5243. .5398, 5320. .5427, 
.6084 



Seq. No. 



3013 



Seq. ID OJ990822_48.0106.C6 



3131 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6391 
17279 

OJ990822_48.0106.C6.ol.ts 

5369 

none 

5369.. 5428, 5370.. 5426, 6040. 
6237.. 6329, 6421.. 6513, 6422. 
7363. .7509, 7364. .7510, 7621. 
8099. .8239, 8318. .8356 

3013 
6391 
17279 

OJ990822_48.0106.C6.o3.tc 

5369 

none 

5369.. 5428, 5370.. 5426, 6040. 
6236.. 6328, 6237.. 6329, 6421. 



Strand 

End 17878 

Method TBLASTX : Soybean 

End 8356 

Score 87 

.6123, 6050.. 6124, 6236.. 6319, 
.6511, 6582.. 6656, 6582.. 6650, 
.7740, 7623.. 7739, 8087.. 8245, 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 
Method TBLASTX : Cress 
End 64 90 

Score 83 

.6123, 6050.. 6124, 6231.. 6326, 
.6465, 6422. .6487, 6434. .6490 



Seq. No. 3013 
Gene No. 6391 
Start 17279 

Name OJ990822_48 . 0106.C6.o2 . tc 

Start 7639 
GI none 

Exons 7639.. 7740, 7639.. 7719, 7641. 

8318.. 8386, 8319.. 8387, 8445. 
8672.. 8794, 8685.. 8795, 8714. 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 
Method TBLASTX : Cress 
End 8797 
Score . 135 

.7736, 8087.. 8245, 8102. .8242, 
.8597, 8477. .8596, 8670. .8795, 
.8797 



Seq. No. 3013 

Gene No. 6391 

Start 17279 

Name OJ990822_48 . 0106 . C6 . o2 . ts 

Start 8445 

GI none 

Exons 8445.. 8597, 8477.. 8593, 8675. 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 

Method TBLASTX : Soybean 

End 8795 

Score 150 
.8788, 8676. .8795 



Seq. No. 3013 

Gene No. 6391 

Start 17279 

Name OJ990822_48 . 0106.C6.o7 .gs 

Start 17279 

GI none 

Exons 17279. .17385, 17785.. 17878 



Seq. ID OJ990822_48.0106.C6 
Strand 

End 17878 

Method GENSCAN 

End 17878 

Score .65 



Seq. No. 3014 

Gene No. 6392 

Start 629 

Name OJ990822_48 . 0106 . C7 . ol . gs 

Start 629 

' GI none 
Exons 



OJ990822_48.0106.C7 
+ 

19027 
GENSCAN 
18991 
.89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

629. .827, 1001. .1144, 1270. .1415, 1547. .1703, 1802. .1860, 
1942. .2101, 2680. .2829, 2933. .3069, 3150. .3296, 3392. .3504, 
3844.. 3956, 4601.. 4702, 5051.. 5109, 5219. .5345, 5426.. 5596, 
5893.. 6002, 6082.. 6142, 6720.. 6897, 7007. .7212, 7807.. 7926, 
8202. .8372, 8810. .9022, 9218. .9357, 9433. .9547, 9648. .9686, 
9933. .10103, 10879. . 11064, 11157 11342, 11642 11712 , 



3132 



11797. .11896, 11979. .12035, 

13219. .13301, 14376. .14517, 

15603. .15778, 16217 .. 16765, 
18284. .18991 



12741. .12797, 12903 .. 12983, 
14653. .14699, 15322 .. 15380, 
17247. .17311, 17380. .17920, 



j .i 



Seq. No. 3014 
Gene No. 6392 
Start 629 

Name OJ990822_48 . 0106 . C7 . ol . tc 

Start 719 
GI none 
Exons 719.. 829, 720.. 830, 1000. .11 

1275.. 1388, 1541.. 1696, 1545 
1799.. 1858, 1800.. 1856, 1801 
1936.. 2106, 1940.. 2101, 1986 
2719. .2838, 2930. .3064, 2931 
3151.. 3297, 3154.. 3312, 3390 
4422. .4505, 4430. .4492, 4434 
.4684, 5069.. 5107, 5071 
.5562, 5426.. 5536, 5683 
.5980, 5892.. 5990, 5893 
.6899, 6798.. 6905, 6997 
.7927, 7804.. 7911, 7804 
8274.. 8369, 8282.. 8437, 8812 
8972.. 9022, 9191.. 9361, 9438 
10903. .11028, 10915. .11061, 
11437. .11469, 11466. .11489, 
11786. .11887, 11794. .11877, 
12735. .12806, 12740 .. 12799, 
13216. .13299, 13231 .. 13296, 



Seq. ID OJ990822_ 
Strand + 



48. 0106. C7 



End 

Method 
End 
Score 
40, 1001 
1703, 1545 
1860, 1934 
2102, 2677 
3068, 2932 
3491, 3392 
4505, 4590 



19027 
TBLASTX: 
13515 
123 
1144, 127 
1703, 
2095, 
2829, 
3078, 
3493, 
4685, 



4592. 
5425. 
5885. 
6720. 
7802. 



..5109, 5219.. 5350, 
..5805, 5684.. 5815, 
. .5994, 6082. .6141, 
..7224, 7002.. 7208, 
..7941, 7851. .7925, 
..8892, 8819.. 8905, 
..9485, 9935.. 10102 
11196. .11342, 11228 
11642. .11710, 11677 
11972. .12037, 11976 
12903. .12992, 12905 
13385. .13495, 13387 



Cress 



0. .1416 
1796. . 
1935. 
2687. 
3144 . 
3393. 
4592. 
5220. 
5727. 
6719. 
7003. 
8274 . 
8951. 
, 9936. 
. .11338 
. .11712 
12038 
12994 
13515 



1855, 
2096, 
2830, 
3302, 
3491, 
4702, 
5351, 
5816, 
6877, 
7173, 
8372, 
9022, 
.10103, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3014 
6392 
629 

OJ990822_48.0106.C7.o2.ts 

1055 

none 



Seq. ID OJ990822_48.0106.C7 

Strand + 

End 19027 

Method TBLASTX : Soybean 

End 2083 

Score 93 



1055. .1144, 1527... 1688, 1799. . 1858, ■ 1936 2058, 1940. .2083 



Seq. No. 3014 
Gene No. 6392 
Start 629 

Name OJ990822_4 8 . 0106 . C7 . ol . np 

Start 1611 
GI 4960051 

Exons 1611.. 1703, 1802.. 1860, 1942 

3150.. 3296, 3392.. 3493, 4439 
5219.. 5345, 5426 .. 5596, 5685 
6720.. 6897, 7007.. 7212, 7807 
9218.. 9357, 9433.. 9553, 9648 
10909. .11064, 11157. .11342, 
11797. .11896, 11979. .12035, 
13219. .13301, 13411. .13435, 

GI Descrip. (AF147739) myosin XI [Zea ma 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2101, 2680 
.4496, 4601 



OJ990822_48.0106.C7 
+ 

19027 
AAT/NAP 
13653 
5254 

2829, 2933 
4702, 5072 



..5816, 5893.. 6002, 6082 
..7926, 8274. .8372, 8810 
..9686, 9780.. 9863, 9933 
11437. .11564, 11642. .11712, 
12741. .12797, 12 903 .. 12983, 
13563. .13653 
ys] 



3069, 
5109, 
6142, 
9022, 
10103, 



Seq. No. 
Gene No. 



3014 
6392 



Seq. ID OJ990822_48.0106.C7 
Strand + 



3133 




Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106. 


C7.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1802 








End 


2091 


GI 


none 








Score 


87 


Exons 


1802. .1861, 


1804. 


.1851, 


1945. 


.2091, 1955.. 2089, 1957.. 2091 


Seq. No. 


3014 








Seq. ID 


OJ990822_48.0106.C7 


flpnp No 


6392 








Strand 


+ 


Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2954 








End 


3302 


GI 


none 








Score 


127 


Exons 


2954. .3070, 


2956. 


.3078, 


3147. 


.3302, 3151.. 3297 


Seq. No. 


3014 








Seq. ID 


OJ990822_48.0106.C7 


Gene No. 


6392 








Strand 


+ 


Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106. 


C7.o3. 


tm 


Method 


TBLASTX :Maize^ 


Start 


5219 








End 


5786 


GI 


none 








Score 


194 


Exons 


5219. .5347, 


5220. 


.5348, 


5426. 


.5596, 5434.. 5601, 5684.. 5755, 




5684. .5785, 


5727. 


.5786 








Seq. No. 


3014 








Seq. ID 


OJ990822_48.0106.C7 




6392 








Strand 


+ 


Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106; 


C7.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


5256 








End 


5571 


GI 


none 








Score 


126 


Exons 


5256. .5351, 


5261. 


.5350, 


5426. 


.5467, 5443. .5571, 5468. .5542 


Seq. No. 


3014 








Seq. ID 


OJ990822_48.0106.C7 


Gene No. 


6392' 








Strand 


+ 


Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106. 


C7.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


5683 








End 


5997 


GI 


none 








Score 


80 


Exons 


5683. .5796, 


5685. 


.5810, 


5687. 


.5803, 5687.. 5815, 5727.. 5816, 




5892. .5996, 


5893. 


.5997, 


5899. 


.5997 




Seq. No. 


3014 








Seq. ID 


OJ990822_48.0106.C7 


Gene No. 


6392 








Strand 


+ 


Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5895 








End 


7926 


GI 


none 








Score 


161 


Exons 


5895. .6002, 


5896. 


.6000, 


6080. 


.6145, 6712. .6882, 6716. .6883, 




6720. .6905, 


7003. 


.7224, 


7050. 


.7217, 7063. .7224, -7804 . .792 6 


Seq. No. 


3014 








Seq. ID 


OJ990822_48.0106.C7 


Gene No. 


6392 








Strand 


+ 


Start 


629 








End 


19027 


Name 


OJ990822 48 


.0106. 


C7.ol. 


gp 


Method 


AAT/GAP 


Start 


9418 








End 


10101 


GI 


2310667 








Score 


723 


Exons 


9418. .9547, 


9648. 


.9686, 


9780. 


.9863, 9933. .10101 



GI Descrip. 4960051/gb | AAD34597 . 1 | AF147739_1 3.0e-56 (AF147739) myosin XI 

3134 



/ 



[Zea mays] 



Seq. No. 3014 Seq. ID 

Gene No. 6392 Strand 

Start 629 End 

Name OJ990822_48 . 0106. C7 . o4 . tm Method 

Start 9654 End 

GI none Score 
Exons 



9654.. 9686, 9777.. 9863, 9779.. 9865, 9932.. 10051, 9933 
9933.. 10052 . 



OJ990822_48.0106.C7 
+ 

19027 

TBLASTX : Maize 

10052 

46 

10052, 



Seq. No. 3014 

Gene No. 6392 

Start 629 

Name OJ990822_48 . 0106. C7 . ol . ts 

Start 10002 

GI none 

Exons „v 10002. .10103, 10006 .. 10125, 10007 .. 10102, 10902 

"~ " 10903. .11058, 10903. .11061, 11159 .. 11299, 11166 
11166.. 11300 



Seq. ID OJ990822_48.0106.C7 
Strand + 

19027 

TBLASTX : Soybean 
11303 
170 

11057, 
11303, 



End 

Method 

End 

Score 



i. j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3014 
6392 
629 

OJ990822_48, 
10053 
none 
10053. 
10906. 
11154. 



•0106.C7.ol.tm 



.10103, 
.11064, 
,11342, 
11409. .11501, 
11510. .11566, 



;=•■=& 



11666. 
11788. 
12735. 
12903. 
13406. 
13539. 
13623. 
13766. 



,11710, 
,11895, 
,12806, 
,12992, 
,13480, 
,13598, 
,13754, 
13792, 



10055. 
10907. 
11157. 
11414. 
11511. 
11671. 
11978. 
12740. 
12903. 
13409. 
13540. 
13640. 
13767. 



.10102, 
.11065, 
.11342, 
.11500, 
.11567, 
.11712, 
.12037, 
.12796, 
.12986, 
.13525, 
.13602, 
.13762, 
,13832, 



OJ990822_48.0106.C7 
+ 

19027 

TBLASTX: Maize 
13855 
79 

11060, 10903. 
11065, 10932. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10902 
10931 
11158 
11416 
11511 
11671 
11979 
12901 
13216 
13413 
13547 
13644 

13838. .13855, 13838 



,11343, 11159. 

,11505, 11437. 

,11597, 11512. 

,11712, 11786. 

12038, 11981. 

12981, 12902. 

,13296, 13219. 

13598, 13414. 

13600, 13622. 

13754, 13748. 



.11064, 
,11087, 
,11344, 
,11502, 
,11604, 
,11896, 
,12037, 
,12985, 
.13299, 
.13524, 
.13753, 
.13795, 
.13855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3014 
6392 
629 

OJ990822_48.0106.C7.o2.gp 

10989 

428786 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10989. .11064, 11157. .11342, 11437 11564 , 11642. .11673 
4960051/gb|AAD34597.1|AF147739_l 2.0e-63 (AF147739) myosin XI 
[Zea mays] 



OJ990822_48.0106.C7. 
+ 

19027 
AAT/GAP 
11673 
766 



Seq. No. 3014 Seq. ID 

Gene No. 6392 Strand 

Start 629 End 

Name OJ990822_4 8 . 0106. C7 . o3 . ts Method 

Start 11645 End 

GI none Score 



OJ990822_48.0106.C7 
+ 

19027 

TBLASTX : Soybean 

13516 

95 



3135 



/ 



Exons 11645. .11710, 11653 .. 11712, 11786 11896, 11788 .. 11901, 

11976. .12038, 11978. .12037, 12903 12986, 12905 12988, 
13219. .13299, 13385 13516, 13387.. 13515 



Seq. No. 


3014 




Seq. ID 


OJ990822_48.0106 


Gene No. 


6392 




Strand 


+ 


Start 


629 




End 


19027 


Name 


OJ990822 48. 0106. C7 


. o3 . gp 


Method 


AAT/GAP* 


Start 


13255 




End 


13923 


GI 


none 




Score 


696 


Exons 


13255. .13302, 13411 


. .13923 






Seq. No. 


3014 




Seq. ID 


OJ990822_48.0106 


Gene No. 


6392 




Strand 


+ 


Start 


629 




End 


19027 


Name 


OJ990822 48. 0106. C7 


. o4 . gp 


Method 


AAT/GAP 


Start 


13607 




End 


13939 


GI 


3767926 




Score 


591 


Exons 


13607. .13939 









Seq. No. 

Gene No. 

Start 
: ^ Name 
Q Start 

m gi 

{"[] Exons 
i : 3 

; , Seq. No. 

Gene No. 

hi Start 

j'jj Name 

' : Start 

H Exons 



3014 
6392 
629 

OJ990822_48.0106.C7.o5.gp 

15716 

none 

15716. .15778, 16217.. 16663 

3014 
6392 
629 

OJ990822_48.0106.C7.o8.tm 

17628 

none 

17628. .17816, 17629 17808, 



Seq. ID OJ990822_48.0106.C7 

Strand + 

End 19027 

Method AAT/GAP 

End 16663 

Score 996 



Seq. ID OJ990822_48.0106.C7 

Strand + 

End 19027 

Method TBLASTX : Mai ze 

End 17892 

Score 110 
17630. .17839, 17845. .17892 



.sea. 



Seq. No. 3014 Seq. ID 

Gene No. 6392 Strand 

Start 629 End 

Name OJ990822_4 8.0106.C7.o6.gp Met hod 

Start 17842 End 

GI none Score 

Exons - 17842. .17920, 18284.. 18653 



OJ990822_48.0106.C7 
+ 

19027 
AAT/GAP 
18653 
862 



Seq. No. 3014 Seq. ID 

Gene No. 6392 Strand 

Start 629 End 

Name OJ990822_48 . 0106 . C7 . o2 . np Method 

Start 18630 End 

GI 2660669 Score 

Exons 18630. .18832, 18968.. 19027 

GI Descrip. (AC002342) human Mi-2 autoantigen-like protein [Arabidopsis 
thaliana] 



OJ990822_48.0106.C7 
+ 

19027 
AAT/NAP 
19027 
131 



Seq. No. 
Gene No. 
Start 



3014 
6392 
629 



Seq. ID OJ990822_48.0106.C7 
Strand + 
End 19027 



3136 



Name 

Start 

GI 

Exons 



OJ990822_48.0106.C7.o6.tm Method TBLASTX: Maize 

18632 End 18976 

none Score 263 

18632. .18832, 18633 18812, 18634 .. 18831 , 18895 18975, 

18896. .18976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3015" 



Seq. ID 
Strand 
End 

Method 
End 
Score 



6393 
1 

OJ990822_48.0106.C8.ol.np 
1 

-6069646 
1..44, 4115. .4510 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990822_48.0106.C8 
+ 

4510 
AAT/NAP 
4510 
484 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 





Seq. No. 


3015 




Seq. ID 


OJ990822 


_48, 


.0106. 


C8 




Gene No. 


6393 




Strand 


+ 










Start 


1 




End 


4510 










Name 


OJ990822 48. 


0106.C8.ol.gp 


Method 


AAT/GAP 








!. J 


Start 


23 




End 


219 








*- « 


GI 


none 




Score 


.328 










Exons 


23. .219 














1 LJ 


Seq. No. 


3015 




Seq. ID 


OJ990822 


_48, 


.0106. 


C8 


'S S3* 


Gene No. 


6394, 




Strand 


+ 








Is w 


Start 


7145 




End 


8552 










Name 


OJ990822 48. 


0106.C8.o3.gs 


Method 


GENSCAN 








ru 


Start 


7145 




End 


8552 








fa 


GI 


none 




Score 


.81 








.: ss. 


Exons 


7145. .7286, 


7343. .7717, 7855. 


.8552 












Seq. No. 


3015 




Seq. ID 


OJ990822 


_48„ 


.0106. 


C8 




Gene No. 


6395 




Strand 


+ 








. n 


Start 


9851 




End 


11696 










Name 


OJ990822 48. 


0106.C8.o4.gs 


Method 


GENSCAN 










Start 


9851 




End 


11696 










GI 


none 




Score 


.44 










Exons 


* 9851. .9887, 


10696. .10761, 10899. .11113, 


11466. . 


11696 






Seq. No. 


3015 




Seq. ID 


OJ990822 


_48. 


.0106. 


C8 




Gene No. 


6396 




Strand 


+ 










Start 


16026 




End 


16576 










Name 


OJ990822 48. 


0106.C8.o6.gs 


Method 


GENSCAN 










Start 


16026 




End 


16576 










GI 


none 




Score 


.9 










Exons 


16026. .16049 


, 16241. .16576 














Seq. No. 


3015 




Seq. ID 


OJ990822 


_48. 


0106. 


C8 




Gene No. 


6397 




Strand 












Start 


4201 




End 


5248 










Name 


OJ990822 48. 


0106.C8.o2.gs 


Method 


GENSCAN 










Start 


4201 




End 


5248 










GI 


none 




Score 


.41 









3137 





Exons 


4201. .4 488, 5156. .5248 












Seq. No. 


3015 


Seq. ID 


OJ990822 


_48 . 0106 


. C8 




Gene No. 


6398 


Strand 










Start 


11161 


End 


16650 








Name 


OJ990822_48 . 0106 . C8 . o2 . gp 


Method 


AAT/GAP 








Start 


11161 


End 


11932 








GI 


none 


Score 


1025 








Exons 


11161 . . 11599, 11687 .. 1174 3, 


11828. .11932 








Seq. No. 


3015 


Seq. ID 


OJ990822 


_48 .0106 


.C8 




Gene No. 


6398 


Strand 










Start 


11161 


End 


16650 








Name 


OJ990822_4 8 . 010 6. C8 ,o2 .np 


Method 


AAT/NAP 








Start 


11534 


End 


16650 








GI 


4432825 


Score 


1014 








Exons 


11534. .11596, 11685. .11743, 


11828. .11937, 12454 


. .12514, 








12755. . 12840, 12930 .. 13018, 


13402. .13483, 13811 


. .13853, 








13928.. 14001, 14209.. 14278, 


14464. .14533, 14992 


. .15086, 








15190. .15266, 15.413. .154 98, 


16581. .16650 








GI Descrip. 


(AC006593) putative ARP2/3 


protein complex subunit p41 








[Arabidopsis thaliana] 










Q 


Seq. No. 


3015 


Seq. ID 


OJ990822 


_48.0106 


. C8 




Gene No. 


6398 


Strand " 








"z =? 

III 


Start 


11161 


End 


16650 








Name 


OJ990822_4 8.0106.C8.o5.gs 


Method 


GENS CAN 






!~ |f 
- b? 


Start 


12316 


End 


14748 








GI 


none 


Score 


.74 








Exons 


12316. .12514, 12755. .12820, 


13371. .13483, 13811 


. .13868, 








13928. .14001, 14209. .14278, 


14717. . 14748 








Seq. No. 


3015 


Seq. ID 


OJ990822 


_48.0106 


.C8 


:5 


Gene No. 


6398 


Strand 










Start 


11161 


End 


16650 








Name 


OJ990822 48 . 0106.C8 .o3.gp 


Method 


AAT/GAP 






j 3 ± 


Start 


12998 


End 


15212 








GI 


uC-osroM202035dl0bl 


Score 


800 








Exons 


12998. . 13018, 13402. . 13483, 


13811. .13853, 13928 


. .'14001, 




UsJ 




14209. . 14278, 14 4 64 . . 14533, 


14992. .15086, 15190 


. .15212 






GI Descrip. 


'3201618 8.0e-77 (AC004669) 


Sop2p-like 


protein 


[Arabidopsi; 






thaliana] 1 












Seq. No. 


3015 


Seq. ID 


OJ990822 


_48.0106 


.C8 




Gene No. 


6399 


Strand 










Start 


17974 


End 


19367 








Name 


OJ990822 48.0106.C8.o3.tm 


Method 


TBLASTX : 1 


Maize 






Start 


11520 


End 


11937 








GI . 


none 


Score 


80 








Exons 


11520. .11597, 11522. .11599, 


11536. .11604, 11547 


. .11600, 








11680.. 11745, 11684.. 1174 6, 


11684. .11752, 11825 


. .11935, 








11827. . 11937 












Seq. No. 


3015 


Seq. ID . 


OJ990822 


_48.0106 


.C8 




Gene No. 


6399 


Strand 










Start 


17974 


End 


19367 








Name 


OJ990822 48.0106.C8.o2.tm 


Method 


TBLASTX : I 


Maize 





3138 




Start 


12945 








End 


16635 




GI 


none 








Score 


96 




Exons 


12945. 


. 13019, 


12945. 


.13019, 


12946. .13023, 12946. 


. 13026, 




13382. 


. 13486, 


13401. 


.13484, 


13402. .13485, 13403. 


.13486, 




13802. 


.13858, 


13812. 


.13859, 


13927. .13989, 13928. 


. 14002, 




13928. 


.14023, 


13930. 


.14004, 


14206. .14283, 14206. 


. 14277, 




14208 . 


. 14297, 


14461. 


. 14535, 


14463. .14534, 14992. 


. 15087, 




14993. 


. 15088, 


14994 . 


.15092, 


15161. .15268, 15162. 


. 15269, 




15175. 


. 15267, 


15398. 


. 15502, 


15414. .15503, 16594. 


.16635, 




16597. 


.16635 












Seq. No. 


3015 








Seq. ID 


OJ990822_ 


48.0106 


Gene No. 


6399 








Strand 






Start 


17974 








End 


19367 




Name 


- OJ990822 48. 0106. C8. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


14206 








End 


16635 




GI 


none 








Score 


81 




Exons 


14206. 


.14277, 


14207. 


. 14278, 


14454. .14531, 14461. 


. 14535, 




14463. 


.14534, 


14993. 


. 15085, 


14997. .15086, 15184. 


.15267, 




15189. 


.15305, 


15398. 


. 15445, 


15455. .15505, 16597. 


.16635 


Seq. No. 


3015 








Seq. ID 


OJ990822_ 


48.0106 


Gene No. 


6399 








. Strand 






Start 


17974 








End 


19367 




Name 


OJ990822 48. 0106. C8 . 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


14206 








End 


16635 




GI 


none 








Score 


79 




Exons 


14206. 


.14277, 


14210. 


.14278, 


14461. .14535, 14463. 


.14534, 




14993. 


.15085, 


14993. 


.15085, 


14994. .15086, 15184. 


.15267, 




15189. 


.15269, 


15398. 


.15502, 


15414. .15494, 15425. 


.15499, 




16597. 


.16635 












Seq. No. 


3015 








Seq. ID 


OJ990822_ 


48.0106 


Gene No. 


6399 








Strand 






Start 


17974 








End 


19367 




Name 


OJ990822 48. 0106. C8. 


o7 ,gs 


Method 


GEN SCAN 




Start 


17974 








End 


18861 




GI 


none ' 








Score 


.59 




Exons 


17974. 


.18132, 


18568. 


.18861 








Seq. No. 


3015 








Seq. ID 


OJ990822_ 


48.0106 


Gene No . 


6399 








Strand 






Start 


17974 








End 


19367 




Name 


OJ990822 48. 0106. C8. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


17977 








End 


18270 




GI 


none 








Score 


103 




Exons 


17977. 


.18078, 


18083. 


.18226, 


18088. .18270, 18098. 


.18235 


Seq. No. 


3015 








Seq. ID 


OJ990822_ 


48.0106 


Gene No. 


6399 








Strand 






Start 


17974 








End 


19367 




Name 


OJ990822 48. 0106. C8. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


18347 








End 


18714 




GI 


none 








Score 


139 




Exons 


18347. 


. 18580, 


18349. 


.18474, 


18384. .18629, 18526. 


. 18714 


Seq. No. 


3015 








Seq. ID 


OJ990822_ 


48.0106 



3139 





Gene No. 


6399 




Strand 






Start 


17974 




End 


19367 




Name 


OJ990822_48.0106.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18442 




End 


18913 




GI 


none 




Score 


68 




Exons 


18442. . 18474, 18446. 


.18523, 


18541. .18675, 1854 1 18912 , 






18665. . 18913 










Seq. No. 


3015 




Seq. ID 


OJ990822_48.0106 




Gene No. 


6399 




Strand 






Start 


17974 




End 


19367 




Name 


OJ990822 48. 0106. C8. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


18811 




End 


19361 




GI 


none 




Score 


138 




Exons 


18811. .1892,7, 18955. 


. 18993, 


19000. .19197, 19050. .19361 




Seq. No. 


3015 




Seq. ID 


OJ990822 48.0106 




Gene No. 


6399 




■ Strand 






Start 


17974 




End 


19367 




Name 


OJ990822 48. 0106. C8. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


18955 




End 


19191 




GI 


none 




Score 


119 




Exons 


18955. . 19191, 18956. 


.19168 






q 


Seq. No. 


3015 




Seq. ID 


OJ990822 48.0106 




Gene No. 


6399 




Strand 






Start 


17974 




End 


19367 


\ y 


Name 


OJ990822 48. 0106. C8. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


18985 




End 


19367 


■=y 


GI 


none 




Score 


150 




Exons 


18985. .19170, 19191. 


.19367 






i w 


Seq. No. 


3015 




Seq. ID 


OJ990822 48.0106 




Gene No. 


6399 




Strand 






Start 


17974 




End 


19367 




Name 


OJ990822_48 . 0106 .C8 . 


06. tm 


Method 


TBLASTX: Maize 




Start 


19194 




End 


19367 


1 


GI 


none 




Score 


88 


s =. 


Exons 


19194 . .19364, 19197 . 


. 19367 






;3 


Seq. No. 


3016 




Seq. ID 


OJ990822_48.0106 




Gene No. 


6400 




Strand 






Start 


67 




End 


111 




Name 


OJ990822 48. 0106. C9. 


ol . gs 


Method 


GENSCAN 




Start 


67 




End 


111 




GI 


none 




Score 


.42 




Exons 


67. .111 










Seq. No. 


3017 




Seq. ID 


OJ990822_48.0106 




Gene No . 


6401 




Strand 


+ 




Start 


52 




End 


96 




Name 


ujyyuo^z 4o.uiud.liu 


. ol . gs 


Method 


GENSCAN 




Start 


52 




End 


96 




GI 


none 




Score 


.63 




Exons 


52. .96 










Seq. No. 


3018 




Seq. .ID 


OJ990822_44.0105 



3140 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6402 Strand 

23 End 216 

OJ990822_4 4 . 0105 . CI . ol . gs Method GENSCAN 

23 End 216 

none Score .54 
23. .149, 214. .216 



3019 
6403 
1 

OJ990822_44.0105.C2.ol.np 
1 

5295955 



Seq. ID OJ990822_44.0105.C2 
Strand + 

6015 
AAT/NAP 
6015 
327 



End 

Method 
End 
Score 

1..398, 3726.-3852, 4598. .4665, 4884. .5238, 5441. .6015 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



3019 
6404 
47 

OJ990822_44.0105.C2.ol.gs 
47 

none 



Seq.- ID OJ990822_44.0105.C2 
Strand 

End 6745 

Method GENSCAN 

End 674 5 

Score .62 



47. .241, 681. .780, 924. .984, 1931. .2072, 2151. .2230, 2283.-2363, 
2596. .2721, 4641. .4766, 4993. .5086, 5180. .5259, 5680. .5884, . 
6427. .6499, 6687. .6745 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3020 
6405 
1 

OJ990822_4 4 . 0105 . C3 . ol . np 
1 

5803260 
1..29, 428. .517, 872. .2019 

(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



Seq. ID OJ990822_44 .0105.C3 

Strand + 

End 2019 

Method AAT/NAP 

End 2019 

Score 423 



3020 
6406 
7919 

OJ990822_44.0105.C3.ol.tm 

919 

none 



Seq. ID OJ990822_44.0105.C3 
Strand 

End 9831 

Method TBLASTX : Mai ze 

End 1650 

Score 63 



919. .1008, 1018. .1116, 1039. .1101, 1117. .1323, 1185. .1283, 
1338. .1406, 1342. .1404, 1413. .1499, 1414. .1503, 1528. .1650, 
1530. .1649 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



3020 
6406 
7919 

OJ990822_4 4.0105.C3.ol.ts 

934 

none 



Seq. ID OJ990822_44.0105.C3 

Strand . - 

End 9831 

Method TBLASTX : Soybean 

End 1662 

Score 42 



934. .978, 1018. .1116, 1165. .1311, 1185. .1280, 1411. .1497, 
1428. .1505, 1528. .1662, 1530. .1643 



3020 
6406 



Seq. ID - OJ990822_44 . 0105 . C3 
Strand 



3141 




Start 


7919 








End . 


9831 


Name 


OJ990822_44 


.0105. 


C3.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


946 








End 


1904 


GI 


none 








Score 


45 


Exons 


946. . 1002, 


1003 . . 


1176, 


1117 . 


.1299, 1185.. 1280, 1341.. 1403, 




1401 . . 1499, 


1414 . 


. 1503, 


1507 


..1704, 1581.. 1658, 1752.. 1904 


Seq. No. 


3020 








Seq. ID 


OJ990822_44.0105.C3 


Gene No. 


6406 








Strand 




Start 


7919 








End 


9831 


Name 


OJ990822_44 


. 0105 . 


C3.ol . 


tw 


Method 


TBLASTX : Wheat 


Start 


1264 








End 


1661 


GI 


none 








Score 


50 


Exons 


1264 . . 1410, 


1413. 


. 1496, 


1414 


..1503, 1521. .1661, 1522.. 1650 


Seq. No. 


3020 








Seq. ID 


OJ990822_44.0105.C3 


Gene No. 


6406* 








Strand 




Start 


7919 








End 


9831 


Name 


OJ990822_44 


.0105. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


7919 








End 


9831 


GI 


6822058 








Score 


302 


Exons 


7919. .7988, 


8660. 


.8735, 


8860 


..9071, 9581.. 9831 


GI Descrip. 


(AL132957.) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


3020 








Seq. ID 


OJ990822_44.0105.C3 


Gene*: No. 


6406 








Strand 




Start 


7919 








End 


9831 


Name 


OJ990822_44 


.0105. 


C3 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


8647 








End 


9762 


GI 


none 








Score 


46 


Exons 


8647 . .8757, 


8669. 


.8755, 


8858 


..9073, 8859. .9074, 9580.. 9609 




9667 . . 9762 












Seq. No. 


3020 








Seq. ID 


OJ990822_44.0105.C3 


Gene No. 


6406 








Strand 




Start 


7919 








End 


9831 


Name 


OJ990822_44 


.0105. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8647 








-. End 


9762 


GI 


none 








^'S;core 


46 


Exons 


8647 . .8757, 


8669. 


.8755, 


8858 


. ;9073, 8859.. 9074, 9580.. 9609, 




9667 . . 9762 












Seq. No. 


3021 








Seq. ID 


OJ990822_44.0105.C4 


Gene No. 


6407 








Strand 


+ 


Start 


1573 








End 


2866 


Name 


OJ990822_44 


.0105. 


C4.ol. 


gs 


Method 


GENSCAN 


Start 


1573 








End 


2866 


GI 


none 








Score 


.69 


Exons 


1573. . 1884, 


1903. 


.2029, 


2521 


..2610, 2769.. 2866 


Seq. No. 


3021 








Seq. ID 


OJ990822_44.0105.C4 


Gene No. 


6408 








Strand 




Start 


4869 








End 


8518 


Name 


OJ990822 44 


.0105. 


C4 ,ol. 


gp 


Method 


AAT/GAP 


Start 


4411 








End 


4556 


GI 


21474 1.R1084 






Score 


241 


Exons 


4411. .4556 













3142 



GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3021 Seq. ID 

.6408 Strand 

4869 End 

OJ990822_4 4 . 0105 . C4 . o2 . gs Method 

4869 End 

none Score 



OJ990822 44. 0105. C4 



4869.. 5054, 5134.. 5232, 
5974.. 6659, 6661.. 6803, 

3021 
6408 
4869 

OJ990822_44 .0105.C4 .ol .np 

4887 

4680204 



5327. .5399, 
6929. .7017, 



8518 
GENSCAN 
8342 
.91 

5484. .5594, 
7310. .8342 



5691. .5864, 



Seq. ID OJ990822_44 .0105.C4 



Strand 
End 

Method 

End 

Score 



8518 
AAT/NAP 
8518 
1046 



4887. .5024, 5375. .5594, 5691. .5864, 5974. .7070, 7145. .8518 
(AF114171) hypothetical protein [Sorghum bicolor] 



3021 
6408 
4869 

OJ990822_44 . 0105 .C4 .o2 . tw 

5525 

none 



Seq. ID OJ990822_44.0105.C4 
Strand 
End 

Method 
End 
Score 



8518 

TBLASTX: Wheat 

6047 

68 



5525. .5596, 5696. .5878, 5703. .5828, 5967. .6047 



Seq. No. 3021 

Gene No. 6408 

Start 4 8 69 

Name OJ990822_4 4 . 0105 . C4 . ol . tw 

Start 7534 

GI none 

Exons 7534.. 7704, 
7827. .7937 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_44.0105.C4 
8518 

TBLASTX: Wheat 

7937 

84 



7667. .7834, 7699. .7935, 7786.-7935, 7797. .7937, 



Seq. No. 3022 ' Seq. ID 

Gene No. 6409 Strand 

Start 1 End 

Name OJ990822_44 . 0105 ,C5 . ol .np Method 

Start 1 End 

GI 862343 Score 

Exons 1..100, 289.. 442 - 

GI Descrip. (L10908) Gcapl gene product [Mus - musculus] 

gi 1 1092097.1 prf | I2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 



OJ990822_44.0105.C5 
+ 

442 

AAT/NAP 

442 

122 



Seq. No. 3022 Seq. ID 

Gene No. 6410 Strand 

Start 535 End 

Name OJ990822_44 . 0105 . C5 . ol . gs Method 

Start 535 End 

GI none Score 

Exons 535.. 720 



OJ990822_44.0105.C5 
720 

GENSCAN 

720 

.97 



3143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3023 Seq. ID OJ990822_44 . 0105 . C6 

6411 Strand 

1 End 643 

OJ990822_4 4 . 0105 . C6 . ol . np Method AAT/NAP 

1 End 643 

2498930 Score 736 

1..415, 583. .643 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774).Sog [Drosophila melanogaster] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3023 Seq. ID 

6411 Strand 

1 End 

OJ990822_4 4 .0105 . C6 . ol . gs Method 

21 End 

none Score 

21. .415, 583. .642 



OJ990822_44 .0105.C6 
643 

GENSCAN 

642 

1 



Seq. No. 


3024 




Seq. ID 


OJ990822_44.0105. 


,C7 


Gene No. 


6412 




Strand 


+ 




Start 


1 




End 


488 




Name 


OJ990822 44.0105. 


C7 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


488 




GI 


4416302 




Score 


277 




Exons 


1. .488 










GI Descrip. 


(AF105716) copia- 


type pol 


polyprotein 


[Zea mays] 




Seq. No. 


3024 




Seq. ID 


OJ990822_44.0105. 


>C7 


Gene No. 


6412 




Strand 


+ 




Start 


1 




End 


488 




Name 


OJ990822 44.0105. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


27 




End 


456 




GI 


none 




Score 


288 




Exons 


27. .347, 74. .229, 


266. .340, 370. .456 







Seq. No. 


3024 






Seq. ID 


OJ990822_44.0105 


.C7 


Gene No. 


6412 






Strand 


+ 




Start 


1 






End 


488 




Name 


OJ990822 


44. 


0105.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


54 






End 


344 




GI 


none 






Score 


183 




Exons 


54. .344, 


107 


..337 








Seq. No. 


3024 






Seq. ID 


OJ990822_44.0105 


.C7 


Gene No. 


6412 






Strand 


+ 




Start 


1 






End 


488 




Name 


OJ990822 


44-. 


0105.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


96 






End 


251 




GI 


none 






Score 


186 




Exons 


96. .251, 


98. 


.226, 99. .245 








Seq. No. 


3025 






Seq. ID 


OJ990822_44.0105 


.C12 


Gene No. 


6413 






Strand 






Start 


363 






End 


592 




Name 


OJ990822 


44. 


0105. C12. ol.np 


Method 


AAT/NAP 




Start 


363 






End 


592 . 





3144 




GI 1304227 Score 259 

Exons 363..S92 

GI Descrip. (D63781) Epoxide hydrolase [Glycine max] 

gi|2764804 | emb ! CAA55293 | (X78547) epoxide hydrolase [Glycine 
max] 



Seq. No. 


3025 






Seq. ID 


OJ990822_44 .0105 


.C12 


Gene No. 


6413 ' 






Strand 


— 




Start 


363 






End 


592 




Name 


OJ990822 


44.0105.C12.ol. 


. gs 


Method 


GENSCAN 




Start 


367 






End 


519 




GI 


none 






Score 


. 82 




Exons 


367. .519 












Seq. No. 


3025 






Seq. ID 


OJ990822_44 . 0105 


.C12 


Gene No. 


6413 






Strand 






Start 


363 






End 


592 




Name 


OJ990822 


44.0105.C12.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


415 






End 


583 




GI 


none 






Score 


139 




Exons 


415. .582, 


419. .583 










Seq. No. 


3025 






Seq. ID 


OJ990822_44 . 0105 


.C12 


Gene No. 


6413 






Strand 


~~ 




Start 


363 






End 


592 




Name 


OJ990822 


44.0105.C12.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


415 






End 


591 




GI 


none 






Score 


164 




Exons 


415. .591, 


434. .586, 517. 


. .591 








Seq. No. 


3025 






Seq. ID 


OJ990822_44 . 0105 


.C12 


Gene No. 


6413 






Strand 


— 




Start 


363 






End 


592 




Name 


OJ990822 


44.0105.C12.ol, 


, tm 


Method 


TBLASTX: Maize 




Start 


415 






End 


592 




GI 


none 






Score 


203 




Exons 


415. .588, 


416. .589, 533. 


. .592 








Seq. No. 


3025 






Seq. ID 


OJ990822_44 .0105 


.C12 


Gene No. 


6413 






Strand 


— 




Start 


363 






End 


592 




Name 


OJ990822 


44.0105.C12.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


430 






End 


592 




GI 


none 






Score 


147 




Exons 


430. .585, 


440. .586, 533. 


, .592 








Seq. No. 


3026 






Seq. ID 


OJ990822_44.0105 


.C13 


Gene No. 


6414 






Strand 


+ 




Start 


198. 






End 


636 




Name 


OJ990822 


44.0105.C13.ol. 


.gs 


Method 


GENSCAN 




Start 


198 






End 


636 




GI 


none 






Score 


.67 




Exons 


198. .636 












Seq. No. 


3027 






Seq. ID 


OJ990822_44 .0105 


.C17 


Gene No. 


6415 






Strand 






Start 


119 






End 


326 





3145 



Name 

Start 

GI 

Exons 



OJ990822_4 4.0105. C17 . ol . gs 

119 

none 

119. .326 



Method GENSCAN 
End 326 
Score .43 



Seq. No. 3028 

Gene No. 6416 

Start 1 

Name OJ990822_44 . 0105 . C18 . ol . gp 

Start 1 

GI 52366_1.R1084 

Exons 1. .178, 581. .601 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990822_44.0105.C18 
Strand 

601 

AAT/GAP 
601 
313 



End 

Method 

End 

Score 



Seq. No. 3028 

Gene No. 6416 

Start 1 

Name OJ990822_4 4 . 0105 . C18 . ol . gs 

Start 8 

GI none 

Exons 8.. 176 



Seq. ID OJ990822_44 .0105.C18 
Strand 

End 601 

Method GENSCAN 

End 17 6 

Score .48 



: cx 


Seq. No. 


3029 


Seq. ID 


OJ990822_ 


44 .0105.C19 




Gene No. 


6417 


Strand 


+ 




s zS 
* Pi 


Start 


102 


End 


416 






Name 


OJ990822 44.0105.C19.ol.np 


Method 


AAT/NAP 






Start 


102 


End 


416 






GI 


6539586 


Score 


533 






Exons 


102. .416 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


3029 


Seq. ID 


OJ990822_ 


44 .0105.C19 




Gene No. 


6418 


Strand 






' ~s 

: C? 


Start 


57 


End 


193 




'"4 


Name 


OJ990822 44.0105.C19.ol.gs 


Method 


GENSCAN 






Start 


57 


End 


193 






GI 


none 


Score 


.51 




cf 


Exons 


57. .193 










Seq. No. 


3030 


Seq. ID 


OJ990822_ 


44 .0105.C20 




Gene No. 


6419 


Strand 


+ 






Start * 


1 


End 


941 






Name 


OJ990822 44.0105.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


941 






GI 


6721562 


Score 


1527 






Exons 


1. .941 










GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein 


gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 3030 Seq. ID OJ990822_4 4 . 0105 . C20 

Gene No.. 6419 ' Strand + 

Start 1 End 941 

Name OJ990822_44 . 0105 . C20 . ol . gs Method GENSCAN 



3146 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
ri Name 
"3 Start 

Exons 
\y GI Descrip. 

Q 

w 

, Seq. No. 

? s f s Gene No. 

1 Start 

; = Name 

□ Start 
GI 

i >JL Exons 

^ Seq. No. 
i 3 J Gene No. 
U Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



82 

none 

82. .664, 807. .923 

3030 
6419 
1 

OJ990822_44.0105.C20.ol.tw 

509 

none 



End 
Score 



923 
.42 



Seq. ID OJ990822_44.0105.C20 

Strand + 

End 941 

Method TBLASTX : Wheat 

End 901 

Score 58 



509. .556, 563. .661, 568. .660, 628. .867, 644. .901 



3030 
6419 
1 

OJ990822_44.0105.C20.ol.tm 

514 

none 

514. .798, 551. .799 



Seq. ID OJ990822_44.0105.C20 
Strand 
End 

Method 
End 
Score 



+ 

941 

TBLASTX: Maize 

799 

188 



3031 
6420 
1 

OJ990822_4 4.0105.C22.ol.np 
1 

6466937 
1. .629 

(AC011621) putative retroelement pol polyprotein • [Arabidopsis 
thaliana] 



Seq. ID OJ990822_44.0105.C22 

Strand + 

End 629 

Method AAT/NAP 

End 629 

Score 531 



3031 
6420 
1 

OJ990822_44.0105.C22.ol.tm 
1 

none 

1..276, 2. .436, 7. .381 

3031 
6420 
1 

OJ990822_44.0105.C22.ol.tw 
56 

none 

56. .436, 64. .237 

3031 
6420 
1 

OJ990822_44.0105.C22.ol.ts 
64 

none 



Seq. ID OJ990822_44.0105.C22 

Strand + 

End 629 

Method TBLASTX: Maize 

End 4 36 

Score 115 



Seq. ID OJ990822_44.0105.C22 

Strand + 

End 629 

Method TBLASTX : Wheat 

End 436 

Score 280 



Seq. ID OJ990822_44.0105.C22 

Strand + 

End 629 

Method TBLASTX : Soybean 

End 328 

Score 160 



64. .207, 65. .208, 232. .291, 236. .298, 284. .328 



3031 
6420 
1 



Seq. ID OJ990822_44 .0105.C22 
Strand + 
End 629 



3147 



Name 

Start 

GI 

Exons 



OJ990822_44 .0105.C22.ol.gs Method GENSCAN 

224 End 619 

none Score .54 
224. .619 



Seq. No. 3032 Seq. ID OJ990822_4 4 . 0105 . C24 

Gene No. 6421 Strand + 

Start 44 End 523 

Name OJ990822_44 . 0105 .C24 . ol . np Method AAT/NAP 

Start 44 End 523 

GI 5922623 Score 129 

Exons 44.. 282, 450.. 523 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 |dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 3032 Seq. ID 

Gene No. 6422 Strand 

Start 33 End 

Name OJ990822_4 4 .0105. C24 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33.. 196 



OJ990822_44.0105.C24 
196 

GENSCAN 

196 

.66 



I. "l 



Seq. No. 
Gene No. 
Start 



\U Name 

□ Start 

La GI 

. ^ Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3033 Seq. ID 

6423 Strand 

1 End 
OJ990822_44 . 0105 . C25 . ol . np Method 

1 End 

5441880 Score 

1..705, 1150. .1181, 1440. .1766, 2378. 



OJ990822_44.0105.C25 
+ 

5204 
AAT/NAP 
5204 
2389 

2517, 2626.. 2959, 



3539. .3837, 3942. .4207, 4446. .4696, 4990. .5204 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



3033 
6423 
1 

OJ990822_4 4.0105.C25.ol.gs 

174 

none 



Seq. ID OJ990822_44.0105.C25 

Strand + 

End 5204 

Method GENSCAN 

End 5153 

Score .79 



174. .1231, 1283. .1362, 1534. .1760, 2444. .2517, 2593. .2747, 
2771. .2940, 3045. .3267, 3340. .3458, 3539. .3837, 3955. .4114, 
4297. .4404, 4451. .4552, 4668. .4690, 4748. .5153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



3033 Seq. ID 

6423 Strand 
1 End 
OJ990822_44 . 0105 . C25 . ol . gp Method 
2632 End 
LIB3433-020-P1-K1-A6 Score 
2632. .2674, 4497. .4883 

'5670155/gb|AF161269 ; l|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ990822_44.0105.C25 
+ 

5204 
AAT/GAP 
4883 
746 



3033 



Seq. ID OJ990822 44.0105.C25 



3148 



Gene No. 6424 Strand + 

Start 7408 End 7656 

Name OJ990822_4 4 .0105.C25.o2.np Method . AAT/NAP 

Start 7408 End 7656 

GI 136140 Score 184 

Exons 7408.. 7656 

GI Descrip. PUTATIVE AC 9 TRANS POSASE gi | 72973 | pir | | TQZMCA probable 
transposase - maize transposon Ac9 



Seq. No. 


3033 


Seq. ID 


•OJ990822_ 


4 4 


.0105 


.C25 


Gene No. 


6425 


Strand • 


+ 








Start 


8307 


End 


9564 








Name 


OJ990822 44.0105.C25.o2.gp 


Method 


AAT/GAP 








Start 


8307 


End 


8437 








GI 


54795 1.R1084 


Score 


175 








Exons 


8307. .8437 












GI Descrip. 


, 1085952/pir| IS49352 3.0e-30 


hypothetical protein 


SI - 


Phal; 




coerulescens 1 












Seq. No. 


3033 


Seq. ID 


OJ990822_ 


4 4 


.0105 


.C25 


Gene No . 


6425 


Strand 


+ 








Start 


8307 


End 


9564 








Name 


OJ990822 44.0105.C25.o3.np 


Method 


AAT/NAP 








Start 


8307 


End 


9564 








GI 


1086147 


Score 


136- 








Exons 


8307. .8444, 9539. .9564 












GI Descrip. 


protein S2 - Phalaris coerulescens 










Seq. No. 


3033 


Seq. ID 


OJ990822_ 


44 


.0105 


.C25 


Gene No. 


6426 


Strand 


+ 








Start 


12555 


End 


15090 








Name 


OJ990822 44.0105.C25.o4.gs 


Method 


GENSCAN 








Start 


12555 


End 


15090 








GI 


none 


Score 


.65 








Exons 


12555. .12672, 14015 14251, 


14766. .14908, 14971. 


.15090 




Seq. No. 


3033 


Seq. ID 


OJ990822_ 


44 


.0105 


.C25 


Gene No. 


6427 


Strand 


+ 








Start 


27857 


End 


28271 








Name 


OJ990822 44.0105.C25.o8.gs 


Method 


GENSCAN 








Start 


27857 


End 


28271 








GI 


none 


Score 


.61 








Exons 


27857. .28019, 28138. .28271 












Seq. No. 


3033 


Seq. ID 


OJ990822_ 


44 


.0105 


.C25 


Gene No. 


6428 


Strand 










Start 


5914 


End 


6581 








Name 


OJ990822 44 . 0105 .C25 . o2 . gs 


Method 


GENSCAN 








Start 


5914 


End 


6581 








GI 


none 


Score 


. 65 








Exons 


5914.. 6096, 6203.*. 6273, 6294 


. .6392, 6419. .6581 








Seq. No. 


3033 


Seq. ID 


OJ990822_ 


4 4 


.0105 


.C25 


Gene No. 


6429 


Strand 










Start 


6601 


End 


9793 








Name 


OJ990822 44.0105.C25.o4.np 


Method 


AAT/NAP 








Start 


6601 


End 


9793 









3149 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
Seq. No. 



5803260 Score 247 

6601.. 6649, 8876..9793 

(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



Seq. ID OJ990822_44.0105.C25 
Strand 

End 97 93 

Method AAT/NAP 

End 9736 

Score 80 



3033 
6429 
6601 

OJ990822_44.0105.C25.o5.np 
6798 
6587820 
6798. .6880, 9570. .9736 

(AC010924) Contains similarity to gb|AJ009695 wall-associated 
kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



Seq. ID OJ990822_44.0105.C25 
Strand 

End 9793 

Method GENSCAN 

End 9790 

Score .98 



3033 
6429 
6601 

OJ990822_44.0105.C25.o3.gs 
8882 
none 

8882. .8939, 8985. .9790 

3033 
6430 
15523 

OJ990822_4 4.0105. C25 . o5 . gs 
15523 
none 

15523. .16673, 16802 .. 16969, 17269 .. 18120, 18691. .18751 



Seq. ID OJ990822_44 .0105.C25 
Strand 

End 18751 

Method GENSCAN 

End 18751'' ' 

Score .79 



3033 
6431 
25419 

OJ990822_44.0105.C25.o6.np 
25419 
4680203 
25419.. 26938 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990822_44 .0105.C25 
Strand 

End. 27055 

Method AAT/NAP 

End' 26938 

Score 982 



3033 
6431 
25419 

OJ990822_44 . 0105 . C25 . o7 . gs 

25727 

none 



Seq. ID OJ990822_44.0105.C25 
Strand 

End 27055 

Method GENSCAN 

End 27055 

Score . 6 



25727. .26571, 26661 .. 26942, 27043.. 27055 



3033 
6432 
29166 

OJ990822_44.0105.C25.o9.gs 

29166 

none 



Seq. ID OJ990822_44 .0105.C25 
Strand 

End 32594 

Method GENSCAN 

End 32594 

Score .57 



29166. .30194, 3038 6 .. 30603, 31709.. 32594 

3033 Seq. ID OJ990822_4 4 . 0105 . C25 



3150 



ry 

□ 



ril 



Gene No. 


6432 


Strand 




Start 


29166 


End 


32594 


Name 


OJ990822_44.0105.C25.o7.np 


Method 


AAT/NAP 


Start 


29291 


End 


31855 


GI 


6665543 


Score 


521 


Exons 


29291. .30342, 30523. .30603, 


31709.. 31855 


GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


3033 


Seq. ID 


OJ990822 44. 0105. C2 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o2.tm 


Method 


TBLASTX: Maize 


Start 


261 


End 


857 


GI 


none 


Score 


369 


Exons 


261. .740, 266. .739, 786. .857 




Seq. No. 


3033 


Seq. ID 


OJ990822 44 .0105. C2 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


555 


End 


932 


GI 


none 


Score 


190 


Exons 


555. .704, 557. .709, 558.-725, 758. .826, 


759. .932, 766. .921 


Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C2 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o5.tw 


Method 


TBLASTX: Wheat 


Start 


4105 


End 


57057 


GI 


none 


Score 


94 


Exons 


4105.. 4215, 15854. .15994, 15865 .. 16005 , 


16012. .16086, 




16019. .16102, 29494..29634, 


29505. .29633, 29652 .. 2974 1, 




29659. .29799, 29739 .. 29801, 


47707. .47835, 47708 .. 47776, 




47854. .47943, 47861 .. 47944 , 


56751. .56846, 56971.. 57057 


Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C2 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o3.tm 


Method 


TBLASTX: Maize 


Start 


7393 


End 


7653 


GI 


none 


Score 


261 


Exons 


7393.-7653, 7464. .7646 






Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C2 


Gene No. 


6433 


Strand 




Start - 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o3.ts 


Method 


TBLASTX : Soybean 


Start 


7393 


End 


7653 


GI 


none 


. Score 


263 


Exons 


7393.-7653, 7464. .7649 






Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C2: 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o7.tm 


Method 


TBLASTX: Maize 


Start 


8306 


End 


8417 


GI 


none 


Score 


189 



3151 



Exons 



8306.. 8413, 8307.. 8417 



Seq. No. 3033 
Gene No. 6433 
Start 46413 

Name OJ990822_4 4 . 0105 . C25 . ol . tc 

Start 8885 
GI none 
Exons 8885.. 8968, 

16216. .16386 

17399. .17458 



29751. .29801 
30153. .30209 
47854. .47943 
48077. .48232 
50004. .50060 
57076. .57141 



9026.. 9052, 15856 

, 16339. .16512, 1 

, 29496.-29648, 2 

, 29856. .30026, 2 

, 31728. .31796, 4 

, 47858. .47956, 4 

, 48226. .48357, 4 

, 50160. .50294, 5 



Seq. I 
Strand 
End 

Method 

End 

Score 
. .16008 
6513. .1 
9652 
9875 
7698 
7953 
8373 
6748 



D OJ990822_4 4.0105.C25 
57182 

TBLASTX: Cress 
57141 
66 

, 16012. .16086, 
6569, 17288. .17371, . 
9753, 29656. .29754, 
9979, 29979. .30152, 
7772, 47698. .47850, 
8018, 48058. .48240, 
8408, 49887. .49976, 
6846, 56971. .57057, 



Seq. No. 
Gene No. 



3033 
6433 



Seq. ID OJ990822_44.0105.C25 
Strand 



ry 



1ST 



Start 


46413 








End 


57182 




Name 


OJ990822 44.0105.C25 


. ol . tm 


Method TBLASTX: Maize 


Start 


15676 








End 


57135 




GI 


none 








Score 59 






Exons 


15676. 


.15819, 


15694. 


.15864, 


15865. 


.15987, 


15872. 


.15985, 




16012. 


.16086, 


16016. 


.16102, 


16192. 


.16386, 


16232. 


.16291, 




16339. 


.16497, 


16385. 


.16471, 


29313. 


.29504, 


29505. 


.29627, 




29652. 


.29747, 


29656. 


.29748, 


29751. 


.29813, 


29752. 


.29817, 




29832. 


.30026, 


30039. 


.30137, 


30147. 


.30236, 


47491. 


.47706, 




47707. 


.47835, 


47719. 


.47835, 


47854. 


.47943, 


47858. 


.47944, 




47951. 


.48019, 


47953. 


.48015, 


48034. 


.48240, 


48074. 


.48139, 




48202. 


.48357, 


48227. 


.48313, 


48349. 


.48438, 


48377. 


.48418, 




56748. 


.56846, 


56971. 


.57057, 


57076. 


.57135 






Seq. No. 


3033 








Seq. 


ID OJ990822 


44.0105 


Gene No. 


6433 








Strand 






Start 


46413 








End 


57182 




Name 


OJ990822 44.0105.C25 


.ol. ts 


■ Method TBLASTX : Soybean 


Start 


15865 








End 


57057 




GI 


none 








Score 77 






Exons 


15865. 


.15987, 


15866. 


.15985, 


16010. 


.16087, 


16018. 


.16086, 




16204. 


.16341, 


16235. 


.16339, 


16372. 


.16497, 


16409. 


.16471, 




16537. 


.16605, 


29493. 


.29627, 


29512. 


.29625, 


29644. 


.29727, 




29658. 


.29747, 


29751. 


.29816, 


29752. 


.29814, 


29844. 


.29981, 




29875. 


.29979, 


30039. 


.30137, 


30177. 


.30245, 


47707. 


.47832, 




47714. 


.47776, 


47852. 


.47929, 


47860. 


.47946, 


47953. 


.48018, 




47972. 


.48016, 


48046. 


.48183, 


48077. 


.48163, 


48241. 


.48339, 




48251. 


.48313, 


56724. 


.56846, 


56971. 


.57057, 


56975. 


.57046 



Seq. No. 3033 

Gene No. 6433 

Start 46413 

Name OJ990822_44 . 0105 . C25 . o4 . tw 

Start 16178 

GI none 
Exons 



Seq. ID OJ990822_44.0105.C25 
Strand 
End 

Method 
End 
Score 



57182 

TBLASTX: Wheat 

48394 

70 



16178. .16321, 16216. .16386, 16235 .. 16339, 16339 .. 16482 , 
16409. .16471, 29826.-29948, 29835 .. 30026, 29875 .. 29979, 



3152 






30024 . .30122, 30049. 


.30111, 


30051. .30116, 47962. .48003, 






48037. .48228, 48181. 


. 48351, 


48251. .48313, 48371. .48394 




Seq. No. 


3033 




Seq. ID 


OJ990822_44.0105 


.C25 


Gene No. 


6433 




Strand 






Start 


46413 




End 


57182 




Name 


OJ990822_44.0105.C25 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


25527 




End 


26036 




GI 


none 




Score 


37 




Exons 


25527. .25586, 25595. 


.25720, 


25627. .25719, 25736 .. 25966, 






25743. .25904, 25995. 


.26036 








Seq. No. 


3033 




Seq. ID 


OJ990822_44.0105 


.C25 


Gene No. 


6433 




Strand 






Start 


46413 




End 


57182 




Name 


OJ990822_44.0105.C25 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


25604 




End 


25982 




GI 


none 




Score 


58 


■ - 


Exons 


25604 . .25720, 25605. 


.25721, 


25751. .25861, 25761 .. 25862, 






25868. .25972, 25875. 


.25982 








Seq. No. 


3033 




Seq. ID 


OJ990822_44.0105 


.C25 


Gene No. 


6433 




Strand 






Start 


46413 




' End 


57182 




Name 


OJ990822 44.0105.C25 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


25814 . 




End 


26164 




GI 


none 




Score 


86 




Exons 


25814 . .26164, 25815. 


.25967, 


26007. .26156 




Seq. No. 


3033 




Seq. ID 


OJ990822_44 .0105 


.C25 


Gene No. 


6433 




Strand 






Start 


46413 




End 


57182 




Name 


OJ990822 44.0105.C25 


.o4.ts 


Method 


TBLASTX : Soybean 




Start 


25895 




End 


26164 




GI 


none 




Score 


110 




Exons 


2589.5. .26164, 25908. 


.26150 








Seq. No. 


3033 




Seq. ID 


OJ990822_44 .0105 


.C25 


Gene No. 


6433 




Strand 






Start 


46413 




End 


57182 




Name 


OJ990822 44.0105.C25 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


26042 




End 


26590 




GI 


none 




Score 


211 




Exons 


26042. .26161, 26174 . 


.26590 








Seq. No. 


3033 




Seq. ID 


OJ990822_44 .0105 


-C25 


Gene No . 


6433 




Strand 






Start - 


46413 




End 


57182 




Name 


OJ990822 44.0105.C25 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


26189 




End 


26467 




GI 


none 




Score 


192 




Exons 


26189. .26464, 26196. 


.26465, 


26312. .26467 




Seq. No. 


3033 




Seq. ID 


OJ990822_44 .0105 


.C25 


Gene No. 


6433 




Strand 






Start 


46413 




End 


57182 




Name 


OJ990822 '44.0105.C25 


o 6 . tm 


Method 


TBLASTX: Maize 





3153 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46044 
none 



End 
Score 



46863 
109 



46044. .46160, 46049 46186, 4 6061 4 6165, 4 6069 4 6173, 

46158. .46223, 4 6212 .. 46247, 46239. . 46355, 4 6240 4 6359, 

4624S..46367, 46247 .. 46369, 46249. . 46356, 4 6642 .. 4 6758, 

46643. .46768, 46646 .. 46771, 46647 .. 46784, 46756. . 46860, 

46757. .46858, 46762.. 46863 

3033 Seq. ID 

6433 Strand 

46413 End 
OJ990822_44 . 0105 . C25 . 08 . np Method 

46413 End 

4539658 Score 



OJ990822_44.0105.C25 

57182 
AAT/NAP 
47524 
202 



46413. .46569, 46654 .. 46788 , 47478.-47524 

(AF061282) serine carboxypeptidase-like protein [Sorghum 

bicolor] 



Seq. No. 3033 Seq. ID OJ990822_4 4 . 0105 . C25 

Gene No. 6433 Strand 

Start 46413 End 57182 

Name OJ990822_44 . 0105 .C25 . o9 . np Method AAT/NAP 

Start 47393 End 50438 

GI 6587818 Score 545 

Exons . 47393. .48420, 48977 .. 4914.7 , 49880.. 50438 - 

GI Descrip. (AC010924) Contains similarity to gb|AJ009695 wall-associated 

kinase 4 from Arabidopsis thaliana and contains a protein kinase. 
PF | 00069 domain. 



J t=F 



1*£ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3033 
6433 
46413 

OJ990822_44.0105.C25.ol0.np 

49052 

223684 



Seq. ID OJ990822_44.0105.C25 
Strand 

End 57182 

Method AAT/NAP 

End 57182 

Score 30 



49052. .49147, 49889 .. 49992, 54361 .. 54463, 54648 54681, 
57152.. 57182 

epidermal growth factor precursor [Mus musculus] 



3033 
6433 
46413 

OJ990822_44.0105.C25.ol2.np 
53145 
6688926 
53145. .53280, 54462. .54864 

(AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. ID OJ990822_44.0105.C25 
Strand 

End 57182 

Method AAT/NAP 

End 54864 

Score 158 



3033 
6433 
46413 

OJ990822_44.0105.C25.ol2.gs 

53214 

none 

53214. .53377, 53495.. 53861 



Seq. ID OJ990822_44.0105.C25 
Strand 

End 57182 

Method GENS CAN 

End 53861 

Score . 9 



Seq. No. 



3033 



Seq. ID OJ990822_44.0105.C25 



3154 



: : 
■: S3- 

f .£ 

i'U 

■5 



Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.oll.np 


Method 


AAT/NAP 


Start 


53368 


End 


54957 


GI 


6522929 


Score 


67 


Exons 


53368. .53758, 54936. .54957 






GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C25 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o5.tm 


Method 


TBLASTX: Maize 


Start 


53515 


End 


53866 


GI 


none 


Score 


65 


Exons 


53515. .53613, 53518. .53598, 


53555. .53614, 53601 .. 53753, 




53617. .53748, 53622. .53756, 


53708. .53785, 53831.. 53866 


Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C25 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.ol3.gs 


Method 


GENSCAN 


Start 


54457 


End 


57006 


GI 


none 


Score 


.8 


Exons 


54457. .54867, 56415. .56615, 


56697. .56847, 56924.. 57006 


Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C25 


Gene No. 


6433 


Strand 




Start 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.o3.gp 


Method' 


AAT/GAP 


Start 


55529 


End 


55938 


GI 


LIB3432-012-P1-K1-G7 


Score 


740 


Exons 


55529. .55938 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 l.Oe- 


38 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


3033 


Seq. ID 


OJ990822_44.0105.C25 


Gene No. 


6433 


Strand 




Start. 


46413 


End 


57182 


Name 


OJ990822 44.0105.C25.ol3.np 


Method 


AAT/NAP 


Start 


56245 


End 


57182 


GI 


3176723 


Score 


155 


Exons 


56245. .56330, 56438 .. 56592, 


56671. .56847, 56924.. 57182 


GI Descrip. 


(AC002392) putative receptor 


-like protein kinase [Arabidopsi 




thaliana] 






Seq. No. 


3034 


Seq. ID 


OJ990822_44 .0105.C26 


Gene No. 


6434 


Strand 


+ 


Start 


9829 


End 


23619 


Name 


OJ990822 44.0105.C26.ol.np 


Method 


AAT/NAP 


Start 


9829 


End 


13883 


GI 


4008008 


Score 


265 


Exons 


9829.. 9916, 12813 .. 12929, 13061.. 13220 


, 13269. .13323, 




13419. .13624, 13722.. 13883 






GI Descrip. 


(AF084035) receptor-like protein kinase ■ [Arabiciopsis thalian* 


Seq. No. 


3034 


Seq. ID 


OJ990822_44.0105.C26 


Gene No. 


6434 


Strand 


+ 



3155 



Start * 9829 

Name OJ990822_44 . 0105 .C26.o5 . gs 

Start 12831 
GI none 
Exons 12831. 

14206. 

20468. 

23353. 



End 

Method 

End 

Score 



23619 
GENSCAN 
23543 
.82 . 



,12929, 13061. .13319, 13421 1364 9, 13750 13903, 

,14319, 15602. .15802, 19945 . . 20157 , 20302 .. 20433, 

,20575, 20681. .20878, 2154 1 .. 21810, 22911 .. 23111, 
,23543 



Seq. ID OJ990822_44.0105.C26 
Strand + 
End 23619 
Method AAT/GAP 
End 20514 
Score 840 
20302. .20514 

1167953 2.0e-26 (U43496) putative 32.6 kDa jasmonate-induced 
protein [Hordeum vulgare] >gi_2465426 (AF021256) 32 kDa protein 
[Hordeum vulgare] 



Seq. No. 3034 

Gene No. 6434 

Start 9829 

Name OJ990822_44 . 0105 .C26.o2 . gp 

Start 13870 

GI 2427628 

Exons 13870. .13903, 19945 .. 20157 , 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3034 Seq. ID 

64 34 Strand 

9829 End 

OJ990822_4 4 -0105.C26.o2.np Method 

18302 End 

1167953 Score 



OJ990822_44.0105.C26 
+ 

23619 
AAT/NAP 
20545 
361 



18302. .18359, 19955 .. 20145, 20302. .20545 

(U43496) putative 32.6 kDa jasmonate-induced protein [Hordeum 
vulgare] gi 1 2465426 (AF021256) 32 kDa protein [Hordeum vulgare] 



Seq. No. 3034 Seq. ID OJ990822 

Gene No. 6434 Strand + 

Start 9829 End 23619 

Name OJ990822_44 . 0105 .C26.o3 . np Method AAT/NAP 

Start 20672 End 21801 

GI 4584685 - Score 301 

Exons, 20672. .20887, 21541.. 21801 

GI Descrip. (AJ237754) putative lectin [Hordeum vulgare] 



44.0105.C26 



Seq. No. 


3034 


Seq. ID 


OJ990822_44 


0105. C26 


Gene No. 


6434 


Strand 


+ 




Start 


9829 


End 


23619 




Name 


OJ990822 44.0105.C26.o4.np 


Method 


AAT/NAP 




Start 


21440 


End 


23619 




GI 


2465430 . 


Score 


224 




Exons 


21440. .21509, 22874 .. 23111, 


23353. .23619 




GI Descrip. 


(AF021258) 32 kDa protein [ 


Hordeum vu 


lgare] 




Seq. No. 


3034 


Seq. ID 


OJ990822_44 


0105. C26 


Gene No. 


* 6434 


Strand 


+ 




Start 


9829 


End 


23619 




Name 


OJ990822 44.0105.C26.o5.np 


Method 


AAT/NAP 




Start 


21699 


End 


23613 




GI 


1167955 


Score 


254 




Exons 


21699. .21731, 22874 .. 23111, 


23353. .23613 




GI Descrip. 


(U43497) putative 32.7 kDa 


jasmonate- 


induced protein [Hordeum 



vulgare] gi 12465428 (AF021257) 32 kDa protein [Hordeum vulgare] 



3156 



Seq. No. 3034 

Gene No. 6435 

Start 1 

Name OJ990822_4 4 . 0105 .C26 . ol . gp 

Start 1 

GI LIB3432-022-P1-K1-E11 

Exons 1..186, 804.. 871 

GI Descrip. '3953479 8.0e-09 (AC002328) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_44.0105.C26 

1171 
AAT/GAP 
871 
390 



F2202.24 [Arabidopsis thaliana] 1 



Seq. No. . 3034 Seq. ID 

Gene No. 6435 Strand 

Start 1 End 

Name OJ990822_44 . 0105 . C26 . o2 . gs Method 

Start 737 End 

GI none Score 

Exons 737.. 813, 991.. 1171 

Seq. No. 3034 Seq. ID 

Gene No. 6436 Strand 

Start 2130 End 

Name OJ990822_44 . 0105 . C26 . o3 . gs Method 

Q Start 2130 End 

;.i GI none Score 

?n Exons 2130.. 2267, 2812.. 2895 



! _^f- Seq. No. 
<W Gene No. 
I 3 y Start 
=_ l Name 
Start 



> ! i 

! = GI 



Exons 



3034 Seq. ID 

6437 Strand 

7594 End 
OJ990822_44.0105.C26.o4 .gs Method 

7594 End 

none Score 

7594. .7823, 10056. .10113 



OJ990822_44.0105.C26 

1171 
GENSCAN 
1171 
.83 



OJ990822_44.0105.C26 

2895 
GENSCAN 
2895 
.7 



OJ990822_44 .0105.C26 

10113 
GENSCAN 
10113 
.83 



Seq. No. 3034 

Gene No. 6438 

Start 12858 

Name OJ990822_4 4 . 0105 . C26 . ol . tm 

Start 12858 

GI none 

Exons 12858. .12926, 13061 .. 13225, 
13524. .13643, 13759 .. 13845, 

Seq. No. 3034 

Gene No. 6438 

Start- 12858 

Name OJ990822_44 . 0105 . C26 . ol . tc 

Start 12984 

GI none 

Exons 12984. .13028, 13064 .. 13198 , 
13754. .13852 



Seq. ID OJ990822_44 .0105.C26 
Strand 

End 15757 

Method TBLASTX: Maize 

End 15757 

Score 74 
13265. .13330, 13435 13647, 
15602. .15757 

Seq. ID OJ990822_44.0105.C26 
Strand 

End 15757 

Method TBLASTX: Cress 

End 13852 

Score 39 
13268. .13321, 13423 13647, 



Seq. No. 3034 

Gene No. 6438 

Start 12858 

Name OJ990822_4 4 . 0105 . C26 . ol . tw 

Start 13049 



Seq. ID OJ990822_44.0105.C26 
Strand 

End- 15757 

Method TBLASTX : Wheat 

End 13852 



3157 



GI 


none 




Score 


39 






Exons 


13049. .13102, 13057. 


.13107, 


13124. .13315, 13133 


. .13225, 






13279. .13314, 13414. 


.13497, 


13439. .13474, 13512 


. .13652, 






13513. .13620, 13754. 


.13852, 


13756. .13845 






Seq. No. 


3034 




Seq. ID 


OJ990822 


_44.0105 


.C26 


Gene No. 


6438 




Strand 








Start 


12858 




End 


15757 






Name 


OJ990822 44.0105.C26 


. ol . ts 


Method 


TBLASTX : 


Soybean 




.Start 


13112 




End 


13846 






GI 


none 




Score 


84 






Exons 


13112. .13225, 13262. 


.13330, 


13435. .13647, 13754 


. . 13846 




Seq. No. 


3034 




Seq. ID 


OJ990822 


44 .0105 


.C26 


Gene No. 


6439 




Strand 








Start 


19975 




End 


23114 






Name 


OJ990822 44.0105.C26 


.o2.tm 


Method 


TBLASTX : 1 


Maize 




Start 


19975 




. End 


23114 






GI 


none 




Score 


131 






Exons 


19975. .20130, 20556. 


.20576, 


20687. .20869, 20689 


. .20868, 






20696. .20872, 22917. 


.22961, 


22921. .22968, 22970 


. .23101, 






22971. .23114 












Seq. No. 


3035 




Seq. ID 


OJ990822 


_44.0105 


.C27 


Gene No. 


6440 




Strand 


+ 






Start 


4 62 




End 


593 






Name 


OJ990822 44.0105.C27 


. ol . gs 


Method 


GENSCAN 






Start 


4 62 




End 


593 






GI 


none 




Score 


.57 






Exons 


462. .593 












Seq. No. 


3035 




Seq. ID 


OJ990822 


_44 .0105 


.C27 


Gene No. 


6441 




Strand 


+ 






Start 


2113 




End 


2516 






Name 


OJ990822 44.0105.C27 


.ol.np 


Method 


AAT/NAP 






Start 


2113 




End 


2516 ■ 






GI 


2462640 




Score 


470 






Exons 


2113.:2516 












GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


3035 




Seq. ID 


OJ990822 


_4 4.0105 


.C27 


Gene No. 


6442 




Strand 


+ 






Start 


3168 




End 


3682 






Name 


OJ990822 44.0105.C27 


. o2.gs 


Method 


GENSCAN 






Start 


3168 




End 


3682 






GI 


none 




Score 


.99 






Exons 


3168.. 3291, 3456..3682 










Seq. No. 


3035 




Seq. ID 


OJ990822 


44 . 0105 


.C27 


Gene No. 


6443 




Strand 


+ 






Start 


10020 




End 


24653 






Name 


OJ990822 44.0105.C27 


. o5.np 


Method 


AAT/NAP 






Start 


10020 




End 


24653 






GI 


4680203 




Score 


1886 






Exons 


10020. .10046, 13127. 


.13796, 


18182. .19212, 19366 


. .19545, 






24633. .24653 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 







3158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3035 Seq. ID 

6443. Strand 

10020 End 

OJ990822_4 4.0105. C27 . o2 . np Method 

10149 End 

5852178 Score 



OJ990822_44 .0105.C27 
+ 

24653 
AAT/NAP 
11055 
407 



10149. .10458, 10490. .10584, 10947.. 11055 
(AL117265) zhb0008.1 [Oryza sativa] 



3035 
6443 
10020 

OJ990822_4 4 . 0105 . C27 . o3 . np 

10223 

6063554 



Seq. ID OJ990822_44.0105.C27 
Strand + 
End 24653 
Method AAT/NAP 
End 11783 
Score 210 
10223. .10406, 10497. .10561, 11611.'. 11783 

(AP000615) ESTs AU.07.5609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


3035 


Seq. ID 


OJ990822_44.0105. 


C27 


Gene No . 


6443 * 


Strand 


+ 




Start 


10020 


End 


24653 




Name 


OJ990822 44.0105.C27.o4.np 


Method 


AAT/NAP 




Start 


10857 


End 


14179 




GI 


6721512 


Score 


79 




F.x on 


10857. .10880, 12458. .12563, 


12591. .12729, 14139. .14179 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3035 


Seq. ID 


OJ990822_44.0105. 


C27 


Gene No. 


6443 


Strand 


+ 




Start 


10020 


End 


24653 




Name 


OJ990822 44.0105.C27.ol.gp 


Method 


AAT/GAP 




Start 


12165 


End 


12339 




GI 


LIB3433-026-P1-K1-C1 


Score 


247 




Exons 


12165. .12339 








GI Descrip. 


, , 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


44 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. 


3035 


Seq. ID 


OJ990822_44 .0105. 


C27 


Gene No. 


6444 


Strand 


+ 




Start 


28594 


End 


29061 




Name 


OJ990822 44.0105.C27.o8.np 


Method 


AAT/NAP 




Start 


28594 


End 


29061 




GI 


5852182 


Score 


319 




Exons 


28594. .29061 








GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


3035 


Seq. ID 


OJ990822_44.0105. 


C27 


Gene No. 


6445 


Strand 






Start 


4071 


End 


29227 - 




Name 


OJ990822 44.0105.C27.o3.tm 


Method 


TBLASTX: Maize 




Start 


2136 


End 


2633 




GI 


none 


Score 


214 




Exons 


2136. .2549, 2381. .2542, 2598 


. .2633 







3159 




Seq. No. 


3035 








Seq. ID 


OJ990822_44 .0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


.C27.o3. 


gs 


Method 


GENSCAN 


Start 


4071 








End 


5104 


GI 


none 








Score 


.62 


Exons 


4071. .4409, 


4460 


. .5104 








Seq. No. 


3035 








Seq. ID 


OJ990822_44 .0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


.C27.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


4227 








End 


5173 


GI 


none 








Score 


40 


Exons 


4227. .4442, 


4445 


. .4564, 


4589 


..4678, 4695. .4754, 4769. .4975, 




4866. .5048, 


4976 


. .5074, 


5087 


..5173, 5124.. 5153 ' 


Seq. No. 


3035 








Seq. ID 


OJ990822_44.0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


.C27.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4463 








End 


21624 


GI 


none 








Score 


64 


Exons 


4463. .4585, 


4589 


. .4678, 


4793 


..4975, 4976. .5089, 5090. .5149, 




21205. .21285, 21337 .. 21378 , 


21424. .21489, 21529. .21624 


Seq. No. 


3035 








Seq. ID 


OJ990822_44 .0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


.C27.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4463 








End 


5074 


GI 


none 








Score 


68 


Exons 


4463.-4564, 


4464 


. .4562, 


4587 


..4664, 4595. .4678, 4781. .4918, 




4976. .5074 












Seq. No. 


3035 








Seq. ID 


OJ990822_44.0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


.C27.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4463 








End 


4678 


GI 


none 








Score 


87 


Exons 


4463. .4570, 


4 4 67 


. .4571, 


4589 


. .4678 




Seq. No. 


3035 








Seq. ID 


OJ990822_44 .0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


,C27.o6. 


np 


Method 


AAT/NAP 


Start 


4661 








End 


29227 


GI 


1754627 








Score 


43 


Exons 


4661. .4707, 


20262. .20443, 25635.. 25671 


, 29207.. 29227 


GI Descrip. 


(D86566) NOTCH4 


[Homo sapiens] 




Seq. No. 


3035 








Seq. ID 


OJ990822_4 4 .0105.C27 


Gene No. 


6445 








Strand 




Start 


4071 








End 


29227 


Name 


OJ990822 44 


.0105 


.C27.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7051 








End 


18914 



3160 



GI 

Exons 



none Score 58 

7051.. 7182, 18457. .18492, 18501 .. 18551 , 18501 18539, 
18550. .18600, 18551. .18604, 18618 .. 18704 , 18619 .. 18705, 
18706. .18912, 18707. .18910, 18708.. 18914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3035 
6445 
4071 

OJ990822_4 4.0105.C27.o3.tw 
13491 



End 

Method 
End 

none Score 
13491. .13598, 13581 .. 13796, 13589 137 95, 13590 .. 13796, 
18172. .18216, 18176. .18217, 29083 .. 29127 , 29115 .. 29174 , 
29171. .29227 



Seq. ID OJ990822_44.0105.C27 
Strand 

29227 

TBLASTX: Wheat 
29227 
73 



Seq. No. 3035 

Gene No. 6445 

Start 4071 

Name OJ990822_4 4 . 0105 . C27 . o2 . ts 

Start 18176 

GI none 

Exons 18176. .18223, 18281 .. 18577 , 18308.. 18490 



Seq. ID OJ990822_44.0105.C27 



Strand 
End 

Method 

End 

Score 



29227 

TBLASTX : Soybean 
18577 
69 



I Li 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3035 
6445 
4071 

OJ990822_4 4 . 0105 . C27 . o2 . tm 

18554 

none 



Seq. ID OJ990822_44.0105.C27 
Strand 
End 

Method 
End 
Score 



29227 

TBLASTX: Maize 

18948 

76 



18554. .18625, 18619 .. 18744 , 18625 .. 18744 , 18754. .18948 



3035 Seq. ID 

6445 Strand 

4071 End 

OJ990822_4 4 . 0105 . C27 . ol . tw Method 

19053 - End 

none Score 



OJ990822_44.0105.C27 
29227 

TBLASTX: Wheat 

19500 

86 



19053. .19154, 19054. .19116, 19122 .. 19304 , 19126 .. 19368 , 
19126. .19344, 19364 .. 19483, 19365 .. 19481 , 19378 .. 19500, 
19378. .19500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3035 
6445 
4071 

OJ990822_4 4.0105.C27.o7.np 

26005 

5852180 



Seq. ID OJ990822_44.0105.C27 
Strand 

End 29227 

Method AAT/NAP 

End 29227 

Score 182 



26005. .26358, 27367 .. 27471, 29182. .29227 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 3035 Seq. ID 

Gene No. 644 5 Strand 

Start 4071 End 

Name OJ990822_4 4 . 0105 . C27 . o2 . gp Method 

Start 27872 End 

GI 3106931 Score 

Exons 27872. .28035 



OJ990822_44.0105.C27 

29227 
AAT/GAP 
28035 
215 



3161 



GI Descrip. 4680335/gb| AF128457 . 1 | AF128457 2.0e-28 Oryza sativa subsp. 

indica BAC clone 16F19 php20725 region, complete sequence 



Seq. No. 


3036 




Seq. ID 


OJ990822__44.0105.C28 


Gene No. 


6446 




Strand 


+ 


Start 


131 




End 


2201 


Name 


OJ990822 44.0105.C28.ol 


.np 


Method 


AAT/NAP 


Start 


131 




End 


2201 


GI 


6742729 




Score 


1775 


Exons 


131. .1648, 2177. .2201 








GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 




Seq. No. 


3036 




Seq. ID 


OJ990822_44 .0105.C28 


Gene No. 


6446 




Strand 


+ 


Start 


131 




End 


2201 


Name 


OJ990822 44.0105.C28.ol 


.gs 


Method 


GENSCAN 


Start 


428 




End 


1493 


GI 


none 




Score 


.95 


Exons 


428. .701, 1381. .1493 








Seq. No. 


3036 




Seq. ID 


OJ990822_44.0105.C28 


Gene No. 


6447 




Strand 




Start 


1 




End 


2201 


Name • 


OJ990822 44.0105.C28.o2 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2201 


GI 


4335731 




Score 


392 


Exons 


1..55, 1554. .2201 








GI Descrip. 


(AC006248) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


3036 




Seq. ID 


OJ990822_44 .0105.C28 


Gene No . 


6447 




Strand 




Start 


1 




End 


2201 


Name 


OJ990822 44.0105.C28.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


240 




End 


580 


GI 


none 




Score 


218 


Exons 


240. .413, 240. .419, 412 


. .513, 


412. .510 


, 413. .580 


Seq. No. 


3036 




Seq. ID 


OJ990822_44.0105.C28 


Gene No . 


6447 




Strand 




Start 


1 




End 


2201 


Name 


OJ990822 44.0105.C28.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


315 




End 


742 


GI 


none 




Score 


75 


Exons 


315. .413, 413. .538, 548 


. .742 






Seq. No. 


3036 




Seq. ID 


OJ990822_44.0105.C28 


Gene No • 


6447 




Strand 




Start 


1 




End 


2201 


Name 


OJ990822 44 .0105.C28.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


844 




End 


1251 


GI 


none 




Score 


74 


Exons 


844. .894, 848. .910, 848 


. .904, 


916. .984 


, 920. .967, 927. .980, 




981. .1097, 982.. 1137, 997.. 1137, 1170. 


.1241, 1171. .1251 


Seq. No. 


3036 




Seq. ID 


OJ990822_44.0105.C28 


Gene No. 


6447 




Strand 





3162 



Start 
Name 
Start 
GI 

Exons 



OJ990822_4 4.0105. C28 . o2 . tw 

1252 

none 

1252.. 1440, 1257.. 1340, 1257. 



End 

Method 

End 

Score 



2201 

TBLASTX: Wheat 

1585 

68 



,1571, 1258. .1572, 1298. .1585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 

W Gene No. 

Ilfl Start 

| s jj Name 



-.J 



'ssf 
e 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



3036 
6447 
1 

OJ990822_44 . 0105 . C28 . o3 . tm 

1306 

none 

1306.. 1569, 1329.. 1535 

3036 
6447 
1 

OJ990822_44 . 0105 . C28 . ol . tm 

1570 

none 

1570.. 1827, 1586.. 1735, 1600. 
1835.. 1984, 1836.. 1997, 1842. 

3036 
6447 
1 

OJ990822_44 . 0105 . C28 . ol . ts 

1822 

5509260 

1822.. 1992, 1823.. 1984, 1835. 



Seq. ID OJ990822_44.0105.C28 
Strand 

End 2201 

Method TBLASTX: Maize 

End 1569 

Score 200 



Seq. ID OJ990822_44.0105.C28 
Strand 

End 2201 

Method TBLASTX: Maize 

End 1997 

Score 79 

.1830, 1772. .1837, 1814. .1984, 
.1994 

Seq. ID OJ990822_44.0105.C28 
Strand 

End 2201 

Method TBLASTX : Soybean 

End 2180 

Score 103 
.2167, 1836. .2180 



3036 
6447 
1 

OJ990822_44 . 0105 . C28 . ol . tw 
1835 
none 

1835. .2155, 1839. .1991, 2013. .2150 



Seq. ID OJ990822_44.0105.C28 
Strand 

2201 

TBLASTX: Wheat 
2155 
125 



End 

Method 
End 
Score 



3036 Seq. ID 

6447 Strand 

1 End 
OJ990822_44.0105.C28.ol.tc Method 

1916 End 

none Score 

1916. .2167, 1917. .2168 



OJ990822_44.0105.C28 
2201 

TBLASTX: Cress 

2168 

105 



Seq. No. 3037 Seq. ID OJ990822_44 . 0105 . C29 

Gene No. 6448 Strand 

Start 1 End 515 

Name OJ990822_44 . 0105 . C29 . ol . np Method AAT/NAP 

Start 1 End 515 

GI. 2498930 ' Score 814 

Exons 1 . . 515 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



3163 



Seq. No. 


3037 


Seq. ID 


OJ990822 


44 . 0105 . 


C29 


Gene No. 


6448 


Strand 








Start 


1 


End 


515 






Name 


OJ990822 44.0105.C29.ol.gs 


Method 


GENSCAN 






Start 


30 


End 


453 






GI 


none 


Score 


.52 






Exons 


30. .453 










Seq. No. 


3038 


Seq. ID. 


OJ990822 


_44.0105. 


C30 


Gene No. 


644 9 


Strand 


+ 






Start 


928 


End 


1225 






Name 


OJ990822 44.0105.C30.ol.np 


Method 


AAT/NAP 






Start 


928 


End 


1225 






GI 


728832 


Score 


326 






Exons 


928. .1225 










GI Descrip. 


**** ALU SUBFAMILY SB WARNING 


ENTRY **** 






Seq. No. 


3038 


Seq. ID 


OJ990822 


4 4 . 0105 . 


C30 


Gene No. 


6450 


Strand 








Start 


57 


End 


101 






Name 


OJ990822 44.0105.C30.ol.gs 


Method 


GENSCAN 






Start 


57 


End 


101 






GI 


none 


Score 


.45 






Exons 


57. .101 










Seq. No. 


3039 


Seq. ID 


OJ990822 


_47.0103. 


CI 


Gene No. 


6451 


Strand 


+ 






Start 


951 


End 


1378 






Name 


OJ990822 47.0103.Cl.ol.gp 


Method 


AAT/GAP 






Start 


951 


End 


1378 






GI 


4878407 


Score 


661 






Exons 


951. .1378 










GI Descrip. 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 








Seq. No. 


3039 


Seq. ID 


OJ990822 


_47.0103. 


CI 


Gene No. 


6452 


Strand 








Start 


117 


End 


2542 






Name 


OJ990822 47.0103.Cl.ol.np 


Method 


AAT/NAP 






Start 


117 


End 


1677 






GI 


4680186 


Score 


189 






Exons 


117. .155, 1519. .1677 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


3039 


Seq. ID 


OJ990822 


_47.0103. 


CI 


Gene No. 


6452 


Strand 








Start 


117 


End 


2542 






Name 


OJ990822 47.0103.Cl.ol.gs 


Method 


GENSCAN 






Start 


293 


End 


2542 






GI 


none 


Score 


.74 






Exons 


293. .565, 865.-922, 941. .1118, 


1489. .1689, 2489 


. .2542 




Seq. No. 


3039 


Seq. ID 


OJ990822 


_47.0103. 


CI 


Gene No. 


6453 


Strand 








Start 


3063 


End 


3484 






Name 


OJ990822 47.0103.Cl.o2.gp 


Method 


AAT/GAP 







3164 



Start 3063 End 3484 

GI LIB3477-003-P1-K1-E9 Score 118 

Exons 3063.. 3137, 3448.-3484 

GI Descrip. ■ 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


3040 


Seq. ID 


OJ990822 47.0103. 


C2 


Gene No. 


6454 


Strand 


+ 




Start 


875 


End • 


6690 




Name 


OJ990822 47.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


875 


End 


6690 




GI 


none 


Score 


. 92 




Exons 


875.. 1007, 1331.. 1460, 5958 


. .6690 






Seq. No. 


3040 


Seq. ID 


OJ990822_47.0103. 


C2 


Gene No. 


6454 


Strand 


+ 




Start 


875 


• End 


6690 




Name 


OJ990822 47.0103.C2.ol.np 


Method 


AAT/NAP 




Start 


875 


End 


6631 




GI 


1491933 


Score 


757 




Exons 


875.. 1007, 1331. .1460, 5958 


. .6631 






GI Descrip. 


(U57002) P protein [Zea mays] 






Seq. No. 


3040 


Seq. ID 


OJ990822_47.0103. 


C2 


Gene No. 


6455 


Strand 






Start 


5950 


End 


9588 




Name 


OJ990822 47.0103.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


866 


End 


6051 




GI 


none 


Score 


211 




Exons 


866.. 1009, 874.. 1008, 877.. 


1014, 1297. 


.1467, 1320. .1463, 






5953. .6051, 5955. .6041 








Seq. No. 


3040 


Seq. ID 


OJ990822_47.0103. 


C2 


Gene No. 


6455 


Strand 






Start 


5950 


End 


9588 




Name 


OJ990822 47.0103.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


874 


End 


6093 




GI 


none 


Score 


91 




Exons 


874. .1008, 874. .1008, 875.. 


1009, 1297. 


.1467, 1320. .1469, 






5953.. 6093, 5955.. 6056 








Seq. No. 


3040 


Seq. ID 


OJ990822_47.0103. 


C2 


Gene No. 


6455 


Strand 






Start 


5950 


End 


9588 




Name 


OJ990822 47.0103.C2.o2. tw 


Method 


TBLASTX: Wheat 




Start 


874 


End 


1461 




GI 


none 


Score 


175 




Exons 


874.. 1008, 875.. 1009, 1279. 


.1461, 1308 


. .1400, 1369. .1458 


Seq. No. 


3040 


Seq. ID 


OJ990822_47.0103. 


C2 


Gene No. 


6455 


Strand 






Start 


5950* 


End 


9588 




Name 


OJ990822 47.0103.C2.o2.tm 


Method 


TBLASTX-: Maize 




Start 


875 


End 


6000 




GI 


none 


Score 


111 




Exons 


875. .1009, 877. .939, 971. .1003, 1300.. 


1467, 1308. .1463, 





3165 








5953. . 6000 
















Seq. No. 


3040 








Seq. ID 


OJ990822 47.0103 


.C2 




Gene No. 


6455 








Strand 








Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


.C2.o2. 


np 


Method 


AAT/NAP 






Start 


5950 ~ 








End 


7595 






GI 


6539588 








Score 


199 






Rxon<5 

Lj 4\ \y 1 1<J 


5950 5979, 


7278 


. .7595 












GI DescriD. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


3040 








Seq. ID 


OJ990822_47.0103 


.C2 




Gene No. 


6455 








Strand 








Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


.C2.o2. 


gs 


Method 


GENSCAN 






Start 


7107 ~ 








.End 


9554 






GI 


none 








Score 


.44 






Exons 


7107. .7111, 


7360 


. .7536, 


9327 


..9380, 9524.. 9554 






Seq. No. 


3040 








Seq. ■ ID 


OJ990822_47.0103 


.C2 




Gene No. 


6455 








Strand 








Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


8656 ~~ 








End 


9324 




J 


GI 


none 








Score 


70 




n 


F.xnn*? 


8656 8916. 


8935 


. .9324, 


8978 


. .9136 






is 


Sea No 


3040 








Seq. ID 


OJ990822_47.0103 


.C2 


"z 


Gene No . 


6455 








Strand 






t B 

Li 


Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


,C2.o3. 


np 


Method 


AAT/NAP 




Li 


Start 


8668 








End 


9588 






GI 


6630685 








Score 


921 






Exons 


8668. .9588 
















GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716 






[Oryza sativa] 














Seq. No. . 


3040 








Seq. ID 


OJ990822_47.0103 


.C2 


ssf 


Gene No. 


6455 








Strand 








Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


8686 








End ■ 


9339 






GI 


none 








Score 


43 






Exons 


8686. .9339, 


8696 


. .8755, 


8701 


..9054, 8786.-9334 






Seq. No. 


3040 








Seq. ID 


OJ990822_47.0103 


.C2 




Gene No. 


6455 








Strand 








Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


8686 








End 


9051 






GI 


none 








Score 


89 






Exons 


8686. .8931, 


8920 


. .9051 












Seq. No. 


3040 








Seq. ID 


OJ990822_47.0103 


.C2 




Gene No. 


6455 








Strand 








Start 


5950 








End 


9588 






Name 


OJ990822 47 


.0103 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 





3166 



Start 
GI 

Exons 



8731 End 9165 

none Score 77 

8731. .8922, 8731. .8907, 8926. .9165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990822_47.0103.C3 



3041 

6456 Strand 

1 End 841 

OJ990822_47 . 0103 .C3 . ol . np Method AAT/NAP 

1 End 841 

6630685 Score 621 
1. .841 

(AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



Seq. No. 3041 Seq. ID 

Gene No. 6456 Strand 

Start 1 End 

Name OJ990822_47 . 0103 . C3 . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3.. 302, 4.. 303, 291.. 359, 299.. 358 



OJ990822_47.0103.C3 
841 

TBLASTX: Maize 

359 ' 

217 



Seq. No. 


3041 




Seq. ID 


OJ990822_47.0103.C3 


Gene No . 


6456 




Strand 




Start 


1 




End 


841 


Name 


OJ990822 


47.0103.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


22 




End 


634 


GI 


5509260 




Score 


187 


Exons 


22. .303, 


27. .302, 299. .562, 


300. .545, 


341. .571, 584. .634, 




584. .634 








GI Descrip. 










Seq. No. 


3041 




Seq. ID 


OJ990822_47.0103.C3 


Gene No. 


6456 




Strand 




Start 


1 




End 


841 


Name . . • 


OJ990822 


47.0103.C3.ol.tw 


Method . 


TBLASTX: Wheat 


Start ' 


36. 




End 


506 


GI 


none * 




Score 


89 


Exons 


36. .302, 


54. .209, 58. .216, 


238. .303, 299..382, 300. .374, 




383. .412, 


416. .505, 417. .506 




Seq. No. 


3041 




Seq. ID 


OJ990822_47.0103.C3 


Gene No. 


6456 




Strand 




Start 


1 




End 


841 


Name 


OJ990822 


47.0103.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


141 




End 


- 400 


GI 


none 




Score 


107 


Exons 


141. .302, 


299. .400 






Seq. No. 


3041 




Seq. ID 


OJ990822_47.0103.C3 


Gene No. 


6456 




' Strand 




Start 


1 




End 


841 


Name 


OJ990822 


47.0103.C3.ol.gs 


Method 


GENSCAN 


Start 


194 




End 


834 


GI 


none 




Score 


.46 


Exons 


194. .788, 


794.. 834 







3167 




Seq. No. 


3041 




Seq. ID 


OJ990822_ 


47. 0103. C3 


Gene No. 


6456 




Strand 






Start 


1 




End 


841 




Name 


OJ990822 47. 0103. C3. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


362 




End 


640 




GI 


none 




Score 


59 




Exons 


362. .421, 362. .421, 


363. .467, 407. .556, 


417. .539, 563. .640 


Seq. No. 


3042 




Seq. ID 


OJ990822_ 


47 . 0103 . C5 


Gene. No. 


6457 




Strand 


+ 




Start 


15964 




End 


28551 




Name 


OJ990822 47. 0103. C5. 


o4 .gs 


Method 


GENSCAN 




Start 


15964 




End 


28551 




GI 


none 




Score 


.73 




Exons 


15964. .16009, 17522. 


.17641, 


17753. .17910, 20137. 


. 20320, 




20449. .20591, 20724. 


.20870, 


21024. .21266, 21356. 


. 21427, 




22007. .22117, 22203. 


.22284, 


22376. .22471, 22587. 


.22760, 




22838. .22944, 23070. 


.23235, 


23362. .23530, 23619. 


. 23141, 




23835. .23872, 23966. 


.24129, 


24214. .24402, 24576. 


.25072, 




25687. .25808, 26303. 


.26449, 


28436. .28551 




Seq. No. 


3042 




Seq. ID 


OJ990822_ 


47. 0103. C5 


Gene No . 


6457 




Strand 


+ 




Start 


15964 




End 


28551 




Name 


OJ990822 47. 0103. C5. 


o2 .np 


Method 


AAT/NAP 




Start 


20181 




End 


25073 




GI 


2529677 




Score 


2080 




Exons 


20181. .20320, 20449. 


.20615, 


20727. .20870, 21024. 


.21237, 




21354. .21427, 21558. 


.21626, 


22203. .22284, 22376. 


.22471, 




22587. .22760, 22838. 


.22944, 


23070. .23210, 23376. 


.23530, 




23619. .23872, 23966. 


.24129, 


24214. .24332, 24583. 


.25073 


GI Descrip. 


(AC002535) putative 


kinesin 


heavy chain [Arabidopsis thali£ 


Seq. No. 


3042 




Seq. ID 


OJ990822_ 


47. 0103. C5 


Gene No. 


6458 




Strand 


+ 




Start 


30601 




End 


32395 




Name 


OJ990822 47. 0103. C5. 


o4 .gp 


Method 


AAT/GAP 




Start 


30322 




End 


30634 




GI 


2311650 




Score 


517 




Exons 


30322. .30634 










Seq. No. 


3042 




Seq. ID 


OJ990822_ 


47. 0103. C5 


Gene No. 


6458 




Strand 


+ 




Start 


30601 




End 


32395 




Name 


OJ990822 47. 0103. C5. 


o5 . gs 


Method 


GENSCAN 




Start 


30601 




End 


32072 




GI 


none 




Score 


.75 




Exons 


30601. .31090, 31191. 


.31408, 


31937. .32072 




Seq. No. 


3042 




Seq. ID 


OJ990822_ 


47. 0103. C5 


Gene No. 


6458 




Strand 


+ 




Start 


30601 




End 


32395 




Name 


OJ990822 47. 0103. C5. 


o4 .np 


Method 


AAT/NAP 




Start 


30604 




End 


32395 




GI 


3249105 




Score 


1100 




Exons 


. 30604. .30813, 30919. 


.31090,. 


31191. .31408, 31515. 


.31622, 




31711. .31836, 31937. 


.32395 









3168 



GI Descrip. (AC003114) Contains similarity to protein phosphatase 2C (ABI1) 
gb|X78886 from A. thaliana. [Arabidopsis thaliana] 



Seq. s ..No. 3042 Seq. ID 

Gene "No. 64 58 Strand 

Start 30601 End 

Name OJ990822_47 . 0103 . C5 . o5 . gp Method 

Start 31959 End 

GI 427384 Score 
Exons 31959.. 32097 

GI Descrip. 3249105 3.0e-12 {AC003114) Contains similarity to protein 

phosphatase 2C (ABI1) gb_X78886 from A. thaliana. [Arabidopsis 
thaliana] 



OJ990822_47.0103.C5 
+ 

32395 
AAT/GAP 
32097 
197 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3042 Seq. ID 

6459 Strand 
623 End 
OJ990822_47 . 0103 .C5.ol.gp Method 
623 End 
none Score 
623.. 826, 994.. 1293 

3042 Seq. ID 

6460 Strand 
1411 End 
OJ990822_47 . 0103 . C5 . ol . np* Method 
1411 End 
6714443 Score 
1411. .1991, 2822. .3112, 3197. .4266 

(AC011620) unknown protein [Arabidopsis thaliana] 



OJ990822_47.0103.C5 

1293 
AAT/GAP 
1293 
905 



OJ990822_47.0103.C5 

4266 
AAT/NAP 
4266 
574 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822 47.0103.C5 



4266 
AAT/GAP 
2920 
997 



3042 
6460 
1411 

OJ990822_47.0103.C5.o2.gp 
1530 

71359_1.R1084 
1530.. 1991, 2822.. 2920 

'3881722/emb|CAA93426.1| 2.0e-09 (Z69385) Similarity to Human 
XE169 protein (SW: XE169_HUMAN) ; cDNA EST EMBL:D27033 comes from 
this gene; cDNA EST EMBL:D27035 comes from this gene; cDNA EST 
EMBL:D27034 comes from this gene; cDNA EST EMBL:D27037 comes 
from thi' 



Seq. No. 3042 

Gene No. 64 60 

Start 1411 

Name OJ990822_47 . 0103 . C5 . o3 . gp 

Start 3260 

GI 4715652 

Exons 3260.. 3682, 3731.. 3770 

Seq. No. 3042 

Gene No. 6461 

Start 7477 

Name OJ990822_4 7 . 0103 . C5 . o2 . gs 

Start 7477 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990822_47.0103.C5 

4266 
AAT/GAP 
3770 
881 



OJ990822_47.0103.C5 

8664 
GEN SCAN 
8664 



3169 



GI none 

Exons 7477.. 8404, 8606.. 8664 

Seq. No. 3042 

Gene No. 6462 

Start 9415 

Name OJ990822_47 . 0103 . C5 . o3 . gs 

Start 9415 

GI none 
Exons 



Score 



.88 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 11945 

Method GENS CAN 

End 11945 

Score .83 



9415.. 10142, 10728. .11124, 11201 11422, 11577 .. 11631 , 
11839.. 11945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3042 
6463 
28077 

OJ990822_47 . 0103 . C5 . o3 . tm 

1041 

none 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 
Method TBLASTX : Mai ze 
End 3023 
Score 120 

1041. .1082, 1084. .1272, 1085. .1276, 1086. .1346, 1087. .1278, 
1417. .1503, 1578. .1706, 1591. .1704, 1706. .1801, 1707. .1787, 
1773. .1994, 1774. .1992, 2810. .3022, 2820. .3023 



en 



Seq. No. 
Gene No. 
Start 
Name ~ 
Start 
GI 

Exons 



Seq. No. 
is Gene No. 
O Start 
Name 
Start 
= GI 
^ Exons 



3042 
6463 
28077 

OJ990822_47.0103.C5.o4.ts 

1775 

none 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Soybean 

End 3053 

Score 126 



1775. .1993, 1792. .2001, 1795. .1992, 1797. .1994, 2810. .3052, 
2820. .3053 



3042 
6463 
28077 

OJ990822_47 . 0103 . C5 . o5 . tw 

2957 

none 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Wheat 

End 3237 

Score 190 

2957. .3058, 2958. .3134, 2965. .3237, 3095. .3220, 3169. .3237, 
3178.. 3237, 3178.. 3237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3042 
6463 
28077 

OJ990822_47.0103.C5.ol2.tm 

3023 

none 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 
Method TBLASTX : Mai ze 
End 3457 
Score 102 

3023.. 3178, 3024.. 3164, 3034.. 3237, 3085.. 3231, 3270.. 3377, 
3270.. 3356, 3284.. 3367, 3372.. 3413, 3392.. 3457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3042 
6463 
28077 

OJ990822_47. 0103. C5. oil. tm 

7459 

none 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX: Maize 

End 9660 

Score 172 



7459. .7722, 7462. .7704, 9412. .9660, 9413. .9565 



3170 



Seq. No. 3042 

Gene No. 64 63 

Start 28077 

Name OJ990822_4 7 . 0103 . C5 . 06 . tm 

Start 11074 

GI none 

Exons 11074. .11169, 11098 .. 11172, 
11172. .11258, 11174. .11293, 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Mai ze 

End 11474 

Score 79 
11099. .11191, 11171. .11326, 
11321. . 11470, 11322. .11474 



Seq. No. 3042 

Gene No. 64 63 

Start 28077 

Name OJ990822_47 . 0103 . C5 . o7 . ts 

Start 11101 

GI none 

Exons 11101. .11169, 11101 .. 11172, 
11172. .11213, 11174.. 11293 



Seq. ID OJ990822_47.0103.C5 

Strand ' - 

End 32400 

Method TBLASTX : Soybean 

End 11293 

Score 66 
11102. .11191, 11171. .11293, 



Seq. No. 3042 

Gene No. 64 63 

Start 28077 

Name OJ990822_47 . 0103.C5.o2. tw 

Start 11171 

GI none 

Exons 11171. .11293, 11171 .. 11326, 
11414. .11473, 20809.. 20871 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Wheat 

End 20871 

■ Score 85 

11321. .11470, 11322. .11471, 



□ 


Seq. No. 


3042 








Seq. ID 


OJ990822 


_47.0103 


.C5 




Gene No. 


6463 








Strand 










Start 


28077 








End 


32400 








Name 


OJ990822 47. 0103. C5. 


o5. tm 


Method 


TBLASTX: Maize 




ru 


Start 


20251 








End 


20869 








GI 


none 








Score 


117 






Q 


Exons 


20251. 


.20319, 


20444. 


.20611, 


20445. .20654, 20717 


. .20866, 




: - J 




20718. 


.20867, 


20783. 


.20869 












Seq. No. 


3042 








Seq. ID 


OJ990822 


_47.0103 


.C5 


i, 1 


Gene No. 


6463 








Strand 








□ 


Start 


28077 








End 


32400 






Q 


Name 


OJ990822 47. 0103. C5. 


06. ts 


Method 


TBLASTX: 


Soybean 






Start 


20251 








End 


20861 








GI 


none 








Score 


83 








Exons . 


20251. 


.20325, 


20444. 


.20647, 


20445. .20615, 20679 


. .20861, 








20726. 


.20860 
















Seq. No. 


3042 








Seq. ID 


OJ990822 


_47.0103 


.C5 




Gene No. 


6463 








Strand 










Start 


28077 








End 


32400 








Name 


OJ990822 47. 0103. C5. 


ol . tc 


Method 


TBLASTX : i 


Cress 






Start 


20445 








End 


24153 








GI 


none 








Score 


183 








Exons 


20445. 


.20615, 


20690. 


.20866, 


20763. .20870, 21021 


. .21170, 








21021. 


.21110, 


21023. 


.21130, 


22203. .22289, 22329 


. .22472, 








22348. 


.22473, 


22547. 


.22639, 


22585. .22686, 22645 


. .22758, 








22646. 


.22759, 


22824. 


.22943, 


22836. .22943, 22837 


. .22944, 








23058. 


.23249, 


23060. 


.23272, 


23060. .2324 


8, 23358 


. .23528, 








23366. 


.23524, 


23369. 


.23533, 


23370. .2352 


!8, 23593 


. .23874, 





3171 



23594. .23845, 23610 23873, 23959 .. 24 153, 23964.. 24128 



Seq. No. 3042 

Gene No. 64 63 

Start 28077 

Name OJ990822_4 7 . 0103 . C5 . olO . tm 

Start 21192 

GI none 
Exons 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Mai ze 

End 22116 

Score 99 



21192. .21266, 21200 21265, 21355 214 38 , 21356 .. 21439, 
21555. .21629, 21555 .. 21626, 21720 .. 21851, 2174 9 .. 21850, 
21760. .21852, 22003 .. 22116, 22007.. 22114 



Seq. No. 3042 

Gene No. 64 63 

Start 28077 

Name OJ990822_47 . 0103 . C5 . o3 . ts 

Start 22203 

GI none 
Exons 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Soybean 

End 23249 

Score 80 



22203. .22286, 2234 4 22475, 22375 22479, 22582 22632, 
22586. .22759, 22645 22704 22708 .. 22755, 22836 2294 3, 
22840. .22944, 23070 23249, 23076. .23249 



111 



Seq. No. 3042 Seq. ID 

Gene No. 6463 Strand 

Start 28077 End 

Name . OJ990822_47 . 0103 . C5 . 08 . tm Method 

Start 22374 End 

GI none Score 
Exons 



OJ990822_47.0103.C5 
32400 

TBLASTX: Maize 

22759 

160 



22374. 
22598. 



.22475, 22375. 
.22759 



.22479, 22597. .22758, 22598 .. 22759, 



Seq. No. 3042 

Gene No. 6463 

Start 28077 

Name OJ990822_4 7 . 0103 . C5 . o2 . tm 

Start -22836 

GI none 
Exons 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX: Maize 

End 24138. 

Score 87 



22836. .22943, 22839 .. 22943, 22840 22944 , 23088 .. 2324 9, 
23163. .23249, 23394 .. 23528 , 23396.-23524, 23593 .. 23874 , 
23593. .23868, 23610 .. 23873, 23956 24 138 , 23964. .24134 



Seq. No. 3042 

Gene No. 64 63 

Start 28077 

Name OJ990822_47 . 0103 .C5.ol.ts 

Start 23362 

GI none 
Exons 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Soybean 

End 24029 • 

Score 64 



23362. .23484, 23370 23528, 23372 23524 , 23591 23872, 
23593. .23874, 23610 23873, 23611 23874 , 23955 .. 24029, 
23959. .24027 



Seq. No. 3042 . Seq. ID 

Gene No. 6463 Strand 

Start 28077 , End 

Name OJ990822_4 7 . 0103 . C5 . o3 . tw Method 

Start 23775 - End 

GI none Score 



OJ990822_47.0103.C5 
32400 

TBLASTX: Wheat 

24138 

114 



3172 




Exons 


23775. .23873, 23776 


. .23874, 


23956. .24138, "23964 .. 24 131 




Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 


Gene No. 


6463 




Strand 






Start 


28077 




End 


32400 




Name 


OJ990822 47. 0103. C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24641 




End 


24927 




GI 


none 




Score 


408 




Exons 


24641. .24901, 24642 


. .24914, 


24643. .24927, 24643. .24915 




Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 


Gene No . 


6463 




Strand 






Start 


28077 




End 


32400 




Name 


OJ990822 47. 0103. C5 


. o7 . tm 


Method 


TBLASTX :Maize 




Start 


24943 




End 


26077 




GI 


none 




Score 


63 




Exons 


24943. .25011, 24953 


. .25078, 


24978. .25079, 25675 25728 , 






25675. .25737, 25685 


. .25741, 


25712. .25€ 


146, 25734. .25865, 






25738. .25854, 25822 


. .25869, 


25831. .25998, 25837 25998, 






25851. .26003, 25874 


. .26002, 


25991. .26044, 26042.. 26077 




Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 


Gene No. 


6463 




Strand 






Start 


28077 




End 


32400 




Name 


OJ990822 47. 0103. C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25830 




End 


26077 




GI 


none 




Score 


37 




Exons 


25830. .25994, 25838 


. .25861, 


25845. .25994, 2584 6 .. 25998 , 






25846. .25995, 25874 


. .25996, 


25993. .26073, 25994.. 26077 




Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 


Gene No. 


6463 




Strand 






Start 


28077 




End 


32400 




Name 


OJ990822 47. 0103. C5 


. o3 . np 


Method 


AAT/NAP 




Start 


28077 




End 


32400 




GI 


6063557 




Score 


196 




Exons 


28077. .28194, 28446 


. .28620, 


32203. .32400 ' 




GI Descrip. 


(AP000615) similar 


to dJ522J7.2 (Z98885) [Oryza sativa] 




Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 


Gene No. 


6463 




Strand 






Start 


28077 




End 


32400 




Name 


OJ990822 47. 0103. C5 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


30637 




End 


30936 • 




GI 


none 




Score 


280 




Exons 


30637. .30816, 30711 


. .30821, 


30861. .30932, 30907.. 30936 




Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 


Gene No. 


6463 




Strand 






Start 


28077 




End 


32400 




Name 


OJ990822 47. 0103. C5 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


30642 




End 


31044 




GI 


none 




Score 


213 




Exons 


30642. .30809, 30643 


. .30816, 


30898. .31038, 30907 .. 3104 4 , 






30909. .31043 










Seq. No. 


3042 




Seq. ID 


OJ990822_47.0103 


.C5 



3173 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6463 Strand 

28077 End 

OJ990822_47 . 0103 . C5 . o2 . ts Method 

30643 End 

none Score 



32400 

TBLASTX: Soybean 

31577 

179 



30643. .30816, 30729 30821, 30907 .. 31095, 30909 . . 31118 , 
31190.. 31411, 31229.. 31408, 31515 .. 31577, 31517. .31576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3042 
6463 
28077 

OJ990822_47.0103.C5.ol.tm 

30937 

none 



Seq. ID OJ990822_47.0103.C5 
Strand 

End 32400 

Method TBLASTX : Mai ze 

End 32098 

Score 24 9 



30937. .31095, 30937 .. 31095, 30939 .. 31133, 31190 .. 31411, 

31193. .31411, 31512. .31610, 31514 .. 31621, 31514 .. 31624 , 

31515. .31625, 31693 .. 31827 , 31700 .. 31831, 31717 .. 31836, 

31913. .32095, 31926 .. 32096, 31928 .. 32098, 31930.. 32097 



Seq. No. 
Gene No. 
Start 
Name 
Start 

J GI 
\ Exons 



ill 



3042 Seq. ID 

64 63 Strand 

28077 End 

OJ990822_47 . 0103 . C5 . ol . tw Method 

31517 End 

none Score 



OJ990822_47.0103.C5 
32400 

TBLASTX: Wheat 

32070 

187 



31517. .31624, 31518 31625, 31679 .. 31804 , 31693 .. 31827 , 
31707. .31805, 31710 31829, 31895 .. 32068, 31928 .. 32068 , 
31936. .32070 



Seq. No. 
| Gene No. 
I Start 

Name 
. Start 

I Exons 



3042 
6463 
28077 

OJ990822_47.0103.C5.o5.ts 

31577 

none 

31577. .31624, 31578 31625, 
31707. .31805, 31710 31841, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31679 

31928 



OJ990822 47. 0103. C5 



32400 

TBLASTX: Soybean 
32020 
79 

31732, 31693. .31827, 
32020, 31930.. 32007 



Seq. No. 3042 
*\t Gene No. 64 63 

S« 8 Start 28077 

Name OJ990822_47 . 0103 . C5 . o3 . tc 

Start 31583 

GI none 

Exons 31583. .31624, 31584 .. 31625, 

31719. .31841, 31910. .32023, 
31930. .32043 



Seq. ID 

Strand 

End 
. Method 

End 

Score 
31693. .31827, 
31928. .32044, 



OJ990822 47. 0103. C5 



32400 

TBLASTX: Cress 
32046 
69 

31707. .31799, 
31930. .32046, 



Seq. No. 3043 

Gene No. 6464 

Start 1 

Name OJ990822_47 . 0103 . C6 . ol . np 

Start 1 

GI 2498930 

Exons 1..45, 213.. 281 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT ION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990822_47.0103.C6 
Strand 

End 281 - 

Method AAT/NAP 

End 281 

Score 108 



3174 



Seq. No. 3043 Seq. ID 

Gene No. 64 65 Strand 

Start 213 End 

Name OJ990822_47 . 0103.C6. ol .gs Method 

Start 213 End 

GI none Score 

Exons 213.. 272 



OJ990822_47.0103.C6 
272 

GENSCAN 

272 

.98 



Seq. No. 3044 . Seq. ID OJ990822_47 . 0103 . C7 

Gene No. 64 66 Strand + 

Start 3278 End 5519 

Name OJ990822_47 . 0103.C7 . ol .np Method AAT/NAP 

Start 3278 End 5519 

GI 5107808 Score 77 

Exons 3278..3298, 5373.. 5519 

GI Descrip. (AF149413) contains similarity to SCP-like extracellular 

prot'elns; Pfam PF00188, Score=196.7, E=3.7e-55, N=l [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



us LxJ - 



Exons 

Seq. No. 
Gene No. 
Start 
r| | Name 
Start 

1=1 Exons 



ry 



! :3 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



3044 Seq. ID 

64 67 Strand 

6290 End 

OJ990822_4 7 . 0103 . C7 . ol . gp Method 

6290 End 

none Score 
6290. .6626 



OJ990822_47..0103.C7 
+ 

6626 
AAT/GAP 
6626 
533 



3044 
6468 
6688 

OJ990822_47.0103.C7.o2.gp 
6688 

LIB3431-041-P1-N1-G6 
6688.-6774, 7173. .7440 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_ 
+ 

7440 
AAT/GAP 
7440 
646 



47. 0103. C7 



3044 Seq. ID 

6469 Strand 

8720 End 

OJ990822_47.0103.C7.o2.tm Method 

5324 End 

none Score 

5324. .5494, 5325.-5486 



OJ990822_47.0103.C7 
15508 

TBLASTX: Maize 

5494 

189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3044 
6469 
8720 

OJ990822_47. 
6350 " 
none 

6350. .6388, 
6607. .6645, 



0103.C7.o2.tw 



6464. .6496, 
6611. .6772, 



6490. 
6619. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6522, 



OJ990822 47. 0103. C7 



15508 

TBLASTX: Wheat 
6774 
34 

6491.. 6523, 6509. 



,6774, 6620.. 6772, 6733. 



,6535, 
,6774 



Seq. No. 
Gene No. 



3044 
6469 



Seq. ID 
Strand 



OJ990822 47.0103-C7 



3175 



Start 


8720 


End 


15508 


Name 


OJ990822 47.0103.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6629 ~ 


End 


6777 


GI 


none 


Score 


186 


Exons 


6629. . 6775, 6631. . 6777 






Seq. No. 


3044 


Seq. ID 


OJ990822_47.0103.C7 


Gene No. 


6469 


Strand 




Start 


8720 


End 


15508 


Name 


OJ990822 47.0103.C7.o2.gs 


Method 


GEN SCAN 


Start 


8720 


End 


15508 


GI 


none 


Score 


.6 


Exons 


8720. .8882, 9312. .9495, 9646 


..9848, 9853.. 9900, 9964.. 10095, 




10342. .10439, 104 66 .. 10591, 


10684. .10942, 11019 .. 11317, 



11407. . 11817, 11902. 
14692. .15508 



12238, 12344. .12494, 12880 .. 14667, ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



;s:s GI Descrip. 

\ y 
i:3 



3044 Seq. ID 

64 69 Strand 

8720 End 

OJ990822_47 . 0103 . C7 . o2 . np Method 

9614 End 

5441880 Score 

9614. .9848, 9964. .10095, 10342 .. 104 39, 



OJ990822_47.0103.C7 

15508 
AAT/NAP 
15055 
4841 

10684. .10942, 



11019. .11317, 11902. .12238, 1234 4 .. 124 94 , 13000 .. 13315, 
13574. .13605, 14050.. 15055 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3044 Seq. ID OJ990822_4 7 . 0103 . C7 

64 69 Strand 

8720 End 15508 

OJ990822_47 . 0103 . C7 . o4 . gp Method AAT/GAP 

10692 End 11191 

LIB3475-007-P1-K1-G8 Score 805 

10692. .10942, 11019. .11191 

•5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



3044 
6469 
8720 

OJ990822_47.0103.C7.ol.tw 

13820 

none 

13820. .13996, 13850 .. 13996, 
14006. .14200 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_47.0103.C7 
15508 

TBLASTX: Wheat 

14200 

79 



13881. .14000, 13994. .14191, 



Seq. No. 3044 Seq. ID 

Gene No.. 6469 Strand 

Start 8720 End 

Name OJ990822_47 . 0103 . C7 . ol . tm Method 

Start 13898 End 

GI none Score 
Exons 



OJ990822_47.0103.C7 
15508 

TBLASTX: Maize 

14494 

151 



13898. .13969, 14033 .. 14332 , 14094 .. 14315, 14366 .. 14494, 



3176 



14388. .14486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3044 Seq. ID OJ990822_47 . 0103 . C7 

64 69 Strand 

8720 End 15508 

OJ990822_47.0103.C7.o5.gp Method AAT/GAP 

14020 End 14451 

5701669 Score 853 

14020. .14451 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 {C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



C3 



ru 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3045 Seq. ID 

6470 Strand 

444 End 

OJ990822_4 7 . 0103 . C8 . ol . gp Method 

444 End 

59306_1.R1084 Score 
444. .556, 1050. .1432 

, 5706504/emb|CAB52266.1| 1.0e-21 (AL109739) hypothetical protein 
[Schizosaccharomyces pombe] 1 



OJ990822_47.0103.C8 
+ 

4442 
AAT/GAP 
1432 
875 



3045 
6470 
444 

OJ990822_47.0103.C8.ol.gs 

557 

none 



Seq. ID OJ990822_47.0103.C8 



Strand 
End 

Method 

End 

Score 



4442 
GENSCAN 
4442 
.48 



557. . 688, 1050. .1166, 2581. .2646, 4372. .4442 



Seq. No. 3045 Seq. ID OJ990822_47 . 0103 . C8 

Gene No. 6470 Strand + 

Start 444 End 4442 

Name OJ990822_47 . 010-3 .C8 .ol . np Method AAT/NAP 

Start 1058 End 1312 

GI 6624908 Score 324 

Exons 1058.. 1312 

GI Descrip. (AJ251510) putative APC11 anaphase-promoting complex subunit 
[Drosophila melanogaster] 



Seq. No. 3045 Seq. ID 

Gene No. 64 71 Strand 

Start 5516 End 

Name OJ990822_47 . 0103 .C8 . o2 . gp Method 

Start 5516 End 

GI none Score 

Exons 5516.. 6099 



OJ990822_47.0103.C8 
+ 

6454 
AAT/GAP 
6099 
1144 



Seq. No. 3045 Seq. ID OJ990822_ 

Gene No. 6471 Strand + 

Start 5516 End 6454 

Name OJ990822_47 . 0103 ,C8 . o2 . gs Method GENSCAN 

Start 5759 End 6403 

GI none Score 1 

Exons 5759.. 6403 



47. 0103. C8 



3177 




Seq. No. 


3045 




Seq. ID 


OJ990822_ 


47.0103 


.C8 


Gene No. 


6471 




Strand 


+ 






Start 


5516 




End 


6454 






Name 


OJ990822 47. 0103. C8 


. o3 . op 


Method 


AAT/GAP 






Start 


6132 




End 


6454 






GI 


5003790 




Score 


630 






Exons 


6132. .6454 












Seq. No. 


3045 




Seq. ID 


OJ990822 


47 .0103 


.C8 


Gene No . . 


6472 




Strand 


+ 






Start 


12205 




End 


16512 






Name 


OJ990822 47. 0103. C8 


. o4 .gs 


Method 


GENSCAN 






Start 


12205 




End 


16469 






GI 


none 




Score 


.7 






Exons 


12205. .12302, 12350 


. .12415, 


12560. .12711, 12800. 


.12858, 






12960. .13324, 13358 


. . 14735, 


15516. . 15660, 15751. 


.16469 





i Lj 



Seq. No. 3045 Seq. ID 

Gene No. 6472 Strand 

Start 12205 End 16512 

Name OJ990822_47 . 0103 . C8 . o2 . np Method AAT/NAP 

Start 12614 End 16442 

GI 6714388 Score 524 

Exons 12614. .12715, 12786 .. 12858 , 12960 .. 13774 , 13838 

1-4427. .14650, 14801 .. 14 891, 15840 .. 16043, 16074 



OJ990822_47.0103.C8 
+ 



14369, 
,16442 



GI Descrip. (AC012393) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

» Gene No. 

j Start 

] Name 

\ Start 

* GI 

h Exons 

I GI Descrip. 

\ Seq. No. 
■ Gene No. 
; Start 
^ Name 

Start 

GI 

Exons 



OJ990822_47.0103.C8 
+ 



3045 • Seq. ID 

6472 Strand 

12205 End 16512 

OJ990822_47 . 0103 . C8 . o3 . np Method AAT/NAP 

12614 End 16512 

2191167 Score 517 
12614. .13631, 13689. .14368, 
15823. .16512 

(AF007270) A_IG002P16. 18 gene product [Arabidopsis thaliana] 



14427. .14718, 15562 .. 15669, 



3045 
6473 
19290 

OJ990822_47.0103.C8 .o5.gs 

19290 

none 

19290. .19429, 20269 .. 21291, 
22852. .22886 



Seq. ID OJ990822_47.0103.C8 

Strand + 

End 22886 

Method GENSCAN 

End 22886 ' 

Score . 64 
21774. .22068, 22239 .. 22287, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3045 
6473 
19290 

OJ990822_47.0103.C8.o.4.np 

20195 

5306255 



Seq. ID OJ990822_47.0103.C8 



Strand 
End 

Method 

End 

Score 



+ 

22886 
r AAT/NAP 
21284 
168 



20195. .20669, 20733 .. 20881 , 20967.. 21284 



GI Descrip. (AC006438) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



3045 
6473 



Seq. ID OJ990822_47.0103.C8 
Strand + 



3178 



Start 


19290 


End 


22886 






Name 


OJ990822 47.0103.C8.o5.gp 


Method 


AAT/GAP 






Start 


20328 


End 


20641 






GI 


5003757 


Score 


549 






Exons 


20328. .20641 










Seq. No. 


3045 


Seq. ID 


OJ990822 


_47.0103. 


C8 


Gene No. 


6473 


Strand 


+ 






Start 


19290 


End 


22886 






Name 


OJ990822 47.0103.C8.o6.gp 


Method 


AAT/GAP 






Start 


20702 


End 


21117 






GI 


2311234 


Score 


769 






Exons 


20702. .21117 










Seq. No. 


3045 


Seq. ID 


OJ990822 


_47.0103. 


C8 


Gene No. 


6474 


Strand 


+ 






Start 


25584 


End 


29977 






Name 


OJ990822 47.0103.C8.o7.gs 


Method 


GENSCAN 






Start 


25584 


End 


29977 






GI 


none 


Score 


.64 






Exons 


25584. .26132, 26383. .26458, 


26464. .26695, 27017 


. .27166, 






27531. .27651, 28330. .28498, 


28692. .29224, 29581 


. .29977 




Seq. No. 


3045 


Seq. ID 


OJ990822 


_47.0103. 


C8 


Gene No. 


6474 


Strand 


+ 






Start 


25584 


End 


29977 






Name 


OJ990822 47.0103.C8.o7.gp 


Method 


AAT/GAP 






Start 


27640 


End 


28096 






GI 


4968598 


Score 


754 






Exons 


27640. .28096 










Seq. No. 


3045 


Seq. ID 


OJ990822 


_47.0103. 


C8 


Gene No. 


6474 


Strand 


+ 






Start 


25584 


End 


29977 






Name 


OJ990822 47.0103.C8.o5.np 


Method 


AAT/NAP 






Start 


28271 


End 


28580 






GI 


6539588 


Score 


151 






Exons 


28271.. 28580 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


3045 


" Seq. ID. 


OJ990822 


_47.0103. 


C8 


Gene No. 


6475 


Strand 








Start 


16143 


End 


16613 






Name 


OJ990822 47.0103.C8.o4.gp 


Method 


AAT/GAP 






Start 


16143 


End 


16613 






GI 


none 


Score 


866 






Exons 


16143. .16613 










Seq. No. 


3045 


Seq. ID 


OJ990822 


_47.0103. 


C8 


Gene No. 


6476 


Strand 








Start 


23651 


End 


25250 






Name 


OJ990822 47.0103.C8.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1029 


End 


1329 






GI 


none 


Score 


115 






Exons 


1029. .1301, 1048. .1308, 1049 


. .1312, 1198. .1329 






Seq. No. 


3045 


Seq. ID 


OJ990822 


_4 7.0103. 


C8 



3179 



'■iJi 



OC1IC IN W • 


6476 


Strand 






Start 


23651 


End 


25250 




Name 


OJ990822 47.0103.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


1044 


End 


1312 




GI 


none 


Score 


109 




F von q 


1044 1289 1045 1143 1047 


..1310, 1048. .1311, 1049. .1312, 




1049 1312 








OC^> INU • 


304 5 

Jut J 


Seq. ID 


OJ990822_47.0103 


.C8 


Gene No. 


6476 


Strand 






Start 


23651 


End 


25250 




Name 


OJ990822 47 0103 C8 o4 tm 


Method 


TBLASTX: Maize 




uLai L 


Sftl ft ~~ 
joio 


End 


6154 




VJX 


n on 


Score 


223 






5818 5877. 5972 6115. 5983 


..6066, 6095.. 6154 






304 5 

JvU 


Seq. ID 


OJ990822_47.0103 


.C8 


Gene No. 


6476. 


Strand 






Start 


23&51 


End 


25250 . 




Name 


OJ990822 47.0103.C8.ol.tw 


Method 


TBLASTX: Wheat 




o ten t 


6281 _ 

V CJ X 


End 


6405 




O X 


none 


Score 


183 




F von 


6281 6397 6281 6328 6313 


..6405, 6313. .6372 




Ccirr Mo 


304 5 


Seq. ID 


OJ990822_47.0103 


."C8 


ti c> Mo 


6476 


Strand 






Start 


23651 


End 


25250 




Name 


OJ990822 47.0103.C8.o6.tm 


Method 


TBLASTX: Maize 




Start 


13686 


End 


13955 




VJX 


none 


Score 


41 




F von q 


13686 13715 13688 13717 


13702. .13857, 13716. .13850, 






13883 13954 13902 13955 








kj v-^ \J . W ■ 


3045 


Seq. ID 


OJ990822_47.0103 


.C8 


Gene No. 


6476 


Strand 






Start 


23651 


End 


25250 




Name 


OJ990822 47 0103 C8 ol tm 


Method 


TBLASTX: Maize 




Start 


14009 _ 


End . 


14403 




VJ X 


none 


Score 


552 




von q 


14009 14395 14010 14396 


14011. .14403 




Cpn Mo 


3045 


Seq. ID 


OJ990822_47.0103 


.C8 


i^ono Mo 


6476 


Strand 








23651 


End 


25250 




Name 


OJ990822 47.0103.C8.o5.tm 


Method 


TBLASTX: Maize 




Start 


15518 


End 


15943 




ox 


none 


Score 


106 




P 1 von 


1S518 15607 1SS18 1 Sfifil 


15520. .15609, 15607 .. 15663, 






15749 15889 15750 15839 


15763. .15879, 15865 .. 15939, 






15866 15943 

X -J U U U • * X -J J *i J 








C o rr Mr** 

oeq . ino . 


O U *i D 


Seq. ID 


OJ990822_47.0103 


.C8 


Gene No. 


6476 


Strand 






Start 


23651 


End 


25250 




Name 


OJ990822 47.0103.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


. 16220 


End 


16446 




GI 


none 


Score 


148 





3180 



Exons 



16220. .16441, 16221. .16445, 16233 16445, 16246. .16446 



Seq. No. 3045 

Gene No. 6476 

Start 23651 

Name OJ990822_47 . 0103.C8 .o2 . ts 

Start 21116 

GI none 

Exons 21116. .21268 



Seq. ID OJ990822_47.0103.C8 
Strand 

End 25250 

Method TBLASTX : Soybean 

End 21268 

Score 187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3045 
6476 
23651 

OJ990822_47.0103.C8.o6.gs 

23651 

none 



Seq. ID OJ990822_47.0103.C8 
Strand 

End 25250 

Method GEN SCAN 

End 25250 

Score .58 



23651. .23793, 23861 23885, 23982 .. 24005, 24551 .. 24648, 
24950.. 25250 



. — 

\ y 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3046 
6477 
126 

OJ990822_40 . 0128 . CI . ol . gs 

126 

none 

126. .652 



Seq. ID OJ990822_40.0128.C1 

Strand + 

End 652 

Method GENSCAN 

End 652 

Score .55 



Seq. ID OJ990822_40.0128.C2 
Strand + 

3017 
AAT/NAP 
3017 
1426 



3047 
6478 
1 

OJ990822_40 . 0128 . C2 . ol . np 
1 

3176715 
1.-1992, 2887. .3017 

(AC002392) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



£3 



Seq. No. . . 3047 

Gene No. 6478 

Start 1 

Name OJ990822_40 . 0128 . C2 . ol . gs 

Start 186 

GI none 

Exons 186.. 2015 



-Seq. ID OJ990822_40.0128.C2 

Strand + 

End 3017 

Method GENSCAN 

End 2015 

Score .46 



Seq. No. 3047 

Gene No. 6479 

Start 7166 

Name OJ990822_40 . 0i28 . C2 . o3 . gs 

Start 7166 

GI none 

Exons 7166.. 7186, 8231.. 8773 



Seq. ID OJ990822_40.0128.C2 . 

Strand + 

End 8773 

Method GENSCAN 

End 8773 

Score .99 



Seq. No. 3047 

Gene No. 6480 

Start 9866 

Name OJ990822_4 0 . 0128 . C2 . o4 . gs 



Seq. ID OJ990822_40.0128.C2 

Strand + 

End 17104 

Method GENSCAN 



3181 




Start 


9866 


End 


17104 


GI 


none 


Score 


.81 


F von <5 


9866.. 9985, 12532 .. 15087, 15230 .. 1604 6, 


16314 . . 17104 


Qprj Mo 


3047 


Seq. ID 


OJ990822 40. 0128. C2 


Gene No. 


6480 


Strand 


+ 


Start 


9866 


End 


17104 


Name 


OJ990822 40.0128.C2.o2.np 


Method 


AAT/NAP 


Start 


12529 


End 


17101 


OX 


4680179 


Score 


6553 


F vnn q 


12529.. 17101 






\J _L L/ w O ^» J- -1- k-/ ■ 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




3047 


Seq. ID 


OJ990822_40.0128.C2 


Gene No . 


6481 


Strand 




Start 


1248 


End 


1659 


Name 


OJ990822 40.0128.C2.ol.gp 


Method 


AAT/GAP 


Start 


1248 


End 


1659 


O X 


uC-osflcyp017cllbl 


Score 


812 


F von ^ 


1248. .1659 






f^T np^ri"! n 

OX L/CjOIX^/i 


, 3445397/emb|CAA09029.1| 3.0e 


-55 (AJ010166) S-domain 




receptor-like protein kinase 


[Zea mays] 


t 


O C • INIJ • 


3047 


Seq. ID 


OJ990822_40.0128.C2 


Gene No . 


"6482 


Strand 




Start 


2245 


End 


2979 


Name 


OJ990822 40.0128.C2.o2.gp 


Method 


AAT/GAP 


Start 


2245 


End 


2881 


GI 


uC-osflcyp024b07bl 


Score 


575 


F von ^ 


2245. .2363, 2454. .2560, 2759. 


.2881 




VJX O X- U- k-^ • 


, 4 680203/gb|AAD27566.1|AF114171_7 1 . Oe- 


■39 (AF114171) TNP2-: 




protein [Sorghum bicolor] ' 






Qorr Mo 


3047 


Seq. ID 


OJ990822_40.0128.C2 


Gpne No 


6482 


Strand 




Start 


2245 


End 


2979 


Name 


OJ990822 40.0128.C2.o3.gp 


Method 


AAT/GAP 


Start 


2443 


End 


2979 


GI 


uC-osflcyp024b07bl 


Score 


518 


F, von 


2443. .2560, 2759.-2979 






OX L^C O ^ i_ X • 


, 4680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


-39 (AF114171) TNP2-. 




protein [Sorghum bicolor] ' 






Can* Mo 


3047 


Seq. ID 


OJ990822_40.0128.C2 


("Icir^F* Mo 


6483 


Strand 




Start 


17506 


End 


17745 


.Name 


OJ990822 40.0128.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


147 


End 


1991 


GI 


none 


Score 


37 


F von q 


147. .206, 258. .350, 399. .494, 


498. .635, 


747. .806, 1095. .11 




1118. .1177, 1179. .1721, 1190. 


.1354, 1275.. 1376, 1424.. 1579 




1731. . 1991 






Seq. No. 


3047 


Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 


Strand 




Start 


17506 


End 


17745 


Name 


OJ990822 40.0128.C2.o5.ts 


Method 


TBLASTX : Soybean 



3182 




Start 


327 








End 


653 


GI 


none 








Score 


124 


Exons 


327. .455, 492. .653, 494 


. .646 






Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822 40 


.0128 


.C2.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


4 98 








End 


845 


GI 


none 








Score 


208 


Exons 


498. .671, 506. .673, 656 


. .841, 


659. .805, 


681.. 845 


Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822_40 


.0128 


. C2 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


1083 








End 


1388 


GI 


none 








Score 


155 


Exons 


1083. .1208, 


1091 


. .1207, 


1191. 


.1388, 1193.. 1381 


Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822_40 


. 0128 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1086 








End 


1532 


GI 


none 








Score 


358 


Exons 


1086. .1397, 


1088 


. .1390, 


1380. 


.1532, 1386. .1511, 1394. .1525 


Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822_40 


. 0128 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


1251 








End 


1664 


GI 


none 








Score 


110 


Exons 


1251. .1403, 


1398 


. .1577, 


1401. 


.1565, 1424. .1567, 1602. .1664 




1625. .1663 












Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822 40 


.0128 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1394 








End 


1994 


GI 


none 








Score 


84 


Exons 


1394. .1579, 


1396 


. .1770, 


1398. 


.1994, 1622. .1993 


Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822 40 


.0128 


.C2.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


1587 








End 


1976 


GI 


none 








Score 


168 


Exons 


1587. .1721, 


1619 


. .1741, 


1796. 


.1972, 1833. .1976 


Seq. No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 




Start 


17506 








End 


17745 


Name 


OJ990822 40 


.0128 


.C2.o9. 


tw 


Method 


TBLASTX: Wheat 



3183 






Start 


12798 




End 


13161 




GI 


none 




Score 


290 




Exons 


12798. .12902, 12802. 


.13161, 


12927.. 13160 




Seq. No. 


3047 






HTQQ0ft99 40 019ft CO 






64 ft*3 
OH Oj 




C4- ran H 






Start 


17506 






1 774 ^ 
I / / ft j 




Name 


OJ990822 40. 0128. C2 . 


olO.tm 




TRT ■ Ma n to 
1 DLno 1 A . rial Z6 




Start 


13042 










GI 


none 




Score 


191 . 




Exons 


13042. .13338, 13059. 


.13229 








Seq. No. 


3047 




q pn t n 


n.TQQ0ft99 40 01 9ft P9 




bene wo . , 


64 ft ^ 




ol idna 






Start 


17506 




Hi I Id 


J. / / fi J 




Name 


OJ990822 40. 0128. C2. 


o9.tm 


rlc LliOQ 






Start 


13729 






1 4004 
J. 4 U U fi 




GI 


none 




Score 


202 




Exons 


13729. .14004 










Seq. No. 


3047 




'Seq. ID 


OJ990822_40.0128.C2 




uene lno ■ 


64 ft ^ 
Of* 0-3 




Strand 






Start 


17506 




End 


17745 


S3 


Name 


OJ990822 40. 0128. C2. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


13737 




End 


14091 




GI " 


none 




Score 


268 


Pi | 


Exons 


13737. .13832, 13738. 


.14091, 


13921. .14052 


H 


Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128.C2 




bene wo • 


OH Oj 




Strand 






Start 


17506 




End 


17745 


; ! i | 


Name 


OJ990822 40. 0128. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 


: =? 


Start 


14262 




End 


14748 




GI 


none 




Score 


541 


t. a 
i . : 


Exons 


14262. .14705, 14266. 


.14748 






M 


Seq. No. . 


3047 




Seq. ID 


OJ990822_40.0128.C2 




^qiio NT /-^ 
belle viU . 


64ft^ 




Strand 






Start 


17506 




End 


17745 


'= J 


Name 


OJ990822 40. 0128. C2 . 


o5. tm 


Method 


TBLASTX: Maize 


□ 


Start , 


14331 




End 


14802 




GI 


none 




Score 


380 




Exons 


14331. .14576, 14335. 


.14802, 


14422. .14769 




Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128.C2 




bene no. 


64 ft 7 
0*10 j 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


14335 




End 


14619 




GI 


none 




Score 


188 




Exons 


14335. .14619, 14418. 


.14618 








Seq. No., 


3047 




Seq. ID 


OJ990822_40.0128.C2 




Gene No. 


6483 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


14689 




End 


15063 



3184 




GI 


none 




Score 


57 




Exons 


14689. .14721, 14689 


. .14721, 


14725. .15063, 14728 .. 14 802, 






14732. .14866, 14820 


. .15059 








Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


,C2 


Gene No. 


C A Q "i 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


14797 




End 


15096 




GI 


none 




Score 


342 




Exons 


14797. .15063, 14797 


. .15054, 

- 


14982. .15059, 15058.. 15096 




Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 






Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14818 




End 


15169 




GI 


none 




Score 


225 




Exons 


14818. .15063, 14829 


. .15056, 


15080.. 15169 




Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


o4b J 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


.02. tw 


Method 


TBLASTX: Wheat 




Start 


15098 




End 


15607 




GI 


none 




Score 


631 




Exons 


15098. .15607, 15130 


. .15516 








Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


o4 o J 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


15107 




End 


15349 




GI 


none 




Score 


197 




Exons 


15107. .15349 










Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


C A Q "3 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15170 




End 


15523 




GI 


none 




Score 


473 




Exons 


15170. .15523, 15172 


. .15438, 


15212.. 15508 




Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


C A O *3 

o4eo 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


. o3.tw 


Method 


TBLASTX: Wheat : 




Start 


15611 




End 


16090 




GI 


none 




Score 


571 




Exons 


15611. .16090, 15629 


. . 16084, 


15706. .16089 




Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


6483 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


15788 




End 


16114 





3185 




GI 


none 




Score 


90 




Exons 


15788. .15970, 15971 


. .16114, 


15973. .16113 




Seq. No. 


3047 




beq. iu 


n*rQQnQ99 ah m 9ft 


.C2 


Gene No. 


C A O O 




btrana 






Start 


17506 




Lna 


1 / / 4 0 




Name 


OJ990822 40. 0128. C2 


.o3. ts 


Metnoa 


iD-LAb 1 a : boyoean 




Start 


15878.^. 




Lna 


IblJo 




GI 


none 




Score 


O Q Q 

zo y 




Exons 


15878. .16138, 15883 


. .16137 








Seq. No. 


3047 




beq. iu 


nTQQnQ9 9 A Ci H10Q 

ujyyuo^i 4U.U1Z0 


.C2 


Gene No. 


6483 




Strand 






Start 


17506 






1 / / 4 D 




Name 


OJ990822 40. 0128. C2 


. 06. tm 


Method 


i b±j/\b 1 a : Mai ze 




Start 


15937 




hna 






GI 


none 




Score 


0 / b 




Exons 


15937. .16224, 15938 


. .16228 








Seq. No. 


3047 




beq. iu 


oTQQnQoo /in moo 


.C2 


Gene No. 


C A O O 

6483 




Strana 






Start 


17506 




T"> _J 

End 


I / / 4 D 




Name 


OJ990822 40. 0128. C2 


.ol . tw 


»4 _ +. L.J 

Metnoa 


mnT 7\ O T 1 V . T«7V-\ — — 4- 

l nLAb i a : wneat. 




Start 


16097 




Ena 


lb / Z J 




GI 


none 




Score 






Exons 


16097. .16723, 16153 


. .16722 








Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


6483 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


16277 




End 


16864 




GI 


none 




Score 


226 




Exons 


16277. .16438, 16285 


. .16431, 


16436. .16864, 16438. .16863 




Seq. No. • 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


£ A O O 

6483 




Strand 






Start 


17506 




End 


17745 ■ - ■■ 




Name 


OJ990822 40. 0128. C2 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16723 




End 


17056 




GI 


none 




Score 


359 




Exons 


16723. .16992, 16724 


. .17056 








Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


C A O O 

6483 




Strand 






Start 


17506 




End 


17745 




Name 


OJ990822 40. 0128. C2 


.08. tm 


Method 


TBLASTX: Maize 




Start 


16864 




End 


17111 




GI 


none 




Score 


201 




Exons 


16864. .16986, 16865 


. .17077, 


17079. .17111, 17079. .17111 




Seq. No. 


3047 




Seq. ID 


OJ990822_40.0128 


.C2 


Gene No. 


6483 




Strand 






Start 


17506 




End 


17745 * 




Name 


OJ990822 40. 0128. C2 


. o3 .np 


Method 


AAT/NAP 




Start 


17374 




End 


17605 




GI 


. 5295955 




Score 


156 





3186 



Exons 17374.. 17605 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq.- No. 


3047 








Seq. ID 


OJ990822_40.0128.C2 


Gene No. 


6483 








Strand 


- 


Start 


17506 








End 


17745 


Name 


OJ990822 40. 


0128. 


C2.o5. 


gs 


Method 


GENSCAN 


Start 


17506 








End 


17745 


GI 


none 








Score 


.92 


Exons 


17506. .17745 










Seq. No. 










Seq. ID 


OJ990822_40.0128.C3 


Gene No. 


C A O A 

0484 








Strand 


+ 


Start 


1 C f\ A 








End 


3178 


Name 




0128. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 A C C 
±H DO 








End 


3178 


GI 


OA A conn 








Score 


1398 


Exons 


1466. .3178 












GI Descrip. 


(AJ010166) S 


-domain receptor- 


■like protein kinase [Zea mays] 


Seq. No. 


oU4 o 








Seq. ID 


OJ990822_40.0128.C3 


Gene No. 


C A Q A 








Strand 


+ 


Start 


10U4 








End 


3178 


Name 


ATQQDQOO A C\ 


0128. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


~\ ac\ a 
IoU4 








. End 


3122 




none 








Score 


.45 


Exons 


1604. .3122 












Seq. No. 


op) /I Q 








Seq. ID 


OJ990822_40.0128.C3 


Gene No. 


D40J 








Strand 




Start 


0,3 








End 


900 


Name 


r\TQortQOO a n 

ujyyutJZz 4U. 


0128. 


C3.ol. 


gs 


Method 


GENSCAN 


Start 


Q O 
OJ 








End 


900 


GI 


none 








Score 


.47 


Exons 


83.. 220, 320 


..365, 671. 


.900 






Seq; No. 










Seq. ID 


OJ990822_40.0128.C3 


Gene No. 


b4o o 








Strand 




Start 


14 63 








End 


3178 


Name 


OJ990822 40. 


0128. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1463 








End 


3178 


GI 


none 








Score 


45 


Exons 


1463. .1507, 


1529. 


.1636, 


1739. 


.1930, 1976. .2098, 2380. .2469, 




2489. .3010, 


2491. 


.3039, 


3047. 


.3178 




Seq. No. 


3048 








Seq. ID 


OJ990822_40.0128.C3 


Gene No. 


6486 








Strand 




Start 


1463 








End 


3178 


Name 


OJ990822 40. 


0128. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1613 








End 


2014 


GI 


none 








Score 


74 


Exons 


1613. .1750, 


1754. 


.2014, 


1777. 


.2013 




Seq. No. 


3048 








Seq. ID. 


OJ990822_40.0128.C3 


Gene No. 


6486 








Strand 




Start 


1463 








End 


3178 



3187 





Name 


OJ990822 40. 


0128 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1741 








End 


2140 




GI 


none 








Score 


112 




Exons 


1741. .2139, " 


1753 


. .1938, 


1754. 


.2140 






Seq. No. 


3048 








Seq. ID 


OJ990822_40.0128.C3 




Gene No. 


6486 








Strand 






Start 


1463 








End 


3178 




Name 


OJ990822 40. 


0128 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


. 2257 








End 


2821 




GI 


none 








Score 


36 




Exons 


2257. .2274, 


2378 


. .2491, 


2380. 


.2490, 2477. .2671, 2485.. 2658, 






2669. .2821, 


2671 


. .2811 










Seq. No. 


3048 








Seq. ID 


OJ990822_40.0128.C3 




Gene No. 


6486 








Strand 






Start 


1463 








End 


3178 




Name 


OJ990822 40. 


0128 


.C3.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


2372 . 








End 


2681 




GI 


none 








Score 


136 




Exons 


2372. .2488, 


2374 


. .2496, 


2437. 


.2670, 2438. .2680, 2520. .2681 




Seq. No. 


3048 








Seq. ID 


OJ990822_40.0128.C3 




Gene No. 


6486 








Strand 




S3. 


Start 


1463 








End 


3178 




Name 


OJ990822 40. 


0128 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


;n 


Start 


2539 








End 


2953 


u 


GI 


none 








Score 


119 


: c 
i J 


Exons 


2539. .2694, 


2540 


. .2692, 


2671. 


.2853, 2684. .2890, 2891. .2953 




Seq. No. 


3048 








Seq. ID 


OJ990822_40.0128.C3 




Gene No. 


6486 








Strand 




y 


Start 


1463 








End 


3178 




Name 


OJ990822 40. 


0128 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


£ 


Start 


2683 








End 


3178 




GI 


none 








Score 


429 




Exons 


2683.. 3009, 


2687 


. .3010, 


2687. 


.3010, 3050. .3178, 3052.. 3177 




Seq. No. 


3048 








Seq. ID 


OJ990822_40.0128.C3 


. J 


Gene No. 


6486 








Strand 






Start 


1463 








End 


3178 




Name 


OJ990822 40. 


0128 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2831 








End 


3025 




GI 


none 








Score 


206 




Exons 


2831. .3016, 


2833 


. .2925, 


2909. 


.3025 






Seq. No. 


3049 








Seq. ID 


OJ990822_40.0128.C4 




Gene No. 


6487 








Strand 


+ 




Start 


1223 








End 


2922 




Name 


OJ990822 40. 


0128 


.C4 .ol. 


gs 


Method 


GEN SCAN 




Start 


1223 








End 


2922 




GI 


none 








Score 


.5 




Exons 


1223. .1290, 


2102 


. .2374, 


2802. 


.2922 






Seq. No. 


3049 








Seq. ID 


OJ990822_40.0128.C4 




Gene No. 


6488 








Strand 


+ 




Start 


4993 








End 


7410 



3188 



ru 

.: si 

u 



Name 


OJ990822 40. 0128. C4 


. o3 . gs 


Method 


GEN SCAN 






Start 


4993 




End 


7410 






GI 


none 




Score 


1 






Exons 


4993. .7410 












Seq. - No. 


3049 




Seq. ID 


OJ990822_ 


40.0128 


.C4 


Gene No. 






Strand 


4- 






Start 


9091 




End 


11581 






Name 


OJ990822 40. 0128. C4 


.o4 .gs 


Method 


GENSCAN 






Start 


9091 




End 


11581 






GI 


none 




Score 


.87 






Exons 


9091.. 9602, 10760.. 


10859, 


11438. .11581 








Seq. No. 


3049 




Seq. ID 


OJ990822_ 


40.0128 


.C4 


Gene No. 


/■/ on 




Strand 


+ 






Start 


12311 




End 


18423 






Name 


OJ990822 40. 0128. C4 


. o5 . gs 


Method 


GENSCAN 






Start 


12311 




End 


15000 






GI 


none 




Score 


.41 






Exons 


12311. .12473, 12510 


. .14547 


, 14755. .14798, 14933. 


.15000 




Seq. No. 


3049 




Seq. ID 


OJ990822_ 


40.0128 


.C4 


Gene No. 


6490 




Strand 


+ 






Start 


12311 




End 


18423 






Name 


OJ990822 40. 0128. C4 


.ol .np 


- Method 


AAT/NAP 






Start 


12320 




End 


15232 






GI 


3445397 




Score 


1964 






Exons 


12320. .14701, 15122 


. .15232 











GI Descrip. (AJ010166) S-domain receptor-like protein kinase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3049 
6490 
12311 

OJ990822_40.0128.C4.o2.np 
13805 
4982518 

13805. .13834, 15333 .. 16649, 18402.. 18423 
(AC000107) F17F8.24 [Arabidopsis thaliana] 



Seq. ID OJ990822_40.0128.C4 

Strand + 

End 18423 

Method AAT/NAP 

End 18423 

Score 522 



Seq. ID OJ990822_40.0128.C4 

Strand + 

End 26244 

Method AAT/NAP 

End 26244 

Score 1864 



3049 
6491 
21609 

OJ990822_40.0128 .C4 .o3.np 
21609 
3445397 

21609. .23157, 24254 .. 25082, 26140.. 26244 

(AJ010166) S-domain receptor-like protein kinase [Zea mays] 



3049 
6492 
1619 

OJ990822_40.0128.C4.ol.gp 

1619 

2275885 

1619. .2139 



Seq. ID OJ990822_40.0128.C4 
" Strand 

End 2139 

Method AAT/GAP 

End 2139 

Score 883 



Seq. No. 



3049 



Seq. ID OJ990822_40.0128.C4 



3189 





bene No . 




btrana 








Start 


4166 


End 


4741 






Name 


OJ990822 40.0128.C4.o2.gs 


Method 


GEN SCAN 






Start 


4166 


End 


4741 






GI 


none 


Score 


.86 






Exons 


4166. .4380, 4600. .4741 










Seq. No. 


3049 


Seq. ID 


OJ990822 


_40.0128.C4 




Gene No. 


C A <\ A 


Strand 








Start 


17738 


End 


18136 






Name 


OJ990822 40.0128.C4.o6.gs 


Method 


GEN SCAN 






Start 


17738 


End 


18136 






GI 


none 


Score 


.87 






Exons 


17738. .18136 










Seq. No. 


3049 


Seq. ID 


OJ990822 


_40.0128.C4 




Gene No. 


6495 


Strand 








Start 


26900 


End 


27594 






Name 


OJ990822 40.0128.C4.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


1336 


End 


25070 






GI 


none 


Score 


73 






Exons 


1336. .1452, 5185. .5316, 5445 


..5531, 5446. .5496, 


5614. .5721, 






5622.. 5687, 5818.. 6009, 6040 


..6177, 6451. .6576, 


6489. .6575, 


i E ,J 




6568. .7089, 6568. .6747, 6570 


..7.118, 7125.. 7313, 


7126. .7362, 






7249.. 7341, 12479 . . 12628, 12755 12799, 


12944 . . 


13042, 






13115. .13330, 13355. .13498, 


13790. .13909, 13813 


i o n n o 






13885. .14010, 13886. .14452, 


13895. .14107, 14044 


. . 14451, 


\i l 




14515. .14688, 21783 .. 21914 , 


22043. .22129, 22044 


. .22094, 






22128. .22193, 22206 .. 22313, 


22222. .22284, 22413 


. .22607, 


i : 5 




22653. .22775, 24255 .. 24788, 


24267. .24434, 24269 


. .24817, 


- — 




24824. .25012, 24825 .. 25070, 


24948. .25040 






Seq. No. 


3049 


Seq. ID 


OJ990822 


_40.0128.C4 


ii 


Gene No. 


6495 


Strand 








Start 


26900 


End 


27594 






Name 


OJ990822 40.0128.C4.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


1612 


End 


22574 




OS. 


GI 


none 


Score . 


101 






Exons 


1612.. 1728, 5448.. 5567, 5449 


.15577, 5644.. 5754, 


5815. .5976, 


^= J 




12761. .12889, 12965 13297, 


22046. .22165, 22047 


. .22166, 


□ 




22241. .22282, 22242 22349, 


22416. .22574 






Seq. No. 


3049 


Seq. ID 


OJ990822 


_40.0128.C4 




Gene No. 


6495 


Strand 








Start 


26900 


End 


27594 






Name 


OJ990822 40.0128.C4.o6.tm 


Method 


TBLASTX : 


Maize 




Start 


5824 - 


End 


22781 






GI 


none 


Score 


75 






Exons 


5824.. 5940, 5932.. 6039, 6136 


..6183, 13145. . 13261, 13253 ... 13363, 






13379. . 13504, 13514 .. 13576, 


22422. .22538, 22530 


. .22649, 






22656. .22781 










Seq. No. 


3049 


Seq. ID 


OJ990822 


_40.0128.C4 




Gene No. 


6495 


Strand 








Start 


26900 


End 


27594 






Name 


OJ990822 40.0128.C4.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5833 


End 


22818 





3190 



GI 

Exons 



none Score 399 

5833.. 6219, 5833.. 6219, 13153 .. 13542, 13154 .. 13540, 

22418. .22816, 22431 22817 , 22480.. 22818 



Seq. No. 3049 

Gene No. 64 95 

Start 26900 

Name OJ990822_4 0 . 0128 . C4 . ol . ts 

Start 6336 

GI none 
Exons 



Seq. ID OJ990822_40.0128.C4 
Strand 

27594 

TBLASTX : Soybean 
24599 
35 



End 

Method 
End 
Score 

6336. .6353, 6457. .6570, 6460. .6564, 6462. .6569, 6559. .6750, 
6564. .6737, 6568. .6759, 6748. .6900, 6750. .6893, 13772 .. 1408 6, 
13786. .14064, 14089 .. 14214 , 14090 .. 14227, 23059 23154 , 
24258. .24449, 24263.-24 436, 24452 .. 24 592 , 24465. .24599 



□ 



O 

i.i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 



3049 Seq. ID 

6495 Strand 

26900 . End 

OJ990822_4 0 . 0128 . C4 . o4 . tm Method 

6451 End 

none Score 



OJ990822_40.0128.C4 
27594 

TBLASTX: Maize 

24459 

147 



6451. .6576, 6453. .6575, 6516. .6749, 6517. .6759, 6568. .6750, 
6599. .6760, 13777 .. 13902, 13778 .. 13903, 13895 .. 14077 , 
13897. .14076, 23050 .. 23145, 24245.-24448, 24246 .. 24458, 
24268.. 24459 



3049 Seq. ID 

6495 Strand 

26900 End 

OJ990822_4 0 . 0128 . C4 . o2 . tw Method 

6618 End 

none Score 



OJ990822_40.0128.C4 
27594 

TBLASTX: Wheat 

24731 

120 



6618.. 6773, 6619.. 6771, 6750.. 6932, 6763.. 6969, 6769.. 6933, 
6970. .7032, 6975. .7031, 13946 .. 14077, 14087 .. 14296, 
14119. .14262, 14297. .14359, 24317 .. 24 472 , 24318 .. 24470, 
24455. .24631, 244 62 .. 24 668 , 24669.. 24731 



3049 
6495 
26900 

OJ990822_40.0128.C4.o2.tm 

6762 

none 



OJ990822 40. 0128. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6762. .7088, 6766. .7092, 7129. .7353, 7131. .7313, 14089 14415, 
14090. .14419, 14411. .14551, 14422 .. 14538 , 14545 .. 14691, 
14577. .14669, 244 61 .. 24787 , 24465.-24887, 24828 .. 25061, 
24830. .25012 



27594 

TBLASTX: Maize 

25061 

425 



Seq. No. 3049 

Gene No. 64 95 

Start 26900 

Name OJ990822_40 . 0128 . C4 . o2 . ts 

Start 6954 

GI none 
Exons 



Seq. ID OJ990822_40.0128.C4 
Strand 

End 27594 

Method TBLASTX : Soybean 

End 25046 

Score 169 



6954. .7091, 6955. .7089, 7204. .7347, 14275 .. 14418, 14282. 
14298. .14423, 14358 .. 14429, 14506 .. 14706, 24 653. . 24703, 
24654.-24788, 24723.-24788, 24872 .. 25012 , 24897. .25046 



14416, 



3191 






Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


.C4 




Gene No. 


6495 




Strand 








Start 


26900 




End 


27594 






Name 


OJ990822 40.0128.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


15351 




End 


16313 






GI 


none 




Score 


785 






Exons 


15351. .16313, 15366 


. .15506, 


15374. .15631, 15707 .. 15769, 








15836. .15973 












Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 






Gene No. 


6495 




Strand 








Start 


26900 




End 


27594 






Name 


OJ990822 40. 0128. C4 


.o4 . tw 


Method 


TBLASTX: Wheat 






Start 


15405 




End 


15713 






GI 


none 




Score 


310 






Exons 


15405. .15713, 15425 


. .15619, 


15451. .15636 






Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


.C4 




Gene No . 


6495 




Strand 








Start 


26900 




End 


27594 






Name 


OJ990822 40. 0128. C4 


. 06. tw 


Method 


TBLASTX: Wheat 






Start 


15714 




End 


16061 




i!3 


GI 


none 




Score 


94 






Exons 


15714. .15827, 15716 


. .15832, 


15836. .16000, 15837. .15989, 




rP: 




15981. .16061 










i'U 


Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 




i !S l 


Gene No. 


6495 




Strand 






u 


Start 


26900 




End 


27594 






Name 


OJ990822_40.0128.C4 


,o4 . ts 


Method 


TBLASTX: Soybean 




i=[ i 


Start 


15918 




End 


16403 






GI 


none 




Score 


188 




ii 


Exons 


15918. .16271, 16260 


. .16403 








; s » 
"". 


Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


. C4 




Gene No. 


6495 




Strand 






. 


Start ^ 


. 26900 




End 


27594 






Name 


^ OJ990822_40.0128.C4 


. o5.tw 


Method 


TBLASTX: Wheat 




□ 


Start 


16068 




End 


16632 






GI 


none 




Score 


235 






Exons 


16068. .16403, 16277 


. .16402, 


16534. .16632 






Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


. C4 




Gene No. 


6495 




Strand 








Start 


26900 




End 


27594 






Name 


OJ990822 40. 0128. C4 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


16530 




End 


17001 






GI 


none 




Score 


330 






Exons 


16530. .16679, 16531 


. .16902, 


16740. .16892, 16909. .17001 






Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


.C4 




Gene No. 


6495 




Strand 








Start 


26900 




End 


27594 






Name 


OJ990822 40. 0128. C4 


. o3.tw 


Method 


TBLASTX: Wheat 






Start 


16729 




End 


17096 






GI 


none 




Score 


336 





3192 




Exons 


16729. .17094, 16729 


. .16890, 


16835. .17095, 16839.. 17096 




Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


.C4 


Gene No. 


6495 




Strand 






Start 


26900 




End 


27594 




Name 


OJ990822 40. 0128. C4 


.oS.tm 


Method 


TBLASTX: Maize 




Start 


17172 




End 


17466 




GI 


none 




Score 


295 




Exons 


17172. .17279, 17176 


. .17466, 


17218. .17373, 17307. .17447 




Seq. No. 


3049 




Seq. ID 


OJ990822_40.0128 


.C4 


Gene No. 


6495 




Strand 






Start 


26900 




End 


27594 




Name 


OJ990822 40. 0128. C4 


. o2 . gp 


Method 


AAT/GAP 




Start 


26900 




End 


27594 




GI 


2280879 




Score 


809 




Exons 


26900. .27262, 27421 


. .27480, 


27559. .27594 




Seq. No. ■ 


3050 




Seq. ID 


OJ990822_40.0128 


,C6 


Gene No. 


6496 




Strand * 


+ 




Start 


748 




End 


3165 




Name 


OJ990822 40. 0128. C6 


.ol . gs 


Method 


GENSCAN 




Start 


748 




End 


3165 




GI 


none 




Score 


.52 




Exons 


748. .870, 2329. .2659, 2957.. 


3165 






Seq. No. 


3050 




Seq. ID 


OJ990822_40.0128 


.C6 


Gene No. 


6497 




Strand 


+ 




Start 


3902 




End . 


6328 




Name 


OJ990822 40. 0128. C6 


,o2 . gs 


Method 


GENSCAN 




Start 


3902 




End 


6328 




GI 


none 




Score 


.96 




Exons 


3902. .6328 










Seq. No. 


3050 




Seq. ID 


OJ990822_40-.0128 


.C6 


Gene No. 


6497 




Strand 


+ 




Start 


3902 




End 


6328 




Name 


OJ990822 40. 0128. C6 


.ol .np 


Method 


AAT/NAP 




Start 


3914 




End 


6298 




GI 


3445397 




Score 


1866 




Exons 


3914. .6298 










GI Descrip. 


(AJ010166) S-domain 


receptor 


-like protein kinase [Zea mays] 


Seq. No. 


3050 




Seq. ID 


OJ990822_40.0128 


.C6 


Gene No. 


6498 




Strand 






Start 


6870 




End 


9274 




Name 


OJ990822 40. 0128. C6 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


3977 




End 


4306 




GI 


none 




Score 


74 




Exons 


3977. .4090, 4067. .4231, 4102 


..4305, 4241. .4306 




Seq. No. 


3050 




Seq. ID 


OJ990822_40.0128 


.C6 


Gene No. 


6498 




Strand 






Start 


6870 




End 


9274 . > 




Name . 


OJ990822 40. 0128. C6 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


4088 




End 


6289 




GI 


none 




Score 


83 





3193 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4088. .4219, 4348.-4428, 4349. 
4525. .4590, 4718. .4822, 4847. 
5377.. 5493, 5474.. 6007, 5486. 

3050 
6498 
6870 

OJ990822_40.0128.C6.o2.ts 

4351 

none 

4351. .4470, 4352. .4471, 4514. 
4838. .4891 



.4399, 4433..4489, 4511. .4621, 
.4924, 4955. .5104, 5369. .5494, 
.5653, 5488. .6036, 6044. .6289 

Seq. ID OJ990822_40.0128.C6 
Strand 

End 9274 

Method TBLASTX : Soybean 

End 4891 

Score 112 

.4660, 4546. .4620, 4721. .4831, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3050 
6498 
6870 

OJ990822_40. 

4735 

none 

4735. .4830, 
5050. .5133 



Seq. ID OJ990822_40.0128.C6 
Strand 

End 9274 

Method TBLASTX : Wheat 

End 5134 

Score 80 

4736. .4831, 4832. .5134, 4840. .5004, 4850. .5125, 



0128.C6.ol.tw 



! y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3050 
6498 
6870 

OJ990822_40. 

5369 

none 

5369. .5494, 

3050 
6498 
6870 

OJ990822_40, 

5372 

none 

5372. .5488, 
5675. .5809, 



Seq. ID OJ990822_40.0128.C6 
Strand 

End 9274 

, 0128.C6.o2.tm Method TBLASTX: Maize 

End 5678 

Score 142 
5371. .5493, 5434.-5667, 5435. .5677, 5487. .5678 



Seq. ID OJ990822_40.0128 -C6 
Strand 

End 9274 

Method TBLASTX : Soybean 

End 6247 

Score 69 

.5653, 5566.-5679, 5675.. 6016, 
.6247 



0128.C6.ol.ts 



5510. .5680, 5552. 
5779.. 6015, 6083. 



^ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



3050 
6498 
6870 

OJ990822_40. 

5536 

none 

5536. .5691, 
5893.-5949 



0128 .C6.o2.tw 



5537.. 5689, 5674. 



Seq. ID OJ990822_40.0128.C6 
Strand 

End 9274 

Method TBLASTX : Wheat 

End 5950 

Score 119 

.5850, 5681. .5887, 5888. .5950, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3050 
6498 
6870 

OJ990822_40. 

5680 

none 

5680. .6006, 



0128.C6.ol.tm 



5684. .6010, 6047. 



Seq. ID OJ990822_40.0128.C6 
Strand 

End 927 4 

Method TBLASTX: Maize 

End 6280 

Score 430 
.6280, 6049. .6231 



Seq. No. 



3050 



Seq. ID OJ990822_40.0128.C6 



3194 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6498 Strand 

6870 End 9274 

OJ990822_40 . 0128 . C6 . o3 . gs Method GENSCAN 

6870 End 9274 

none Score .55 

6870.. 6878, 6906.. 7036, 9070.. 9274 



40. 0128. C7 



Seq. No. 3051 Seq. ID 

Gene No. 6499 Strand 

Start 1 End 

Name OJ990822_40 . 0128 . C7 . o3 . np Method 

Start 1 End 

GI 119714 Score 

Exons 1..28, 2048.. 2097, 9224.. 9434, 9497. 

13795. .13836, 13995.. 14304 
GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 

gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 

- common tobacco gi | 19867 | emb | CAA320 90 | (X13885) extensin (AA 

1-620) [Nicotiana tabacum] 



OJ990822_ 
+ 

. 2322.8 
AAT/NAP 
14304 
251 

9697, 12925. .13130, 



Seq. No. 

Gene No. 
: H Start 
~ Name 
i3 Start 

:n GI 

'M Exons 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3051 
6499 
1 

OJ990822_40 . 0128 . C7 . o2 . gs 
13543 
none 
13543. 
16015. 
18312. 
20213. 
22224, 



,13589, 13616. 

,16200, 16295. 

,18494, 18765. 

,20455, 20620. 

,22373, 22488, 



.14306, 
.16453, 
.18920, 
.20713, 
.22694, 



3051 
6499 
1 

OJ990822_40 . 0128 . C7 . o4 . np 

13890 

6143899 

13890. .14306, 15070. . 15215, 
16073. .16200, 16295. .16453, 
18322. .18386 

(AC010718) unknown protein, 

3051 
6499 
1 

OJ990822_4 0.0128.C7.ol.gp 

17523 

none 

17523. .17626, 17888 17962 , 

3051 
6499 
1 

OJ990822_40.0128.C7.o2.gp 
20361 
. none 



Seq. ID OJ990822_40.0128.C7 

Strand + 

End 23228 

Method GENSCAN - 

End 23228 

Score .81 
15070. .15215, 15607. .15649, 
17522. .17626, 18056 18193, 
19018. .19141, 19223. .19433, 
21600. .21677, 22018 .. 22074 , 
22986. .23228 

Seq. ID OJ990822_40.0128.C7 

Strand + 

End 23228 

Method AAT/NAP 

End 18386 

Score 1096 
15607. .15704, 15781 15975, 
17888. .17962, 18056 .. 18191, 

3 1 partial [Arabidopsis thaliana] 

Seq. ID OJ990822_40.0128.C7 

Strand + 

End 23228 

Method AAT/GAP 

End 18519 

Score 922 
18056. .18193, 18312.. 18519 

Seq. ID OJ990822_40.0128.C7 

Strand + 

End 23228 

Method AAT/GAP 

End 20713 

Score . 302 



3195 



:~ 

I E 

I '• E 

'! hsr 

m 

13 

0 



'ssf 



Exons 


20361. .20455, 20620. 


.20713 






Seq. No. 


3051 








Seq. ID 


OJ990822_40.0128.C7 


Gene No. 


DjUU 








o trano 


+ 


Start 


9 A £*39 
Z4 Dj^ 








End 


24995 


Name 


ujyyuozz fiu.uizo 




Oj . 




Method 


AAT/GAP 


Start 


Z fi UJi 








End 


24995 


GI 


none 








Score 


532 


Exons 


94£*39 94QQR 
ZfiOJZ. .i^yyo 












Seq. No. 


3051 








Seq. ID 


OJ990822_40.0128.C7 


Gene No. 


DDUl 








otrana 


+ 


Start 


iDDO / 








End 


27110 


Name 






Ofl . 


9P 


Method 


AAT/GAP 


Start 


Z D DO / 








End 


27110 


GI 


none 








Score 


825 


Exons 


9££ft7 971 i n 
Z O DO / ■ . Z / I1U 












Seq. No. 


3051 








Seq. ID 


OJ990822_40.0128.C7 


Gene No. 


6502 








Strand 




Q-i- a >-+- 
OLdiL 


1 








End 


10680 


Name 


OJ990822 40.0128 


.C7. 


Ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2087 


GI 


4467124 








Score 


661 


Exons 


1..39, 321.'. 2087 












GI Descrip. 


(AL035538) hypothetical 


. protein [Arabidopsis thaliana] 


Seq. No. 


3051 








Seq. ID 


OJ990822_40.0128.C7 


Gene No. 


6502 








Strand 




Start 


1 








End 


10680 


Name 


OJ990822 40.0128 


.C7. 


ol. 


gs 


Method 


GEN SCAN 


Start 


15 








End 


10680 


GI 


none 








Score 


.85 


Exons 


15. .2876, 3946.. 


4605 


i, 4766.. 


4837, 5345 


..5530, 5597.. 5711, 




6105.. 6259, 6908 


. .6986, 


9203 


..9393, 9536.. 9701, 9709.. 10195, 




10620. .10680 












Seq. No. 


3051 








Seq. ID 


OJ990822_40.0128.C7 


Gene No . 


6502 








Strand 




Start 


1 








End 


10680 


Name 


OJ990822 40.0128 


.C7. 


o4. 


tm 


Method 


TBLASTX: Maize 


Start 


186 








End 


614 


GI 


none 








Score 


86 


Exons 


186. .614, 417. .584 










Seq. No. 


3051 








Seq. ID 


OJ990822_40.0128.C7 


Gene No . 


. 6502 








Strand 




Start 


1 








End 


10680 


Name 


OJ990822 40.0128 


.C7. 


o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


861 








End 


1289 


GI 


none 








Score 


115 


Exons 


861. .1097, 1116. 


.128 


9 








Seq. No. 


3051 








Seq. ID 


OJ990822__40.0128.C7 


Gene No. 


6502 








Strand 




Start 


1 








End 


10680 


Name 


OJ990822 40.0128 


.C7. 


o4. 


ts 


Method 


TBLASTX : Soybean 



3196 



Start 
GI 

Exons 



912 End 14 63 

none Score 122 

912. .1094, 1140. .1367, 1144. .1461, 1389. .1463 



Seq. No. 3051 Seq. ID 

Gene No. 6502 Strand 

Start 1 End 

Name OJ990822_40.0128.C7.o3.tm Method ■ 

Start 1131 End 

GI none Score 

Exons 1131.. 1466, 1134.. 1520, 1144.. 1494 

Seq. No. 3051 Seq. ID 

Gene No. 6502 Strand 

Start 1 End 

Name OJ990822_4 0 . 0128 . C7 . o5 . tc Method 

Start 1218 End 

GI none Score- 

Exons 1218.. 1520 



OJ990822_40.0128.C7 
10680 

TBLASTX: Maize 

1520 

93 



OJ990822_40.0128.C7 
10680 

TBLASTX: Cress 

1520 

188 



C3 



Seq. No. 3051 
Gene No. 6502 
Start 1 

Name OJ990822_40 . 0128 .C7 . ol . tm 

Start 3504 
GI none 

Exons 3504.. 3587, 3783.. 4022, 3783. 

3791.. 4036, 4027.. 4608, 4027. 
4757. .4837, 4764. .4808, 4765. 
5342.. 5530, 5343.. 5531, 5344. 
5627.. 5710, 5646.. 5714, 6099. 
6110. .6226 

Seq. No. 3051 

Gene No. 6502 

<J Start 1 

t l Name OJ990822_40 . 0128 .C7 . ol . ts 

Start 3958 

:z GI none" 

j3 Exons 3958.. 4002, 3962.. 4000, 4045. 

Seq. No. 3051 

Gene No. 6502 

Start 1 

Name OJ990822_40 . 0128 . C7 . ol . tc 

Start 4252 

GI none 

Exons 4252.. 4608, 4268.. 4606, 4380. 

Seq. No. 3051 

Gene No. 6502 

Start 1 

Name OJ990822_40 . 0128 . C7 . o5 . ts 

Start 4414 

GI none 

Exons 4414. .4608, 4415. .4606, 4757. 
5345. .5425 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4022, 3790 
.4608, 4028 
.4842, 4765 
.5529, 5345 
.6227, 6105 



OJ990822 40. 0128. C7 



10680 

TBLASTX: Maize 
6228 
216 

4023, 3790.. 4035, 

4612, 4043. .4612, 

4827, 4766.. 4837, 

5530, 5627.. 5713, 

6182, 6109.. 6228, 



Seq. ID OJ990822_40.0128.C7 
Strand 

End 10680 

Method TBLASTX : Soybean 

End 4413 

Score 39 

.4413, 4049. .4411, 4075. .4413 

Seq. ID OJ990822_40.0128.C7 
Strand 

End 10680 

Method TBLASTX : Cress 

End 4613 

Score 335 
.4613 

Seq. ID OJ990822_40.0128.C7 
Strand 

End 10680 

Method TBLASTX : Soybean 

End 5425 

Score 222 

.4831, 4766. .4831, 4770. .4838, 



3197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3051 
6503 
15608 

OJ990822_4 0 . 0128 .CI . o3 . tc 

15608 

none 



Seq. ID OJ990822_40.0128.C7 
Strand 

End 234 63 

Method TBLASTX : Cress 

End 16200 

Score 55 



15608. .15655, 15779 15979, 15780 .. 15980, 16072 16200, 
16072. .16131, 16113. .16199 



Q 



fL3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3051 ■ * Seq. ID 

6503 Strand 
15608 End 
OJ990822_4 0 . 0128 . C7 . o2 . ts Method 
15911 End 
none Score 
15911. .15979, 15912. .15980, 
1629.1. .16449, 16292 .. 16459, 
17885. .17971, 17888 .. 17962 , 
18363. .18494, 18407 .. 184 90, 
19015. .19122, 19215. .19421, 

3051 

6503 Strand 

15608 ^ End 

OJ990822_40 . 0128 . C7 . o5 . tm Method 

17900 End 

none Score 



OJ990822_40.0128.C7 
23463 

TBLASTX : Soybean 
19434 
110 

16072. .16200, 16072. .16200, 
16292. .16453, 17519 17629, 
18041. .18193, 18055. .18168, 
18792. .18923, 187 94 .. 18922, 
19216. . 19431, 19276. .19434 

Seq. ID OJ990822_40.0128.C7 

23463 

TBLASTX: Maize 
18137 
114 



17900. .17962, 17 900 .. 17962, 1804 1 .. 18 136, 18051.. 18137 



3051 
6503 
15608 

OJ990822_40.0128.C7.o2.tc 

17901 

none 



Seq. ID OJ990822_40.0128.C7 
Strand 

End 23463 

Method TBLASTX : Cress 

End 19421 

Score 100 



17901. .17951, 17906. .17962, 17909 17 977 , 1804 1 .. 18181 , 

18052. .18177, 18053. .18181, 18324 .. 184 94 , 18407 .. 184 90, 

18792. .18923, 19015 .. 1914 6, 19015 .. 19131, 19222 .. 194 19, 
19248. .19421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3051 
6503 
15608 

OJ990822_40.0 

19069 

none 

19069. .19140, 
19222. .19431, 
20053. .20133, 
20231. .20323, 
20609. .20713, 
21581. .21679, 
22017. .22097, 
22221. .22373, 
22486. .22680, 
22933. .22950, 



128.C7.o2.tm 



19069. 
19957. 
20053. 
20318. 
20615. 
21603. 
22164. 
22223. 
22487. 
22979. 



.19161, 
.20052, 
.20133, 
.20458, 
.20713, 
.21677, 
.22193, 
.22387, 
.22669, 
.23110, 



Seq. ID OJ990822_40.0128.C7 
Strand 

End 23463 

Method TBLASTX : Maize 

End 23463 

Score 109 
19215. .19430, 19222. .19431, 
20015. .20053, 20052 .. 20132 , 
20205. .20318, 20230 .. 20319, 
20325. .20456, 20326 20469, 
20622. .20723, 21580 .. 21657 , 
22015. .22119, 22015. .22074, 
22211. .22372, 22221 .. 22373, 
22476. .22670, 22485 .. 22508 , 
22643. .22747, 2264 4 .. 22712, 
22989. .23132, 22990 .. 23133, 



3198 



22991. .23074, 23085 .. 23240, 23135 .. 23239, 23156 23281, 
23158. .23292, 23244.-23387, 23257 23388, 23305 .. 23388 , 
23403. .23462, 23404.. 23463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3051 
6503 
15608 

OJ990822_40.0128.C7.o4.tc 
20071 



OJ990822 40. 0128. C7 



none 
20071. 
22018. 
22476. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.20127, 20349. .20444, 22015 .. 22113, 22017 .. 22109, 
.22110, 22221. .22373, 22221 .. 22373, 22232 .. 22387 , 
.22541, 22487.. 22534 



23463 

TBLASTX: Cress 

22541 

63 



Seq. No. 3051 
Gene No. 6503 
Start 15608 

Name OJ990822_40 . 0128 . C7 . ol . tw. 

Start 21633 
GI - none 

Exons 21633. 

22221. 

22487. 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



OJ990822_40.0128.C7 
23463 

TBLASTX: Wheat 

22535 

71 



.21677, 21635. .21679, 22015 .. 22119, 22017 2207 6, 
.22373, 22221. .22367, 22223 .. 22387, 22476 .. 22535, 
.22534 



Seq. No. 3051 

Gene No. 6503 

Start 15608 

Name OJ990822_4 0 . 0128 . C7 . o3 . ts 

Start 22212 

GI none 

Exons 22212. .22373, 22232 .. 22387, 
22487. .22669 



Seq. ID OJ990822_40.0128.C7 
Strand - 
End 23463 
Method TBLASTX: Soybean 
End 22683 
Score 184 
22476. .22670, 2248 6 .. 22683, 



Seq. No. 3051 

Gene No. 6504 

Start 25217 

Name OJ990822_4 0 .0128 . C7 . 06 . tm 

Start 25217 

GI none 

Exons 25217. .25363, 25241 .. 25363, 
25607. .25732, 26167 26268, 



Seq. ID OJ990822_40.0128.C7 
Strand 

End 26774 

Method TBLASTX : Maize 

End 26268 

Score 183 
25248. .25364, 25607 .. 25732, 
26169. .26267 



Seq. 'No. 3051 
Gene No. 6504 
Start 25217 

Name OJ990822_40 . 0128 . C7 . 06 . ts 

Start 25271 
GI none 

Exons 25271. .25354, 25574 .. 25732, 

26167;. 26268, 26175 .. 26255, 
26694. .26774 



Seq. ID . OJ990822_40 . 0128 . C7 
Strand 

End 26774 

Method TBLASTX : Soybean 

End 26774 

Score 74 
25606. .25674, 25607 .. 25753, 
26182. .26268, 26380 .,. 26427 , 



Seq. No. 3052 

Gene No. 6505 

Start 139 

Name OJ990822_40 . 0128 . C8 .ol . gs 

Start 139 



Seq. ID OJ990822_40.0128.C8 

Strand + 

End 610 

Method GENSCAN 

End 610 



3199 




GI 


none 


Score 


.78 






Exons 


139.. 362, 382.. 610 










Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6506 


Strand 


+ 






Start 


11590 


End 


12159 






Name 


OJ990822 40.0128.C8.o5.gs 


Method 


GENSCAN 






Start 


11590 


End 


12159 






GI 


none 


Score 


.41 






Exons 


11590. .11758, 11795. .12159 










Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6507 


Strand 


+ 






Start 


13349 


End 


13864 






Name 


OJ990822 40.0128.C8.o6.gs 


Method 


GENSCAN 






Start 


13349 


End 


13864 






GI 


none 


Score 


.99 






Exons 


13349.. 13864 










Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6508 


Strand 


+ 






Start 


i o ^ n a 

18794 


End 


19221 






Name 


OJ990822 40.0128.C8.o4.np 


Method 


AAT/NAP 






Start 


18794 


End 


19221 






GI 


6715738 


Score 


94 






Exons 


18794. .18939, 19162.. 19221 










GI Descrip. 


(AC016447) ,MtN21-like protein 


[Arabidopsis thaliana] 




Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6509 


Strand 








Start 


1861 


End 


2458 






Name 


OJ990822 40.0128.C8.o2.gs 


Method 


GENSCAN 






Start 


1861 


End 


2458 






GI 


none 


Score 


.75 






Exons 


1861.. 2063, 2248.. 2458 










Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6509 


Strand 








Start 


1861 


End 


2458 






Name 


OJ990822 40.0128.C8.ol.np 


Method 


AAT/NAP 






Start 


1864 


End 


2416 






GI 


3860333 


Score 


184 






Exons 


1864. .2063, 2248. .2416 










GI Descrip. 


(AJ012693) basic blue copper protein 


[Cicer arietinum] 




Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6510 


Strand 








Start 


3617 


End 


6554 






Name 


OJ990822 40.0128.C8.o3.gs 


Method 


GENSCAN 






Start 


3617 


End 


6527 






GI 


none 


Score 


.43 






Exons 


3617.. 3794, 4241.. 4296, 5020., 


.5452, 6382.. 6527 






Seq. No. 


3052 


Seq. ID 


OJ990822_40. 


0128 


.C8 


Gene No. 


6510 


Strand 








Start 


3617 


End 


6554 






Name 


OJ990822 40.0128.C8.o2.np 


Method 


AAT/NAP 







3200 




Start 3659 End 6554 

GI 6069664 Score 683 

Exons 3659.. 3794, 4241.. 4392, 5020.. 5452, 5875.-5989, 6116.. 6180, 

6382. .6554 

GI Descrip. (AP000616) ESTs AU055729 (S20023) , AU055730 (S20023) correspond to 
a region of the predicted gene.; similar to Medicago nodulin 





N21-like protein 


(AC004218) 


[Oryza sativa] 




Seq. No. 


3052 




Seq. ID 


OJ990822_40.0128 


.C8 


Gene No. 


6511 




Strand 






Start 


9656 




End 


10786 




Name 


OJ990822_40.0128. 


C8.o3.np 


Method 


AAT/NAP 




Start 


9656 




End 


10786 




GI 


2586082 




Score 


894 




Exons 


9656. .10786 










GI Descrip. 


(U72725) retrofit 


: [Oryza longistaminata] 




Seq. No. 


3052 




Seq. ID 


OJ990822_40.0128 


.C8 


Gene No. 


6512 




Strand 






Start 


18656 




End 


19148 




Name 


OJ990822 40.0128. 


C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


5147 




End 


5428 




GI 


none 




Score 


65 




Exons 


5147. .5248, 5149. 


.5250, 5341 


..5427, 5342. .5428 




Seq. No. 


3052 




Seq. ID 


OJ990822_40.0128 


-C8 


Gene No. 


6512 




Strand 






Start 


18656 




End 


19148 




Name 


OJ990822 40.0128. 


C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9642 




End 


9857 




GI 


none 




Score 


49 




Exons 


9642..9722, 9653. 


.9712, 9728 


..9856, 9786.-9857 




Seq. No. 


3052 




Seq. ID 


OJ990822_40.0128 


.C8 


Gene No. 


6512 




Strand 






Start 


18656 




End 


19148 




Name 


OJ990822 40.0128. 


C8.o2. tm 


Method 


TBLASTX: Maize 




Start 


9710 




End 


10261 




GI 


none 




Score 


83 




Exons 


9710.. 9838, 9830. 


.9943, 10056. .10082, 


10148. .10261 




Seq. No. 


3052 




Seq. ID 


OJ990822_40.0128 


.C8 


Gene No . 


6512 




Strand 






Start 


18656 




End 


19148 




Name 


OJ990822 40.0128. 


C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10115 




End 


10465 




GI 


none 




Score 


87 




Exons 


10115. .10465, 10206. .10415 








Seq. No. 


3052 




Seq. ID 


OJ990822_40.0128 


.C8 


Gene No. 


6512 




Strand 






Start 


18656 




End 


19148 




Name 


OJ990822 40.0128. 


C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


10262 




End 


10697 




GI 


none 




Score 


196 




Exons 


10262. .10564, 10269 .. 10571, 


10583. .10696, 10611.. 10697 





3201 




Seq. No. 


3052 


Seq. ID 


OJ990822_ 


40. 0128. C8 


Gene No . 




ol rdnu 






Start 


18656 


End 


19148 




Name . 


OJ990822 40.0128.C8.o7.gs 


Method 


GENSCAN 




Start 


18656 


End 


19148 




GI 


none 


Score 


.89 




Exons 


18656. .18928, 19110. .19148 








Seq. No. 


3053 


Seq. ID 


OJ990822_ 


40. 0128. C9 


Gene No. 


6513 


Strand 


+ 




btart 






5689 




Name 


OJ990822 40.0128.C9.ol.gs 


Method 


GENSCAN 




Start 


653 


End 


5532 




GI 


none 


Score 


.7 




Exons 


653.-753, 2949.. 3065, 3709. 


.3867, 3973 


..4124, 4231. .4355, 




5005.. 5167, 5499.. 5532 








Seq. No.. 


3053 


Seq. ID 


OJ990822_ 


40. 0128. C9 


Gene No. 


6513 


Strand 


+ 




Start 


653 


End 


5689 • 




Name 


OJ990822 40.0128.C9.ol.np 


Method 


AAT/NAP 




Start 


1681 


End 


5689 




GI 


5777632 


Score 


450 




Exons 


1681. .1777, 2946. .3065, 3354. .3609, 3709. .3867, 


3973. .4124, 




4231.. 4300, 5667.. 5689 








GI Descrip. 


(AJ245900) CAA303720.1 protein [Oryza 


sativa] 




Seq. No. 


3053 


Seq. ID 


OJ990822_ 


40. 0128. C9 


Gene No. 


6513 


Strand 


+ 




Start 


653 


End 


5689 




Name 


OJ990822 40.0128.C9.ol.gp 


Method 


AAT/GAP 




Start 


4032 


End 


4556 




GI 


uC-osflcypl28a09al 


Score 


794 




Exons 


4032. .4124, 4231. .4556 








GI Descrip. 


'5262202/61^1 CAB45799.il 2. 


Oe-12 (AL080252) nodulin-like p: 




[Arabidopsis thaliana] ' 








Seq. No. 


3053 


Seq. ID 


OJ990822_ 


40. 0128. C9 


Gene No. 


6514 


Strand 


+ 




Start 


10956 


' End 


13424 




Name 


OJ990822 40.0128.C9.o3.gs 


Method 


GENSCAN 




Start 


10956 


End 


13424 




GI 


none 


Score 


.65 




Exons 


10956. .11271, 11277. .12528, 


12581. .12872, 13098. 


.13424 


Seq. No. 


3053 


Seq. ID 


OJ990822_ 


40. 0128. C9 


Gene No. 


6515 


Strand 


+ 




Start 


14818 


End 


22066 




Name 


OJ990822 40.0128.C9.o4.gs 


Method 


GENSCAN 




Start 


14818 


End 


22066 




GI 


none 


Score 


.43 




Exons 


14818. .14899, 15234 .. 15309, 


15642. .15985, 16233. 


.16352, 




16479. .16753, 16845 .. 16920, 


17574. .17947, 19965. 


.20043, 




20524. .21145, 21163.. 22066 








Seq. No. 


3053 


Seq. ID 


OJ990822_ 


40. 0128. C9 


Gene No. 


6515 


Strand 


+ 





3202 






OtaLL 


1 A Q 1 Q 
1 *± O -LO 


End 


22066 








Name 


OJ990822 40.0128.C9.o2.np 


Method 


AAT/NAP 








Start 


15271 


End 


16095 








GI 


6967112 


Score 


352 








Exons 


15271. .15309, 15405.. 16095 












GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


3053 


Seq. ID 


OJ990822_40 


.0128. 


C9 




Gene No. 


OO 1 D 


Strand 


+ 








Start 


25849 


End 


27900 








Name 


OJ990822 40.0128.C9.o3.gp 


Method 


AAT/GAP 








Start 


25799 


End 


26464 








GI 


none 


Score 


834 








Exons 


25799. .26129, 26249 .. 26314 , 


26409. .26464 








Seq. No. 


3053 


Seq. ID 


OJ990822_40 


.0128. 


C9 




Gene No. 


bol b 


Strand 


+ 








Start 


25849 


End 


27-900 








Name 


OJ990822 40.0128.C9.o5.gs 


Method 


GENSCAN 








Start 


25849 


End 


27900 








GI 


none 


Score 


.99 






* 


Exons 


25849. .26129, 26409 .. 26881, 


27311. .27900 








Seq. No. 


3053 


Seq. ID 


OJ990822_40 


.0128. 


C9 




Gene No. 


6516 


Strand 


+ 








Start 


25849 


End 


27900 ' 






:. i : 


Name 


OJ990822 40.0128.C9.o3.np 


Method 


AAT/NAP 






FU 


bear l 


25876 


End 


27834 








GI 


3426064 


Score 


499 






1 a C 


Exons 


25876. .25972, 26000 .. 26143, 


26370. .26847, 27337.. 27834 




: *1 


GI Descrip. 


(AJ007588) monooxygenase [Arabidopsis 


thaliana] 






'b ts? 
:s t : 




gi|4467141|emb|CAB37510| (AL035540) monooxygenase 


2 (M02) 


i y 

i3 




[Arabidopsis thaliana] 












Seq. No. 


3053 


Seq. ID 


OJ990822_40 


.0128. 


C9 




Gene No . 


6517 


Strand 


+ 








Start 


29482 


End 


30582 






' si 


Name 


OJ990822 40.0128.C9.o6.gs 


Method 


GENSCAN 








Start 


29482 


End 


30542 






□ 


GI 


none 


Score 


.59 








Exons 


29482. .30084, 30126.. 30542 












Seq. No. 


3053 


Seq. ID 


OJ990822_40 


.0128. 


C9 




Gene No. 


6517 


Strand 


+ 








o rar l 


29482 


End 


30582 








Name 


OJ990822 40.0128.C9.o4.np 


Method 


AAT/NAP 








Start 


29674 


End 


30582 








GI 


6522559 


Score 


153 








Exons 


29674. .30149, 30213. . 30341, 


30375.. 30582 








GI Descrip. 


(AL132967) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


3053 


Seq. ID 


OJ990822 40 


.0128. 


C9 




Gene No. 


6518 


Strand 


+ 








Start 


31789 


End 


32282 








Name 


OJ990822 40.0128.C9.o5.gp 


Method 


AAT/GAP 








Start 


31789 


End 


32282 








GI 


LIB3477-003-P1-K1-E9 


Score 


132 







3203 




Exons 31789. .31843, 32233.-32282 

GI Descrip. ■ 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 





Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 




Gene No. 


6519 






Strand 






Start 


6144 






End 


10500 




Name * 


OJ990822 40. 


0128 


.C9.o2.gs 


Method 


GENSCAN 




Start 


6144 






End 


10500 




GI 


none 






Score 


.49 




Exons 


6144. .6167, 


6397 


..6803, 6865. 


.7033, 7051.. 7168, 8668.-8932 






9295. .9422, 


9729 


..9839, 10126 


. .10147, 


10336. .10414, 10456. 




Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 




Gene No. 


6519 






Strand 






Start 


6144 






End 


10500 




Name 


OJ990822_40. 


0128 


.C9.o2.gp 


Method 


AAT/GAP 




Start 


6715 






End 


7016 




GI 


568639 






Score 


344 




Exons 


6715. .6764, 


6869 


. .7016 








Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 




Gene No. 


6520 






Strand 




-'i ^ 


Start 


27576 






End 


28160 


i- ! 1 


Name 


OJ990822_40. 


0128 


.C9.o8.tm 


Method 


TBLASTX: Maize 


ri I 


Start 


3325 






End 


4122 




GI 


none 






Score 


87 


i a J 


Exons 


3325. .3462, 


3703 


..3894, 3972. 


.4121, 3973. .4122 


;.l 

*: sr 


Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 


: a j : 


Gene No. 


6520 






Strand 




i ~ 


Start 


27576 






End 


28160 


==. 


Name 


OJ990822 40. 


0128 


.C9.o3.ts 


Method 


TBLASTX : Soybean 




Start 


3703 






End 


4122 


V. i 


GI 


none 






Score 


105 




Exons 


3703. .3894, 


3973 


. .4122 






'sssf 


Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 


^ J 


Gene No. 


6520 






Strand 






Start 


27576 






End 


28160 




Name 


OJ990822 40. 


0128 


.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


14908 






End 


15587 




GI 


none 






Score 


377 




Exons 


14908. .15309, 14 913 .. 15335, 15395 .. 15580, 15402. .15587 




Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 




Gene No. 


6520 






Strand 






Start 


27576 






End 


28160 




Name 


OJ990822 40. 


0128 


.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15399 






End 


15774 




GI 


none 






Score 


169 




Exons ' 


15399. .15575 


, 15402. .15578, 15611 .. 15673, 15667 .. 15774 , 






15667. .15774 












Seq. No. 


3053 






Seq. ID 


OJ990822_40.0128.C9 




Gene No. 


6520 






Strand 





3204 



Li! 



'ie 

: s ^ 
i E 

•S ST 
□ 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



27576 End 

OJ990822_40 . 0128 . C9 . ol . tw Method 

15456 End 

none Score 
15456. .15590, 154 67 .. 15568 , 
15593. .15670, 15666 .. 15857 , 



28160 

TBLASTX: Wheat 
15861 
132 

15580. .15666, 15581 .. 15673, 
15667. .15861 



3053 
6520 
27576 

OJ990822_40.0128.C9.o7.tm 

15590 

none 

15590. .15673, 15592 .. 15669, 
15664. .15783, 15675.. 15731 

3053 
6520 
27576 

OJ990822_40.0128.C9.o3.tm 

15787 

none 

15787. .16086, 15789.. 16016 

3053 
6520 
27576 

OJ990822_40.0128.C9.o5.tm 

16453 

none 

16453. .16698, 16454. .16705 

3053 
6520 
27576 

OJ990822_40.0128.C9.o6.tm 

25994 

none 

25994. .26011, 26002 .. 26136, 
26241. .26315, 26241. .26309 



Seq. ID OJ990822_40 . 0128 ,C9 
Strand 

End 28160 

Method TBLASTX: Maize 

End 15783 

Score 124 
15593. .15670, 15595 .. 15678 , 



Seq. ID OJ990822_40.0128.C9 
Strand 

End 28160 

Method TBLASTX : Mai ze 

End 16086 

Score 338 



Seq. ID OJ990822_40.0128.C9 
Strand 

End 28160 

Method TBLASTX: Maize 

End 16705 

Score 305 



Seq. ID OJ990822_40.0128.C9 
Strand 

End 28160 

Method TBLASTX : Maize 

End 26315 

Score 38 
26014. .26148, 26031 .. 26147 , 



3053 
6520 
27576 

OJ990822_4 0.0128.C9.ol.tc 
26425 
none 

26425. .26517, 26475 .. 26510, 26578 .. 26856, 26610 26831, 
.27340. .27576 



Seq. ID OJ990822_40.0128.C9 
Strand 

End 28160 

Method TBLASTX: Cress 

End 27576 

Score 68 



Seq. No. 3053 

Gene No. 6520 

Start 27576 

Name OJ990822_40 . 0128 . C9 . o2 . ts 

Start 26578 

GI none 

Exons 26578. .26805, 26598 .. 26702, 26733.. 26804 



Seq. ID OJ990822_40.0128.C9 
Strand 

End 28160 

Method TBLASTX : Soybean 

End 26805 

Score 199 



3205 




Seq. No. 






Seq. ID 


OJ990822_40.0128, 




Gene No. 


6520 




Strand 






Start 


27576 




End 


28160 




Name 


OJ990822 40. 0128. C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


26593 




End 


27372 




GI 


none 




Score 


365 




Exons 


26593. .26835, 26601. 


.26834, 


27305. .27361, 27307.. 27372 




Seq. No. 


3053 




.Seq. ID 


OJ990822_40.0128, 


,C9 


Gene No. 


6520 




Strand 






Start 


27576 




End 


28160 




Name 


OJ990822 40. 0128. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


27427 




End 


27732 




GI 


none 




Score 


226 




Exons 


27427. .27576, 27427. 


.27582, 


27622. .27732, 27624.. 27731 





l i2 
i;n 

I'D 

hi 

•sir 
. ^ 

ru 
n 



Seq. No. 


3053 


.Seq. ID 


OJ990822 


Gene No. 


6520 


Strand 




Start 


27576 


End 


28160 


Name 


OJ990822 40.0128.C9.o4.gp 


Method 


AAT/GAP 


Start 


27576 


End 


28160 


GI 


none 


Score 


1154 


Exons 


27576. .28160 






Seq. No. 


3054 


Seq. ID 


OJ990822 


Gene No. 


6521 


Strand 


+ 


Start 


305 


End 


405 


Name 


OJ990822 40.0128.Cll.ol.np 


Method 


AAT/NAP 


Start 


305 


End 


405 


GI 


6006359 


Score 


52 


Exons 


305.. 405 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3055 


Seq. ID 


OJ990822 


Gene No. 


6522 


Strand 


+ 


Start - *- 


310 


End 


1767 


Name 


OJ990822 41.0128.Cl.ol.gs 


Method 


GENSCAN 


Start 


310 


End 


1767 


GI 


none 


Score 


.64 


Exons 


310. .478, 568. .574, 1596.. 


1767 





Seq. No. 


3055 








Seq. ID 


OJ990822_41. 


0128 


.CI 


Gene No. 


6523 








Strand 


+ 






Start 


3099 








End 


5138 






Name 


OJ990822 41. 


.0128 


.Cl.o2. 


gs 


Method 


GENSCAN 






Start 


3099 








End 


5138 






GI 


none 








Score 


.48 






Exons 


3099. .3206, 


4708 


. .4800, 


5010. . 


.5138 








Seq. No. 


3055 








Seq. ID 


OJ990822__41. 


0128 


.CI 


Gene No. 


6524 








Strand 


+ 






Start 


7628 








End 


12330 






Name 


OJ990822 41, 


.0128 


.Cl.o3. 


gs 


Method 


GENSCAN 






Start 


7628 








End 


12330 






GI 


none 








Score 


.76 






Exons 


7628. .7777, 


8938 


. .9085, 


10529, 


. .10758, 


11057. .11168, 







3206 



11269. .11652, 11747.. 12330 



Seq. No. 3055 Seq. ID 

Gene No. 6525 Strand 

Start 15327 End 

Name OJ990822_41 . 0128 . CI . o5 . gs Method 

Start 15327 End 

GI none Score 

Exons 15327. .15417, 15567 .. 15883, 19178 .. 19322, 19588 .. 19717, 
19752.. 19875 



OJ990822_41.0128.C1 
+ 

19875 
GENSCAN 
19875 
.67 



Seq. No. 3055 

Gene No. 6526 

Start 24364 

Name OJ990822_4 1 . 012.8 . CI. o2 . np 

Start 24364 

GI 5922631 

Exons 24364. .24488, 
26112. .26263, 

GI Descrip. 



24747. 
26390. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
25250 
27921 



OJ990822_ 
+ 

30485 
AAT/NAP 
30449 
6736 

25498, 



41. 0128. CI 



.26069, 



24991*, 25250. .25452, 
27314, 27921.. 30449 
(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


6526 




Strand" 


+ 




Start 


24364 




End 


30485 




Name 


OJ990822 41. 0128. CI. 


o7 .gs 


Method 


GENSCAN 




Start 


24364 


End 


30485 




GI 


none 




Score 


.75 




Exons 


24364. .25030, 25049. 


.25350, 


25414. .26379, 26390 27306, 






27403. .28193, 28260. 


.28483, 


28695. .29543, 29643.. 30485 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene. No. 


.6527 




Strand 






Start 


12587 




End 


14707 




Name 


OJ990822 41. 0128. CI. 


ol.np 


Method 


AAT/NAP 




Start 


12587 




End 


14707 




GI 


6967112 




Score 


428 




Exons 


12587. .13279, 14684. 


.14707 








GI Descrip. 


(AL138652) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


6528 




Strand 






Start 


20765 




End 


23816 




Name 


OJ990822 41. 0128. CI. 


oil. tw 


Method 


TBLASTX: Wheat 




Start 


11337 




End 


11654 




GI 


none 




Score 


66 




Exons 


11337. .11414, 11418. 


.11588, 


11601. .11654 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


6528 




Strand 






Start 


20765 




End 


23816 




Name 


OJ990822 41. 0128. CI. 


o5 . tm 


Method 


TBLASTX: Maize 





3207 




Start 


12572 


End 


1 lone 

12895 


GI 


none 


Score 


8 6 


Exons 


12572 . .12895, 12144 . .12893 






Seq. No. 


3055 


Seq. ID 


T A rt A rt rt rt « 1 rt *l rt rt 

OJ990822_41 . 0128 


Gene No. 


bozo 


otrana 




Start 


20765 


End 


23816 


Name 


OJ990822 41.0128.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12821 


End 


13238 


GI 


none 


Score 


508 


Exons 


12821. .13237, 12822 .*. 13238 







Seq. No. 3055 Seq. ID OJ990822_4 1 . 0128 . CI 

Gene No. 6528 Strand 

Start 20765 End 23816 

Name OJ990822_41 .0128 .Cl.o2 . tm Method TBLASTX : Maize 

Start 12897 End 13280 

GI none Score 68 

Exons 12897. .13130, 12899 .. 13276, 12913 .. 13080, 12969 . . 13277 , 
13167. .13280 





Seq. No. 


3055 








Seq. ID 


OJ990822_41.0128 


.CI 




Gene No. 


6528 








Strand 






; ssf 


Start 


20765 








End 


23816 






Name 


OJ990822 41. 


0128. CI. 


ol.ts 


Method 


TBLASTX : Soybean 




lift 


Start 


12908 








End 


13279 






GI 


none 








Score 


38 




ry 


Exons 


12908. 


.13072 


, 12987. 


.13052, 


13079. .13279, 13101.. 13277 




:_ _s 

\jl 


Seq. No. 


3055 








Seq. ID 


OJ990822_41.0128 


.CI 


:. 


Gene No. 


6528 








Strand 








Start 


20765 








End 


23816 




fii 


Name 


OJ990822 41. 


0128. CI. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


13433 








End 


13774 






GI 


none 








Score 


69 




!; j 


Exons 


13433. 


.13774 


, 13455. 


.13577, 


13505. .13732 





□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3055 
6528 
20765 

OJ990822_41.0 

16175 

none 

16175. .16351, 
16199. .16327, 
16354. .16509, 
16373. .16498, 
16383. .16481, 
16508. .16639, 
16522. .16638, 
16531. .16635, 
16693. .16764, 
16707. .16832, 
.16744. .16842, 
16909. .16971, 
17055. .17177, 
17067. .17186 



128.Cl.o8.tm 



16176. 
16216. 
16364. 
16376. 
16383. 
16509. 
16523. 
16531. 
16694. 
16708. 
16748. 
16509. 
17057. 



.16343, 
.16329, 
.16516, 
.16483, 
.16484, 
.16637, 
.16633, 
.16647, 
.16771, 
.16854, 
.16852, 
.16962, 
.17185, 



Seq. ID 

Strand 

End 

■Method 

End 

Score 



OJ990822_41.0128.C1 
23816 

TBLASTX: Maize 

17186 

77 



16196. .16354, 16198. .16317, 

16222. .16329, 16249. .16350, 

16365. .16475, 16367. .16507, 

16377. .16490, 16382. .16468, 

16401. .16520, 164 98. .16623, 

16519. .16638, 16521. .16637, 

16528. .16632, 16530. .16631, 

16537. .16638, 16658. .16690, 

16701. .16838, 16702. .16836, 

16711. .16860, 16713. .16832, 

16884. . 16964, 16907 .. 16984 , 

16970. . 17080, 17054. . 17083, 

17061. .17135, 17067. .17156, 



3208 




C /-i /-T Mrt 

oeq • wo ■ 






Seq. ID 


OJ990822_41.0128 




Gene No. 


6528 




Strand 






Start 


20765 




End 


23816 




Name 


OJ990822 41. 0128. CI. 


o6.gs 


Method 


GENSCAN 




Start 


20765 




End 


23816 




GI 


none 




Score 


.57 




Exons 


20765. .20897, 22585. 


.22680, 


23400. .23433, 23558.. 23816 




oeq. LNU.. 






Seq. ID 


OJ990822_41.0128 


CI 


Gene No. 


6529 




Strand 






Start 


25674 




End 


26076 




Name 


OJ990822 41. 0128. CI. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


25674 




End 


26076 




GI 


none 




Score 


289 




Exons 


25674. .25982, 25675. 


.26076 








oecj . LNU . 


JUJJ 




Seq. ID 


OJ990822_41.0128 




Gene No. 


6530 




Strand 






Start 


26654 




End 


27331 




Name 


OJ990822 41. 0128. CI. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


26654 




End 


27331 




GI 


none 




Score 


147 




Exons 


26654. .26830, 26875. 


.27111, 


26879. .27109/ 27158. .27331 




oeq . LNO . 






Seq. ID 


OJ990822 41 0128 




Gene No. 


6531 




Strand ■ 






Start 


27331 




End 


27817 




Name 


OJ990822 41. 0128. CI. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


27331 




End 


27787 




GI 


none 




Score 


491 




Exons 


27331. .27786, 27332. 


.27787 








ofcrq • LNU . 






Seq. ID 


OJ990822_41.0128 




Gene No. 


6531 




Strand 






Start 


27331 




End 


27817 




Name 


OJ990822 41. 0128. CI. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


27371 




End 


27736 




GI 


none 




Score 


138 




Exons 


27371. .27595, 27602. 


.27736 










jUjj 




Seq. ID 


OJ990822_41.0128 


n 


Gene No. 


6531 




Strand 






Start 


27331 




End 


27817 




Name 


OJ990822 41. 0128. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


27461 




End 


27817 




GI 


none 




Score 


370 




Exons 


27461. .27817, 27502. 


.27807 








Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


6532 




Strand 






Start 


27902 




End 


28615 




Name 


OJ990822 41. 0128. CI. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


27902 




End 


28326 




GI 


none 




Score 


429 




Exons 


27902. .28321, 27946. 


.28326 









3209 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 






otrana 






Start 


27902 




End 


28615 




Name 


OJ990822 41. 0128. CI. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


27980 




End 


28381 




GI 


none 




. Score 


307 




Exons 


27980. .28381, 27997. 


.28140 








Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


- 6532 




Strand 






Start 


z / yuz 




End 


28615 




Name 


OJ990822 41. 0128. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


28048 




End 


28492 




GI 


none 




Score 


270 




Exons 


28048. .28302, 28049. 


.28303, 


28049. .28306, 28063 .. 28308 , 






28324. .28455, 28325. 


.28468, 


28466. .28492 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


bene no . 






Strand 






Start 


27902 




End 


28615 




Name 


OJ990822 41. 0128. CI. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


28331 




End 


28615 




GI 


none 




Score 


275 




Exons 


28331. .28612, 28340. 


.28429, 


28450. .28614, 28520.. 28615 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


6533 




Strand 






Start 






End 


29123 




Name 


OJ990822 41. 0128. CI. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


28607 




End 


28996 




GI 


none 




Score 


87 




Exons 


28607. .28711, 28615. 


.28701, 


28769. .28996, 28770 .. 28826, 






28872.. 28994 










Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No . 


C ^ ^5 "X 




Strand 






Start 


28607 




End 


29123 




Name 


OJ990822 41. 0128. CI. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


28616 




End 


29039 




GI 


none 




Score 


151 




Exons 


28616. .28771, 28621. 


.28770, 


28769. .28963, 28770.. 29039 




Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


c c; *3 *3 




Strand 






Start 


28607 




End 


29123 




Name 


OJ990822 41. 0128. CI. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


28869 




End 


29123 




GI 


none 




Score 


185 




Exons 


28869. .29123 










Seq. No. 


3055 




Seq. ID 


OJ990822_41.0128 


.CI 


Gene No. 


6534 




Strand 






Start 


29055 




End 


29354 




Name 


OJ990822 41. 0128. CI. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


29055 




End 


29354. 




GI 


none 




Score 


135 




Exons 


29055. .29189, 29243. 


.29329, 


29256. .29354 





3210 



Seq. No. 3055 Seq. ID 

Gene No. 6535 Strand 

Start 29351 End 

Name OJ990822_4 1 . 0128 . CI . ol . tm Method 

Start 29351 End 

GI none Score 

Exons 29351. .29674, 29352.. 29675 



OJ990822_41.0128.C1 
29746 

TBLASTX: Maize 

29675 

433 



OJ990822_41.0128.C1 
29746 

TBLASTX: Wheat 
29746 
404 

29357. .29668, 29358 .. 297 44 , 29553 .. 2974 4 , 29699.-29746 



Seq. No. 3055 Seq. ID 

Gene No. 6535 Strand 

Start 29351 End 

Name OJ990822_41 . 0128 . CI . o5 . tw Method 

Start 29357 End 

GI none Score 
Exons 



Seq. No. 3055 

Gene No. 6536 

Start 29816 

Name OJ990822_4 1 . 0128 . CI . o9 . tm 

Start 29816 

GI none 
'3 Exons 



Seq. ID OJ990822_41.0128.C1 
Strand 

End 30473 

Method TBLASTX : Mai ze 

End 30089 

Score 99 



29816. .29914, 29817 .. 29915, 29906 .. 29980, 29910 29993, 
30003. .30089 



Seq. No. 3055 Seq. ID 

Gene No. 6536 Strand 

Start 29816 End 

Name OJ990822_41 . 0128 . CI . o3 . tw Method 

Start 29859 End 

GI none Score 
Exons 



OJ990822_41.0128.C1 
30473 

TBLASTX: Wheat 

30473 

371 



29859. .30350, 29879 .. 29968, 30009 .. 30038 , 30020 .. 30148, 
30342. .30473 



'•J Seq. No. 
j,^ Gene No. 
[=i Start 
!!J Name 

Start 
U GI 

Exons 



3055 Seq. ID 

6536 .Strand 

29816 End 

OJ990822_41 . 0128 .CI . o7 . tm Method 

30171 End 

none Score 



OJ990822_41.0128.C1 
30473 

TBLASTX: Maize 

30434 

163 



30171. .30353, 30293 30352, 30330 .. 30434 , 30332.. 30433 



Seq. No. 3056 

Gene No. . 6537 

Start * 3 

Name OJ990822_4 1 . 0128 . C2 . ol . gs 

Start 3 
GI none 
Exons 



Seq. ID OJ990822_41.0128.C2 
Strand 

End 3335 

Method GENS CAN 

End 3335 

Score .89 

3. .454, 528. .641, 704. .893, 968. .1164, 1234. .1592, 1669. .1961, 
2048. .2374, 2539. .3086, 3285. .3335 



Seq. No. 3056 Seq. ID 

Gene No. 6537 Strand 

Start 3 End 

Name OJ990822_4 1 . 0128 . C2 . ol . np Method 

Start 6 End 



OJ990822_41.0128.C2 

3335 

AAT/NAP 

2934 



3211 



r 



,1413, 1492. .1592, 



GI 6691716 Score 2426 

Exons 6.. 454, 528.. 641, 791.. 893, 968.. 1155, 1234. 

1669.. 1846, 2038.. 2934 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 





Seq. No. 


3056 






Seq. ID 


OJ990822_41 .0128 .C2 




Gene No. 


6537 






Strand 






Start 


3 






End 


3335 




Name 


OJ990822 41 


.0128.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2524 






End 


2814 




GI 


none 






Score 


54 




Exons 


2524. .2814, 


2561. .2674 










Seq. No. 


3057 






Seq. ID 


OJ990822_41 .0128 .C3 




Gene No. 


6538 






Strand 


+ 




Start 


494 






End 


819 




Name 


OJ990822 41 


.0128.C3.ol. 


gs 


Method 


GENSCAN 




Start 


494 






End • 


819 




GI 


none 






Score 


.46 




Exons 


494. .568, 803. .819 










Seq. No. 


3057 






Seq. ID 


OJ990822_41 .0128 .C3 


■= =? 


Gene No. 


6539 






Strand 


+ 


'it S3 


Start 


2833 






End 


4493 




Name 


OJ990822 41 


.0128.C3.o2. 


gs 


Method 


GENSCAN 


; : 

i = ! i 


Start 


2833 






End 


4457 




GI 


none 






Score 


.76 


'= J 


Exons 


2833. .4457 










hJ 


Seq. No. 


3057 






Seq. ID 


OJ990822_41.0128.C3 


:i : : 
: : : 


Gene No. 


6539 






Strand 


+ 




Start 


2833 






End 


4493 




Name 


OJ990822 41 


.0128.C3.ol. 


np 


Method 


AAT/NAP 


— : 


Start 


2869 






End 


4493 


'"4 


GI 


6635236 






Score 


608 




Exon's * 


2869. .3012, 


3052. .3251, 


3330. 


.4493 






GI Descrip. 


(AB029327) 


elicitor-inducible 


receptor- 


-like protein EIR 






[Nicotiana 


tabacum] 










Seq. No. 


3057 






Seq. ID 


OJ990822_41.0128.C3 




Gene No. 


6539 






Strand 


+ 




Start 


2833 






End 


4493 




Name 


OJ990822 41 


.0128.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3259 






End 


4479 




GI 


none 






Score 


52 




Exons 


3259. .3324, 


3265. .3513, 


3268. 


.3318, 3331.. 3408, 3334.. 3462 



3334. .3384, 3339. .3542, 3340. .3480, 3340. .3747, 3343. .3747, 

3343. .3747, 3343.-3444, 3361. .3615, 3372. .3533, 3382. .3678, 

3475. .3657, 3529.-3747, 3550. .3747, 3550. .4050, 3745. .4260, 

3748. .4167, 3748. .3915, 3748. .4266, 3775. .4266, 3802. .4266, 

3802. .4257, 3817. .4122, 3892. .4185, 3910. .3978, 3913. .4263, 

4033. .4266, 4066. .4269, 4066. .4479, 4129. .4281, 4162. .4188, 

4276.-4476, 4279.-4479, 4282.-4476, 4282. .4479, 4285.-4476, 

4285. .4476, 4294. .4473, 4300. .4413 



3212 






Seq. No. 


3057 








Seq. ID 


OJ990822 


_41.0128.C3 




Gene No. 


6539 








Strand 


+ 






Start 


2833 








End 


4493 






Name 


OJ990822 41 


.0128 


.C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3259 








End 


4491 






GI 


none 








Score 


216 






Exons 


jzoy . . o / 4 / , 




. . 30 / o , 


3334 . 


.3747, 3339.. 3560, 


JJJi . .3/41 






3367. .3747, 


3457 


. .3570, 


3520. 


.3753, 3529.. 3636, 


3601. .3753 






3748. .4119, 


3748 


. .4476, 


3748. 


.4257, 3774..3968, 


3798. .3911 






3802. .4269, 


3802 


. .4257, 


3802. 


.4185, 3841.. 4263, 


3892. .4011 






3910. .4260, 


4012 


. .4257, 


4066. 


.4266, 4150. .4257, 


4270. .4491 






4285. .4479, 


4285 


. .4491, 


4294 . 


.4479, 4309. .4476 






Seq. No. 


3057 








Seq. ID 


OJ990822 


_41.0128.C3 




Gene No. 


6539 








Strand 


+ 






Start 


2833 








End 


4493 






Name 


OJ990822 41 


.0128 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3265 








End 


4479 






GI 


none 








Score 


47 






Exons 




"ion i 
3Z 1 1 


"5 *3 *5 "3 

. . JJJJ; 




.3552, 3328.. 3747, 


jjj^! . . 3 / 4 f 






3352. .3618, 


3378 


. .3608, 


3385. 


.3750, 3412.. 3696, 


3496. .3747 






3655. .3771, 


3707 


. .3742, 


3748. 


.4185, 3748. .4125, 


3751. .3909 






3757. .3909, 


3778 


. .3906, 


3801. 


.3968, 3802. .4044, 


3832. .4113 






3859. .4266, 


3871 


. .4185, 


3964. 


.4098, 3973. .4077, 


4000. .4272 






4003. .4257, 


015 


. .4278, 


4183. 


.4266, 4225. .4479, 


4282. .4476 




Seq. No. 


3057 








Seq. ID- 


OJ990822 


_41.0128.C3 




Gene No. 


6539 








Strand 


+ 




y 


Start 


2833 








End 


4493 






Name 


ri TQQfiQ OO A 1 


. UlZo 


. Lj . Oi . 




Method 


TBLASTX: 


Ta71-i es =» +- 

wneat 


y 


Start 


3430 








End 


4491 




j 


GI 


none 








Score 


140 






Exons 


3430. .3735, 


3496 


. .3747, 


3543. 


.3668, 3775. .4026, 


3811. .4098 






3841. .4131, 


3910 


. .4236, 


4003. 


.4260, 4285. .4491, 


4294. .4455 


=i 




4351. .4479 














J 


Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 




Gene No . 


6540 








Strand 


+ 




=s 


Start 


38 








End 


4173 






Name 


OJ990822 41 


.0128 


■C4.ol. 


gs 


Method 


GENSCAN 




:f 


Start 


38 








End 


4173 






GI 


none 








Score 


.99 






Exons 


38. .1205, 3749.. 


4173 












Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 




Gene No. 


6541 








Strand 


+ 






Start 


4847 








End 


5238 






Name 


OJ990822 41 


.0128 


.C4.ol. 


gp 


Method 


AAT/GAP 






Start 


4847 








End 


5238 






GI 


61140 1.R1084 






Score 


733 






Exons 


4847. .5238 
















GI Descrip. 


'1706958 6. 


Oe-18 


(U58284) cellulose" synthase [Gossypium 






hirsutum] ' 
















Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 




Gene No. 


6542 








Strand 


+ 






Start 


12651 








End 


14534 





3213 



Name 


OJ990822 41.0128.C4.o4.np 


Method 


AAT/NAP 


Start 


12651 


End 


14534 


GI 


4539658 


Score 


87 


Exons 


12651. .12674, 13975 .. 14134 , 14 172 .. 14336, 14502.. 14534 


GI Descrip. 


(AF061282) serine carboxypeptidase-like 


t protein [Sorghum 




bicolor] 






Seq. No. 


3058 


Seq. ID 


OJ990822_41.0128.C4 


Gene No. 


6542 


Strand 


+ 




12651 


End 


14534 


Name 


OJ990822 41.0128.C4.o3.np 


Method 


AAT/NAP 


Start 


13432 


End 


13531 


GI 


5777617 


Score 


79 


Exons 


13432 . . 13531 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


3058 


Seq. ID 




Gene No. 


6543 


Strand 




otan 


4498 


End 


1 "5 C O 1 


Name 


OJ990822 41.0128.C4.o5.tm 


Method 


i riixAo 1 a : Mai ze 


Start 


11 


End 


3bo 


GI 


none 


Score 


67 


Exons 


11. .109, 44. .106, 44. .100, 52. 


.108, 80. 


.334, 104. .346, 113 




113. .355, 113. .355, 122. .346, 


127. .354, 


190. .351 


Seq. No. 


3058 


Seq. ID 


OJ990822_41.0128,C4 


Gene No. 


6543 


Strand 




Start 


4498 


End 


13621 


Name 


OJ990822 41.0128.C4.o3.tc 


Method 


TBLASTX: Cress 


otart 


20 


End 


3861 


GI 


none 


Score 


67 


Exons 


20. .103, 41. .109, 41. .355, 41. 


.91, 44.. 


109, 73. .102, 113.. 




113. .355, 113. .310, 113. .355, 


113. .355, 


113.. 355, 113. .355 




122. .355, 125. .241, 148. .300, 


194. .355, 


205. .345, 337. .369 




350. .370, 641. .763, 3763. .3861 




Seq. No. 


3058 


Seq. ID 


OJ990822_41.0128.C4 


Gene No. 


6543 


Strand 




Of a >-+- 


4498 


End 


13621 


Name 


OJ990822 41.0128.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


44 


End 


1204 


GI 


none 


Score 


64 


Exons . 


44. .109, 68. .109, 113. .172, 113. .229, 134. .316, 209. .355, 




613. .783, 614. .784, 797. .946, 


976. .1059, 977. .1204, 1123.. 


Seq. No. 


3058 


Seq. ID 


OJ990822_41.0128.C4 


Gene No . 


6543 


Strand 




Start 


4498 


End 


13621 


Name 


OJ990822 41.0128.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


629 


End 


3834 


GI 


none 


Score 


106 


Exons 


629. .763, 794. .934, 980. .1144, 


1175. .1204, 3763. .3834 


Seq. No. 


3058 


Seq. ID 


OJ990822_41.0128.C4 


Gene No . 


6543 


Strand 




Start 


4498 


End 


13621 


Name 


OJ990822 41.0128.C4.o2.tc 


Method 


TBLASTX: Cress 



.3214 



'■6 



i. J 



Start 


800 








End 


1210 




GI 


none 








Score 


143 




Exons 


800. .946, 820.. 933, 974 


..1210, 976.. 1059, 1120. 


.1209 


Seq. No. 


3058 








JC4. J.U 


n.TQQHft 9 9 


_41.0128.C4 


bene wo . 


6543 














Start 


4498 








Hi 11 (J 


1 ^£91 




Name 


OJ990822 41 


.0128. 


C4.o5. 


L.W 


wecnou 


TDT ZiCTY • 


Wheat 


Start 


803 










I 1 ^fi 

II JO 




GI 


none 








Score 






Exons 


803. .949, 983. .1138 










Seq. No. 


jUjo 








oeq. ±u 


Ci TQQHfi 9 9 
\JO ¥ Z7UO £. £ 


_41.0128.C4 


Gene No. 


6543 








Q-h r-a nrl 






OLdXL 


4498 










1 ^£91 




Name 


OJ990822 41 


.0128. 


C4.o5. 


cs 


\A ^ ^ W « j") 




Soybean 


Start 


3760 








Cjnu. 


4 1 OA 
fi 1 U H 




GI 


5677491 








Score 


I 1 Q 

I I y 




Exons 


3760. .3873, 


3765. 


.3854, 




. .4104 






GI Descrip. 
















Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 


Gene No. 


6543 








Strand 






Start 


4498 








End 


13621 




Name 


OJ990822 41 


.0128. 


C4.o2. 


gs 


Method' 


GENSCAN 




otart 


4498 








End 


13621 




GI 


none 








Score 


.64 




Exons 


4498. .4629, 


5135. 


.5434, 


5477 


..5653, 5752.. 6102, 


6182. .6775, 




6808. .7329, 


7760. 


.8372, 


8473 


..8786, 8902.. 9029, 


9131. .9392, 




9532. .9748, 


10418 


..10518, 10583. .10648 


, 11502.. 


11627, 




11757. .11925, 12895. .13316, : 


13526. .13621 




Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 


Gene No. 


6543 








Strand 






Start 


4498 








End 


13621 




Name 


OJ990822 41 


.0128. 


C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5043 








End 


8369 






none 








Score 


373 




Exons 


5043. .5222, 


5064 i 


.5393, 


5069 


..5431, 5414. .5653, 


5436. .5705, 




5743. .6108, 


5756. 


.6100, 


5872 


..6108, 6179.. 6265, 


6180. .6230, 




6263. .6370, 


6276. 


. 6362, 


6656 


..6775, 6657.. 6776, 


6713. .6778, 




6823. .7332, 


6830. 


.7357, 


7756 


..7806, 7760. .8194, 


7761. .8369, 




8225. .8365 














Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 


Gene No. 


6543 








Strand 






Start 


4498 








End 


13621 




Name 


OJ990822 41 


.0128. 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5055 








End 


8207 




C T 


none 








Score 


376 




Exons 


5055. .5222, 


5069. 


.5443, 


5070 


..5396, 5423. .5653, 


5442. .5654, 




5732. .6103, 


5743. 


. 6105, 


6019 


..6105, 6179. .6250, 


6183. .6230, 




6269. .6370, 


6270. 


.6368, 


6653 


..6775, 6654. .6776, 


6823. . 6948, 




6830. .6910, 


6901. 


.7332, 


6902 


..7330, 7760.. 8206, 


7761. .8075, 




8027. .8197, 


8130. 


.8207 










Seq. No. 


3058 








Seq. ID 


OJ990822 


_41.0128.C4 



3215 




Gene No. 


6543 




Strand 




Start 


4498 




End 


13621 


Name 


OJ990822_41.0128 


.C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


c r\ a i 




End 


9299 


GI 


none 




Score 


328 


Exons 


5061.. 5396, 5069 


..5431, 5414. 


.5653, 5439.. 5651, 5732.. 6103, 




5743.. 6108, 5887 


..6105, 6179. 


.6265, 6183. .6230, 6257.. 6370, 




6276.-6359, 6659 


..6775, 6660. 


.6776, 6823.. 7332, 6830.. 7330, 




7760.. 8365, 7761 


..8369, 8538. 


.8591, 9126.. 9299, 9127.. 9279 


Seq. No. 


3058 - 




Seq. ID 


OJ990822_41.0128.C4 


Gene No. 


6543 




Strand 




Start 


4498 




End 


13621 


Name 


OJ990822 41.0128 


,C4 .ol .np 


Method 


AAT/NAP 


Start 


5069 




End 


9384 


GI 


3511285 




Score 


3896 


Exons 


5069.. 5653, 5752 


..6102, 6182. 


.6509, 6591.. 6775, 6853.. 7329, 




7760.. 8369, 8473 


..8629, 8729. 


.8817, 8930. .9029, 9131. .9384 


GI Descrip. 


(AF081534) cellulose synthase 


[Populus 


alba x Populus tremula 


Seq. No. 


3058 




Seq. ID 


OJ990822_41.0128.C4 


bene no. 


6o4 5 




Strand 




Start 


44 98- 




End 


13621 


Name 


OJ990oz2 41.0128 


.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5186 




End 


5597 


GI 


none 




Score 


233 


Exons 


5186 . . 5431 , 5187 


..5393, 5414. 


.5596, 5439.-5597, 5529. .5597 


Seq. No. 


oUoo 




Seq. ID 


OJ990822_41.0128.C4 


Gene No. 


6543 




Strand 




Start 


4498 




End 


13621 


Name 




.C4.o2.gp 


Method 


AAT/GAP . 


Start 


5289 




End 


5876 


GI 


14908 4.R1084 




Score 


860 


Exons 


5289.. 5653, 5752 


. .5876 






GI Descrip. 


•1706958 1.0e-70 


(U58284) cellulose synthase [Gossypium 




hirsutum] 1 








Seq. No. 


3058 




Seq. ID 


OJ990822_41.0128.C4 


Gene No . 


6543 




.Strand 




Start 


4498 




End 


13621 


Name 


OJ990822 41.0128 


.C4 .o3.tw 


Method 


TBLASTX: Wheat 


Start 


5597 




End 


5914 


GI 


none 




Score 


69 


Exons 


5597.. 5653, 5598 


..5705, 5732. 


.5914, 5743. .5910 


Seq. No. 


3058 




Seq. ID 


OJ990822_41.0128.C4 


Gene No. 


6543 




Strand 




Start 


4498 




End 


13621 


Name 


OJ990822 41.0128 


.C4 .o3.gp 


Method 


AAT/GAP 


Start 


5887 




End 


6244 


GI 


45637 1.R1084 




Score 


538 


Exons 


5887.. 6102, 6182 


. .6244 






GI Descrip. 


, 3511285 1.0e-22 


(AF081534) cellulose 


synthase [Populus alba 




Populus tremula] 








Seq. No. 


3058 




Seq. ID 


OJ990822_41.0128.C4 



3216 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6543 
4498 

OJ990822_41 . 0128 . C4 . o4 . gp 
6570 
3761534 
6570.. 6775, 6853.. 7019 

3511285 2.0e-53 (AF081534) cellulose synthase [Populus alba x 
Populus tremula] 



Strand 

End 13621 

Method AAT/GAP 

End 7019 

Score 680 



3058 
6543 
4498 

OJ990822_41.0128, 

6722 

none 

6722.. 6775, 6723. 
6956. .7066 



Seq. ID OJ990822_41.0128.C4 
Strand 

End 13621 

C4.o4.tw Method TBLASTX: Wheat 

End 7068 

Score 50 
.6773, 6826.. 6945, 6830. .6931, 6952.. 7068, 



!»!* 

r\\ 

: b? 

C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3058 
6543 
4498 

OJ990822_41.0128 

7069 

none 

7069.. 7332, 7073 



Seq. ID OJ990822_41.0128.C4 
Strand 

End 13621 

.C4.o2.tw Method TBLASTX: Wheat 

End 7 909 

Score 227 
..7330, 7760. .7909, 7761. .7898 



3058 
6543 
4498 

OJ990822_41.0128.C4 .o5.gp 
8909 
4881049 
8909. .9029, 9131.. 9346 

3511285 1.0e-22 (AF081534) cellulose synthase [Populus alba x 
Populus tremula] 



Seq. ID OJ990822_41.0128.C4 
Strand 

End 13621 

Method AAT/GAP 

End 934 6 

Score 607 





Seq. No. 


3058 








Seq. ID 


OJ990822_41.0128 


.C4 




Gene No. 


6543 








Strand 






i. J 


Start 


4498 








End 


13621 






Name 


OJ990822 41 


.0128 


C4 ,o4 


. tm 


Method 


TBLASTX: Maize 






Start 


9129 








End 


9341 






GI 


none 








Score 


164 






Exons 


9129. .9341, 


9130 


. 9324 












Seq. No. 


3058 








Seq. ID 


OJ990822_41.0128 


.C4 




Gene No. 


6543 








Strand 








Start 


4498 








End 


13621 






Name 


OJ990822 41 


.0128 


C4 .o4 


. ts 


Method 


TBLASTX : Soybean 






Start 


9129 








End 


9315 






GI 


none 








Score 


175 






Exons 


9129. .9296, 


9130 


.9315 












Seq. No. 


3058 








Seq. ID 


OJ990822_41.0128 


.C4 




Gene No. 


6543 








Strand 








Start 


4498 








End 


13621 






Name 


OJ990822 41 


.0128, 


C4 .06 


.gp 


Method 


AAT/GAP 






Start 


10169 






End 


13249 





3217 



GI 1000_1.R1084 Score 1882 

Exons 10169. .10464, 10583 10648, 11502 11627 , 11757 .. 11925, 

12895. .13249 

GI Descrip. • 1352442/sp | P48600 | IFE2_ORYSA 2.0e-67 EUKARYOTIC TRANSLATION 

INITIATION FACTOR 4E (EIF-4E) (EIF4E) (MRNA CAP-BINDING PROTEIN) 
(EIF-(ISO)4F 25 KD SUBUNIT) (EIF-{ISO)4F P28 SUBUNIT) 
>gi_1002917 (U34598) p28 [Oryza sativa] ' 



Seq. No. 3058 
Gene No. 6543 
Start 44 98 

Name OJ990822_4 1 . 0128 . C4 . o2 . tm 

Start 10240 
GI none 
Exons 10240. 

10415. 

11500. 

11757. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_41.0128.C4 
13621 

TBLASTX: Maize 

13020 

46 



,10296, 10272. .10301, 104 13 .. 10439, 10414. 
,10465, 10568. .10657, 10583 .. 10657 , 11487. 



,11628, 11746. .11931, 11754. 
,11948, 11758. .11934, 12894, 



11924, 11756, 



10494, 
11627, 
11926, 



13019, 12895. .13020 



□ 



; Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



OJ990822 41. 0128. C4 



3058 
6543 
4498 

OJ990822_41.0128.C4 .o2.np 
10417 
1352442 
10417. .10464, 
12895. .13103 

EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) 
(MRNA CAP-BINDING PROTEIN) (EIF-(ISO)4F 25 KD SUBUNIT) 
(EIF-(ISO)4F P28 SUBUNIT) gi|1002917 (U34598) p28 [Oryza sativa] 



13621 
AAT/NAP 
13103 
987 



10583. .10648, 11502 .. 11627 , 11757 .. 11925, 



3058 
6543 
4498 

OJ990822_41.0128.C4 .o3.ts 
10583 



OJ990822 41. 0128. C4 



none 

10583. 

11754. 

11804. 

12898. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,10657, 11499. .11624, 114 99 .. 11627 ,' 11509 .. 11625, 
,11795, 11754. .11792, 11759 .. 11794 , 11802 11924 , 
,11944, 11809. .11931, 12897 .. 13010, 12897 13016, 
,13017 



13621 

TBLASTX : Soybean 

13017 

86 



Seq. No. 3058 
Gene No. 6543 
Start 4498 

Name OJ990822_41 . 0128 . C4 . o4 . tc 

Start 10583 
GI none 

Exons 10583. .10657, 11485 .. 11550, 

11560. .11625, 11754. .11810, 
12883. .12960, 12894. .12974, 
12973. .13020 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11487. .11561, 
11805. .11924, 
12895. .12960, 



OJ990822 41. 0128. C4 



13621 

TBLASTX: Cress 
13020 
52 

11559. .11627, 
11806. .11901, 
12969. .13019, 



Seq. No. 3059 Seq. ID 

Gene No. 6544 Strand 

Start 4 60 End 

Name OJ990822_4 1 . 0128 . C5 . ol . gs Method 



OJ990822_41.0128.C5 
720 

GEN SCAN 



3218 



Start 
GI 

Exons 



4 60 
none 

460. .720 



End 
Score 



720 
.48 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Kj Start 

Cn gi 

•=;; Exons' 



as. 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3059 Seq. ID 

6544 Strand 

460 End 720 

OJ990822_41 . 0128 . C5 . ol . np Method AAT/NAP 

471 End 572 

.5777617 Score 84 
471. .572 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990822 41. 0128. C5 



3060 - Seq. ID 

6545 Strand 
9995 End 
OJ990822_41 . 0128 . C6 . o4 . gs Method 
9995 End 
none Score 
9995.. 10081, 10921.. 11463 

3060 Seq. ID 

6546 Strand 
961 End 
OJ990822_41 . 0128 . C6 . ol . gs Method 
961 End 
none Score 
961. .1109, 1240. .1345, 2473. .2580 

3060 Seq. ID 

6547 Strand 
4116 End 
OJ990822_4 1 . 0128 . C6 . ol . np Method 
4116 End 
6069646 Score 
4116. .5106, 5389. .6111, 9456. .9479 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



OJ990822_41.0128.C6 
+ 

11463 
GENSCAN 
11463 
.76 



OJ990822_41.0128.C6 

2580 
GENSCAN 
2580 
.69 



OJ990822_41.0128.C6 

9479 
AAT/NAP 
9479 
927 





[Oryza sativa] 












Seq. No. 


3060 






Seq. ID 


OJ990822_41.0128 


-C6 


Gene No. 


6547 






Strand 






Start 


4116 






End 


9479 




Name 


OJ990822 41.0128 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4125 






End 


4716 




GI 


none 






Score 


86 




Exons 


4125. .4346, 4416 


. .4595, 


4500. 


.4595, 4651. .4716 




Seq. No. 


3060 






Seq. ID 


OJ990822_41.0128 


.C6 


Gene No. 


6547 






Strand 






Start 


4116 






End 


9479 




Name 


OJ990822 41.0128 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4819 






End 


5104 




GI 


none 






Score 


109 




Exons 


4819.. 4920, 4936 


. .5103, 


4937. 


.5104 







3219 



:. : 
: " 

.s si 

US 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
^ Start 
W GI 
\A Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3060 
6547 
4116 

OJ990822_41. 

5089 

none 

5089. .5220, 

3060 
6547 
4116 

OJ990822_41. 

5170 

none 

5170. .5421, 

3060 
6547 
4116 

OJ990822_41. 

5652 

none 

5652. .5966, 



Seq. ID OJ990822_41.0128.C6 
Strand 

End. 9479 

Method TBLASTX : Wheat 

End 5531 

Score 48 

5093. .5215, 5227. .5448, 5234. .5431, 5418. .5531 



0128.C6.ol.tw 



0128.C6.ol.tm 
5171. .5422, 5412. 

0128.C6.o2.tw 
5662. .5799 



3060 
6547 
4116 

OJ990822_41.0128.C6.o3.gs 

9081 

none 

9081. .9320 

3061 
6548 
1016 

0 J990822_4 1 . 0128 . C7 . ol . gs 

1016 

none 

1016. .1148, 1914. .2018, 4035, 



3061 
6549 
5734 

OJ990822_41, 

5734 

none 

5734. .5915, 



3061 
6550 
9231 

OJ990822_41. 

923T 

none 

9231. .9282, 



0128.C7.o3.gs 



6451. .6556 



0128.C7.o4.gs 



10751. .10920 



Seq. ID OJ990822_41.0128.C6 
Strand 

End 9479 

Method TBLASTX : Mai ze 

End 5856 

Score 71 
.5855, 5662.-5856 

Seq. ID OJ990822_41.0128.C6 
Strand 

End 9479 

Method TBLASTX : Wheat 

End 5966 

Score 87 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_41.0128.C6 

9479 
GENSCAN 
9320 
.59 



Seq. ID OJ990822_41.0128.C7 

Strand + 

End 4211 

Method GENSCAN 

End 4211 

Score .5 
.4211 

Seq. ID OJ990822_41.0128.C7 

Strand + 

End 6556 

Method GENSCAN 

End • 6556 

Score .7 



Seq. ID OJ990822_41.0128.C7 

Strand + 

End 10920 

Method GENSCAN 

End ■ 10920 

Score .75 



3220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3061 Seq. ID 

6551 Strand 

12396 End 

OJ990822_41 . 0128 .C7 .o3 . gp Method 

12396 End 

416 3.R1084 Score 



OJ990822_41.0128.C7 
+ 

14400 
AAT/GAP 
14400 
1097 



12396. .12441, 12548 .. 12832, 13990 .. 14031 , 14133. .14400 
, 2341028/gb|AAB70426| 1.0e-56 (AC000104) Strong similarity to 
60S ribosomal protein L17 <gb_X01694). EST gb_AA042332 comes 
from this gene. [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3061 Seq. ID 

6551 Strand 

12396 End 

OJ990822_4 1 . 0128 . C7 . ol . np Method 

12535 End 

2459420 Score 



OJ990822_41.0128.C7 
+ 

14400 
AAT/NAP 
14212 
630 



12535. .12832, 13990 .. 14031, 14133.. 14212 

(AC002332) 60S ribosomal protein L23 [Arabidopsis thaliana] 



f-ri 



Seq. No. 3061 Seq. ID 

Gene No. 6552 Strand 

Start 47 4 6 End 

Name OJ990822_4 1 . 0128 . C7 . o2 . gs Method 

Start 47 4 6 End 

GI none Score 

Exons 4746.. 4976 



OJ990822_41.0128.C7 

4976 
GENSCAN 
4976 
.53 



Seq. No. 3061 Seq. ID OJ990822_4 1 . 0128 . C7 

W Gene No. 6553 Strand 

Id Start 8782 End 9140 

ij Name OJ990822_4 1 . 0128 . C7 . ol . gp Method AAT/GAP 

«jj Start 8782 End 9140 

l " GI 2309883 Score 471 

; L Exons 8782.. 9140 

P GI Descrip. 214 9018/gb | U70541 | OSU7054 1 5.0e-25 Oryza sativa putative 

: -J ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



t==5 



Seq. No. 3061 Seq. ID OJ990822_4 1 . 0128 . C7 

Gene No. 6554 Strand 

Start 10118 End - 10245 

Name OJ990822_41 . 0128 .C7 .o2 .gp Method AAT/GAP 

Start 10118 End 10245 

GI 4519257 Score 89 

Exons 10118. .10179, 10221.. 10245 

GI Descrip. 4519258/dbj | BAA75541 . 1 | 0.0e+00 (AB017914) L-zip+NBS+LRR [Oryza 
* * sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



3061 Seq. ID 

6555 Strand 

17602 End 

OJ990822_41 . 0128 . C7 . o2 . tm Method 

1794 End 

none Score 

1794.. 1973, 1832.. 1972, 1968.. 2069 



OJ990822_41.0128.C7 
18783 

TBLASTX: Maize 

2069 

157 



3221 



Seq. No. 3061 

Gene No. 6555 

Start 17602 

Name OJ990822_4 1 . 0128 . C7 . ol . ts 

Start 12512 

GI none 

Exons 12512. .12580, 12553 .. 12579, 12554 
12573. .12830, 13985 .. 14044 , 13988 



Seq. ID OJ990822_41.0128.C7 
Strand 

End 18783 
Method TBLASTX : Soybean 
End 14211 
Score 4 4 

12595, 12571. .12831, 
14035, 13989. .14045, 



14130. .14204, 14131. .14211, 14132.. 14209 



m 
rU 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3061 Seq. ID 

6555 Strand 
17602 End 
OJ990822_4 1 . 0128 . C7 . ol . tc Method 
12570 End 
none Score 

12570. .12683, 12571 .. 12834 , 12573 .. 12836, 13992 

1-4132. .14170, 14174.. .14206 



OJ990822 41. 0128. C7 



18783 

TBLASTX: Cress 
14206 
68 

14030, 



3061 
6555 
17602 

OJ990822_41.0128.C7.ol.tm 

12570 

none 



Seq. ID OJ990822_41.0128.C7 
Strand 

End 18783 

Method TBLASTX: Maize 

End 14238 

Score 101 



12570. .12674, 12571 12831, 12573 12830, 1272 9 12833, 
13985. .14044, 13989 14045, 14 129 14236, 14 131 .. 14238 , 
14132.. 14209 



3061 Seq. ID 

6555 Strand 

17602 End 

OJ990822_4 1 . 0128 . C7 . ol . tw Method 

12571 End 

none Score 



OJ990822_41.0128.C7 
18783 

TBLASTX: Wheat 

14211 

447 



12571. .12831, 12573. .12830, 13955 .. 1404 4 , 13987 .. 14031, 
13989. .14045, 14 131 .. 14208, 14131 14211, 14132. .14209 



Seq. No. 3061 Seq. ID 

Gene No. 6555 Strand 

Start 17602 End 

Name OJ990822_4 1 . 0128 . C7 . 06 . gs Method 

Start 17602 End 

GI none Score 
Exons 



OJ990822_41.0128.C7 

18783 
GEN SCAN 
18777 
.56 



17602. .17703, 17853 .. 17 928, 18167 .. 18294 , 18382. .18777 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



3061 
6555 
17602 

OJ990822_4 1 . 0128 . C7 . o2 . np 

17605 

2459418 



Seq. ID OJ990822_41.0128.C7 
Strand 

End 18783 

Method AAT/NAP 

End 18783 

Score 257 



17605. .17706, 17853 .. 17978, . 18121 .. 18277 , 18674. .18783 
(AC002332) hypothetical protein [Arabidopsis thaliana] 



3062 
6556 



Seq. ID 
Strand 



OJ990822 41. 0128. C8 



3222 



Start 
Name 
Start 
GI 

Exons 



79 End 794 

OJ990822_4 1 . 0128 . C8 . ol . gs Method GENSCAN 

79 End 794 

none Score .91 
79.-794 



Seq. No. 3062 Seq. ID 

Gene No. 6556 Strand" 

Start 79 End 

Name OJ990822_4 1 . 0128 . C8 . ol . gp Method 

Start 422 End 

GI none Score 

Exons 422.. 7 94 



OJ990822_41.0128.C8 
794 

AAT/GAP 

794 

697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3063 
6557 
102 

OJ990822 
102 
none 
102. .161 



41.0128.C9.ol.gs 



Seq. ID OJ990822_41.0128.C9 

Strand + 

End 328 

Method GENSCAN 

End 161 

Score . 98 



Seq. No. 3063 Seq. ID 

Gene No. 6557 Strand 

Start 102 End 

Name OJ990822_41 . 0 128 . C9 . ol . np Method 

Start 102 End 

GI 2498930 Score 

Exons 102.. 161, 310.. 328 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990822_41.0128.C9 
+ 

328 

AAT/NAP 

328 

42 



Seq. No. 3064 Seq. ID 

Gene No. 6558 Strand 

Start 538 End 

Name OJ990822_41 . 0128 . C10 . ol . gs Method 

Start 538 End 

GI none Score 

Exons 538.. 644 



OJ990822_4 1.0128 -C10 
+ 

644 

GENSCAN 

644 

.79 



Seq. No. 3064 Seq. ID 

Gene No. 6559 Strand 

Start 1 End 455 

Name OJ990822_41 . 0128 . C10 . ol . np Method AAT/NAP 

Start . 1 End 455 

GI 3308971 Score 96 

Exons 1..188, 369.. 455 

GI Descrip. (AB002111) peroxisome assembly factor-3 (PAF-3) 
norvegicus] 



OJ990822 41. 0128. C10 



[Rattus 



Seq. No. 3064 

Gene No. 6560 

Start 397 

Name OJ990822_41 . 0128 . C10 . ol . ts 

Start 39 

GI none 
Exons 



Seq. ID OJ990822_41. 0128. C10 
Strand 
End 

Method 
End 
Score 



1201 

TBLASTX : Soybean 

1201 

59 



39. .191, 45. .158, 64. .189, 366. .455, 367. .456, 399. .455, 



3223 



641. .733, 643. .738, 648. .743, 785. .910, 834. .908, 834. .917, 
1169. .1201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3064 
6560 
397 

OJ990822_4 1.0128. CIO. ol.gp 
397 

uC-osflcyp019b09bl 



Seq. ID OJ990822_41. 0128. C10 
Strand 

End 1201 

Method AAT/GAP 

End 1201 

Score 442 



397. .455, 646. .732, 833. .907, 1172. .1201 

'4519258/dbj I BAA75541.il 0.0e+00 (AB017914) L-zip+NBS+LRR [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Q Gene No.. 
i.3 Start 
I s ft Name 
Start 
GI 

Exons 



ry 



i-3 Seq. No. 

i ! y Gene No. 

!. Start 

Name 

^ Start 

: '4 GI 

j:£ Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3065 
6561 
1 

OJ990612_35 . 0103 . CI . ol . np 
1 

2498930 
1..406, S74..633 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990612_35.0103.C1 
Strand 

End 633 

Method AAT/NAP 

End 633 

Score 724 



3065 
6561 
1 

OJ990612_35.0103.Cl.ol.gs 
12 

none 

12. .406, 574. .633 



Seq. ID OJ990612_35.0103.C1 

Strand* 

End 633 

Method GENSCAN 

End 633 

Score 1 



3066 
6562 
1 

OJ990612_35.0103.C2.ol.np 
1 

6815062 



Seq. ID OJ990612_35.0103.C2 
Strand + 

3377 
AAT/NAP 
3377 
1680 



End 

Method 
End 
Score 

1..859, 1032. .1102, 1194. .2052, 2138. .2384, 2437. .2746, 
2823. .2921, 2993. .3058, 3137. .3377 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



3066 
6562 
1 

OJ990612_35.0103.C2.ol.gs 

322 

none 



Seq. ID OJ990612_35.0103.C2 

Strand + 

End 3377 

Method GENSCAN 

End 3366 

Score .86 



322. .460, 1012. .1102, 1194. .2052, 2138. .2346, 2452. .2544, 
2605. .2746, 2823. .2921, 2993.-3366 



3066 
6562 
1 

OJ990612_35.0103.C2.ol.tm 
1395 



Seq. ID OJ990612_35.0103.C2 

Strand + 

End 3377 

Method T BLAST X : Maize 

End 1899 



3224 



GI 

Exons 



none Score 91 

1395.. 1520, 1396.. 1530, 1561.. 1899, 1561.. 1815, 1590.. 1895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3066 
6562 
1 

OJ990612_35.0103.C2.o2.tm 

2138 

none 



Seq. ID OJ990612_35.0103.C2 

Strand + 

End 3377 

Method TBLASTX : Mai ze 

End 2746 

Score 228 



2138. .2347, 2188. .2346, 2444. .2521, 2561. .2746 



3067 
6563 
1236 

OJ990612_35.0103.C3.ol.np 

1236 

4680186 



Seq. ID OJ990612_35.0103.C3 

Strand + 

End 4180 

Method AAT/NAP 

End . 4180 

Score 165 



1236. .1308, 2618. .2777, 3354. .3491, 4103. .4180 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 
C5 Start 
i,J GI 
rn Exons 

;4 Seq. No. 

; !C ( Gene No. 

i.y Start 

■■-.1 Name 

m Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3067 
6563 
1236 

OJ990612_35.0103.C3.ol.gs 

1358 

none 

1358. .1513, 1962. .2141 



Seq. ID OJ990612_35.0103.C3 

Strand + 

End 4180 

Method GEN SCAN 

End ' 2141 • 

Score .82 



3067 
6564 
4506 

OJ990612_35.0103.C3.o2.np 
4506 
6907086 

4506. .5329, 5381. .5601, 5815. .6182, 6318. .6362 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990612_35.0103.C3 

Strand + 

End 6362 

Method AAT/NAP 

End 6362 

Score 531 



Seq. ID OJ990612_35.0103.C3 

Strand + 

End 7206 

Method AAT/GAP 

End 7206 

Score 148 



3067 
6565 
7103 

OJ990612_35.0103.C3.ol.gp 
7103 

3683_1.R1084 
7103.. 7206 

'5734616/dbj | AP000391 . 1 | AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 3067 

Gene No. 6566 

Start 3067 

Name OJ990612_35 . 0103 .C3 . o2 . gs 

Start 3067 

GI none 
Exons 



Seq. ID OJ990612_35.0103.C3 
Strand 

End 6029 

Method GEN SCAN 

End 6029 

Score .43 



3067. .3267, 3820. .3928, 4125. .4224, 4593. .4840, 5452. .5696, 
5813. .6029 



Seq. No. 



3068 



Seq. ID OJ990612_35.0103.C4 



3225 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6567 Strand + 

852 End 7153 

OJ990612J35 . 0103 . C4 . ol . gs Method GENSCAN 

852 End 6944 

none Score .81 

852. .1001, 1506. .1642, 1766. .1881, 2006. .2044, 2087. .2157, 
2946. .3012, 3520. .3606, 4364. .4379, 5280. .5416, 5801. .5878, 
6858. .6944 



Seq. No. 


3068 


Seq. ID . 


OJ990612 


_35.0103.C4 


Gene No. 


6567 


Strand 


+ 




Start 


852 


End 


7153 




Name 


OJ990612 35.0103.C4.ol.gp 


Method 


AAT/GAP 




Start 


853 


End 


1842 




GI 


none 


Score 


756 




Exons 


853.. 1001, 1115.. 1191, 1506. 


.1644, 1767.. 1842 




Seq. No. 


3068 


Seq. ID 


OJ990612 


_35.0103.C4 


Gene No. 


6567 


Strand 


+ 




Start 


852 


End 


7153 




Name 


OJ990612 35.0103.C4.ol.np 


Method 


AAT/NAP 




Start 


1603 


End 


6944 




GI 


3548818 


Score 


1136 




Exons ■ 


1603. .1642, 1766. .1881, 2006 


..2157, 2256. .2341, 


2946. .3073 




3214. .3264, 3520. .3606, 4364 


..4433, 5280. .5416, 


5801. .5878 




6858. .6944 








GI Descrip. 


(AC005313) unknown protein [Arabidopsis thaliana] 


Seq. No. 


3068 


Seq. ID 


OJ990612 


_35.0103.C4 


Gene No. 


6567 


Strand 


+ 




otart 


852 


End 


7153 




Name 


OJ990612 35.0103.C4.o2.gp 


Method 


AAT/GAP 




Start 


5348 


End 


7153 




GI 


uC-osroM202025cl2al 


Score 


813 




Exons 


5348. .5416, 5801. .5878, 6858 


. .7153 






GI Descrip. 


'3548818 1.0e-17 (AC005313) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


3068 


Seq. ID 


OJ990612 


_35.0103.C4 


Gene No. 


6568 


Strand 


+ 




o tare 


12354 


End 


15642 




Name 


OJ990612 35.0103.C4.o3.gs 


Method 


GENSCAN 




Start 


12354 


End 


14694 




GI 


none 


Score 


.91 




Exons 


12354. .12360, 12729 .. 12886, 


13195. .13299, 14119 


. .14694 


Seq. No. 


3068 


Seq. ID 


OJ990612 


_35.0103.C4 


Gene No. 


6568 


Strand 


+ 




Start 


12354 


End 


15642 




Name 


OJ990612 35.0103..C4.o3.np 


Method 


AAT/NAP 




Start 


13825 


End 


15642 




GI 


6907086 


Score 


1136 




Exons 


13825. .14590, 14 651 .. 14894 , 


15117. . 15164, 15273 


. .15445, 




15565. .15642 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3068 


Seq. ID 


OJ990612_ 


_35.0103.C4 



3226 



Gene No. 6569 Strand 

Start 10713 End 11134 

Name OJ990612_35 . 0103 . C4 .o3.gp Method AAT/GAP 

Start 10713 End 11134 

GI 20886_2.R1084 Score 473 

Exons 10713. .10736, 10812.. 11134 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 8.0e-24 Oryza sativa genomic 

. DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3068 
6570 
11222 

OJ990612_35. 

1560 

none 

1560. .1643, 
1762. .1881, 
2249. .2341, 
2948. .3073, 
3546. .3617, 
4390. .4440, 



0103.C4.ol. tm 



1599.. 1640, 1603. 

2005.. 2157, 2006. 

2254.. 2349., 2256. 

3196.. 3300, 3201. 

4359. .4433, 4361. 

5267.. 5371, 5275. 



Seq. ID OJ990612_35.0103.C4 
Strand 

End 13293 
Method TBLASTX : Mai ze 
End 5371 
Score 53 

.1644, 1761. .1877, 1761. .1889, 
.2155, 2007.. 2162, 2008.. 2157, 
.2342,' 2945. .3073, 2947.. 3072, 
.3263, 3511.. 3618, 3523. .3606, 
.4435, 4363. .4434, 4382. .4435, 
.5355, 5279.. 5371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3068 Seq. ID 

6570 Strand 

11222 End 

OJ990612_35.0103.C4.ol.tc Method 

1599 End 

none Score 

1599. .1643, 1603. .1644, 1714. .1878, 
1966. .2025, 
2256. .2336, 



1603.. 1644, 1714 
1993.. 2142, 2005.. 2157, 
2945.. 2992, 2990.. 3025 



OJ990612 35. 0103. C4 



13293 

TBLASTX: Cress 
• 3025 
47 

1761.. 1889, 1764. 
2006.. 2155, 2254. 



.1922, 
.2337, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3068 
6570 
11222 

OJ990612_35.0103.C4.ol.ts 

1599 

none 

1599. .1643, 1603. .1644, 1761. 
2006. .2038, 2041. .2151, 2041. 
2256.. 2336, 2945.. 3073, 2956. 
3196.. 3300, 3392.. 3424, 3511. 
4361. .4435, 4363. .4434, 5267. 
5782.. 5868, 5797.. 5871, 5798. 



Seq. ID OJ990612_35.0103.C4 
Strand 

13293 

TBLASTX: Soybean 
5875 
49 

1889, 1762. .1878, 2006. .2044, 
2157, 2099.. 2155, 2254.. 2346, 
3074, 3132.. 3263, 
3606, 3546.. 3617, 
5416, 5275.. 5415, 5279.. 5425, 
5875 



End 

Method 

End 

Score 



3072, 2976. 
3618, 3529. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3068 Seq. ID OJ990612_35 . 0103 . C4 

6570 Strand 
.11222 End 13293 

OJ990612_35.0103.C4.o2.np Method AAT/NAP • 

11222 • End 13293 

6907106 Score 309 

11222. .11466, 11577. .11700, 13237.. 13293 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 



3068 
6570 



Seq. ID . OJ990612_35.0103.C4 
Strand 



3227 



Start 11222 End 13293 

Name OJ990612_35 . 0103 . C4 . o4 . gp,. = Method AAT/GAP 

Start 11960 End 12431 

GI 38782_1.R1084 Score 799 

Exons 11960. .12431 

GI Descrip. '6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


3069 




Seq. ID 


OJ990612_35.0103 


.C5 


Gene No. 


6571 




Strand 


+ 




Start 


3985 




End 


16517 




Name 


OJ990612 35. 0103. C5 


ol .np 


Method 


AAT/NAP 




Start 


3985 




End 


7263 




GI 


4220527 




Score 


992 




Exons 


3985.. 4023, 4330.. 4515, 4626 


..4919, 6176. .6409, 6871. .7114, 




7152. .7263 










GI Descrip. 


(AL035356) putative 


protein 


[Arabidops 


is thaliana] 




Seq. No. 


3069 




Seq. ID 


OJ990612_35.0103 


.C5 


Gene No. 


6571 




Strand 


+ 




Start 


3985 




End 


16517 




Name 


OJ990612 35. 0103. C5 


o2 . gs 


Method 


GENSCAN 




Start 


6242 • 




End 


16517 




GI 


none 




Score 


.54 




Exons 


6242.. 6409, 6775.. 7301, 8903 


..9067, 11941. .12268, 12335 


. . 12506, 




13035. .13161, 15811 


.16010, 


16027.. 16517 




Seq. No. 


3069 




Seq. ID 


OJ990612_35.0103 


.C5 


Gene No. 


6571 




Strand 


+ 




Start 


3985 




End 


16517 




Name 


OJ990612 35. 0103. C5 


o2 .np 


Method 


AAT/NAP 




Start 


10230 




End 


16394 




GI 


5734621 




Score 


199 . 




Exons 


10230. .10265, 12183 


.12307, 


16116. .16394 





GI Descrip. (AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



; 1 Seq. No. 3069 Seq. ID 

=5 Gene No. 6572 Strand 

\t Start 607 End 

~ Name OJ990612_35 . 0103 . C5 . ol . gp Method 

Start 607 End 

GI 2442756 Score 

Exons 607.. 839 



OJ990612_35.0103.C5 
839 

AAT/GAP 

839 

346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3069 
6573 
4332 

OJ990612_35, 
4332 
none 
4332. 
4780. 
6754. 



OJ990612 35. 0103. C5 



.4445, 
,4917, 
,6915 



0103.C5.ol. tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4625. .4702, 4629. .4703, 4724. .4915, 4725 
4781.. 4933, 6166.. 6408, 6176.. 6418, 6176 



7114 

TBLASTX: Maize 

6915 

95 



,4916, 
.6409, 



Seq. No. 



3069 



Seq, ID OJ990612_35.0103.C5 



3228 






Gene No. 


6573 










Strand 






Start 


4332 










End 


7114 




Name 


OJ990612 35. 


0103. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4619 










End 


6273 




GI 


none 










Score 


89 




Exons 


4619. 


.4717, 


4629. 


.4718, 


4749 


..4916, 4751. .4915, 6163. .6273 




Seq. No. 


3069 










Seq. ID 


OJ990612_35.0103.C5 




Gene No. 


6573 










Strand 






Start 


4332 










End 


7114 




Name 


OJ990612 35. 


0103. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4625 








i 


End 


4919 




GI 


none 










Score 


102 




Exons 


4625. 


.4717, 


4629. 


.4718, 


4745 


. .4918, 4746. .4919 




Seq. No. 


3069 










Seq. ID 


OJ990612_35.0103.C5 




Gene No. 


6573 










Strand 






Start 


4332 










End 


7114 




Name 


OJ990612 35. 


0103 . 


C5 . ol*. 


ts 


Method 


TBLASTX : Soybean 




Start 


46.44 










End 


7074 




GI 


none 










Score 


81 




Exons 


4644. 


.4727, 


4646. 


.4705, 


4746 


..4916, 4746. .4913, 4751. .4915 






6163. 


.6402, 


6166. 


.6402, 


6167 


..6412, 6176. .6418, 6754. .6927 






6774. 


.6926, 


6924. 


.7037, 


6967 


. .7074 






Seq. No. 


3069 










Seq. ID 


OJ990612_35.0103.C5 




Gene No. 


6573 










Strand 




i S 


Start 


4332 










End 


7114 




Name 


OJ990612 35. 


0103. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6286 










End 


6915 


y 


GI 


none 










Score 


179 


g 


Exons 


6286. 


.6408, 


6287. 


.6418, 


6320 


..6409, 6754. .6915, 6774. .6914 




Seq. No. 


3069 










Seq. ID 


OJ990612_35.0103.C5 




Gene No. 


6573 










Strand 






Start 


4332 










End 


7114 


4 


Name 


OJ990612 35. 


0103. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


X 


Start 


6915 










End 


7114 


e& 
_I 


GI 


none 










Score 


203 


=-? 


Exons 


6915. 


.7052, 


6916. 


.7074, 


6925 


..7068, 7079. .7114, 7079. .7114 


3 


Seq. No. 


3070 










Seq. ID 


OJ990612_35.0103.C6 




Gene No. 


6574 










Strand 


+ 




Start 


221 










End 


7365 




Name 


OJ990612 35. 


0103. 


C6.ol. 


gs 


Method 


GEN SCAN 




Start 


221 










End 


7365 




GI 


none 










Score 


.69 




Exons 


221. . 


223, 2967. .3369, 6617..' 


7365 






Seq. No. 


3070 










Seq. ID 


OJ9'90612_35.0103.C6 




Gene No. 


6574 










Strand 


+ 




Start 


221 










End 


7365 




Name 


OJ990612 35. 


0103. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


6581 










End 


6939 




GI 


3617742 








Score 


244 




Exons 


6581. 


.6939- 













GI Descrip. (AC005687) RAP2 . 6 [Arabidopsis thaliana] 



3229 



Seq. No. 


3071 


Seq. ID 


OJ990612_35 


.0103. C7 


Gene No. 


6575 


Strand 


+ 




Start 


328 


End 


4660 




Name 


OJ990612 35.0103.C7.ol.gs 


Method 


GENSCAN 




Start 


328 


End 


4248 




GI 


none 


Score 


.52 




Exons 


328. .499, 752..9S6, 1951.. 


2003, 2098.. 


2207, 3150.. 


3247, 




3887. .4013, 4142. .4248 








Seq. No. 


3071 


Seq. ID 


OJ990612_35 


.0103. C7 


Gene No. 


6575 


Strand 


+ 




Start 


328 


End 


4660 




Name 


OJ990612 35.0103.C7.ol.np 


Method 


AAT/NAP 




Start 


600 


End 


4227 




GI 


4580461 


Score 


649 




Exons 


600.. 751, 1944.. 2003, 2098 


..2207, 2691 


..2858, 3150 


. .3247, 




3887. .4013, 4142. .4227 








GI Descrip. 


(AC006081) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


3071. 


Seq. ID 


OJ990612_35 


.0103. C7 


Gene No. 


6575 


Strand 


+ 




Start 


328 


End 


4660 




Name 


OJ990612 35.0103.C7.ol.gp 


Method - 


AAT/GAP 




Start 


663 


End. 


4660 




GI 


26247 1.R1084 


Score 


2172 




Exons 


663.-956, 1951.. 2003, 2098 


..2207, 2691 


..2858, 3150 


. .3247, 



GI Descrip. 



3 Seq. No. 

y Gene No. 

Start 

^ Name 

i Start 

i GI 

& Exons 



3887. .4013, 4142. .4257, 4399. .4660 

, 4580461/gb|AAD24385.1|AC006081_7 3.0e-27 (AC006081) unknown 
protein [Arabidopsis thaliana] 1 



3071 Seq. ID 

6576 Strand 

5331 End 

OJ990612_35 . 0103 . C7 . o2 . gp Method 

5331 End 

none Score 
5331.. 5927 



OJ990612_35.0103.C7 
+ 

5927 
AAT/GAP 
5927 
1167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



3071 
6577 
23002 

OJ990612_35.0103.C7.o5.gs 

23002 

none 

23002. .23607, 23730.. 23801 

3071 
6577 
23002 

OJ990612_35.0103.C7.o5.np 

23174 

1753085 

23174. .23607, 23730 .. 23801, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ990612_35.0103.C7 
+ 

24212 
GENSCAN 
23801 
.73 



OJ990612_35.0103.C7 
+ 

24212 
AAT/NAP 
24212 
257 



24189. .24212 



(U25283) leucine zipper protein [Oryza sativa] 

3071 Seq. ID OJ990612_35 . 0103 . C7 



3230 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6578 Strand 
5397 End 12147 

OJ990612_35 . 0103 . C7 . o2 . gs Method GENSCAN 

5397 End 12147 

none Score .47 

5397.. 5434, 5705. .6050, 6163. .6306, 7194. .7301, 7401.. 7414, 
9002. .9134, 9815. .9896, 10323 .. 1044 1, 10592 .. 10692 , 
10818. .10967, 11729. .11859, 12056. .12147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3071 Seq. ID 

6578 Strand 

5397 End 

0 J990612_35 . 0103 . C7 . o2 . np Method 

5667 End 

112251 Score 
5667. .6050, 
8021. .8070, 



OJ990612_35.0103.C7 

12147 
AAT/NAP 
11088 
383 



.7291, 7580.. 7709, 
.9214, 9815.. 9896, 



7903. .7944, 
10194 . .10266, 



6163.. 6306, 7194 
8147. .8211, 9002 
10366. .10441, 10592. .10649, 10938. .11088 
polypyrimidine tract-binding protein 1 - rat 
gi|57002|emb|CAA43202| (X60789) pyrimidine binding protein 
[Rattus norvegicus] 



Seq. No. 

Gene No. 
3 Start 
3 Name 
H Start 

!i GI 
Z Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 35. 0103. C7 



3071 
6578 
5397 

OJ990612_35.0103.C7.o3.np 
6297 
6665714 

6297.. 6372, 7675.. 7709, 7903.. 
9002.. 9290, 9815.. 9896, 10194. 
10592. .10655, 11876.. 11898 

(AF211191) polypyrimidine tract binding protein [Drosophila 
melanogaster] 



12147 
AAT/NAP 
11898 
184 

7944, 8021. .8070, 8147. .8211, 
.10266, 10366. .10441, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3071 Seq. ID OJ990612_35 . 0103 . C7 

6578 Strand 

5397 End 12147 

OJ990612J35 .0103 . C7 . o3 . gp Method AAT/GAP 

7681 " End 9167 

LIB3431-033-P1-K1-G10 Score 605 

7681. .7709, 7903. .7944, 8021. .8070, 8147. .8211, 9002. .9167 
, 5824418/emb|CAA85411.2| 2.0e-25 (Z36948) similar to 
polypyrimidine tract binding protein [Caenorhabditis elegans] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3071 Seq. ID 

6579 Strand 

18236 End 

OJ990612_35 . 0103 .C7 . o4 . tm Method 

833 End 

none Score 



OJ990612_35.0103.C7 
22314 

TBLASTX: Maize 

4202 

84 



833. .877, 834. .944, 834. .884, 888. .956, 1950. .2021, 1950. .2021, 
1964. .2026, 2086. .2205, 2098. .2208, 2099. .2209, 2689. .2856, 
2690. .2857, 2690. .2863, 3086. .3247, 3149. .3247, 3875. .4051, 
3885. .4007, 3886. .4011, 4131. .4202, 4143. .4202 



Seq. No. 
Gene No. 



3071 
6579 



Seq. ID 
Strand- 



OJ990612 35. 0103. C7 



3231 



Start 
Name 
Start 
GI 

Exons 



18236 End 

OJ990612_35 . 0103 . C7 . o3 . ts Method 

1945 End 

none Score 



22314 

TBLASTX: Soybean 

2737 

78 



1945. .2010, 1950. .2015, 2086. .2208, 2088. .2207, 2098. .2208, 
2099.. 2248, 2690.. 2737 



Seq. No. 3071 
Gene No. 6579 
Start 18236 

Name OJ990612_35 . 0103 . C7 . o3 . tc 

Start 1966 
GI none 
Exons 1966, 

2690. 

4131. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_35.0103.C7 
22314 

TBLASTX: Cress 

4175 

48 



.2022, 2099. .2248, 2108. .2206, 2567. .2677, 2680. 



.2857, ■ 3148. .3243, 3149. 
.4175 



.3247, 3875. .4012, 3898, 



.2856, 
.4011, 



=3 

In 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3071 
6579 
18236 

OJ990612_35.0103.C7.ol.tw 

2701 

none 



Seq. ID OJ990612_35.0103.C7 
Strand 

End 22314 

Method TBLASTX: Wheat 

End 3982 

Score 253 



2701. .2856, 2702. .2857, 2704. .2859, 3086. .3247, 3147. .3248, 
3149. .3247, 3864. .3950, 3867. .3950, 3875. .3982, 3886.. 3981 



3071 Seq. ID 

6579 Strand 

18236 End 

OJ990612_35.0103.C7.o4.ts Method 

3163 End 

none Score 



OJ990612_35.0103.C7 
22314 

TBLASTX : Soybean 

4175 

122 



3163. .3246, 3164. .3247, 3872. .4012, 3895. .4011, 4131. .4175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3071 
6579 . 
18236 

OJ990612_35, 
5441 
none 
5441. 
5662, 
7189. 
7658. 



0103.C7.ol.tm 



.5482, 
.6051, 
.7302, 
.7711, 
8021. .8071, 
8974. .9138, 
9816. .9899, 
10374. .10439 
10593. .10655 



5558. .5614, 5559. 
6002.. 6082, 6162. 
7194. .7310, 7487. 
7659. .7712, 7902. 
8021. .8068, 8023. 
9001. .9132, 9810. 
10193. .10273, 101 
10375. .10440, 1 
10767. .10796 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990612 35. 0103. C7 



22314 

TBLASTX: Maize 
10796 
40 

.5669, 5620. .5973, 5661. .6059, 
.6305, 6163. .6306, 6164. .6304, 
.7552, 7503. .7550, 7652. .7708, 
.7937, 7903. .7953, 7915. .7959, 
.8070, 8142. .8216, 8147. .8215, 
.9896,. 9814. .9897, 9815. .9898, 
93.. 10273, 10367. .10417, 
0592.. 10654, 10592 .. 10654 , 



Seq. No. 3071 

Gene No. 657 9 

Start 18236 

Name OJ990612_35 . 0103 . C7 . ol . ts 

Start 5652 

GI none 
Exons 



Seq. ID OJ990612 35. 0103. C7 



Strand 
End • 
Method 
End 
Score 



22314 

TBLASTX: Soybean 

10649 

277 



.5652.. 6059, 5662.. 6060, 6162.. 6299, 6163.. 6300., 6163.. 6306, 



3232 



6164. .6304, 7194. .7310, 7213. .7311, 7658. .7711, 7902. .7937, 

7903.. 7950, 8009.. 8089, 8014.. 8094, 8150.. 8215, 8163.. 8216, 

8972.. 9118, 9000.. 9137, 9001.. .9135, 9818.. 9898, 10193 10273, 
10367. .10417, 10592. .10648, 10593.. 10649 



Seq. No. 3071 

Gene No. 6579 
Start - 18236 

Name OJ990612_35 . 0103 . C7 . ol . tc 

Start 5659 

GI none 
Exons 



Seq. ID OJ990612_35.0103.C7 
Strand 

End 22314 

Method TBLASTX : Cress 

End 6304 

Score 300 



5659.. 6060, 5661.. 6059, 5986. .6060, 6158.. 6298, 6163.. 6300, 
6163.. 6303, 6167.. 6304 



OJ990612 35. 0103. C7 



Seq. No. 3071 Seq. ID 

Gene No. 6579 Strand 

Start 18236 End 

Name OJ990612_35 . 0103 . C7 . o2 . tw Method 

Start 6170 ' ' End 

GI none Score 

Exons 6170.. 6298, 6170.. 6292, 6172.. 6309, 6172.. 6306, 7191. 

7194. .7298, 7195. .7299, 7496. .7525, 7503.. 7517, 7621. 



22314 

TBLASTX: Wheat 

8058 

135 



.7298, 
,7707, 



7652. .7708, 7655. .7711, 7656. .7712, 7902.. 7937, 7903.. 7947, 
8023. .8058, 8024. .8056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3071 
6579 
18236 

OJ990612_35.0103.C7.o4.tc 
7902 
none 



Seq. ID OJ990612_35.0103.C7 
Strand 

22314 

TBLASTX: Cress 
10648 
72 



End 

Method 
End 
Score 

7902. .7937, 8014. .8088, 8150. .8215, 8977. .9123, 9000. .9122, 
9000. .9137, 9001. .9135, 9788. .9898, 9849. .9899, 10193 .. 10273, 





10367. 


.10417, 10592. 


.10648 








Seq. No. 


3071 






Seq. ID 


OJ990612_35.0103 


.C7 


Gene No. 


6579 






Strand 






Start 


18236 






End 


22314 




Name 


. OJ990612 35. 0103. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


18210 






End 


18514 




GI 


none 






Score 


269 




Exons 


18210. 


.18455, 18212. 


.18502, 


18212. .18514, 18289.. 18507 




Seq. No. 


3071 






Seq. ID 


OJ990612_35.0103 


.C7 


Gene No. 


6579 






Strand 






Start 


18236 






End 


22314 




Name 


OJ990612 35. 0103. CI. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


18231 






End 


21802 




GI 


none 






Score 


259 




Exons 


18231. 


.18497, 18236. 


.18514, 


18237. .18452, 18307 .. 18498, 






18601. 


.18678, 21300. 


.21527, 


21301. .21528, 21725. .21766, 






21764. 


.21802 










Seq. No. 


3071 






Seq. ID 


OJ990612_35.0103 


.C7 


Gene No. 


6579 






Strand 






Start 


18236 






End 


22314 




Name 


OJ990612 35. 0103. C7. 


o2.tc 


Method 


TBLASTX: Cress 





3233 





Start 


18236 




End 


21474 






GI 


none 




Score 


246 






Exons 


18236. .18514, 18243. 


.18452, 


18248. .18481, 18387 .. 18521, 








18599. ; . 18622, 18601. 


.18678, 


21300. .21467, 21301.. 21474 






Seq. No. 


3071 




Seq. ID 


OJ990612_35.0103 


.C7 




Gene No. 


6579 




Strand 








Start 


18236 




End 


22314 






Name 


OJ990612 35. 0103. C7. 


o4 . gs 


Method 


GENSCAN 






Start 


18236 




End 


22314 






GI 


none 




Score 


.7 






Exons 


18236. .18496, 18600. 


.18674, 


21300. .21757, 21823 .. 21959, 








22232. .22314 












Seq. No. 


3071 




Seq. ID 


OJ990612_35.0103 


.C7 




Gene No. 


6579 




Strand 








Start 


1823b 




End 


22314 






Name 


OJ990612 35. 0103. C7. 


o4 . np 


Method 


AAT/NAP 






Start 


18239 




End 


22034 






GI 


5730136 




Score 


899 






Exons 


18239. .18496, 18600. 


.18674, 


21300. .22034 






GI Descrip. 


(AL109796) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


3071 




Seq. ID 


OJ990612_35.0103 


.C7 


t 


Gene No. 


6579 




Strand 






3 


Start 


18236 




End 


22314 




n 


Name 


OJ990612 35. 0103. C7. 


o3 . tm 


Method 


TBLASTX: Maize 




! 1 


Start 


21300 




End 


21528 




of 


GI 


none 




Score 


304- 




Js 
U 


Exons 


21300. .21527, 21301. 


.21528 








_i 


Seq. No. 


3071 




Seq. ID 


OJ990612_35.0103 


.C7 


! £ 

S7 


Gene No. 


6580 




Strand 








Start 


23347 




End 


23607 




SX 


Name 


OJ990612 35. 0103. C7. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


23347 




End 


23607 




"J 


GI 


none 




Score 


95 




& 


Exons 


23347. .23442, 23356. 


.23442, 


23505. .23606, 23506. . 23607, 








23506.. 23607 












Seq. No. 


3072 




Seq. ID 


OJ990612_35.0103 


.C8 




Gene No. 


6581 




Strand 


+ 






Start 


270 




End 


601 






Name 


OJ990612 35. 0103. C8. 


ol.gp 


Method 


AAT/GAP 






Start 


270 




End 


601 






GI 


286624 




Score 


649 






Exons 


270. .601 












Seq. No. 


3072 




Seq. ID 


OJ990612_35.0103 


• C8 




Gene No. 


6582 




Strand 








Start 


1429 




End 


1517 






Name 


OJ990612 35. 0103. C8. 


o2 . gs 


Method 


GENSCAN 






Start 


1429 




End 


1517 






GI 


none 




Score 


.91 






Exons 


1429. .1517 












Seq. No. 


3073 




Seq. ID 


OJ99061'2_35."0103 


.C9 



3234 





Gene No. 


6583 


Strand 


+ 




Start 


1642 


End 


8363 




Name 


OJ990612 35.0103.C9.ol.gs 


Method 


GENSCAN 




Start 


1642 


End 


8363 




GI 


none 


Score 


.48 




Exons 


1642.. 1704, 1927.. 2097, 2190 


..4571, 4635. .6627, 6811. .8363 




Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6583 


Strand 


+ 




Start 


1642 


End 


8363 




Name 


OJ990612 35.0103.C9.ol.np 


Method 


AAT/NAP 




Start 


2713 


End 


8360 




GI 


6498441 


Score 


6984 




Exons 


2713.. 3777, 4108.. 4571, 4635 


..5008, 5192.. 5326, 5501.. 5856, 






6049.. 6416, 6588.-7985, 8079 


. .8360 






GI Descrip. 


(AP000815) EST C72786 (E2258) 


corresponds to a region of the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6584 


Strand 


+ 




Start 


13203 


End 


14528 




Name 


OJ990612_35. 0103 . C9 . o3 . gs 


Method 


GENSCAN 




Start 


13203 


End 


14528 


J 


GI 


none 


Score 


.62 




Exons 


13203. .13265, 13488. .13658, 


14394. .14528 


!! 


Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 


E 


Gene No. 


6585 


Strand 


+ 


e 


Start 


15257 


End 


22575 


y 


Name 


OJ990612 35.0103.C9.o4.gs 


Method 


GENSCAN 




Start 


15257 


End 


22575 


y 


GI 


none 


Score 


.57 




Exons 


15257. .15308, 16967 .. 17194, 


17288. .17486, 19165 19282 , 


3 




19899. .20061, 20148 20184 , 


20221. .20412, 22356.. 22575 




Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


-6586 


Strand 


+ 


S3. 

J 


Start 


23827 


End 


24244 


J 


Name 


OJ990612 35.0103.C9.o4.gp 


Method 


AAT/GAP 




Start 


23827 


End 


24244 


J 


GI 


3767668 


Score 


790 




Exons 


23827. .24244 








Seq. No. 


3073 


Seq. ID 


OJ990612 35. 0103. C9 




Gene No. 


6587 


Strand 


+ 




Start 


29719 


End 


30542 




Name 


(XJ990612 35.0103.C9.o5.np 


Method 


AAT/NAP 




Start 


29719 


End 


30542 




GI 


6539553 


Score 


874 




Exons 


29719. .30542 







GI Descrip. (AP000836) Similar to Oryza ' australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 



3073 



Seq. ID OJ990612_35.0103.C9 



3235 





Gene No. 


6588 


Strand 






Start 


8994 


End 


13691 




Name 


OJ990612 35.0103.C9.o2.np 


Method 


AAT/NAP 




Start 


8994 


End 


12132 




GI 


6907089 


Score 


4683 




Exons 


8994.. 10776, 10871.. 12132 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6588 


Strand 






Start 


8994 


End 


13691 




Name 


OJ990612 35.0103.C9.o3.np 


Method 


AAT/NAP 




Start 


11237 


End 


13691 




GI 


5922623 


Score 


203 




Exons 


11237. .11269, 12847. .12922, 


13090. .13243, 13606.. 13691 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj IBAA85199.1 | (AP000570) 


hypothetical protein 






[Oryza sativa] 








Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6589 


Strand 






Start 


20067 


End 


20597 




Name 


OJ990612 35.0103.C9.o3.gp 


Method 


AAT/GAP 




Start 


20067 


End 


20597 




GI 


none 


Score 


1032 


si 
Vi 


Exons 


20067. .20597 






y 


Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6590 


Strand 






Start 


24166 


. End 


30187 


y 


Name 


OJ990612 35.0103.C9.o8.tw 


Method 


TBLASTX: Wheat 




Start 


2862 ~ 


End 


3254 


u 


GI 


none 


Score 


58 




Exons 


2862.. 2909, 2916.. 3014, 2921 


..3013, 2981. .3220/ 2997. .3254 


=; 


Seq. No.' 


3073 


Seq. ID 


OJ990612_35.0103.C9 


I 


Gene No. 


6590 


Strand 






Start 


24166 


End 


30187 


ex 

P* 


Name 


OJ990612 35.0103.C9.o7.tm 


Method 


TBLASTX :Maize 




Start 


2867 


End 


3152 




GI 


none 


Score 


197 




Exons 


2867. .3151, 2904. .3152 








Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6590 


Strand 






Start 


24166 


End 


30187 




Name 


OJ990612 35.0103.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


3262 


End 


6722 




GI 


none 


Score 


228 




Exons 


3262.. 3315, 6288.. 6539, 6303 


. .6512, '6353. .6538, 6573. .6722 






6582. .6719, 6584. .6721 








Seq. No. 


3073 


Seq. ID 


OJ990612_35.0103.C9 




Gene No. 


6590 


Strand 






Start 


24166 


End 


30187 




Name 


OJ990612 35.0103.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3992 


End 


4478 



3236 




GI 


none 








Score 


405 




Exons 


3992. .4165, 


3993, 


. .4478, 


4187. 


.4447 






Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103. 


C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35, 


,0103, 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4643 








End 


5105 




GI 


none 








Score 


581 




Exons 


4643. .5098, 


4644, 


. .5105, 


4644. 


.5099 






Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103. 


C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35. 


.0103 


.C9.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


4683 








End 


5048 




GI 


none 








Score 


117 




Exons 


4683. .4907, 


4914 


. .5048 










Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103. 


,C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35 


.0103 


,C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4773 








End 


5129 




GI 


none 








Score 


394 




Exons 


4773. .5129/ 


4808 


. ,5119, 


4824. 


.5129 






Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103. 


.C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35 


.0103 


.C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5156 








End 


5540 




GI 


none 








Score 


350 




Exons 


5156. .5521, 


5157 


. .5540 










Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35 


.0103 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5213 








End 


5633 




GI 


none 








Score 


487 




Exons 


5213. .5626, 


5214 


. .5633 










Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35 


.0103 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5292 








End 


5663 ■ 




GI 


none 








Score 


283 




Exons 


5292. .5663, 


5309 


. .5452 










Seq. No. 


3073 








Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 








Strand 






Start 


24166 








End 


30187 




Name 


OJ990612 35 


.0103 


.C9.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


6411 








End 


6977 




GI 


5666795 








Score 


-64 





3237 



;□ 



Exons 


6411. .6509, 


6585 


..6722, 6777. 


.6977 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea mays] 


Seq. No. 


3073 






Seq. ID 


OJ990612 


Gene No. 


6590 






Strand 


— 


Start 


24166 






End 


30187 


Name 


OJ990612 35. 


0103 


.C9.ol3. tw 


Method 


TBLASTX : 1 


Start 


6725 






End 


7037 


GI 


none 






Score 


186 


Exons 


6725. .6823, 


6777 


. .7037 






Seq. No. 


3073 






Seq. ID 


OJ990612 


Gene No. 


6590 






Strand 




Start 


24166 






End 


30187 


Name 


OJ990612 35. 


0103 


.C9.o4 . tm 


Method 


TBLASTX : i 


Start 


7230 






End 


7553 


GI 


none 






Score 


359 


Exons 


7230. .7553, 


7259 


. . 7540 






Seq. No. 


3073 






Seq. ID 


OJ990612 


Gene No. 


6590 






Strand 




Start 


24166 






End 


30187 


Name 


OJ990612 35. 


0103 


.C9.o5. tw 


Method 


TBLASTX: 


Start 


7367 






End 


7748 


GI 


none 






Score 


373 


Exons 


7367. .7423, 


7368 


..7748, 7371. 


.7709, 7469.. 7717 



'jj Seq. No. 

Gene No. 

Start 
s ^ Name 
:3 Start 

: y gi 

5 Exons 

[~ Seq. No. 

Gene No. 
^ Start 
Name 
Start 
GI 

rf Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3073 Seq. ID 

6590 Strand 

24166 End 

OJ990612_35 . 0103 . C9 . o9 . tw Method 

7749 End 

none Score 



OJ990612_35.0103.C9 
30187 

TBLASTX: Wheat 

8351 

263 



7749. .8033, 7751. .8059, 7754. .8032, 8225. .8347, 8226. .8351 



3073 
6590 
24166 

OJ990612_35.0103.C9.o8.tm 

8220 

none 

8220.. 8366, 8225.. 8359 

3073 
6590 
24166 

OJ990612_35.0103.C9.ol.tm 

24038 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990612_35.0103.C9 
30187 

TBLASTX: Maize 

8366 

186 



OJ990612_35.0103.C9 
30187 

TBLASTX: Maize 

25049 

36 



24038. .24067, 24041 .. 24064 , 24166 .. 24303, 24 167 .. 24304 , 

24173. .24478, 24294 244 85, 24361 .. 24519, 24 362 24544 , 

24393. .24548, 24515 24556, 24536 .. 24589, 24557 .. 24 607 , 

24581. .24919, 24584 24631, 24587 .. 24910, 24 631 .. 24 918 , 

25004 . .25048, 25005. .25049 



Seq. No. 
Gene No. 



3073 
6590 



Seq. ID 
Strand 



OJ990612 35. 0103. C9 



3238 



btart 






End 


30187 






Name 


OJ990612 35. 0103. C9. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


24122 




End 


.24496 






GI 


none 




Score 


* 181 






Exons 


24122. .24304, 24154. 


.24303, 


24344. .24475, 24357 


. .24455, 






24358.-24456, 24361. 


.24495, 


24362. .24496 






Seq. No. 


3073 




Seq. ID 


OJ990612 


_35.0103 


-C9 


Gene No. 


6590 




Strand 








Start 


24166 




End 


30187 






Name 


OJ990612 35.0103.C9.ol2.tw 


Method 


TBLASTX:' 


Wheat 




Start 


24155 




End 


24297 






GI 


none 




Score 


165 






Exons 


24155. .24289, 24161. 


.24271, 


24166. .24297 






Seq. No. 


3073 




Seq. ID 


OJ990612 


_35.0103 


.C9 


Gene No. 


6590 




Strand 








Start 


z4 lob 




End 


30187 






Name 


OJ990612 35. 010.3. C9. 


ol.tc 


Method 


TBLASTX:' 


Cress 




Start 


24160 




End 


24711 






GI 


none 




Score 


92 






Exons 


24160. .24297, 24160. 


.24303, 


24161. .24304, 24314 


. .24475, 






24336. .24455, 24355. 


.24456, 


24361. .24498, 24365 


. .24514, 






24524. .24640, 24637. 


.24711, 


24638. .24709 






Seq. No. 


3073 




Seq. ID 


OJ990612 


_35.0103 


.C9 


Gene No. 


ooyu 




Strand 








Start 


24166 




End 


30187 






Name 


OJ990612 35. 0103. C9. 


o5.gs 


Method 


GENSCAN 






Start 


24166 




End 


30187 






GI 


none 




Score 


.66 






Exons 


24166. .24916, 25007. 


.25139, 


25388. .25475, 25627 


. .25978, 






26593. .26662, 27021. 


.27084, 


29188. .29357, 29760 


. .30024, 






30182. .30187 












Seq. No. 


3073 




Seq. ID 


OJ990612 


_35.0103 


.C9 


Gene No. 


6590 




Strand 










24166 




End 


30187 






Name 


OJ990612 35.0l'03.C9. 


o4 .np 


Method 


AAT/NAP 






Start 


24169 




End 


25992 






GI 


5777631 




Score 


1492 






Exons 


24169. .24916, 25007. 


.25139, 


25388. .25475, 25627 


. .25992 




GI Descrip. 


(AJ245900) CAA303719 


M protein [Oryza 


sativa] 






Seq. No. 


3073 




Seq. ID 


OJ990612 


_35.0103 


.C9 


Gene No. 


6590 




Strand 








Start 


24166 




End 


30187 






Name 


OJ990612 35. 0103. C9. 


oS.gp 


Method 


AAT/GAP 






Start 


24332 




End 


24918 






GI 


23010 1.R1084 




Score 


1094 






Exons 


24332. .24918 












GI Descrip. 


? 5777631/emb|CAB53492.1| 2. 


0e-34 (AJ245900) CAA303719.1 


pre 




[Oryza sativa] 1 












Seq. No. 


3073 




Seq. ID 


OJ990612 


_35.0103 


-C9 


Gene No. 


6590 




Strand 








Start 


24166 




End 


30187 







3239 




[ i 



3 



Name 


OJ990612 35. 0103. C9. 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


24360 




End 


24484 




GI 


none 




Score 


111 




Exons 


24360. .24476, 24361. 


.24483, 


24361. .24483, 24362.. 24484 




Seq. No. 


3073 




Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 




Strand 






Start 


24166 




End 


30187 




Name 


OJ990612 35. 0103. C9. 


olO.tw 


Method 


TBLASTX : Wheat 




Start 


24575 




End 


24813 




GI 


none 




Score 


231 




Exons 


24575. .24808, 24584. 


.24811, 


24637. .24813 




Seq. No. 


3073 




Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 




Strand 






Start 


24166 




End 


30187 




Name 


OJ990612_35.0103.C9. 


ol. ts 


Method . 


TBLASTX : Soybean 




Start 


24608 




End 


25993 




GI 


none 




Score 


40 




Exons 


24608. .24640, 24649. 


.24831, 


24650. .24832, 24658 .. 2484 9, 






24811. .24918, 24833. 


.24919, 


24993. .25097, 24996. . 25127, 






25004. .25123, 25006. 


.25140, 


25007. .25141, 25383 .. 25478 , 






25627.-25899, 25628. 


.25900, 


25909. .25992, 25910.. 25993 




Seq. No. 


3073 




Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 




Strand 






Start 


24166 




End 


30187 




Name 


OJ990612 35. 0103. C9. 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


24712 




End 


25141 




GI 


none 




Score 


72 




Exons 


24712. .24831, 24712. 


.24831, 


24713. .24832, 24853 .. 24 918 , 






24872. .24919, 25004. 


.25090, 


25006. .25140, 25007.. 25141 




Seq. No. 


3073 




Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 




Strand 






Start 


24166 




End 


30187 




Name 


OJ990612 35. 0103. C9. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


25051 




End 


25995 




GI 


none 




Score 


100 




Exons 


25051. .25143, 25055. 


.25138, 


25371. .25475, 25395 .. 25484 , 






25627. .25995, 25628. 


.25993 








Seq. No. 


3073 




Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 




Strand 






Start 


24166 




End 


30187 




Name 


OJ990612 35. 0103. C9. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


25627 




End 


25993 




GI 


none 




Score 


178 




Exons 


25627. .25833, 25631. 


.25855, 


25855. .25992, 25892.. 25993 




Seq. No. 


3073 




Seq. ID 


OJ990612_35.0103 


.C9 


Gene No. 


6590 




Strand 






Start 


24166 




End 


30187 




Name 


OJ990612 35. 0103. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25646 




End 


25995 




GI 


none 




Score 


228 




Exons 


25646. .25894, 25648. 


.25899, 


25654. .25902, 25909 .. 25995, 





3240 



25940. .25993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3073 Seq. ID 

6590 Strand 

24166 End 

OJ990612_35 . 0103 . C9 . 06 . gp Method 

26593 End 

76626_1.R1084 Score 
26593. .26683 

'3047085 5.0e-54 (AF058914) 
[Arabidopsis thaliana] 1 

3073 

6590 Strand 

24166 End 

OJ990612_35 . 0103 . C9 . o7 . tw Method 

29713 End 

none Score 

29713. .30099, 29724 .. 30080, 29779.. 30096 



OJ990612__35.0103.C9 

30187 
AAT/GAP 
26683 
132 



No definition line found 



Seq. ID OJ990612_35.0103.C9 



30187 

TBLASTX: Wheat 
30099 
344 



Seq. No. 

Gene No. 

Start 
n Name 
S Start 

|! Exons 



3073 
6590 
24166 

OJ990612_35.0103.C9.o5.tm 

29848 

none 



Seq. ID OJ990612_35.0103.C9 
Strand 
End 

Method 
End 
Score 



30187 

TBLASTX: Maize 

30159 

351 



29848. .30159, 29861 .. 30157 , 29866. .30159 



j Seq. No. 

J Gene No. 

t Start 

f. Name 

U Start 
GI 

1 Exons 

j GI Descrip. 

Z- Seq. No. 
=* Gene No. 
3 Start 
3 Name 

Start 

GI 

Exons 



3074 Seq. ID 

6591 Strand 

1 End 

OJ990612_35 . 0103 .C10 . ol . np Method 

1 End 

3548818 Score 
1..39, 336. .447, 703. .740 

(AC005313) unknown protein [Arabidopsis thaliana] 



OJ990612_35. 0103. C10 
740 

AAT/NAP 
740 
119 



3075 
6592 
15410 

OJ990622_10 . 0128 . C2 . o4 . gs 

15410 

none 



Seq. ID OJ990622_10.0128.C2 



Strand 
End 

Method 

End 

Score 



+ 

22972 
GEN SCAN 
20954 
.66 



15410. .15500, 15666. .15763, 16759 .. 16861 , 16963 .. 1754 6, 
17564. .18525, 18590 .. 19834 , 19931 20204 , 20412.. 20954 



Seq. No. 3075 

Gene No. 6592 

Start . 15410 

Name OJ990622_10 . 0128 . C2 . o2 . np 

Start 16711 

GI 5922631 

Exons 16711. .16834, 17093 .. 17337 , 
18455. .18559, 18744 .. 18789, 

GI Descrip. 



OJ990622_10.0128.C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18412, 
22972 

(AP000492) ESTs C2 6347 (C12145) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 



22972 
AAT/NAP 
22972 
6627 

17595. .17802, 17848. 
18916. .19842, 20449. 



3241 




gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 3075 Seq. ID OJ990622 

Gene No. 6592 Strand + 

Start 15410 End 22972 

Name OJ990622_10. 0128.C2.o5.gs Method GEN SCAN 

Start 21257 End 22861 

GI none Score .76 

Exons 21257.. 22861 



10. 0128. C2 



hJ 

m 

i'ii 
■ y 

□ 



□ 



i"=5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ GI Descrip. 



3075 Seq. ID 

6593 Strand 

26660 End 

OJ990622_10 . 0128 . C2 . o4 . np Method 

26660 * End 

5852093 Score 
26660. .26714, 28033.. 28146 
(AL117264) zwhl6.1 [Oryza sativa] 



3075 Seq. ID 

6594 Strand 
1250 End 
OJ990622_10 . 0128 . C2 . o2 . gs Method 
1250 End 
none Score 

1250. .1410, 1546. .1763, 1768. .1815, 

2386.. 2506, 2599.-2857, 2934, 

4261. .4411, 4851. .7473 

3075 Seq. ID 

6594 Strand 
1250 End 
OJ990622_10 . 0128 . C2 . ol . np Method 
1529 End 
5441880 Score 

1529.. 1763, 1879. .2010, 2257.. 2354, 

3819. .4155, 4261. .4411, 4971 



OJ990622_10.0128.C2 
+ 

28146 
AAT/NAP 
28146 
77 



OJ990622 10. 0128. C2 



7473 
GENS CAN 
7473 
.56 

1879. .2010, 
,3232, 3324.. 3734, 



2273. 
3909. 



,2354, 
.4155, 



OJ990622 10. 0128. C2 



7473 
AAT/NAP 
7020 
4750 
2599. .2857, 



.5286, 5545.. 5576, 



2934. .3232, 
6015. .7020 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3075 Seq. ID 

6595 Strand 

10331 End 

OJ990622_10 . 0128 . C2 . o3 . gs Method 

10331 - End 

none Score 
10331. .10546 



OJ990622_10.0128.C2 

10546 
GEN SCAN 
10546 
.77 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3075 

6596 

23346 

OJ990622 

5791 



10.0128.C2.o3.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990622_10.0128.C2 
30578 

TBLASTX: Wheat 
6165 



3242 



GI none 

Exons 5791.. 6156, 5821.. 6165 

Seq. No. 3075 

Gene No. 6596 

Start 23346 

Name OJ990622_10 . 0128 . C2 . o4 . tm 

Start 5956 

GI none 

Exons 5956.. 6297, 6059.. 6280, 6331 

Seq. No. 3075 

Gene No. 6596 

Start 23346 

Name OJ990622_10 . 0128 . C2 . 08 . tw 

Start 18016 

GI none 

Exons 18016. .18324, 18017.. 18418 



Score 



178 



i 3 ;s 



Qon Ha 


3075 




vaene wo . 






Of a r f 

b car u 






Name 




ol . tw 


OLal t 


19182 ~~ 




f~> -T- 


none 




Exons 


19182. .19358, 19403. 


.19639, 




19706. .19975 




beq. wo. 






Gene No . 


00:7 0 




btart 






Name 




. o9 . tw 


Start 


19980 




GI 


none 




Exons 


19980. .20213, 20023 


. .20214, 


Seq. No. 


3075 




Gene No. 


6596 




Start 


23346 




Name 


OJ990622 10. 0128. C2 


. o3. tm 


Start 


20052 




GI 


none 




Exons 


20052. .20183, 20054 


. .20323, 


Seq. No. 


3075 




Gene No. 


6596 




Start 


23346 




Name 


OJ990622 10. 0128. C2 


.o2.tw 


Start 


20214 




GI 


none 




Exons 


20214. .20633, 20216 


. .20632 


Seq. No. 


3075 




Gene No. 


6596 




Start 


23346 




Name 


OJ990622 10. 0128. C2 


.o2.tm 


Start 


20373 





Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Mai ze 

End 6459 

Score 153 
.6459, 6353.. 6451 

Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Wheat 

End 18418 

Score 287 



Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Wheat 

End 19979 

Score 138 
19407. .19637, 19686 .. 19979, 



Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Wheat 

End 20214 

Score 251 
20054. .20212 

Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Mai ze 

End 20345 

Score 34 4 
20055. .20345 

Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Wheat 

End 20633 

Score 4 65 



Seq. ID OJ990622_10.0128.C2 
Strand 

End 30578 

Method TBLASTX : Maize 

End 20756 



3243 




GI 


none 




Score 


364 


Exons 


20373. .20756, 20477 


. .20755 






Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


bene no . 


DO y D 




Strand 




Start 


23346 




End 


30578 


Name 


OJ990622 10. 0128. C2 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


20478 




End 


20852 


GI 


none 




Score 


263 


Exons 


20478. .20846, 20525 


. .20668, 


20541. .20852 


Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


Gene No. 


6596 




Strand 




OtaiT. 


6JJ^ D 




End 


30578 


Name 


OJ990622 10. 0128. C2 


. o7 . tw 


Method 


TBLASTX: Wheat 


Start 


20688 




End 


21074 


GI 


none 




Score 


148 


Exons 


20688. .20831, 20690 


. .20809, 


20697. .20831, 20834 .. 21073, 




20835. .21074 








Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


Gene No . 


bo y o 




Strand 




Start 


23346 




End 


30578 


Name 


OJ990622 10. 0128. C2 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


21131 




End 


21519 


GI 


none 




Score 


245 


Exons 


21131. .21517, 21139 


. .21234, 


21271. .21345, 21379.. 21519 


Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


Gene No . 


do y o 




Strand 




Start 


23346 




End 


30578 


Name 


OJ990622 10. 0128. C2 


. 06 . tw 


Method 


TBLASTX: Wheat 


Start 


21140 




End 


21562 


GI 


none 




Score 


382 


Exons 


21140. .21562, 21145 


. .21486 






Seq. No. 


3075 




Seq. ID 


OJ990622JL0.0128 


bene no . 


do y D 




Strand 




Start " 


23346 




End 


30578 


Name 


OJ990622 10. 0128. C2 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


21194 




End 


21466 


GI 


none 




Score 


122 


Exons 


21194. .21364, 21368 


. .21466 






Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


Gene No . 


do y D 




Strand 




Start 


23346 




End 


30578 


Name 


OJ990622 10. 0128. C2 


.oll.tw 


Method 


TBLASTX: Wheat 


Start 


21578 




End 


21877 


GI 


none 




Score 


127 


Exons 


21578. .21712, 21779 


. .21877 






Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


Gene No. 


6596 




Strand 




Start 


23346 




End 


30578 


Name 


OJ990622 10. 0128. C2 


. ol -. tm 


Method 


TBLASTX: Maize 


Start 


21875 




End 


22198 



3244 




GI 


none 




Score 


448 




Exons 


21875. .22198, 21895. 


.22185 








Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


.C2 


uclJc 1NO . 


DO j D 




Strand 






Start 


23346 




End 


30578 




Name 


OJ990622 10. 0128. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21880 




End 


22267 




GI 


none 




Score 


97 




Exons 


21880: .22179, 21880. 


.22191, 


21881. .22267, 22082. .22267 




Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


.C2 


Gene No. 


6596 




Strand 






Of 3 T-4- 

olait 


£. OOft D 




. End 


30578 




Name 


OJ990622 10. 0128. C2. 


06. tm 


Method 


TBLASTX: Maize 




Start 


22333 




End 


22612 




GI 


none 




Score 


94 




Exons 


22333.-22446, 22340. 


.22438, 


22429. .22503, 22433 22516, 






22526. .22612 










Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


.C2 


Gene No. 


6596 




Strand 






o tart 






End 


30578 




Name 


OJ990622 10. 0128. C2. 


o5. tw 


Method 


TBLASTX: Wheat 




Start . 


22382 




End 


22993 




GI 


none 




Score 


275 




Exons 


22382. .22660, 22402. 


.22491, 


22537. .22644, 227 15 22840, 






22865. .22993 










Seq. No. 


3075 




Seq. ID 


OJ990622JL0.0128 


.C2 








Strand 






Start 


23346 




End 


30578 




Name 


OJ990622 10. 0128. C2. 


oS.tm 


Method 


TBLASTX: Maize 




Start 


22715 




End 


22957 




GI 


none 




Score 


154 




Exons 


22715. .22876, 22751. 


.22873, 


22855. .22956, 22856.. 22957 




Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


-C2 


Gene No. 


6596 




Strand 






Start 


23346 




End 


30578 




Name 


OJ990622_10.0128.C2. 


06. gs 


Method 


GENS CAN 




OLalL 


£ O J fi D 




End 


30578 




GI 


none 




Score 


.74 . 




Exons 


23346. .23689, 23860. 


.23937, 


24037. .24226, 24302 .. 24501, 






24567. .24922, 24999. 


.25172, 


25222. .25472, 25650 .. 25924 , 






26307. .26513, 26826. 


.26892, 


27833. .27963, 284 61 2854 9, 






28697. .28835, 30158. 


.30221, 


30336. .30407, 30501.. 30578 




Seq. No. 


3075 




Seq. ID 


OJ990622_10.0128 


.C2 


Gene No. 


6596 




Strand 






Start 


23346 




End 


30578 




Name 


OJ990622 10. 0128. C2. 


o3 . np 


Method 


AAT/NAP 




Start 


23358 




End 


26474 




GI 


6691716 




Score 


2477 




Exons 


23358. .23797, 23860. 


.23974, 


24125. .24226, 24302 .. 24489, 






24567. .24746, 24825. 


.24922, 


24999. .25172, 25579.. 26474 





GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

3245 



gi| 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 3075 Seq. ID 

Gene No. 6596 Strand 

Start 2334 6 End 

Name OJ990622_10 . 0128 . C2 . olO . tw Method 

Start 26064 End 

GI none Score 

Exons 26064.. 26378 



OJ990622_10.0128.C2 
30578 

TBLASTX: Wheat 

26378 

208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
"'Z Name 
Start 
GI 

Exons 



3076 Seq. ID OJ990622_10 . 0128 . C3 

6597 Strand + 

1 End 9970 

OJ990622_10.0128.C3.ol.np Method AAT/NAP 

1 End 4 98 

5441883 Score 113 

1..221, 266. .498 

(AP000367) Similar to Arabidopsis thaliana BAC genomic sequence. 
(AC004482) [Oryza sativa] 



3076 Seq. ID 

6597 Strand 

1 End 
OJ990622_10.0128.C3.ol.gs . Method 

205 End 

none Score 
205. .627 



OJ990622_10.0128.C3 
+ 

9970 
GEN SCAN 
627 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3076 Seq. ID OJ990622_10 . 0128 . C3 

6597 Strand + 

1 End 9970 

OJ990622_10 . 0128 . C3 . o2 . np Method AAT/NAP 

367 End 9970 

4877927 Score 57 

367. .510, 9816. .9970 

(AF138802) serum opacity factor precursor [Streptococcus 
pyogenes] 



3076 Seq. ID 

6597 Strand 

1 End 

OJ990622_10 . 0128 . C3 . ol . gp Method 

593 End 

6025028 Score 
593. .798 



OJ990622_10.0128.C3 
+ 

9970 
AAT/GAP 
798 
338 



Seq. No. 3076 Seq. ID OJ990622_10 . 0128 . C3 

Gene No. 6597 Strand + 

Start' 1 End 9970 

Name OJ990622JL0 . 0128 .C3 . o2 . gp Method AAT/GAP 

Start 9210 End 9681 

GI 2233_1.R1084 Score 908 

Exons 9210.. 9681 

GI Descrip. * 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



3246 



£3 



i y 

P 
-J 

Q 



Seq. No. 


3076 


Seq. ID 


OJ990622_10.0128.C3 


Gene No. 


6598 


Strand 




OLal L 


& 1 7ft 


End 


9924 


Name 


OJ990622 10.0128.C3.o2.gs 


Method 


GENSCAN 


Start 


4178 


End 


9924 


GI 


none 


Score 


.57 


Exons 


4178.. 4263, 4712.. 4892, 5537 


..5616, 7665.. 7761, 8007.. 8300, 




8406.. 8632, 9564.. 9924 






Seq. No. 


3077 


Seq. ID 


OJ990622_10.0128.C4 


Gene No. 


6599 


Strand 


+ 


Start 


1518 


End 


13067 


Name 


OJ990622 10.0128.C4.o2.gp 


Method 


AAT/GAP 


O Lai U 


1277 


End 


13067 


GI 


LIB3477-003-P1-K1-E9 


Score 


136 


Exons 


1277.. 1340, 13029.. 13067 






GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN OR' 




S 1 PRECURSOR (ORY SI) >gi_ 


1173557 (U31771) Ory. s 1 [Oryza 




sativa] • 






Seq. No. 


3077 


Seq. ID 


OJ990622_10.0128.C4 


UC11C LNU * 


6599 


Strand 


+ 


Start 


1518 


End 


13067 


Name 


OJ990622 10.0128.C4.o2.gs 


Method 


GENSCAN 


Start 


1518 


End 


2751 


GI 


none 


Score 


.45 


Exons 


1518.. 1569, 1679.. 1816, 1971 


..2135, 2648. .2751 


Seq. No. 


3077 


Seq. ID 


OJ990622_10.0128.C4 


Gene No. 


6600 


Strand 


+ 


Start 


13396 


End 


13988 


Name 


OJ990622 10.0128.C4.o3.gp 


Method 


AAT/GAP 


Start 


13396 


End 


13988 


GI 


300 1.R1084 


Score 


1009 


Exons 


13396. .13988 






GI Descrip. 


' 130946/sp|P15839|PROl ORYSA 


3.0e-37 


10 KD PROLAMIN PRECURSOR 




>gi_82451_pir S08219 prolamin, 10K, ] 


precursor - rice 




>gi 20296 emb CAA34926 (X17074) prolamin (AA 1-134) [Oryza 




sativa] >gi 20308 emb CAA33301 (X15231) 10 kD prolamin [Oryza 




sativa] >gi 551659 emb CAA57495 (X81970) 10KD prolamin [Oryza 




sativa] >gi_556405 (L36604) 


prolamin 


[Oryza sativa] >gi_556407 




(L36605) prolamin [Oryz ? 






Seq. No. 


3077 


Seq. ID 


OJ990622_10.0128.C4 




6601 


Strand 




Start 


10 


End 


357 


Name 


OJ990622 10.0128.C4.ol.gs 


Method 


GENSCAN 


Start 


10 


End 


357 


GI 


none 


Score 


.74 


Exons 


10. .295, 311. .357 






Seq. No. 


3077 


Seq. ID 


OJ990622_10.0128.C4 


Gene No. 


6602 


Strand 




Start 


7319 


End 


7630 


Name 


OJ990622 10.0128.C4.ol.np 


Method 


AAT/NAP 


Start 


7319 


End 


7630 


GI 


4680204 


Score 


130 



3247 




Exons 7319.. 7630 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 


3077 








Seq. ID 


OJ990622 


_10.0128.C4 


Gene No. 


6603 








Strand 


- 




Start 


8160 








End 


11422 




Name 


OJ990622 10 


.0128 


.C4.o2. 


np 


Method 


AAT/NAP 




Start 


8160 








End 


11422 




GI 


4680203 








Score 


1997 




Exons 


8160. .9097, 


9374 


. .9603, 


. 9763. 


.11422 






GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




oeq. wo. 


jU / / 








Seq. ID 


OJ990622 


in m 9P r*A 

J.U . U±£0 • 


Gene No. 


6604 








Strand 






Start 


13505 








End 


13912 




Name 


OJ990622 10 


.0128 


. C4 . Ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8240 








End 


9490 




GI 


none 








Score . 


38 




Exons 


8240. .8359, 


8292 


. . o oov , 


oooU . 


.8464, 8361. .8465, 


8483. .8536 




8536. .8580, 


8537 


. .8587, 


8603. 


.8731, 8604. .8729, 


8604. .8732 




O DUO . . O / jj, 




. .8941, 


8751. 


.8888, 8946. .9446, 


o y*i o . . y ft y u 


Seq. No. 


3077 








Seq. ID 


OJ990622 


_10.0128.C4 


Gene No. 


6604 - 








Strand 






Start 


13505 








End 


13912 




Name 


OJ990622 10 


.0128 


CA /-> 0 


ts 


Method 


TBLASTX : 


Soybean 


Start ■ 


8303 








End 


8551 




GI 


none 








Score 


94 




Exons 


OOAO OCC1 


OjD/ 


. .8549 










Seq. No. 


3077 








Seq. ID 


OJ990622 


_10.0128.C4 


Gene No. 


6604 








Strand 






Start 


13505 








End 


13912 




Name 


OJ990622 10 


.0128 




tc 


Method 


TBLASTX : 


Cress 


Start 


8781 








End 


9203 




GI 


none 








Score 


44 




Exons 


qioi QPQQ 
0 / Ol • . 0 O OO , 


o / o y 


. .8941, 


8946. 


.9203, 8948.. 9199 




Seq. No. 


3077 








Seq. ID 


OJ990622 


_10.0128.C4 


Gene No. 


6604 








Strand 






Start 


13505 








End 


13912 




Name 


OJ990622 10 


.0128 


.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9134 








End 


9515 




GI 


none 








Score 


158 




Exons 


Q1 1A OA A Q 


Q1 CO 


. .9473, 


9456. 


.9515 






Seq. No. 


3077 








Seq. ID 


OJ990622 


_1.0.0128.C4 


Gene No. 


6604 








Strand 






Start 


13505 








End 


13912 




Name 


OJ990622 10 


.0128 


.C4 .o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


9617 








End 


9821 




GI 


none 








Score 


47 




Exons 


9617. .9700, 


9648 


. .9689, 


9701. 


.9820, 9704.. 9820, 


9705. .9821 


Seq. No. 


3077 








Seq. ID 


OJ990622 


_10.0128.C4 


Gene No. 


6604 








Strand 






Start 


13505 








End 


13912 





3248 



Name 

Start 

GI 

Exons 



OJ990622_10.0128.C4 .o3.tm Method 
9626 End 
none Score 
9626. .9817, 9627. .9815, 9641. .9841 



TBLASTX: Maize 

9841 

87 



Seq. No. 3077 

Gene No. 6604 

Start 13505 

Name OJ990622_10. 0128 .C4 . o3 . ts 

Start 9932 

GI none 
Exons 



Seq. ID OJ990622_10.0128.C4 
Strand 

End 13912 

Method TBLASTX : Soybean 

End 10166 

Score 73 



9932.. 10165, 9941.. 10141, 9996.. 10166 



Seq. No. 3077 

Gene No. 6604 

Start "13505 

Name OJ990622_10 . 0128 . C4 . ol . tm 

Start 10004 

GI none 
Exons 



Seq. ID OJ990622_10.0128.C4 
Strand 

End 13912 

Method TBLASTX : Mai ze 

End 10445 

Score 87 



10004. .10195, 10017. .10220, 10202 104 4 4 , 10218. .10445 



Seq. No. 
Gene No. 
Start 
Name. 
Start 

ru GI 

i»S Exons 



Q Seq. No. 
I s [J Gene No. 
], Start 
.»*! Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3077 
6604 
13505 

OJ990622_10.0128.C4.o3.tw 

10040 

none 



Seq. ID OJ990622_10.0128.C4 
Strand 

End 13912 

Method TBLASTX : Wheat 

End 10381 

Score 74 "■*'■*-. 



10040. .10195, 10041. .10289, 10239 10334 , 1024 1 .. 10336, 
10343. .10381 



3077 
6604 
13505 

OJ990622_10.0128.C4.ol.tc 

10289 

none 



Seq. ID OJ990622_10.0128.C4 
Strand 

End 13912 

Method TBLASTX : Cress 

End 10636 

Score 88 



10289. .10636, 10290 .. 10442, 10482.. 10631 



3077 
6604 
13505 

OJ990622_10.0128.C4 .o4 .ts 

10370 

none 



Seq. ID OJ990622_10.0128.C4 
Strand 

End 13912 

Method TBLASTX : Soybean 

End 10637 

Score 8"4 



10370. .10633, 10388. .10612, 10389.. 10637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3077 
6604 
13505 

OJ990622_10 . 0128 .C4 .o2 . tw 

10385 

none 



Seq. ID OJ990622_10.0128.C4 
Strand 

End 13912 

Method TBLASTX : Wheat 

End 11065 

Score 84 



10385. .10510, 10517. .10636, 10530 .. 10640, 1064 9 .. 11065, 
10776. .10976 



Seq. No. 
Gene No. 



3077 
6604 



Seq. ID OJ990622_10.0128.C4 
Strand 



3249 



Start 
Name 
Start 
GI 

Exons 



13505 End 

OJ990622_10.0128.C4.ol.ts Method 

10656 End 

none Score 



13912 

TBLASTX : Soybean 

10993 

202 



10656. .10940, 10658. .10939, 10662 .. 10940, 10938 10988 , 
10946.. 10993 



Seq. No. 3077 Seq. ID 

Gene No. 6604 Strand 

Start .13505 End 

Name OJ990622_10 . 0128 .C4 . o4 . gs Method 

Start 13505 End 

GI none Score 

Exons 13505. .13912 



OJ990622_10.0128.C4 

13912 
GEN SCAN 
13912 
.5 



\\l : 



Seq. No. 3077 
Gene No. 6604 
Start 13505 

Name OJ990622_10 . 0128 .C4 .o3.np 

Start 13508 
GI 130946 
Exons 13508. .13912 

GI Descrip. 10 KD PROLAMIN 

precursor - ri 

1-134) [Oryza 

prolamin [Oryz 

prolamin ~ [Oryz 

sativa] gi|556 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990622_10.0128.C4 

13912 
AAT/NAP 
13912 
628 



PRECURSOR gi|82451|pir| IS08219 prolamin, 10K, 
ce gi|20296|emb|CAA34926| (X17074) prolamin (AA 
sativa] gi | 20308 | emb | CAA33301 | (X15231) 10 kD 
a sativa] gi | 551659 | emb | CAA574 95 | (X81970) 10KD 
a sativa] gi 1556405 (L36604) prolamin [Oryza 
407 (L36605) prolamin [Oryza sativa] gi | 226932 | prf 



■ - 


Seq. No. 


3078 








Seq. ID 


OJ990622_10. 


0128. C5 




Gene No. 


6605 








Strand 


+ 




ry 


Start 


212 








End 


538 






Name 


OJ990622 10 


.0128 


.CS.ol. 


gs 


Method 


GENSCAN 




.: zz. 

: : 


Start 


212 






End 


538 






GI 


none 








Score 


1 




Li*. 


Exons 


212. .538 














■J 


Seq. No.,... 


. 3078 








Seq. ID 


OJ990622_10. 


0128. C5 


i* "1 
: :~ 


Gene No. 


6606' 








Strand 


+ 




: : xr 


Start 


3379 








End 


7157 






Name 


OJ990622 10 


.0128 


.C5.o2. 


gs 


Method 


GENSCAN 






Start 


3379 








End 


7157 






GI 


none 








Score 


.52 






Exons 


3379. .3436, 


6606 


. .6698, 


7027. 


.7157 








Seq. No. 


3078 








Seq. ID 


OJ990622_10. 


0128. C5 




Gene No. 


6607 








Strand 


+ 






Start 


8345 








End 


14346 






Name 


OJ990622 10 


.0128 


.C5.o3. 


gs 


Method 


GENSCAN 






Start 


8345 








End 


14346 






GI 


none 








Score 


.76 






Exons 


8345. .8457, 


8586 


. .8766, 


13072 


. .13221, 


13878. .13918, 


14274 . 




Seq. No. 


. 3078 








Seq. ID 


OJ990622_10. 


0128. C5 




Gene No. 


6608 








Strand 


+ 






Start 


17599 








End 


20530 






Name 


OJ990622 10 


.0128 


.CS.ol. 


np 


Method 


AAT/NAP 





3250 



Start 17445 End 20530 

GI 6815062 Score 303 

Exons 17445. .17671, 17705 .. 18146, 18253 .. 18464 , 20422.. 20530 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004 561) [Oryza 

sativa] 



Seq. No. 3078 

Gene No. 6608 

Start 17599 

Name OJ990622_10 . 0128 . C5 . o5 . gs 

Start 17599 

GI none 
Exons 



Seq. ID OJ990622 10. 0128. C5 



Strand 
End 

Method 

End 

Score 



+ 

20530 
GENSCAN 
19247 
.66 



17599. .18151, 18253. . 18294, 18408 .. 18784 , 19029. .19247 



Seq. No. 3078 

Gene No. 6609 

Start 24154 

Name OJ990622_10 . 0128 . C5 . o3 . np 

Start 24154 

GI 6911863 

Exons 24154. .24210, 24299.-24487, 
25604. .25725, 27496.-27564 

GI Descrip. (AL138 655) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990622_10.0128.C5 
+ 

29571 
AAT/NAP 
27564 
745 



24566. .24853, 24 929 .. 25188 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3078 
6609 
24154 

OJ990622_10 . 0128 -C5 -o4 .np 

25982 

4063770 



Seq. ID OJ990622_10.0128.C5 

Strand + 

End 29571 

Method AAT/NAP 

End 29571 

Score 128 



25982. .26033, 28344 .. 28405, 28912 .. 29261, 29419. .29571 
(AB004 906) transposase [Ipomoea purpurea] 



Seq. No. 3078 Seq. ID 

Gene No. 6610 Strand 

Start 16545 End 

Name OJ990622_10 . 0128 . C5 . o4 . gs Method 

Start 16545 End 

GI none Score 

Exons 16545.. 16772 



OJ9-90622_10.0128.C5 

16772 
GENSCAN 
16772 
1 



Seq. No. 3078 Seq. ID OJ990622_10 . 0128 . C5 

Gene No. 6611 Strand 

Start 16893 End 21663 

Name OJ990622_10 . 0128 .C5 .o2 .np Method AAT/NAP 

Start 16893 End 21663 

GI 6815062 Score 443 

Exons 16893. .16928, 20198.. 21663 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 
Gene' No. 
Start 
Name 



3078 
6611 
16893 
OJ990622 



10.0128.C5.o3.tm 



Seq. ID OJ990622_10.0128.C5 
Strand 

End*' . 21663 

Method TBLASTX: Maize 



3251 



Start 


17704 






End 


18033 




GI 


none 






Score 


151 




Exons 


17704 


..17964, 17781. 


.17936, 


17962. .18033, 17967. .18029 




Seq. No. 


3078 






Seq. ID 


OJ990622_10.0128 


.C5 


G6ne No. 


6611 






Strand 






Start 


16893 






End 


21663 




Name 


OJ990622 10. 0128. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


21058 






End 


21618 




GI 


none 






Score 


121 




Exons 


21058 


..21114, 21172. 


.21462, 


21182. .21400, 21475. .21618 




Seq. No. 


3078 






Seq. ID 


OJ990622_10.0128 


.C5 


Gene No. 


6612 






Strand 






Start 


24181 






End 


25718 




Name 


OJ990622 10. 0128. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


24181 






End ' 


25718 




GI 


none 






Score 


45 




Exons 


24181 


..24219, 24323. 


.24481, 


24559. .24648, 24560 .. 24676, 






24686 


..24850, 24790. 


.24849, 


24902. .25192, 24 940 .. 2517 9, 






25079 


..25195, 25602. 


.25718 








Seq. No. 


3078 






Seq. ID 


OJ990622_10.0128 


.C5 


Gene No. 


6612 






Strand 






btart 


24181 






End 


25718 




Name 


OJ990622 10. 0128. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


24301 






End 


25006 




GI 


none 






Score 


78 




Exons 


24301 


..24462, 24323. 


.24403, 


24539. .24643, 24586.-24642, 






24686 


..24850, 24790. 


.24849, 


24928. .25002, 24929-. 25006 




Seq. No. 


3078 






Seq. ID 


OJ990622_10.0128 


-C5 


Gene No. 


6612 






Strand 






Of -i -w-4- 


24181 






End 


25718 




Name 


OJ990622 10. 0128. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


24547 






End 


24952 




GI 


none 






Score 


110 




Exons 


24547 


..24648, 24560. 


.24649, 


24686.-24847, 247 90 2484 6, 






24902 


. .24952 










Seq. No. 


3078 






Seq. ID 


OJ990622_10.0128 


.C5 


Gene No. 


6612 






Strand 






otart 


24181 






End 


25718 




Name 


OJ990622 10. 0128. C5. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


24569 






End 


25718 




GI 


none 






Score 


108 




Exons 


24569 


..24643, 24586. 


.24642, 


24686. .24 


350, 24790. .24849, 






24898 


..25179, 24902. 


.25192, 


25602. .25718 




Seq. No. 


3079 






Seq. ID 


'OJ990622_10.0128 


.C6 


Gene No. 


6613 






Strand 


+ 




Start 


614 






End 


• 4944 




Name 


OJ990622 10. 0128. C6. 


ol .gs 


Method 


GEN SCAN 




Start 


614 






End 


4944 




GI 


none 






Score 


..82 




Exons 


614. . 


689, 4733.-4944 











3252 



Seq. No. 3079 

Gene No. 6614 

Start 7559 

Name OJ990622_10 . 0128 .C6. ol .gp 

Start 7559 

GI 5816475 

Exons 7559.. 7935 

GI Descrip. 5042437/gb | AC007789. 1 i AC007789 1.0e-65 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 



Seq. ID OJ990622_10.0128.C6 

Strand + 

End 7935 

Method AAT/GAP 

End 7935 

Score 54 5 



Seq. No. 3079 

Gene No. 6615 

Start 21520 

Name OJ990622JL0 . 0128 . C6 . o7 . gs 

Start 21520 

GI none 

Exons 21520. .21660, 22267 .. 22526, 22645 .. 22745, 23064 
23247. .23375, 23536.. 24036 



Seq. ID OJ990622_10.01'28.C6 

Strand + 

End 24036 

Method GENSCAN 

End 24036 

Score .47 

,23140, 



Seq. No. 

Gene No. 

Start 

Name 
□ Start 
i J GI ... 
=*S Exons 



p; : 



111 

is; s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3079 
6616 
7027 

OJ990622_10.0128.C6.o2.gs 

7027 

none 



Seq. ID OJ990622_10.0128.C6 
Strand 

End 7993 

Method GENSCAN 

End 7 993 

Score .59 



7027. .7208, 7233. .7470, 7949. .7993 



3079 
6617 
10340 

OJ990622_10.0128.C6.o4.gs 

10340 

none 



Seq. ID OJ990622_10.0128.C6 
Strand 

End 11845 

Method GENSCAN 

End 11845 

Score .67 



10340. .10439, 10537. .10599, 11766.. 11845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3079 
6618 
12906 

OJ990622_10.0128.C6.6l.np 

12860 

5852172 



Seq. ID OJ990622_10.0128.C6 
Strand 

End 17975 

Method AAT/NAP 

End 17975 

Score 57 



12860. .12939, 13040 .. 13108 , 1634 6 .. 164 18 , 17880. .17975 
(AL117265) zhb0002.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3079 
6618 
12906 

OJ990622_10.0128.C6.o5.gs 

12906 

none 



Seq. ID OJ990622_10. 0128 .C6 
Strand 

End 17975 

Method GENSCAN 

End 17325 

Score .74 



12906. .13028, 1634 6 16516, 16817 .. 16998 , 17017 .. 17089, 
17314. .17325 



Seq. No. 3079 

Gene No. 6619 

Start 18834 

Name OJ990622_10 . 0128 . C6 . o2 . np 



Seq. ID OJ990622_10.0128.C6 
Strand 

End 19895 . 

Method AAT/NAP 



3253 



Start 18834 End 19895 

GI 6815053 Score 566 

Exons 18834. .19249, 19731.. 19895 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


3080 


Seq. ID 


OJ990622JL0.0128 


Gene No. 


6620 


Strand 


- 


Start 


393 


End 


486 


Name 


OJ990622 10.0128.C7.ol.gs 


Method 


GENSCAN 


Start 


393 


End 


486 


GI 


none 


Score 


.94 




393. .486 






Seq. No. 


3081 


Seq. ID 


OJ990622JL0.0128 


Gene No. 


6621 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990622 10.0128.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


716 


GI 


4455283 


Score 


571 


Exons 


1..123, 246. .716 






GI Descrip. 


(AL035527) LI specific homeobox gene ATMLl/ovule-specif . 




homeobox protein A20 [Arabidopsis thaliana] 


Seq. No. 


JUol 


beq. id 




Gene No. 


C C O 1 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990622_10. 0128. C10. ol.tc 


Method 


TBLASTX: Cress 


Q+- =» r-+- 
OLdlt 


1 


End 


do y 


GI 


none 


Score 


201 


Exons 


1..123, 75. .122, 243. .533, 


243. .326, : 


311. .493, 579. .659 


Seq. No. 


3081 


Seq. ID 


OJ990622JL0.0128 


Gene No. 


6621 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990622 10.0128.C10.ol.tm 


Method 


TBLASTX: Maize 


otart 


46 


End 


518 


GI 


none 


Score 


131 


Exons 


46. .123, 66. .122, 243. .518, 


243. .332, 


311. .478 


Seq. No. 


3081 


Seq. ID 


OJ990622JL0.0128 


Gene No. 


6621 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990622 10.0128.C10.ol.ts 


Method 


TBLASTX : Soybean 


Otait 


46 


End 


518 


GI 


none 


Score 


123 


Exons 


46. .123, 243. .518, 243. .332 


, 311. .385 




Seq. No. 


3081 


Seq. ID 


OJ990622_10.0128 


Gene No. 


6621 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990622 10.0128.C10.ol.gs 


Method 


GENSCAN 


Start 


118 


End 


635 


GI 


none 


Score 


.97 


Exons 


118.. 123, 246.-635 






Seq. No. 


3082 


Seq. ID 


OJ990622_10.0128 


Gene No. 


6622 


- Strand 


+ 



3254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No .- 

Start 

Name 

Start 

GI 

Exons 



Start 


869 






End 


1093' 


Name 


OJ990622 10. 


.0128 


.Cll.ol.gs 


Method 


GENSCAN 


Start 


869 






End 


1093 


GI 


none 






Score 


.98 


Exons 


869. .1093 










Seq. No. 


3083 






Seq. ID 


OJ990402 


Gene No. 


6623 






Strand 


■f 


Start 


1 






End 


151 


Name 


OJ990402 10. 


.0103 


.C2.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


151 


GI 


3451291 






Score 


122 


Exons 


1. .151 











GI Descrip. (AJ010386) ETR-R3b protein [Rattus norvegicus] 



3083 ' Seq. ID 

6624 Strand 

59 End 

OJ990402_10. 0103.C2.ol.tm Method 

22 End 

none Score 



OJ990402_10.0103.C2 
+ 

305 

TBLASTX: Maize 

305 

210 



22..93 f 23. .154, 23. .154, 206. .235, 244. .300, 261. .305 



3083 Seq. ID 

6624 Strand 

59 End 

OJ990402_10 . 0103 . C2 . ol . gs Method 

59 End 

none : Score 
59. .154 



OJ990402_10.0103.C2 
+ 

305 

GENSCAN 

154 

.89 



Seq. No. 3084 Seq. ID 

Gene No. 6625 Strand 

Start 16 End 

Name OJ990402_10 .0103 . C3 . ol . gs Method 

Start 16 End 

GI none/ Score 

Exons 16 . . 62 



OJ990402_10.0103.C3 

+ 

62 

GENSCAN 

62 

. 69 



Seq. No. 3085 * Seq. ID 

Gene No. 6626 Strand 

Start 325 End 

Name OJ9904 02_10 . 0103 .C4 . ol .gs Method 

Start 325 End 

GI none Score 

Exons 325.-433 



OJ990402_10.0103.C4 
+ 

433 

GENSCAN 

433 

.49 



Seq. No. 3086 Seq. ID OJ990402_10 . 0103 . C8 

Gene No. 6627 Strand + 

Start 1 End 572 

Name OJ990402_10 . 0103 . C8 . ol .np Method- AAT/NAP 

Start 1 " End 572 

GI 3924594 Score 254 

Exons • 1.. 147, 239.. 350, 525.. 572 

GI Descrip. (AF069442) putative ribonucleoprotein [Arabidopsis -thaliana] 
gi I 4262139 | gb| AAD14439 I (AC005275) putative ribonucleoprotein 
[Arabidopsis thaliana] 



3255 



Seq. No. 3086 

Gene No. 6627 

Start 1 

Name OJ990402_10 . 0103 . C8 . ol . tc 

Start 2 

GI none 

Exons 2.. 145, 3.. 143 



Seq. ID OJ990402_10.0103.C8 

Strand + 

End 572 

Method TBLASTX : Cress 

End 145 

Score 189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990402_10..0103.C8 

Strand + 

End 572 

Method TBLASTX : Mai ze 

End 520 

Score 230 

2. .148, 3. .149, 6. .149, 237. .308, 238. .369, 238. .369, 421. .450, 
459. .515, 476.;520 



3086 
6627 
1 

OJ990402_10 . 0103 . C8 . ol . tm 
2 

none 



Seq. No. 3086 

Gene No. 6627 

Start 1 

Name OJ9904 02_10 . 0103 . C8 . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ990402_10.0103.C8 

Strand + 

End 572 

Method TBLASTX : Soybean 

End 351 

Score 222 



2. .148, 3. .149, 228. .305, 232. .351, 238. .345 



Seq. No. 3087 

Gene No. 6628 

Start 74 

Name OJ990402_10 . 0103 . C9 . ol . gs 

Start 74 

GI none 

Exons 74.-484 



Seq. ID OJ990402_10.0103.C9 

Strand 

End 484 

Method GENSCAN 

End 484 

Score .7 



Seq. No. 3088 Seq. ID 

Gene No. 6629 Strand 

Start 247 End 

Name OJ990402_10 . 0103 . C12 . ol . gp Method 

Start 247 .End 

GI uC-osflM202037dllbl ' Score 

Exons 247.. 554 

GI Descrip. ' 1805654/emb | CAA68234 | 1.0e-17 (X99972) calmodulin-stimulated 
calcium-ATPase [Brassica oleracea] ' 



OJ990402_10.0103.C12 
+ 

554 

AAT/GAP 

554 

604 



Seq. No. 3088 Seq. ID 

Gene No. 6629 Strand 

Start 247 End 

Name OJ990402_10 . 0103 . C12 . ol . gs Method 

Start 442 End 

GI none Score 

Exons 442.. 527 



OJ9904 02_10.0103.C12 
+ 

554 

GENSCAN 

527 

.91 



Seq. No. 3089 Seq. ID 

Gene No. 6630 Strand 

Start 1 End 

Name OJ990402_10 . 0103 . C13 . ol . np Method 

Start 1 End 



OJ990402_10.0103.C13 
297 

AAT/NAP 
297 



3256 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6330668 Score 132 

1. .297 

(AB033051) KIAA1225 protein [Homo sapiens] 



3089 Seq. ID 

6631 Strand 

245 End 
OJ990402_10 . 0103 . C13 . ol . gs Method 

245 End 

none Score 
245. .624 



OJ990402_10.0103.C13 
624 

GENSCAN 

624 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3090 
6632 
1 

OJ990402_10.0103.C14.ol.gp 
1 

LIB34 34-028-P1-K1-C6 
1..172, 285. .367 

'3924594 3.0e-47 (AF069442) putative ribonucleoprotein 
[Arabidopsis thaliana] >gi_4262139_gb_AAD14 439_ (AC005275) 
putative ribonucleoprotein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 
+ 

550 

AAT/GAP 

367 

358 



10.0103.C14 



3090 
6632 
1 

OJ990402_10.0103.C14.ol.np 
1 

3924594 
1..172, 288. .371, 531. .550 

(AF0694 42) putative ribonucleoprotein [Arabidopsis thaliana] 
gi|4262139|gb|AAD14439| (AC005275) putative ribonucleoprotein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_ 
+ 

550 

AAT/NAP 

550 

219 



10.0103.C14 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3090 
6632 
1 

OJ990402_10.0103;C14.ol.tm 
45 

none 



Seq. ID OJ990402_10.0103.C14 
Strand 
End 

Method 
End 
Score 



+ 

550 

TBLASTX: Maize 

372 

199 



45. .170, 46. .171, 49. .174, 50. .178, 277. .372, 284. .367 



Seq. No. 3090 Seq. ID 

Gene No. 6632 Strand 

Start 1 End 

Name OJ990402_10 . 0103 . C14 . ol . gs Method 

Start 4 7 - End 

GI none Score 

Exons 47.. 172, 285.. 463 



OJ990402_10.0103.C14 
+ 

550 

GENSCAN 

463 

.82 



Seq. No. 3091 Seq. ID 

Gene No. 6633 Strand 

Start 4 3 End 

Name 0 J9904 02_10 . 0103 . C15 . ol . gs Method 

Start 43 End 

GI none Score 

Exons 43.. 491 



OJ990402_10.0103.C15 
+ 

491 

GENSCAN 
491 
. 98 



3257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3092 Seq. ID OJ990402_10 . 0103 . C16 

• 6634 Strand + 

1 End 680 

OJ990402_10 . 0103 . C16 . ol . np Method AAT/NAP 

1 End 641 

6752882 Score 514 
1..214, 312. .641 

(AF220200) nascent polypeptide associated complex alpha chain 
[Pinus taeda] 

3092 Seq. ID OJ990402_10 . 0103 . C16 

6634 Strand + 

1 End 680 

OJ990402_10.0103.C16.ol.tm : Method TBLASTX : Mai ze 

54 End 646 

none Score 89 

54. .212, 83. .274, 95. .217, 308. .454, 312.. 515, 495. .644, 

502. .558, 518. .646, 545. .646 

3092 Seq. ID OJ990402_10 . 0103 . C16 

6634 Strand + 

1 End 680 

OJ9904 02_10 . 0103 . CI 6 . ol . tw Method TBLASTX : Wheat 

54 End 635 

none Score 122 

54. .212, 89. .274, 89. .214, 306. .404, 308. .460, 312. .506, 

444. .506, 480. .635, 493. .558, 545. .634 

3092 Seq. ID OJ990402_10 . 0103 . C16 

6634 Strand + 

1 End 680 

OJ9904 02_10 . 0103 . CI 6 . ol . ts Method TBLASTX : Soybean 

54 End 64 6 

none Score 58 

54. .212, 83. .274, 92. .214, 306. .404, 308. .460, 312. .506, 

477. .632, 480. .644, 545. .646 



Seq. No. 3092 
Gene No. 6634 

Start 1 End 

Name OJ990402_10 . 0103 . C16 . ol . tc Method TBLASTX : Cress 

Start ' 83 End 644 

GI none Score 121 

Exons 83. .274, 116. .214, 306. .407, 308. .460, 312. .491, 468. .644, 

475. .552, 545. .637 



Seq. ID OJ990402_10.0103.C16 
Strand + 

680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3092 
6634 

1 End 
OJ990402_10 . 0103 . C16 . ol . gs Method GENSCAN 
84 End 644 

none Score 
84. .214, 255. .644 



Seq. ID OJ990402_10.0103.C16 
Strand + 

680 



.75 



3092 
6634 



Seq. ID OJ990402_10.0103.C16 
Strand + 



3258 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



680 

AAT/GAP 
680 
946 



OJ990402_10.0103.C16.ol.gp 
93 

15027_1.R1084 
93. .214, 312. .680 

M539408/emb|CAB40041.1| 1.0e-47 (AL049524) putative alpha NAC 
[Arabidopsis thaliana] 1 



s » 

i y 
n 

■s w 

! :l 



i J : f 



Seq. No. 


3093 






Seq. ID 


OJ990402_10. 


,0103 


.C17 


uene no . 


DDjj 






.OLialiU 








Start 


3662 






End 


5006 






Name 


OJ990402 10 


.0103. 


C17.o2.gs 


Method 


GENSCAN 






Start 


3662 






End 


5006 






GI 


none 






Score 


.46 






Exons 


3662. .3711, 


4743. 


.4789, 4927. 


.5006 








Seq. No. 


3093 






Seq. ID 


OJ990402_10. 


.0103 


.C17 


Gene No. 


6636 






Strand 








Start 


862 






End 


2130 






Name 


OJ990402 10 


.0103. 


C17.ol.gs 


Method 


GENSCAN 






Start 


862 






End 


2130 






GI 


none 






Score 


1 






Exons 


862. .2130 














Seq. No. 


3093 






Seq. ID 


OJ990402_10. 


.0103 


.C17 


Gene No. 


6636 






Strand 








Start 


862 






End 


2130 






Name 


OJ990402 10 


.0103. 


C17.ol.np 


Method 


AAT/NAP 






Start 


865 






End 


2112 






GI 


3850580 






Score 


400 






Exons 


865. .2112 














GI Descrip. 


(AC005278) 


Strong similarity to gb|D14 550 extracellular 


dermal 



=,j Seq. No. 
. 7 Gene No . 

Start * 
hJ Name 
□ Start 
p GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



glycoprotein (EDGP) precursor from Daucus carota. ESTs gb 184105 
and gb|AI100071 come from this gene. [Arabidopsis thaliana] 



3093 
6637 
6502 

OJ990402_10.0103.C17.ol.tc 

826 

none 



Seq. ID OJ990402_10.0103.C17 
Strand 

End 7070 

Method TBLASTX : Cress 

End 6834 

Score 80 



826. .999, 866. .997, 1114. .1200, 1513. .1590, 1687. .1791, 
6499.. 6621, 6506. .6631, 6676. .6741, 6677. .6742, 6757. .6834 



3093 
6637 
6502 

OJ990402_10.0103.C17.ol.ts 

847 

none . 



Seq. ID OJ990402_10.0103.C17 
Strand 

End 7070 

Method TBLASTX : Soybean 

End 6834 

Score 7 6 



847. .999, 866. .994, 1108. .1200, 1513. .1590, 1672. .1791, 
6490. .6621, 6506. .6631, 6653. .6742, 6697. .6741, 6745. .6834, 
6758. .6799 



Seq. No. 
Gene No. 
Start 



3093 
6637 
6502 



Seq. ID OJ990402_10.0103.C17 
Strand 

End 7070 



3259 



Name 

Start 

GI 

Exons 



OJ990402_10 . 0103 . C17 . ol . tm Method TBLASTX : Maize 

860 End 6957 

none Score 110 

860.. 1012; 862.. 1011, 1030.. 1191, 1030.. 1200, 1034.. 1201, 

1219.. 1305, 1220.. 1306, 6502.. 6621, 6509.. 6643, 6566.. 6631, 

6661.. 6834, 6665.. 6835, 6874.. 6957, 6875.. 6943, 6892.. 6957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3093 Seq. ID OJ990402_10 . 0103 . C17 

6637 Strand 

6502. End 7070 

OJ990402_10 . 0103 . C17 . ol . gp Method AAT/GAP 

6336 End 6859 

3760985 Score 926 

6336. .6859 

3850579 3.0e-14 (AC005278) Strong similarity to gb_D14550 
extracellular dermal glycoprotein (EDGP) precursor from Daucus 
carota. ESTs gb_H37281, gb_T44167, gb_T21813, gb_N38437, 
gb_Z26470, gb_R65072, gb_N76373, gb_F15470, gb_Z35182, 
gb_H76373, gb_Z34678 an 



3093 Seq. ID 

6637 Strand 

6502 End 
OJ990402_10 . 0103 . C17 . o3 . gs Method 

6502 End 

none Score 
6502.. 7014 



OJ990402_10.0103.C17 

7070 
GENSCAN 
7014 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3093 Seq. ID OJ9904 02JL0 . 0103 . C17 

6637 Strand 

6502 End 7070 

OJ9904 02_10 . 0103 . C17 . o2 . np Method AAT/NAP 

6505 End 7070 

3850580 Score 257 

6505. .7070 

(AC005278) Strong similarity to gb|D14550 extracellular dermal 
glycoprotein (EDGP) precursor from Daucus carota. ESTs gb| 84105 
and gb|AI100071 come from this gene. [Arabidopsis thaliana] 



3094 
6638 
5202 

OJ990402_10 . 0103 . C18 . o4 . gp 
5202 

uC-osrocyp008g08al 
5202. .5606 

. , 285741/dbj IBAA03413I 2.0e-15 
carota] 1 



Seq. ID OJ990402_10.0103.C18 



Strand 
End 

Method 

End 

Score 



+ 

5606 
AAT/GAP 
5606 
719 



(D14550) EDGP precursor [Daucus 



Seq. No. 3094 Seq. ID 

Gene No. 6639 Strand 

Start 4 9 End 

Name OJ990402_10 . 0103 . C18 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 4 9.. 4 95 



OJ990402_10.0103.C18 
515 

GENSCAN 

495 

.79 



3260 



Seq. No. 3094 

Gene No. 6639 

Start 4 9 

Name OJ990402_10 . 0103.C18 .ol . gp 

Start 217 

GI 287003 

Exons 217.. 515 



Seq. ID OJ990402_10.0103.C18 
Strand 

End 515 

Method AAT/GAP 

End 515 

Score 574 



Seq. No. 3094 

Gene No. 6640 

Start 2011 

Name OJ9904 02_10 . 0103 . C18 . o2 . gp 

Start 1870 

GI none 

Exons 1870.. 2188 



Seq. ID OJ990402_10.0103.C18 
Strand 

End 3324 

Method AAT/GAP 

End 2188 

Score 590 



: 3 J 



5 s=r 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-J GI 
;3 Exons 
s lj GI Descrip. 



j; 5 ? Seq. No. 
"J Gene No. 
M Start 
i & 3 Name 
Start 

'*=? 



GI 



Exons 



3094 
6640 
2011 

OJ9904 02_10 . 0103 . C18 . o2 . gs 

2011 

none 

2011. .3270 



Seq. ID OJ990402_10.0103.C18 
Strand 

End . 3324 

Method GEN SCAN 

End 3270 

Score 1 



Seq. ID OJ990402_10.0103.C18 
Strand 

3324 
AAT/GAP 
3324 
1952 



3094 
6640 
2011 

OJ990402_10.0103.C18.o3.gp 
2300 

24706_1.R1084 
2300.. 3324 

, 285741/dbj |BAA03413| 8.0e-19 (D14550) EDGP precursor [Daucus 
carota] ' 



End 

Method 

End 

Score 



3094 
6641 
5329 

OJ990402_10.0103.C18.ol.ts 

283 

none 



Seq. ID OJ990402_10.0103.C18 
Strand 

End 6095 

Method TBLASTX : Soybean 

End 6093 

Score 4 0 



283. .324, 319. .399, 2017. .2142, 2245. .2367, 2615. .2644, 
2663. .2761, 2812. .2943, 2873. .2944, 5341. .5502, 5342. .5506, 
5509. .5553, 5572. .5691, 5573. .5656, 5971. .6093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3094 
6641 
5329 

OJ990402_10.0103.C18.ol.tc 

2008 

none 



Seq. ID OJ990402_10.0103.C18 
Strand 

End 6095 

Method TBLASTX: Cress 

End 6093 

Score 128 



2008. .2049, 2065. .2163, 2173. .2229, 2830. .2943, 5341.. 5553, 
5342. .5554, 5572. .5685, 5974. .6093 



Seq. No. 3094 

Gene No. 6641 

Start 5329 

Name OJ990402 10 . 0103 . C18 . ol . tm 



Seq. ID OJ990402_10.0103.C18 
Strand 

End 6095 

Method TBLASTX : Maize 



3261 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2023 End 5757 

none Score 78 

2023.. 2046, 2063.. 2146, 2068.. 2148, 2173.. 2358, 2177.. 2353, 

2380.. 2448, 2381.. 2437, 5341.. 5463, 5342.. 5464, 5449.. 5673, 

5450.. 5656, 5677.. 5757, 5678.. 5743 



3094 Seq. ID 

6641 Strand 

5329 * End 
OJ990402_10 . 0103 . C18 . o3 . gs Method 

5329 End 

none Score 
5329.. 6078 



OJ990402_10.0103.C18 

6095 
GENSCAN 
6078 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
S 1 Start 
jiff Name 
. i Start 

[IZ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3094 
6641 
5329 

OJ990402_10.0103.C18.ol.np 
5335 
285741 
5335.. 6095 

(D14550) EDGP precursor [Daucus carota] 



Seq. ID OJ990402_10.0103.C18 
Strand 

End 6095 . 

Method AAT/NAP 

End 6095 

Score 405 



Seq. ID OJ990402_10.0103.C19 

Strand + 

End 2534 

Method AAT/GAP 

End 2534 

Score ' 211 



3095 
6642 
2345 

OJ990402_10.0103.C19.o2.gp 
2345 
3766626 
2345. .2534 

5257255/dbj | AP000364.il AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



3095 
6643 
63 

OJ990402_10.0103.C19.ol.gs 
63 

none 



Seq. ID OJ990402_10.0103.C19 
Strand 

End 1698 

Method GENSCAN 

End 1698 

Score ^78 



63.. 292, 772.. 859, 1169.. 1288, 1658.. 1698 



3095 
6644 
1868 

OJ990402_10.0103.C19.ol.gp 
1868 

uC-osrocyp008b05bl 
1868.. 2305 

. 1 5257255/dbj | AP000364.il AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 • 



Seq. ID OJ990402_10.0103.C19 
Strand 

End 2305 

Method AAT/GAP 

End 2305 

Score 827 



3095 
6645 
2543 

OJ990402_10.0103.C19.ol.tw 

1814 

none 



Seq. ID OJ990402_10. 0103.C19 
Strand 

End 4 687 

Method TBLASTX : Wheat 

End 4252 

Score 151 



3262 



-.3 

.SSI 



Exons 


1814. .1900, 


1814. .1906, 


1892 


. .2005, 1922. .2014, 


1922. .2014, 




2136. .2339, 


2211. .2336, 


2217 


..2342, 3497.. 3595, 


3572. .3784, 




3575. .3859, 


3629. .3952, 


3941 


..4216, 394 


14. .4252, 


3986. .4243 


Seq. No. 


3095 






Seq. ID 


OJ990402 


_10.0103.C19 


Gene No. 


6645 






Strand 






Start 


2543 






End 


4687 




Name 


OJ990402 10 


.0103.C19.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1892 






End 


4342 




GI 


none 






Score 


99 




Exons 


1892. .2008, 


2139. .2282, 


2145 


..2336, 2214.. 2330, 


3479. .3784, 




3485. .3691, 


3512. .3718, 


3524 


..3661, 3665.. 3856, 


3665. .3787, 




3677. .3796, 


3734. .3793, 


3809 


..4036, 3809.. 3940, 


3836. .3997, 




3878. .4132, 


3881. .4015, 


3941 


. .4069, 4022. .4204, 


4022. .4132, 




4067. .4162, 


4073. .4342, 


4082 


..4255, 4121. .4285, 


4157. .4321 


Seq. No. 


3095 






Seq. ID 


OJ990402 


_10.0103.C19 


Gene No. 


6645 






Strand 






Start 








End 


4687 




Name 


OJ990402 10 


.0103.C19.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2142 






End 


4243 




GI 


none 






Score 


151 




Exons 


2142. .2339, 


2145. .2309, 


2211 


..2336, 2561. .2665, 


3575. .3814, 




3584. .3760, 


3635. .3937, 


3941 


..4183, 3944. .4243 




Seq. No. 


3095 






Seq. ID 


OJ990402 


_10.0103.C19 


Gene No. 


bo4 D 






Strand 






Start 


2543 






End 


4687 




Name 


OJ990402 10 


.0103.C19.o2 


.gs 


Method 


GENSCAN 




Start 


2543 






End 


4687 




GI 


none 






Score 


. 61 




Exons 


2543. .4687 












Seq. No. 


3095 






Seq. ID 


OJ990402 


_10.0103.C19 


Gene No. 


6645 






Strand 






Start 


2543 






End 


4687 




Name 




.0103.C19.ol 


.np 


Method 


AAT/NAP 




Start 


3446 






End 


4476 




GI 


6598711 






Score 


317 




Exons 


3446. .4476 












GI Descrip. 


(AC007197) ; 


putative disease 


resistance 


protein 


[Arabidopsis 




thaliana] 












Seq. No. 


3096 






Seq. ID 


OJ990402 


_10.0103.C20 


Gene No . 


6646 






Strand 


+ 




Start 


15121 






End 


17742 




Name 


OJ990402 10 


.0103.C20.o2 


.gs 


Method 


GENSCAN 




Start 


15121 






End 


17742 




GI 


none 






Score 


.92 




Exons 


15121. .16070, 16150. .16530, 


16777. .17044, 17701 


. .17742 


Seq. No. 


3096 






Seq. ID 


OJ990402 


_10.0103.C20 


Gene No. 


6647 






Strand 


+ 




Start 


18378 






End 


19003 




Name 


OJ990402 10 


.0103.C20.o3 


.gs 


Method 


GENSCAN 




Start 


18378 






End 


19003 




GI 


none 






Score 


.78 





3263 






Exons 


18378 


. .19003 














Seq. No. 


3096 










Seq. ID 


OJ990402 


_10.0103.C20 




Gene No. 


6648 










Strand 








Start 


451 










End 


13832 






Name 


OJ990402 10. 


0103. 


C20.ol 


. gs 


Method 


GENSCAN 






Of a •»-•*- 
O Lai L 


451 










End 


13832 






GI 


none 










Score 


.46 






Exons 


451. . 


465 f 585.. 1748, 2019.. 2345, 3256. 


.3347, 3522. .3637, 






4449. 


.4550, 


4894. 


.5006, 


5027. 


.5204, 6315. .7324, 


7643. .7769, 






8134. 


.8954, 


9507. 


.9719, 


10798 


. .11961, 


12261. .12612, 






13057 


..13258, 13757.. 13832 










Seq. No. 


3096 










Seq. ID 


OJ990402 


_10.0103.C20 




Cl. ana XT /"v 

belle lNO . 


6648 










Strand 








Start 


451 










End 


13832 






Name 


OJ990402 10. 




C?(\ ni 


• to 


Method 


TBLASTX: 


Soybean 




Start 


1101 










End 


11676 






GI 


none 










Score 


62 






Exons 


1101. 


.1397, 


1 ^71 


1 4 fi? 


1 1 1 1 n 


. .11178, 


11314, .11610, 11584. .11676 




Seq. No. 


3096 










Seq. ID 


OJ990402 


in m c?o 




Gene No. 


6648 










Strand 








Start 


451 










End 


13832 




- JJff 


Name 


OJ990402 10. 




P9D n9 


• Lb 


Method 


TBLASTX: 


Soybean 


■J 


Start 


6002 










End 


9233 




n 




none 










Score 


62 




Li 


Exons 


6002. 


.6202, 




■ Ol Jl/ 


fil 4*3 
O X *l «J • 


.6394, 6227..6S29, 


64^4 fiSQS 


: z~ 




6656. 


.6748, 




. / J. J. *i , 


fift fifi 

uo uu . 


.7171, 6929. .7258, 


70^1 7?Dfi 


' ~~ 




7076. 


.7426, 


71 S4 


74 


79 Qfi 


.7603, 7448.-7684, 


ft479 RS67 


SI 




8565. 


.8849, 


ft 

O *J V £. • 


ft Q1 ft 




.8939, 8671. .8877, 




: y 




8940. 


.9206, 


8940. 


.8999 












Seq. No. 


3096 










Seq. ID 


OJ990402 


_10.0103.C20 


•■~ 


Gene No. 


6648 










Strand 






. a 


Start 


451 










End 


13832 




■y 


Name 


OJ990402 10. 


UlUJ . 


P9H ni 


• L W 


Method 


TBLASTX: 


Wheat 


: db 


Start 


6005 










End 


9260 




; 


GI 


none 










Score 


69 




:=? 


Exons 


6005. 


.6145, 


6005. 


.6100, 


6008. 


.6148, 6059. .6130, 


6080. .6202, 






6081. 


.6188, 


6158. 


.6370, 


6158. 


.6235, 6159. .6278, 


6167. .6457, 


: sr 




6167. 


.6316, 


6177. 


.6236, 


6182. 


.6244, 6182.. 6286, 


6201. .6470, 






6215. 


.6535, 


6285. 


.6470, 


6287. 


.6499, 6287. .6604, 


6291. .6614, 






6294. 


.6608, 


6435. 


.6758, 


6438. 


.6746, 6575. .6889, 


6579. .6782, 






6583. 


.6882, 


6653. 


.6748, 


6656. 


.6955, 6719. .7000, 


6797. .7027, 






6797. 


.6892, 


6800. 


.7111, 


6801. 


.7028, 6822. .6902, 


6863. .7069, 






6863. 


.7180, 


6935. 


.7189, 


7007. 


.7324, 7011. .7193, 


7019. .7321, 






7079. 


.7378, 


7128. 


.7190, 


7151. 


.7462, 7232. .7516, 


7248. .7457, 






7254. 


.7334, 


7295. 


.7609, 


7299. 


.7583, 7439. .7627, 


7511. .7681, 






8565. 


.8825, 


8604. 


.8897, 


8667. 


.8927, 8940. .9173, 


8952. .9260 




Seq. No. 


3096 










Seq. ID 


OJ990402 


_10.0103.C20 




Gene No. 


6648 










Strand 








Start 


451 










End 


13832 






Name 


OJ990402 10. 


0103. 


C20.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


6245 










End 


9434 






GI 


none 










Score 


81 





3264 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6245.. 6307, 6332.-6538, 6347.. 6484, 6656. 

7067.. 7258, 7355.-754.6, 7355. .7474, 8472. 

8502.. 8708, 8655.-88*4*6, 8655.. 8777, 8868. 

8871.. 9005, 8934.. 9059, 9012.. 9194, 9012. 

9084.. 9341, 9144.. 9275, 9402.. 9434 



,6826, 7061. .7189, 

.8681, 8481. .8774, 

.9110, 8869. .9111, 

,9107, 9072.. 9245,. 



3097 Seq. ID 

6649 Strand 

1 End 

OJ990402_10.0103.C21.ol.np Method 

1 End 

5420387 Score 



OJ990402_10.0103.C21 
+ 

7478 
AAT/NAP 
6569 
158 



1..109, 2191.. 2634, 6285.-6569 

(AJ243459) proteophosphoglycan [Leishmania major] 



Seq. No. 
is Gene No. 
£3 Start 
-,j Name 
, 7 Start 

!t GI 

Exons 



3097 Seq. ID 

6649 Strand 
1 End 
OJ990 4 02_10 . 0 1 03 . C2 1 . ol . gs Method 
73 End 
none Score 
73. .638, 1542. .1642, 1754. .1878, 2139. 
3131. .3203, 3237. .3410, 3514. .3915 



Seq. No. 3097 Seq. ID 

Gene No. 664 9 Strand 

Start 1 End 

Name OJ9904 02_10 . 0103 . C21 . o3 . gs Method 

Start 6173 End 

GI none Score 

Exons 6173.. 6551, 6580.. 7478 



3097 Seq. ID 

6650 Strand 

9341 ' End 
OJ9904 02_10 . 0103 . C21 . o4 . gs Method 

9341 End 

none Score 
9341.. 9817 



OJ990402_10.0103.C21 
+ 

7478 
GENSCAN 
3915 
.44 

.2675, 2711. .2800, 



OJ990402_10.0103.C21 
+ 

7478 
GENSCAN 
7478 
.49 



OJ990402_10.0103.C21 
+ 

9817 
GENSCAN 
9817 
.89 



Seq. No. 3097 Seq. ID 

Gene No. " 6651 Strand 

.Start 47 92 End 

"Name OJ990402_10 . 0103 . C21 . o2 . gs Method 

Start 4792. End 

GI none Score 

Exons 4792.. 5064 



OJ990402_10.0103.C21 

5064 
GENSCAN 
5064 
.48 



Seq. No. 3098 Seq. ID 

Gene No. 6652 Strand 

Start 1422 End 

Name OJ990402JL0 . 0103 . C22 . ol . gs Method 

Start 1422 End 

GI none Score 

Exons 1422.. 4172 



OJ990402_10.0103.C22 
+ 

4193 

GENSCAN 

4172 

1. 



Seq. No. 



3098 



Seq. ID OJ990402_10.0103.C22 



3265 



' JL 

;.1 



Gene No. 


6652 




Strand 


+ 


Of ■ w »4- 

btart 


1422 




End 


4193 


Name 


OJ99040.2 10.0103.C22.ol. 


np 


Method 


AAT/NAP 


Start 


1671 




End 


4193 


GI 


2828297 . 




Score 


1534 


Exons 


1671.. 2933, 2991.. 4193 








GI Descrip. 


(AL021687) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1 A O O 

3Q9o 




beq. ID 


ojyyu4uz iu 


Gene No. 


c c c o 

bob J 




btrana 


+ 


Start 






End 


6184 


Name 




gs 


Method 


GENSCAN 


Start 


4721 




End 


6184 


GI 


none 




Score 


.84 


Exons 


4721. .4796, 5718. .6184 








Seq. No. 


3098 




Seq. ID 


OJ990402_10 


Gene No. 


6653 




Strand 


+ 


Start 


4721 




End 


6184 


Name 


OJ990402 10.0103.C22.o2. 


np 


Method 


AAT/NAP 


Start 


5843 




End 


6184 


GI 


1346875 




Score 


340 


Exons 


5843. .6184 








GI Descrip. 


PHOTOSYSTEM II REACTION 


CENTER W PROTEIN 




gi | 1185169 | emb | CAA91652 | 


(Z67753) PSII 


, protein W, 



0103. C22 



fU Seq. No. 
i;3 Gene No. 
j'j Start 
Name 
Start 
GI 

Exons 



[Odontella sinensis] 



3098 
6654 
11147 

OJ990402_10.0103.C22.o4.gs 
11147 



13 kDa 



Seq. ID OJ990402_10.0103.C22 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Strand + 
End 17113 
Method GENSCAN 
End 17113 
none Score .8 

11147. .11391, 11698. .11835, 11930 .. 12067 , 12385 12574 , 
13860. .13911, 13993. .14118, 14231 14313, 14572 14754 , 
15165. .15501, 15871. .16014,. 16106 .. 16191, 16822 16912, 
16980. .17113 

3098 Seq. ID OJ990402_10 . 0103 . C22 

6654 Strand + 

11147 End 17113 

OJ990402_10 . 0103 . C22 . o3 . np Method AAT/NAP 

11214 End 16217 

3924594 Score 1024 

11214. .11391, 12492. .12574, 13860 .. 13911 , 13993 .. 14 118 , 

14234. .14313, 14572 14754 , 15162 .. 15486, 15871 16014 , 

16106. .16217 

(AF0694 42) putative ribonucleoprotein [Arabidopsis thaliana] 
gi|4262139|gb|AAD14439| (AC005275) putative ribonucleoprotein 
[Arabidopsis thaliana] 



3098 Seq. ID 

6654 Strand 

11147 End 

OJ990402_10 . 0103 . C22 . o2 . gp Method 

13872 End 

LIB3434-028-P1-K1-C6 Score 



OJ990402_10.0103.C22 
+ 

17113 
AAT/GAP 
14746 
762 



3266 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13872. .13911, 13993. .14118, 14231 14 313, 14572.. 14746 
'3924594 3.0e-47 (AF069442) putative ribonucleoprotein 
[Arabidopsis thaliana] >gi_4262139_gb_AAD14 4 39_ (AC005275) 
putative ribonucleoprotein [Arabidopsis thaliana] ' 



3098 Seq. ID 

6655 Strand 

17817 End 
OJ990402_10 . 0103 . C22 . o5 . gs Method 

17817 End 

none Score 

17817. .17866, 18751. .19150 



OJ990402_10.0103.C22 
+ 

19150 
GENSCAN 
19150 
.43 



OJ990402 10.0103.C22 



Seq. No. 3098 Seq. ID _ 

Gene No. 6656 Strand 

Start 5939 End 6313 

Name OJ990402_10 . 0103 . C22 . ol . gp Method AAT/GAP 

Start 5939 End 6313 

GI* : LIB3431-020-P1-N1-C11 Score 742 

Exons 5939.. 6313 

GI Descrip. 1 1346875/sp | P49508 | PSBW_ODOSI 2.0e-21 PHOTOSYSTEM II REACTION 
CENTER W PROTEIN >gi_1185169_emb_CAA91652_ (Z67753) PSII, 
protein W, 13 kDa [Odontella sinensis] ' 



h J 


Seq. No. 


3098 








Seq. 


ID OJ990402 


10.0103.C22 


:'S 


Gene No. 


6657 








Strand 






Ul 


Start 


17352 








End 


17446 






;s; s 

! « 


Name 


OJ990402 10 


.0103. 


C22.o3 


.gp 


Method AAT/GAP 






□ 


Start 


17352 








End 


17446 






! :i 


GI 


LIB3477-003 


-Pl-Kl 


-E9 




Score 


139 






: ™s 


Exons 


17352. .17446 
















GI Descrip. 


'2498586/sp|Q40638 |MP01 


ORYSA 


2.0e- 


24 MAJOR POLLEN ALLERGEN 


ry 




S 1 PRECURSOR (ORY SI)' 


>gi 1173557 


(U31771) Ory s 1 


[Oryza 






sativa] ' 
















n 
"''4 


Seq. No. 


3098 








Seq. 


ID OJ990402 


10.0103.C22 


i ■ 


Gene No. 


6658 








Strand 








Start 


19405 








End 


24855 






. =% 


Name 


OJ990402 10 


.0103. 


C22.02 


.tc 


Method "TBLASTX : 


Cress 




i!3 


Start 


1674 








End 


3932 






n 


GI 


none 








Score 


88 






'3 ST 


Exons 


1674. .1904, 


1767. 


.1886, 


1884. . 


,2189, 


1917. .2189, 


1967. 


.2149, 






2025. .2264, 


2196. 


.2252, 


2331. . 


.2507, 


2337. .2537, 


2376. 


.2501, 






2493. .2579, 


2505. 


.2612, 


2607. . 


,2771, 


2625. .2747, 


2643. 


.2723, 






2682. .2762, 


2685. 


.2753, 


2775. . 


,2978, 


3030. .3176, 


3036. 


.3383, 






3198. .3407, 


3294. 


.3419, 


3381. . 


,3494, 


3411. .3713, 


3416. 


.3685, 






3453. .3656, 


3720. 


.3839, 


3740. . 


,3835, 


3840. .3932 








Seq. No. 


3098 








Seq. 


ID OJ990402 


10.0103.C22 




Gene No. 


6658 








Strand 








Start 


19405 








End 


24855 








Name 


OJ990402 10 


.0103. 


C22.ol 


. tm 


Method TBLASTX: 


Maize 






Start 


1719 








End 


4154 








GI 


none 








Score 


82 








Exons 


1719. .1889, 


1722. 


.1877, 


1728. . 


,1970, 


1773. .2192, 


1869. 


.1904, 






1908. .2261, 


1917. 


.2252, 


1920. . 


,2192, 


1929. .2129, 


2006. 


.2137, 






2490. .2711, 


2511. 


.2612, 


2514. . 


2612, 


2516. .2593, 


2517. 


.2606, 



3267 



2619. .2924, 
3132. .3419, 
3482. .3799 



2640.. 2753, 2640. 
3135.. 3416, 3420. 



.2756, 2657.. 2743, 2834.. 3013, 
.4154, 3453.-3749, 3462.. 3665, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
h Start 
z Name 
3 Start 

n gi 

Lj Exons 

= i Seq. No. 
i Gene No. 
H Start 
U Name 
Start 

3 GI 
7= Exons 

* Seq. No. 
3 Gene No. 
j Start 

Name 
rf Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3098 
6658 
19405 

OJ990402_10. 

1908 

none 

1908. .2252, 
2634. .2762, 

3098 
6658 
19405 

OJ990402_10. 
3719 
•none 

3719. .3934, 

3098 
6658 
19405 

OJ990402_10. 

5749 

none 

5749. .6183, 

3098 
6658 
19405 

OJ990402_10, 

5831 

none 

5831. .5875, 

3098 
6658 
19405 

OJ990402_10, 

5836 

none 

5836. .5973, 

3098 
6658 
19405 

OJ990402_10. 

5977 

none 

5977. .6180, 

3098 
6658 
19405 

OJ990402 10. 



0103.C22.ol.tw 



2178.. 2255, 2322, 
3126.. 3422, 3384. 



0103.C22.o3.ts 



3720. .4157 



0103.C22.ol.ts 



5756. .6181 



0103.C22.ol.tc 



Seq. ID OJ990402_10.0103.C22 
Strand 

End 24855 

Method TBLASTX : Wheat 

End 3857 

Score 154 

.2510, 2511.. 2582, 2514.. 2609, 
.3419, 3420.. 3857, 3432.. 3842 

Seq. ID OJ990402__10.0103.C22 
Strand 

End 24855 

Method TBLASTX : Soybean 

End 4157 

Score 313 



Seq. ID OJ990402_10.0103.C22 
Strand 

End 24855 

Method TBLASTX : Soybean 

End 6183 

Score 558 



Seq. ID OJ990402_10.0103.C22 
Strand 

End 24855 

Method TBLASTX : Cress 

End 6181 

Score 4 4 



5833.-5892, 5867. .6181, 5869. .6180 



0103.C22.o8.tm 



5837. .5974 



0103.C22.o4.tm 



Seq. ID OJ990402_10.0103.C22 

Strand - - 

End * 24855 

Method TBLASTX : Mai ze 

End 5974 

Score 197 



Seq. ID OJ990402_10.0103.C22 
Strand 

End 24855 

Method TBLASTX : Maize 

End 6203 

Score 334 



5978. .6178, 5981. .6196, 6135. .6203 



0103.C22.o4.ts 



Seq. ID OJ990402_10.0103.C22 
Strand 

End 24855 

Method TBLASTX : Soybean 



3268 



Start 
GI 

Exons 



11255 End 14096 

none Score 197 

11255. .11392, 11256. .11393, 11268 11354 , 124 90 12573, 

12491. .12574, 13828 .. 13911, 13859 .. 13924 , 13860 13910, 

13861. .13911, 13990. .14085, 13991 14086, 13992 14087, 

13992. .14087, 13993 .. 14088 , 13998. .14096 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3098 
6658 
19405 

OJ990402_10.0103.C22.o3.tc 

11259 

none 



Seq. ID OJ990402_10.0103.C22 
Strand 
End 

Method 
End 
Score 



24855 

TBLASTX: Cress 

16012 

76 



11259. .11390, 15855. .16010, 15869.. 16012 



3098 
6658 
19405 

OJ990402_10 . 0103 .C22 . o5 . tm 

11268 

none 

11268. .11393, 13878. .13910, 
13992. .14117, 13995. .14120, 
14230. .14313, 14570. .14749, 
14701. .14754, 15150. .15194, 
15194. .15304, 15195. .15305, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 10.0103.C22 



24855 

TBLASTX: Maize 
15306 
71 

13880. .13924, 13991 .. 14 116, 
13996. .14124, 14223 14318 , 
14571. .14750, 14572. .14754, 
15162. .15197, 15164. .15196, 
15198. .15305, 15199. .15306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3098 
6658 
19405 

OJ990402_10.0103.C22.o3.tm 
15306 



Seq. ID OJ990402_10.0103.C22 
Strand 

24855 

TBLASTX: Maize 
16387 
152 



End 

Method 
End 

none Score 
15306. .15434, 15308 .. 15457 , 15308 154 57 , 154 61 .. 15502 , 
15864. .16016, 15869. .16015, 15873 16016, 16104 .. 16175 , 
16105. .16236, 16105. .16236, 16288 .. 16317 , 16326 .. 16382 , 
16343. .16387 



■f Seq. No. 
J Gene No. 
3 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3098 Seq. ID 

6658 Strand 

19405 End 

OJ990402_10 . 0103 . C22 . o2 . ts Method 

15864 End 

none Score 



OJ990402_10.0103.C22 
24855 

TBLASTX : Soybean 

16218 

223 



15864. .16016, 15869. .16015, 16099 .. 16218 , 16105. .16212 

OJ990402 10.0103.C22 



3098 
6658 
19405 

OJ990402_10.0103.C22.o6.gs 

19405 

none 



Seq. ID 
Strand 

End 24855 

Method GENSCAN 

End 24811 

Score .74 



19405. .20158, 20667 .. 21039, 22890 .. 2357 4 , 24290 24 4 03, 
24734. .24811 



Seq. No. 
Gene No. 



3098 
6658 



Seq. ID 
Strand 



OJ990402 10.0103.C22 



3269 





Start 


19405 


End 


24855 






Name 


OJ990402 10.0103.C22.o4.gp 


Method 


AAT/GAP 






Start 


21626 


End 


21950 






GI 


none 


Score 


634 






Exons 


21626. .21950 










Seq. No. 


3098 


Seq. ID 


OJ990402 


_10.0103.C22 




Gene No . 


6658 


Strand 








Start 


19405 


End 


24855 






Name 


UJy^U^Ui . 1U • UJ.U J • . Oil . tin 


Method 


TBLASTX: 


^ai ze 




Start 


23152 


End 


24349 






GI 


none 


Score 


72 






Exons 


23152. .23187, 23176 .. 23259, 


23179. .23241, 23243 


. .23290, 






23267. .23434, 23304 .. 23435, 


23410. .23544, 23419 


. .23568, 






23426. .23575, 23426 .. 23581, 


23550. .23594, 24290 


. .24349 




Seq. No. 


3098 


~Seq. ID 


OJ990402 


_10.0103.C22 




Gene No. 


6658 


Strand 








Start 


19405 


End 


24855 






Name 


OJ990402 10.0103.C22.o4.np 


Method 


AAT/NAP 






jtaX t 


23289 


End 


24844 






GI 


4874269 


Score 


283 






Exons 


23289.-23574, 24290 .. 24661, 


24734. .24844 






GI Descrip. 


(AC007354) T16B5.7 [Arabidopsis thaliana] 




i. "I 




gi | 6573742 |gb|AAF17 662.1 IAC009398 11 


(AC009398) 


F20B24 .21 


m 




[Arabidopsis thaliana] 








: br 


Seq. No. 


3098 


Seq. ID 


OJ990402 


_10.0103.C22 




Gene No . 


6658 


Strand 






: a 
t : e 

•I-TT 


Start 


19405 


End 


24855 




!. 1 


Name 


OJ990402 10.0103.C22.o6.tm 


Method 


TBLASTX: 


Maize 




Start 


24350 


End 


24569 






GI 


none 


Score 


215 






Exons 


24350. .24565, 24351 .. 24569, 


24357. .24569 




H 


Seq. No. 


3098 


Seq. ID 


OJ990402 


_10.0103.C22 


! e 


Gene No. 


6658 


Strand 






U' 


ox-arc 


19405 


End 


24855. 






Name 


OJ990402 10.0103.C22.o7.tm 


Method 


TBLASTX : 


Maize 


:, _i 


Start 


24575 


End 


24855 






GI 


none 


Score 


70 






Exons 


24575. .24631, 24 575.-24637, 


24576. .24671, 24731 


. .24844, 






24731. .24844, 24732 .. 24845, 


24736.-24855, 24736 


. .24846 




Seq. No. 


3099 


Seq. ID 


OJ990402 


_10.0103.C23 




Gene No. 


6659 


Strand 


+ 






O Ldl L 


562 


End 


9511 






Name 


OJ990402 10.0103.C23.ol.gs 


Method 


GEN SCAN 






Start 


562 


End 


9307 






GI 


none 


Score 


.47 






Exons 


562.. 1090, 3024.. 3067, 3152. 


.3354, 4224. .4476, 


5262. .5291, 






6586. .6660, 6885. .7004, 7861 


..7942, 8747. .8877, 


8918. .9307 




Seq. No. 


3099 


Seq. ID 


OJ990402 


_10.0103.C23 




Gene No. 


6659 


Strand 


+ 






Start 


562 


End 


9511 






Name 


OJ990402 10.0103.C23.ol.np 


Method 


AAT/NAP 





3270 



Start 6930 End 9304 

GI 6752882 Score 601 

Exons 6930.. 7004, 7858.. 7942, 8756.. 8877, 8975.. 9304 

GI Descrip. (AF220200) nascent polypeptide associated complex alpha chain 
[Pinus taeda] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3099 
6659 
562 

OJ990402_10.0103.C23.ol.gp 
8756 

15027_1.R1084 
8756. .8877, 8975. .9511 
■4539408/emb|CAB40041.1| 1, 
[Arabidopsis thaliana] 1 



Seq. ID OJ990402_10.0103.C23 

Strand + 

End 9511 

Method AAT/GAP 

End 9511 

Score 1281 

0e-47 (AL049524) putative alpha NAC 



3099 Seq. ID 

6660 Strand 
12693 End 
OJ990402_10 . 0103 . C23 . o2 . gp Method 
12693 End 
uC-osflM202037dllbl Score 
12693. .13113 

1 1805654/emb | CAA68234 | 1.0e-17 (X99972] 
calcium-ATPase [Brassica oleracea]' 



OJ990402_10.0103.C23 
+ 

15273 
AAT/GAP 
13113 
751 

calmodulin-stimulated 



Seq. No. 3099 Seq. ID 

Gene No. 6660 Strand 

Start 12693 End 

Name OJ990402_10 . 0103 . C23 . o2 . np Method 

Start 12909 End 

GI 6735312 Score 

Exons 12909. .13082, 15253.. 15273 

GI Descrip. (AL137080) Ca2+-transporting ATPase-like protein [Arabidopsis 
thaliana] 



OJ990402_10.0103.C23 
+ 

15273 
AAT/NAP 
15273 
119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3099 
.6661 
10124 

OJ990402_10.0103.C23.ol.ts 
6951 
none 

6951.. 7001, 8746.. 8937, 
8975.. 9169, 9140.. 9295, 



Seq. ID OJ990402_10.0103.C23 
Strand 

End 10675 
Method TBLASTX : Soybean 
End 9309 
Score 67 
8755.. 8877, 8969.. 9067, 8971.. 9123, 
9143. .9307, 9208.. 9309 



3099 
6661 
10124 

OJ990402_10 .0103 . C23 . ol . tm 
8746 
none 

8746.. 8937, 8758.. 8880, 8971.. 9117, 8975.. 9178, 9155.. 9313, 
9158.. 9307 



Seq. ID OJ990402_10.0103.C23 
Strand 

End 10675 

Method TBLASTX: Maize 

End 9313 

Score 122 



Seq. No. 
Gene No. 
Start 



3099 
6661 
10124 



Seq. ID 

Strand 

End 



OJ990402 10.0103.C23 



10675 



3271 



Name 

Start 

GI 

Exons 



OJ9904 02_10 . 0103 . C23 . ol . tw Method TBLASTX : Wheat 
8750 End 9298 

none Score 121 

8750. .8875, 8752. .8937, 8752. .8877, 8969. .9067, 8971. .9123, 
8975. .9169, 9107. .9169, 9143. .9298, 9155. .9298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3099 
6661 
10124 

OJ990402_10.0103.C23.ol.tc 

8794 

none 



Seq. ID OJ990402_10.0103.C23 
Strand 

End 10675 

Method TBLASTX : Cress 

End 9307 

Score 59 



8794..8877, 8795. .8875, 8809. .8937, 8971. .9123, 8975. ."9154, 
9155. .9298, 9158. .9307 



n 



Seq. No. 


3099 


Seq. ID 


OJ990402_10.0103J 


Gene No. 


6661 


Strand 




Start 


10124 


End 


10675 


Name 


OJ990402_10.0103.C23.o2.gs 


Method 


GENSCAN 


O 4 , -f- 

o car u 




End 


10675 


GI 


none 


Score 


.5 


Exons 


10124. .10675 






Seq. No. 


3100 


Seq. ID 


OJ990402_10. 0103.1 


Gene No. 


6662 


Strand 




Start 


431 


End 


585 


Name 


OJ990402_10.0103.C26.ol.gp 


Method 


AAT/GAP 


Of v f 

bear z 


A *51 


End 


585 


GI 


9317 1.R1084 


Score 


242 


Exons 


431. .585 






GI Descrip. 


, 2511570/emb|CAA73617.1| 2, 


,0e-18 (Y13174) multicatalytic 




endopeptidase [Arabidopsis 


thaliana] 1 




Seq. No. 


3100 


Seq. ID 


OJ990402_10. 0103.1 


Gene No. 


6662 


Strand 




Start 


431 


End 


585 


Name 


OJ990402 10.0103.C26.ol.gs 


Method 


GENSCAN 


Start 


433 


End 


508 


GI 


none 


Score 


.58 


Exons ' 


433. .508 






Seq. No. 


3101 


Seq. ID 


OJ990402_10 . 0103 . 1 


Gene No. 


6663 


Strand 




Start 


9 


End 


281 


Name 


OJ990402 10.0103.C27.ol.gs 


Method 


GENSCAN 


Start 


9 


End 


281 


GI 


none 


Score 


.5 


Exons 


9. .138, 206. .281 






Seq. No. 


3102 


Seq. ID ■ 


OJ990922_10. 0128.1 


Gene No. 


6664 


Strand 




Start 


28 


End 


150 


Name 


OJ990922 10.0128.Cl.ol.gs 


Method 


GENSCAN 


Start 


28 


End 


150 


GI 


none 


Score 


.91 


Exons 


28. .150 







3272 




Seq. No. 


3103 




Seq. ID 


OJ990922_10.0128.C2 


Gene No. 


DODO 




btrana 


4- 


Start 


323 




End 


460 


Name 


OJ990922 10. 0128. C2 


.ol .gs 


Method 


GENSCAN 


Start 


323 




End 


460 


GI 


none 




Score 


.44 


Exons 


323. .460 








Seq. No. 


3103 




Seq. ID 


OJ990922_10.0128.C2 


Gene No. 


6666 




Strand 




Start 


o c 
OO 




End 


1 A A 


Name 


OJ990922 10. 0128. C2 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


3 




End 


732 


GI 


none 




Score 


436 


Exons 


3. .32, 73. .186, 75. 


.557, 89.. 


595, 300.. 


599, 553.. 732, 557. 




577. .729 








Seq. No. 


3103 




Seq. ID 


OJ990922_10.0128.C2 


Gene No. 


6666 




Strand 




Start 


86 




End 


744 


Name 




.ol.np 


Method 


AAT/NAP 


Start 


86 




End 


744 


GI 


6630685 




Score 


898 


Exons 


86. .744 








GI Descrip. 


(AP000969) Similar 


to copia-type pol polyprotein. (AB10571 




[Oryza sativa] 








Seq. No. 


3103 




Seq. ID 


OJ990922_10.0128.C2 


Gene No. 


6666 




Strand 




Start 


o c 
OO 




End 


744 


Name 


OJ990922 10. 0128. C2 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


101 




End 


729 


GI 


none 




Score 


71 


Exons 


101.. 325, 150.. 296, 


359. .553, 


359. .562, 


366. .566, 577. .729 




580.. 729 








Seq. No. 


3103 




Seq. ID 


OJ990922_10.0128.C2 


Gene No . 


OODO 




Strand 




Start 


86 




End 


744 


Name 


OJ990922 10. 0128. C2 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


104 




End 


565 


GI 


none 




Score 


71 


Exons 


104. .331, 335. .469, 


473. .565 






Seq. No. 


3103 




Seq. ID 


OJ990922_10.0128.C2 


Gene No . 


oooo 




Strand 




Start 


86 




End 


744 


Name 


OJ990922 10. 0128. C2 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


137 




End 


553 


GI ■ 


none 




Score 


51 


Exons 


137.. 325, 149.. 268, 


344. .553, 


348. .449 




Seq. No. 


3104 




Seq. ID 


OJ990922_10.0128.C4 


Gene No. 


6667 




Strand 




Start 


273 




End 


758 


Name 


OJ990922 10. 0128. C4 


. ol . gs 


Method 


GENSCAN 


Start 


273 




End 


758 



3273 




GI 


none 




Score 


.92 ' 




Exons 


273.-424, 750. .758 










Seq. No. 


3105 




Seq. ID 


OJ990922 


_10.0128.C5 


Gene No. 


6668 




Strand 






Start 


1 




End 


3057 




Name 


OJ990922 10.0128.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3057 




GI 


5852176 




Score 


1860 




Exons 


1..254, 343.-546, 1431. 


.1652, 


1728.. 2258, 2913. 


.3057 


GI Descrip. 


(AL117265) zhb0006.1 [Oryza sativa] 






Seq. No. 


3105 




Seq. ID 


OJ990922 


_10.0128.C5 


Gene No. 


6668 




Strand 






Start 


1 




End 


3057 




Name 


OJ990922 10.0128.C5.ol. 


gs 


Method 


GENSCAN 




Start 


343 




End 


2415 




GI 


none 




Score 


.43 




Exons 


343.. 546, 620.. 1301, 1396. ..1652, 1728.. 


,2415 




Seq. No. 


line 

3105 




Seq. ID 


OJ990922 


_10.0128.C5 


Gene No. 


£ C H O 

6668 




Strand 






Start 


1 




End 


3057 




Name 


OJ990922 10 . Ulzo . Co . ol . 


tc 


Method 


TBLASTX : 


Cress 


Start 


612 




End 


2355 




GI 


none 




Score 


67 




Exons 


612.. 1025, 1065.. 1292, 


1123 . . 


1290, 1429.. 1656, 


2242. .2355 


Seq. No. 


3106 




Seq. ID 


OJ990922 


_10.0128.C6 


Gene No. 


6669 




Strand 


+ 




Start 


16 




End 


438 




Name 


OJ990922 10.0128.C6.ol. 


gs 


Method 


GENSCAN 




Start 


16 




End 


438 




GI 


none 




Score 


.61 




Exons 


16. .438 










Seq. No. 


3106 




Seq. ID 


OJ990922 


_10.0128.C6 


Gene No. 


6670 




Strand 


+ 




Start 


2787 




End 


7106 




Name 


OJ990922 10.0128.C6.o3. 


gs 


Method 


GENSCAN 




Start 


2787 


End 


6928 




GI 


none 




Score 


.81 




Exons 


2787. .2901, 3011. .3430, 


5029. 


.5125, 5788. .5881, 


5985.-. 6113, 




6534.. 6696, 6915.. 6928 










Seq. No. 


3106 




Seq. ID 


OJ990922 


_10.0128.C6 


Gene No. 


6670 




Strand 


+ 




Start 


2787 




End 


7106 




Name 


OJ990922 10.0128.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


3285 




End 


7106 




GI 


551 1.R1084 




Score 


1477 




Exons 


3285.. 3430, 5126.. 5261, 


5611. 


.5684, 5788.-5882, 


5985. .6113, 




6233..6393, 6505.. 6594, 


7020. 


.7106 







GI Descrip. ' 729205/sp | Q06397 | CR18_0RYSA 1.0e-93 18 KD COLD-INDUCED PROTEIN 
>gi_287 397_dbj_BAA01631_ (D10860) chilling tolerance related 

protein [Oryza sativa] >gi_445132_prf 1908434B chilling 

tolerance-related protein: ISOTYPE=pBC442 [Oryza sativa] 1 



3274 



Seq. No. 3106 Seq. ID 

Gene No. 6670 Strand- 

Start 2787 End 

Name OJ990 922JL0 . 0128 . C6 . ol . np Method 

Start 5613 End 

GI 729205 Score 

Exons 5613.. 5684, 5789. .5895, 5995.. 6113, 6233.-6396 

GI Descrip. 18 KD COLD-INDUCED PROTEIN gi | 287397 | dbj | BAA01631 | 
chilling tolerance related protein [Oryza sativa] 
gi I 445132 |prf | 1 1908434B chilling tolerance-related 
protein: ISOTYPE=pBC442 [Oryza sativa] 



OJ990922_10.0128.C6 
+ 

7106 
AAT/NAP 
6396 
654 



(D10860) 



Seq. No. 3106 Seq. ID 

Gene No. 6671 Strand 

Start 9035 End 

Name OJ990922JL0 . 0128 . C6 . o4 . gs Method 

Start 9035 End 

GI none Score 

Exons 9035.. 9724, 9862.. 10173 



OJ990922_10.0128.C6 
+ 

10173 
GEN SCAN 
10173 
.49 



i y 
□ 

: : 



Seq. No. 3106 
Gene No. 6672 
Start 10907 

Name OJ990922_10 . 0128 . C6 . ol . tm 

Start 5080 

GI none 

Exons 5080.. 5262, 5126 

5785.. 5883, 5789 
5988.. 6113, 5989 



OJ990922 10. 0128. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5263, 5127.. 5264, 5566.. 5685, 5613 
5884, 5811. .5891, 5975. .6112, 5988 
6114, 6227.. 6415, 6228.. 6374, 6232 



18770 

TBLASTX: Maize 

6631 

193 



.5684, 
.6113, 
.6393, 



6499. .6561, 6506. .6568, 6560. .6631, 6573.-6623 



Seq. No. 3106 

Gene No. 6672 

Start 10907 

Name OJ990922_10. 0128 . C6 . ol . tc 

Start 5127 

GI none 

Exons 5127.. 5264, 5129.. 5257, 5608, 
5789. .5884, 5789. .5869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3106 

6672 

10907 

OJ990922 

5127 

none 



10.0128.C6.ol.ts 



OJ990922_10.0128.C6 
18770 

TBLASTX: Cress 

5884 

143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5685, 5610.. 5684, 5785.. 5865, 



Seq. ID OJ990922_10.0128.C6 



Strand 
End 

Method 

End 

Score 



18770 

TBLASTX: Soybean 

6367 

105 



5127. .5264, 5584. .5685, 5785. .5889, 5789. .5896, 5988. .6113, 
5993. .6103, 6041. .6121, 6216.. 6278, 6227.. 6367, 6235.-6366 



3106 
6672 
10907 

OJ990922_10.0128.C6.o5.gs 

10907 

none 



Seq. ID OJ990922_10.0128.C6 



Strand 
End 

Method 

End 

Score 



18770 
GENSCAN 
18770 
.44 



10907. ;11343, 11450 .. 11521, 11558 .. 11667 , 12336 .. 12406, 



3275 



Q 
C3 





12490. .12646, 12745 .. 13102, 


14362. .14658, 14810. 


.14928, 






15132. .15156, 16888. .16943, 


18697. .18770 


*■* 




Seq. No. 


3106 


Seq. ID 


OJ990922_ 


10.. 0128 


.C6 


Gene No. 


6672 


Strand' 








Start 


10907 


End 


18770 






Name 


OJ990922 10.0128.C6.o3.np 


Method 


AAT/NAP 






Start 


11379 


End 


14642 






GI 


4646203 


Score 


377 






Exons 


11379. .11505, 11610. .11698, 


11790. . 11888, 12424. 


.12652, 






12745. .13211, 13292. .13424, 


14553. .14642 






GI Descrip. 


(AC007230) Belongs to PF| 00026 Eukaryotic aspartyl protease 




family. [Arabidopsis thaliana] 








Seq. No. 


3106 


Seq. ID 


OJ990922_ 


10.0128 


.C6 


Gene No. 


6672 


Strand 








Start 


10907 


End 


18770 






Name 


OJ990922 10.0128.C6.o2.np 


Method 


AAT/NAP 






Start 


11784 


End 


15408 






GI 


6850312 


Score 


387 






Exons 


11784. .11883, 12336. .12388, 


12478. .12652, 12745. 


.13211, 






13292. .13424, 15336.. 15408 










GI Descrip. 


(AC009999) Contains similarity to nucellin from 


Hordeum 


vulgare 




gb|U87148. ESTs gb|T22068, 


gb|F14251, 


gb|F14237 


, gb|F14242 come 




from this gene.' [Arabidopsis 


thaliana] 








Seq. No. 


3106 


Seq. ID 


OJ990922_ 


10.0128 


.C6 




6672 


Strand 








Start 


10907 


End 


18770 






Name 


OJ990922 10.0128.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


12756 


End 


13420 






GI 


none 


Score 


91 






Exons 


12756. .12923, 12760 .. 12936, 


12966. .13208, 13304. 


.13420 




Seq. No. 


3107 


Seq. ID 


OJ990922_ 


10.0128 


.C7 


fipnp No 


6673 


Strand 








Start 


1674 


End 


1871 






Name 


OJ990922 10.0128.C7.ol.gs 


Method 


GENSCAN 






Start 


1674 


End 


1871 






GI 


none 


Score 


.64 






Exons 


1674. .1871 










Seq. No. 


3108 


Seq. ID 


OJ990922_ 


10.0128 


.C10 


Gen© No 


6674 


Strand 


+ 






Start 


1713 


* End 


1991 






Name 


OJ990922 10.0128.C10.ol.gs 


Method 


GENSCAN 






Start 


1713 


End 


1991 






GI 


none 


Score 


.54 






Exons 


1713. .1991 










Seq. No. 


3109 


Seq. ID 


OJ990922_ 


10.0128 


.Cll 


Gene No. 


6675 


Strand 


+ 






Start 


8370 


End 


9251 






Name 


OJ990922 10.0128.Cll.o3.gs 


Method 


GENSCAN 






Start 


8370 


End 


9251 






GI 


none 


Score 


.67 






Exons 


8370.. 8435, 8490.. 8601, 8857 


. .9251- 









3276 



Seq. No. 


3109 




Seq. ID 


OJ990922 


_10.0128 


.Cll 




6676 




Strand 


+ 






Start 


14365 




End 


16482 






Name 


OJ990922 10. 


0128.Cll.o2.np 


Method 


AAT/NAP 






Start 


14365 




End 


16482 






GI 


854065 




Score 


96 






Exons 


14365. .14417 


, 16048. .16125, 


16463. .16482 






GI Descrip. 


(X83413) U88 


: [Human herpesvirus 6] 










^1 0Q 




Seq. ID 


OJ990922 




ri i 


Gene No. 


6677 




Strand 








Start 


5651 




End 


7200 






Name 


OJ990922 10. 


m 9ft PI 1 n9 rrc 


Method 


GENSCAN 






Start 


5651 




End 


7200 






GI 


none 




Score 


.61 






Exons 


5651. .6700, 


£7ft7 79fi0 
D / 0 / . . /ZUU 










Con Mn 


?i oq 

JJ.U J 




Seq. ID 


OJ990922 


10 01 9R 


n 1 


Gene No. 


6677 




Strand 








Start 


5651 




End 


7200 






Name 


OJ990922 10. 


ni 9R ni ni fc 


Method 


TBLASTX: 


Soybean 




Start 


5657 




End 


5954 






GI 


none 




Score 


51 






Exons 


5657. .5.8:12, 


^794 ^ftfid ^870 


..5950, 5871. .5954 






Seq. No. 


3109 




Seq. ID 


OJ990922 


_10.0128 


.Cll 


belle LNO • 


DO// 




Strand 








Start 


5651 




End 


7200 






Name 


OJ990922 10. 


0128.Cll.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5801 




End 


6271 






GI 


none 




Score 


102 






Exons 


5801. .5842, 


5870. .5947, 5871 


..5960, 5954.. 6127, 


5994. .6032, 




6018. .6107, 


6134. .6271 










Seq. No. 


3109 




Seq. ID 


OJ990922 


_10.0128 


.Cll 




6677 




Strand 








Start 


5651 




End 


7200 






Name 


OJ990922 10. 


0128.Cll.ol.np 


Method 


AAT/NAP 






Start 


6001 




End 


6719 






GI 


6498435 




Score 


991 






Exons 


6001. .6719 












GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






oeq ■ LNO . 


3110 




Seq. ID 


OJ990922 


_10.0128 


.C12 


Gene No. 


6678 




Strand 


+ 






Start 


2590 




End 


3607 






Name 


OJ990922 10. 


0128.C12.o2.gs 


Method 


GENSCAN 






Start 


2590 




End 


3607 






GI 


none 




Score 


.82 






Exons 


2590. .2685, 


2846.. 3005, 3429 


. .3607 








Seq. No. 


3110 




Seq. ID 


OJ990922 


_10.0128 


-C12 


Gene No. 


6679 




Strand 


+ 






Start 


13344 




End 


18094 






Name 


OJ990922 10. 


0128.C12.ol.np 


Method 


AAT/NAP 






Start 


13344 




End 


18094 







3277 



GI 

Exons 



GI Descrip. 



6594672 Score 1218 

13344. .13460, 14589 .. 14743, 15943 .. 16093, 16234 164 13, 
16594. .16668, 16761 .. 16916, 17021 17119, 17227 17357 , 
17577. .17658, 17756.. 18094 

(AF118132) chloroplast outer envelope hexokinase 1 [Spinacia 
oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3110 
6679 
13344 

OJ990922JL0 
14556 
none 
14556. 
16594. 
17756. 



0128.C12.o4.gs 



14743, 
16668, 
18085 



14841, 
16761. 



14951, 
16916, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

15943 

17227 



16093, 
17357, 



OJ990922_ 
+ 

18094 
GENSCAN 
18085. 
.96 

16234. 
17577. 



10.0128.C12 



.16413, 
.17658, 



hi 
i.jt 



Seq. No. 3110 Seq. ID OJ990922_10 . 0128 . C12 

Gene No. 6679 Strand + 

Start 13344 End 18094 

Name OJ990922_10 . 0128 . C12 . ol .gp Method AAT/GAP 

Start 14559 End 16035 

GI 3090454 Score 477 

Exons 14559. .14743, 15943.. 16035 

GI Descrip. 28 3337 8 /sp | Q42525 | HXK_ARATH 1.0e-13 HEXOKINASE >gi_619928 
(U18754) hexokinase [Arabidopsis thaliana] 

>gi_1582383_prf 2118367A hexokinase [Arabidopsis thaliana] 



Seq. No. 3110 

Gene No. 6680 

Start 22907 

Name OJ990922_10 . 0128 . C12 . o4 . gp 

Start 22907 

GI 4138298 

Exons 22907. .23110 

GI Descrip. 4138299/emb | CAA75509 | 4.0e-97 
[Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_ 
+ 

23110 
AAT/GAP 
23110 
260 



10.0128.C12 



(Y15219) transcriptional activator 



: ;f Seq. No. 3110 Seq. ID 

L-3 Gene No. 6681 Strand 

!|3 Start 33648 End 

Name OJ990922_10 . 0128 . C12 . o7 . gs Method 

Start 33648 End 

GI none Score 

Exons 33648.-33722, 34685.. 34798 



OJ990922_10.0128.C12 
+ 

34919 
GENSCAN 
34798 
.8 



Seq. No. 3110 Seq. ID OJ990922_10 . 0128 . C12 

Gene No. 6681 Strand + 

Start 33648 End- 34919 

Name OJ990922_10 . 0128 . C12 . o5 . np Method AAT/NAP 

Start 33661 End 34919 

GI 5922620 Score 234 

Exons 33661. .33695, 34 080 .. 34 4 10, 34457 .. 34 648 , 34685. .34919 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 



3278 



protein [Oryza sativa] 



Seq. No. 3110 Seq. ID 

Gene No. 6682 Strand 

Start 714 End 

Name OJ990922_10 . 0128 . C12 . ol . gs Method 

Start 714 End 

GI none Score 

Exons 714.. 1037 



OJ990922_10.0128.C12 

1037 
GENSCAN 
1037 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3110 
6683 
3913 

OJ990922_10 . 0128 . C12 . o3 . gs 

3913 

none 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 10490 

Method GENSCAN 

End 10490 

Score .73 



3913. .4284, 4367. .4438, 4903. .4979, 5319. .5339, 7716. .7955, 
10063. .10228, 10482. .10490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3110 Seq. ID 

6684 Strand 

18879 End 

OJ990922_10 . 0128 . C12 . o2 . gp Method 

18729 End 

426360 Score 



OJ990922_10.0128.C12 

27127 
AAT/GAP 
19597 
612 



18729. .18952, 19038 .. 19128 , 19561. .19597 

2511570/emb | CAA73617 . 1 | 2.0e-18 (Y13174) multicatalytic 

endopeptidase [Arabidopsis thaliana] 



i 8 J 


Seq. No. 


3110 




Seq. ID OJ990922_ 


10.0128. 


C12 




Gene No. 


6684 




Strand 








Start 


18879 




End 27127 








Name 


OJ990922 10.0128.C12 


.o5.gs 


Method GENSCAN 








Start 


18879 




End 27127 






□ 


GI 


none 




Score .81 






•sjj 


Exons 


18879. .18952, 19038. 


.19128, 


19561. .19659, 19802. 


.19906, 




M 




19991. .20060, 20171. 


.20267, 


20408. .20527, 21037. 


.21183, 








21621. .21729, 24473. 


.24536, 


24620. .24791, 24888. 


.25189, 








25266. .25329, 26187. 


.26358, 


26458.-26586, 26673. 


.26777, 




: : =? 




26897.. 27127 










T : 


Seq. No. 


3110 




Seq. ID OJ990922_ 


10.0128. 


C12 




Gene No. 


6684 




Strand 








Start 


18879 




End 27127 








Name 


OJ990922 10.0128.C12 


. o2 . np 


Method AAT/NAP 








Start 


18882 


End 21180 








GI 


3421104 




Score 948 








Exons 


18882. .18949, 19038. 


.19128, 


19561. .19659, 19802. 


.19906, 








19991. .20060, 20171. 


.20267, 


20408. .20549, 21037. 


.21180 






GI Descrip. 


(AF043531) 20S proteasome beta subunit PBB2 [Arabidopsis 








thaliana] 












Seq. No. 


3110 




Seq. ID OJ990922_ 


10.0128. 


C12 




Gene No. 


6684 




Strand 








Start 


18879 




End 27127 








Name 


OJ990922 10.0128.C12 


.o3.gp 


Method AAT/GAP 








Start 


19601 




End 21766 







3279 



GI 17849_1.R1084 Score 1369 

Exons 19601. .19659, 19802 .. 19906, 19991 .. 20060, 20171 20267, 

20408. .20549, 21037 21183, 21621.. 21766 
GI Descrip. 1 283337 8 /sp | Q42525 | HXK_ARATH 1.0e-13 HEXOKINASE >gi_619928 

(U18754) hexokinase [Arabidopsis thaliana] 

>gi_1582383_prf 2118367A hexokinase [Arabidopsis thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3110 Seq. ID 

6684 Strand 

18879 End 

OJ990922_10 . 0 128 . C12 . o3 . np Method 

23485 End 

4093155 Score 



OJ990922_10 . 0128 . C12 

27127 
AAT/NAP 
25136 
289 



23485. .23532, 24485.-24536, 24620 24736, 24869.. 25136 
(AF088281) phytochrome-associated protein 1 [Arabidopsis 
thaliana] 



Seq. No. 3110 

Gene No. 6684 

Start 18879 

Name OJ990922_10 .0128. C12 . o5 . gp 

Start 25115 

GI 427507 
Exons 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 27127 

Method AAT/GAP 

End 25751 

Score 708 



25115. .25145, 25268.-25329, 25450.. 25751 



rii 

: t 
:t i z 

iy 

.: ss. 

u 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3110 
6685 
31513 

OJ990922_10 . 0128 . C12 . 06 . gs 

31513 

none 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 33332 

Method GEN SCAN 

End 33332 

Score .92 



31513. .31619, 32957. .32977, 33257.. 33332 



3110 
6686 
33522 

OJ990922_10.0128.C12, 

14607 

none 

14607. .14744, 15941.. 
16228. .16284, 16308., 
16594. .16674, 16761., 
17020. .17118, 17021., 
17569. .17661, 17574., 
17894. .18079, 17896., 



ol. tc 



16078, 
16415, 
16919, 
17119, 
17660, 
18033 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 34866 
' Method TBLASTX: Cress 

End 18079 

Score 98 
15946. .16095, 15947 .. 16090, 
16309. .16416, 16575. .16673, 
16761. .16916, 16763. .16927, 
17224. .17358, 17226 .. 17357, 
17753. .17893, 177 64 .. 17874 , 



Seq. No. 3110 
Gene No. 6686 
Start .33522 

Name OJ990922JL0 . 0128 . C12 . ol . ts 

Start - 14607 

GI none 

Exons 14607. .14744, 15938 .. 16084 , 

16228. .16284, 16304 .. 16387 , 
16309. .16416, 16312. .16446, 
16761. .16919, 16761. .16916, 
17021. .17119, 17224. .17358, 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 34866 

Method TBLASTX : Soybean 

End 18079 

Score 78 
15946. .16089, 15947 .. 16090, 
16308. .16412, 16308. .16415, 
16593. .16673, 16594 .. 16674 , 
16763. .16927, 17020 .. 17118 , 
17226. .17357, 17569 .. 17661, 



3280 



17569. .17634, 17753 17875, 17753 17806, 177 64 17874 , 
17884. .18033, 17885 .. 18079, 17930. .18079 



Seq. No. 3110 
Gene No. 6686 
Start 33522 

Name OJ990922_10 . 0128 . C12 . ol . tm 

Start 14616 
GI none 

Exons 14616. .14744, 1594 6 16089, 

16228. .16293, 16233 16286, 
16575. .16673, 16594 .. 16674 , 
17020. .17118, 17021. .17119, 
17568. .17651, 17569 17649, 
■ 17897. .18076, 17902.. 18033 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 34866 

Method TBLASTX : Mai ze 

End 18076 

Score 73 
15947. .16090, 15947 .. 16090, 
16308. .16415, 16309. .16416, 
16761. .16919, 16763. .16954, 
17224. .17358, 17226 17357 , 
17756. .17875, 177 61 1787 1, 



Seq. No. 3110 

Gene No. 6686 

Start 33522 

Name OJ990922_10 . 0128 . C12 . o2 . tw 

Start 16593 

GI none 
Exons 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 34866 

Method TBLASTX : Wheat 

End 16864 

Score 113 



16593. .16673, 16594 .. 16674 , 16752 .. 16856, 167 60 .. 168 64 , 
16761.. 16862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3110 
6686 
33522 

OJ990922_10 . 0128 . C12 . o2 . tm 
18867 



End 

Method 
End 

none Score 
18867. .18899, 18897 .. 18950, 19039 
19561. .19650, 19561. .19659, 19787 
19803. .19904, 19988 .. 20083, 1998 9 .. 20066, 20168 .. 20269, 
20185. .20268, 20405 .. 20554 , 204 09 2054 9, 21035 .. 21178 , 
21037. .21189, 21037.. 21177 



Seq. ID OJ990922_10.0128.C12 
Strand 

34866 

TBLASTX: Maize 
21189 
164 

19131, 19040. .19129, 
19903, 19794. .19907, 



; 5x Seq. No. 3110 
Gene No. 6686 
^ Start 33522 

!3 Name OJ990922_10 . 0128 .C12 . o2 . tc 

Start 18876 
- GI none 
Exons 18876. 

19552. 
19808. 



,18899, 
,19659, 
,19903, 
20171. .20269, 
20420. .20551, 



18900. 
19561. 
19988'. 
20185. 
20445. 



18968, 
19650, 
20065, 
20268, 
20561, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19048 

19787 

19988 

20404 

21037 



OJ990922 10.0128.C12 



34866 

TBLASTX: Cress 
21163 
80 

19131, 19049. .19132, 
19903, 19794 . .19901, 
20110, 19992. .20084, 
20550, 20409. .20549, 
21162, 21041.. 21163 



Seq. No. 3110 

Gene No. 6686 

Start 33522 

Name OJ990922_10 . 0128 . C12 . o2 . ts 

Start 19793 

GI none 
Exons 



34866 

TBLASTX : Soybean 
21177 
127 

19793. .19903, 197 94 .. 19904 , 197 97 .. 19904 , 19988 .. 20083 ,. 
19992. .20084, 20171 .. 20269, 20185 .. 20268, 204 09 2054 9, 



Seq. ID OJ990922_10.0128.C12 
Strand 
End 

Method 
End 
Score 



3281 



20410. .20550, 21037 21177, 21041.. 21163 



Seq. No. 3110 

Gene No. 6686 

Start 33522 

Name OJ990922_10 . 0128 . C12 . ol . tw 

Start 20180 

GI none 

Exons 20180. .20269, 20185 20268, 20186 20269, 20405 
.20409. .20549, 21040 21186, 21040 21177, 21050 



Seq. ID OJ990922_10.0128.C12 
Strand 

End 34866 
Method TBLASTX : Wheat 
End 21193 
Score 107 

20554, 
21193 



Seq. No. 3110 Seq. ID 

Gene No. 6686 Strand 

Start 33522 End 

Name OJ990922_10 . 0128 . C12 . o3 . tc Method 

Start 24619 End 

GI none Score 

Exons 24619. .24693, 24883 .. 25005, 24962 .. 25006, 25084 .. 25131, 
25109.. 25147 



OJ990922_10.0128.C12 
34866 

TBLASTX: Cress 
25147 
62 



Seq. No. 

Gene No. 

Start 
. S q; Name 
*' 9 i Start 
Q GI 
IIH Exons 
!"y 

.: — 

1 7; Seq. No. 
'' S Z Gene No. 

Start 
i'lJ Name 

Start 

Exons 



3110 
6686 
33522 

OJ9.90922_10 . 0128 . C12 . o3 . ts 

24622 

none 

24622. .24693, 24883 .. 25005, 
25112. .25147 

3110 
6686 
33522 

OJ990922_10.0128.C12.o3.tm 

24640 

none 

24640. .24705, 24 640 .. 24705, 
24886. .25023, 25084 .. 25149, 
25456. .25506, 25511. .25555 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_10.0128.C12 
34866 

TBLASTX: Soybean 

25147 

61 



24962. .25006, 25057 .. 25134 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24685 

25109 



OJ990922 10.0128.C12 



34866 

TBLASTX: Maize 
25555 
73 

24738, 24883. .25005, 
25138, 25266. .25307, 



Seq. No. 3110 Seq. ID OJ990922_10 . 0128 . C12 

Gene No. 6686 Strand 

Start 33522 End 34866 

Name OJ990922_10 . 0128 . C12 . o4 . np Method AAT/NAP 

Start 33522 End 34866 

GI 6630699 Score 69 

Exons 33522. .33605, 34826.. 34866 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 3111 Seq. ID OJ990922 

Gene No. 6687 Strand + 

Start 1 End 568 

Name OJ990922_10 . 0128 . CI 4 . ol . np * Method AAT/NAP 

Start 1 End 568 

GI 6633833 - Score . 200 

Exons 1..331, 535.. 568 



10.0128.C14 



3282 



GI Descrip. (AC009519) F1N19.4 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3111 
6687 
1 

OJ990922_10.0128.C14.ol.tm 
1 

none 



Seq. ID OJ990922_10.0128.C14 

Strand + 

End 568 

Method TBLASTX : Mai ze 

End 567 

Score ' 418 



1..186, 2. .379, 3. .350, 185. .373, 305. .439, 385.-432, 433. .528, 
434.-544, 531. .563, 532. .567 



3111 
6687 
1 

OJ990922_10.0128.C14.ol.tc 

2 

none 

2. .169, 8. .139, 191. .355 



Seq. ID OJ990922_10.0128.C14 

Strand + 

End 568 

Method TBLASTX : Cress 

End 355 

Score 147 



Li! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3111 
6687 
1 

OJ990922JL0 . 0128 . C14 . ol . gs 
76 

none 
76.-559 



Seq. ID OJ990922_10.0128.C14 

Strand + 

End 568 

Method GENSCAN 

End 559 

Score .52 



Seq. ID OJ990922_10.0128.C14 
Strand + 

568 

AAT/GAP 
568 
847 



3111 
6687 
1 

OJ990922_10.0128.C14 .ol.gp 
140 

5607405 
140. .568 

44 15931 /gb | AAD20161 | 8.0e-42 (AC006418) unknown protein 
[Arabidopsis thaliana] >gi_4559393_gb_AAD23053 . 1_AC006526_18 
(AC006526) unknown protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



3112 
6688 
13 

OJ990922_10. 0128. C18. ol.gp 
13 

2428323 
13.. 258 * 

5803242/dbj IAP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. ID OJ990922_10.0128.C18 

Strand + 

End 258 

Method AAT/GAP 

End 258 

Score 406 



Seq. No. 3113 

Gene No. 668 9 

Start 1 

Name ' OJ990922_10 . 0128 . C19 . ol . np 

Start 1 

GI 4680203 

Exons 1. . 187 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990922_10.0128.C19 

Strand + 

End 187 

Method AAT/NAP 

End 187 

Score 245 



3283 



□ 



hi 

ru 

u 

a- 



Seq. No. 


3113 


Seq. ID 


OJ990922_10.0128.C19 




DDO -7 




4- 


Start 


1 


End 


187 


Name 


OJ990922 10.0128.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


164 


GI 


none 


Score 


203 


Exons 


2. .160, 3. .164 






Seq. No. 


3113 


Seq. ID 


OJ990922_10.0128.C19 


bene no . 


DDO 5 


o L lanQ 


_1_ 
i 


Start 


1 


End 


187 


Name 


OJ990922 10.0128.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5 


End 


179 


GI 


none 


Score 


174 


Exons 


5. .163, 6. .164, 6. .179 






Seq. No. 


3114 


Seq. ID 


OJ990922_10.0128.C21 


Gene No. 


6690 


Strand 


+ 


Start 


1197 


End 


1298 


Name 


OJ990922 10.0128.C21.ol.gp 


Method 


AAT/GAP 




1197 


End 


1298 


GI 


1631463 


Score 


174 


Exons 


1197. .1298 






GI Descrip. 


4 680178/gb|AF111709.1|AF111709 5.0e-81 


Oryza sativa subsp. 




inciica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 




retrotransposon, complete : 


sequences; and unknown genes 


Seq. No. 


3114 


Seq. ID 


OJ990922_10.0128.C21 


Gene No. 


6691 


Strand 




Cfarf 
o Lai L. 


493 


End 


1298 


Name 


OJ990922 10.0128.C21.ol.np 


Method 


AAT/NAP 


Start 


493 


End 


1298 


GI 


4680183 


Score 


239 


Exons 


493.. 582, 1192.. 1298 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


3115 


Seq. ID 


OJ990922_10.0128.C22 


bene ino . 


6692 


Strand 




Start 


90 


End 


557 


Name 


OJ990922 10.0128.C22.ol.gs 


Method 


GENSCAN 


Start 


90 


End 


464 


GI 


none 


Score 


.93 


Exons 


90. .464 






Seq. No. 


3115 


Seq. ID 


OJ990922_10.0128.C22 


Gene No. 


6692 


Strand 




uLal L 


90 


End 


557 


Name 


OJ990922 10.0128.C22.ol.np 


Method 


AAT/NAP 


Start 


141 


End 


557 


GI 


4835245 


Score 


265 


Exons 


141.. 211, 296.. 557 






GI Descrip. 


(AL049862) putative mitochondrial protein [Arabidopsis thaliai 


Seq. No. 


3115 


Seq. ID 


OJ990922_10.0128 .C22 


Gene No. 


6692 


Strand 




Start 


90 


End 


557 


Name 


OJ990922 10.0128.C22.ol.tm 


Method 


TBLASTX: Maize 



3284 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
i'3 Name 
i."5 Start 
m GI 
J[!| Exons 

: i s 
i = 

Q Seq. No. 

LJ Gene No. 

p Start 

::;"= Name 

j y Start 

U Exons 

GI Descrip. 

!=l Seq. No. 
*;f Gene No. 
^ Start 
Q Name 
- Start 
GI 

Exons 

GI Descrip. 



557 
151 



282 End 

none Score 
282.. 557, 406.. 555 

3115 . Seq. ID 

6692 Strand 

90 . End 

OJ990922_10 . 0128 . C22 . ol . ts Method 

297 End 

none Score 
297. .557, 397. .549, 438. .557 

3115 Seq. ID 

6692 Strand 

90 End 

OJ990922JL0 . 0128 . C22 . ol . tc Method 

306 End 

none Score 
306. .557, 435. .551 

3115 Seq. ID 

6692 Strand 
90 End 
OJ990922_10 . 0128 . C22 . ol . tw Method 
306 End 
none' Score 
306-.. 548, 435. .551 

3116 

6693 Strand 
1 End 
OJ990922_10 . 0128 . C23 . ol . np Method 
1 End 
4680186 Score 
1..37, 1450. .1657 

(AF111709) unknown [Oryza sativa subsp . • indica] 



OJ990922JL0 . 0128 . C22 
557 

TBLASTX: Soybean 
557 
130 



OJ990922_10.0128.C22 
557 

TBLASTX: Cress 
557 
85 



OJ990922_10.0128.C22 
557 

TBLASTX: Wheat 
551 
91 



Seq. ID OJ990922_10.0128.C23 
+ 

1657 
AAT/NAP 
1657 
231 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922 10.0128.C23 



3116 
6694 
1204 

OJ990922_10 . 0128 . C23 . ol . gp 
1204 

uC-osflcyp033a04bl 
1204. .1586 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



1586 
AAT/GAP 
1586 
688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3116 Seq. ID OJ990922_10 . 0128 . C23 

6695 * Strand 

2052 End 2569 

OJ990922_10 . 0128 . C23 . o2 . np Method AAT/NAP 

2052 End 2569 

6907087 Score 141 

2052.. 2153, 2534.. 2569 

(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



3285 



Seq. No. 3117 

Gene No. - 6696 

Start 1 

Name OJ990922_10 . 0128 . C24 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..1209 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990922_10.0128.C24 
Strand + 

1209 
AAT/GAP 
1209 
2030 



End 

Method 

End 

Score 



Seq. No. 3117 

Gene No. 6696 

Start 1 

Name OJ990922_10 . 0128 .C24.ol.np 

Start 1 

GI 4680203 

Exons 1. .1000 

GI Descrip. "(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990922_10.0128.C24 

Strand + 

End 1209 

Method AAT/NAP 

End 1000 

Score 971 





Corf Wrt 


"3117 

j j. j. / 


Seq. ID 


OJ990922_10.0128 






Gene No. 


6696 


Strand 


+ 






Start 


1 


End 


1209 






Name 


OJ990922 10.0128.C24.ol.tc 


Method 


TBLASTX: Cress 




: =3 


Start 


2 ' 


End 


366 




1 


GI 


none 


Score 


226 




:=i t 
i LS 


Exons 


2. .361, 3. .365, 3. .365, 115.. 


366 






i!3 

y 


oeq. wo. 


Oil / 


Seq. ID 


OJ990922_10.0128 


CO A 




Gene No. 


6696 


Strand 


+ 




*st=f 


Start 


1 


End 


1209 




ru 


Name 


OJ990922 10.0128.C24.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2 


End 


946 






GI 


none 


Score 


342 






Exons 


2. .484, 3. .500, 115. .549, 487 


. .531, 542. .586, 542. .586, 








589. .684, 590. .652, 631. .771, 


632. .772 


, 700. .780, 785.. 


865, 






854. .946, 880. .945 








W 

!. ! 


Seq. No. 


3118 


Seq. ID 


OJ990922_10.0128 


.C25 


y 


Gene No. 


6697 


Strand 








Start 


1 


End 


714 






Name 


OJ990922 10-0128. C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End ' 


714 






'GI 


4680179 


Score 


1255 






Exons 


1. .714 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


3118 


Seq. ID 


OJ990922_10.0128 


.C25 




Gene No. 


6697 


Strand 








Start 


1 


End 


714 






Name 


OJ990922 10.0128.C25.ol.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


375 






GI 


none 


Score 


131 






Exons 


1..375, 2. .334 










Seq. No. 


3118 


Seq. ID 


OJ990922_10.0128 


.C25 




Gene No. 


6697 


Strand 







3286 



Start 1 End 

Name OJ990922_10 . 0128 . C25 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..231, 2.-226 

Seq. No. 3118 Seq. ID 

Gene No. 6697 Strand 

Start 1 End 

Name OJ990922_10 . 0128 . C25 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..138, 2.. 136, 139.. 312 

Seq. No. 3118 Seq. ID 

Gene No. 6697 Strand 

Start 1 End 

Name . OJ990922_10.0128.C25.ol.tw Method 

Start 19 End 

GI none Score 

Exons 19.. 546, 20.. 427, 52.. 465 

Seq. No. 3118 Seq. ID 

Gene No. 6697 Strand 

Start 1 End 

Name OJ990922_10 . 0128 .C25 . ol . gs Method 

Start 29 ' End 

GI none Score 

Exons 29.. 64 5 



714 

TBLASTX : Soybean 

231 

121 



OJ990922_10.0128.C25 
714 

TBLASTX: Cress 

312 

81 



OJ990922_10.0128.C25 
714 

TBLASTX: Wheat 

546 

315 



OJ990922_10.0128.C25 
714 

GENSCAN 

645 

.49 



Seq. No. 3118 Seq. ID 

Gene No. 6697 Strand 

Start 1 End 

Name OJ990922_10 . 0128 . C25 . o2 . tm Method 

Start 586 End 

GI none Score 

Exons 586.. 714, 590.. 631 



OJ990922_10.0128.C25 
714 

TBLASTX: Maize 

714 

57 



Seq. No. 3118 Seq. ID 

Gene No. 6697 Strand 

Start , 1 End 

Name OJ990922_10 .0128 . C25 . o2 . tw Method 

Start 586 End 

GI none Score 

Exons 586.. 708, 586.. 714, 668.. 712 



OJ990922_10.0128.C25 
714 

TBLASTX: Wheat 

714 

85 



Seq. No. 3119 
Gene No. 6698 
Start 1 

Name OJ990922_10 . 0128 . C26 . ol . np 

Start 1 

GI 6907087 

Exons 1..473 

GI Descrip. (AP001129) ESTs C72771 (E2215) 
region of the predicted gene, 
sativa] 



Seq. ID OJ990922_10.0128.C26 

Strand + 

End 473 

Method AAT/NAP 

End 473 

Score 394 

,AU082313 (E2215) correspond to a 
; hypothetical protein [Oryza 



3287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



OJ990922 10.0128.C27 



3120 Seq. ID 

6699 Strand 

1 End 611 

OJ990922_10 . 0128 . C27 . ol . np Method AAT/NAP 

1 End 611 

4680179 Score 1039 
1. .611 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



3120 
6699 
1 

OJ990922_10.0128.C27.o2.tw 
1 

none 

1..153, 1..180 

3120 
6699 
1 

OJ990922_10.0128.C27.ol.tm 
28 

none 

28. .468, 41. .466, 466. .609, 473. .610 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



3120 Seq. ID 

6699 Strand 

1 End 
OJ990922_10 . 0128 . C27 . ol . gs Method 

4 9 End 

none Score 
49. .552 



OJ990922_10.0128.C27 
611 

TBLASTX: Wheat 

180 

60 



OJ990922_10.0128.C27 
611 

TBLASTX: Maize 

610 

264 



OJ990922_10.0128.C27 
611 

GEN SCAN 

552 

.97 



Seq. No. 3120 

Gene No..' 6699 

Start 1 

Name OJ990922_10 . 0128 . C27 . ol . tw 

Start . 181 

GI none 

Exons 181.. 609, 182.. 601, 460.. 603 

Seq. No. 3121 

Gene No. 6700 

Start 61 

Name OJ990922_10 . 0128 . C29 . ol . gs 

Start 61 

GI none 

Exons 61.. 362 



Seq. ID OJ990922_10.0128.C27 
Strand 

End 611 

Method TBLASTX: Wheat * 

End 609 

Score 263 



Seq. ID OJ990922_10.0128.C29 

Strand + 

End 362 

Method GEN SCAN 

End 362 

Score . 97 



Seq. No. 3121 Seq. ID OJ990922_10 . 0128 . C29 

Gene No. 6701 - Strand 

Start 25 End 366 

Name OJ990922_10 . 0128 . C29 . ol . np Method AAT/NAP 

Start 25 End 366 

GI 6907087 . Score 118 

Exons 25.. 123, 225.. 366 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 



3288 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

Seq. No. 3122 Seq. ID OJ990922_10 . 0128 .C30 

Gene No. 6702 Strand 

Start 217 End 743 

Name OJ990922_10 . 0128 .C30 .ol .np Method AAT/NAP 

Start 217 End 743 

GI 6721559 Score 242 

Exons 217.. 356, 385.. 743 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 3122 Seq. ID 

Gene No. 6702 Strand 

Start 217 End 

Name OJ990922_10 . 0128 . C30 . ol . gs Method 

Start 405 End 

GI none Score 

Exons 405.. 724 



OJ990922_10.0128.C30 
743 

GENSCAN 

724 

.53 



i.l 



i y 



Seq. No. 3123 Seq. ID 

Gene No. 6703 Strand 

Start 109 End 

Name OJ990922_10 . 0128 . C31 . ol . np Method 

Start 109 End 

GI 5042454 Score 

Exons 109.. 335, 720.. 759 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ990922_10 . 0128 -C31 
759 

AAT/NAP 
759 
128 



i y 



Seq. No. 3124 Seq. ID OJ990322_04 . 0128 . CI 

Gene No. 6704 Strand 

Start 1 End 612 

Name OJ990322_04 . 0128 . CI . ol . np Method AAT/NAP 

Start 1 End 142 

GI 5441880 Score 150 

Exons 1..142 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


3124 


Seq. ID 


OJ990322_04.0128 


.CI 


Gene No. 


6704 


Strand 






Start 


1 


End 


612 




Name 


OJ990322 04.0128.Cl.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


612 




GI 


none 


Score 


.82 




Exons 


13.. 274, 407.. 612 








Seq. No. 


3125 


Seq. ID 


OJ990322_04.0128 


.C2 


Gene No. 


6705 


Strand 






Start 


945 


End 


1220 




Name 


OJ990322 04.0128.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


945 


End 


1220 




GI 


none 


Score 


62 




Exons 


945. .1046, 948. .1028, 1041. 


.1220, 1126 


. .1203 





3289 



O rt /-V XT ,A 

beg. no. 






beg. iu 


C\A HI OQ 




Gene No. 


6706 




Strand 


+ ~ 




Start 


359 




End 


489 




Name 


OJ990322 04. 0128. C3. 


ol.gs 


Method 


GEN SCAN 




Start 


359 




End 


489 




GI 


none 




Score 


.79 




Exons 


359. .489 










O rt rt- XT 

beg. no. 






beg. iu 


ATQQmOO C\A moo 




Gene No. 


6707 




Strand 


+ 




Start 


119 




End 


446 




Name 


OJ990322 04. 0128. C5. 


ol.gs 


Method 


GENSCAN 




Start 


119 




End 


446 




GI 


none 




Score 


.68 




Exons 


119. .220, 331. .446 










O y\ rtr NT 

beg. no. 






Crt.rt- t n 

beg. iu 


ATQQmOO CiA OIOQ 


.to 


Gene No. 


6708 




Strand 






Start 


1422 




End 


1581 




Name 


OJ990322 04. 0128. C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


8 




End 


144 




GI 


- none 




Score 


99 




Exons 


8. .139, 16. .144 










beg. no. 






beg. iu 




r*rt 


Gene No. 


6708 




Strand 






Start 


1422 




End - 


1581 




Name 


OJ990322 04. 0128. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


263 




End 


632 




GI 


none 




Score 


105 




Exons 


263. .541, 264. .629, 


264. .632 








O rt rt* M rt 

beg. no. 


OQ 




Ort rt* TT> 

beg. id 






Gene No. 


6708 




Strand 






Start 


1422 




End 


1581 




Name 


OJ990322 04. 0128. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


357 




End 


822 




GI 


none 




Score 


37 




Exons 


357.. 395, 456.. 821, 


463. .495, 


610. .822, 


617. .781, 640.. 


822 


O rt rt- XT rt 

beg. no. 


*3 1 O Q 




c rt rt- Tn 

beg. iu 




.Lb 


Gene No. 


6708 




Strand 






Start 


1422 




End 


1581 




Name 


OJ990322 04. 0128. C6. 


ol .gs 


Method 


GENSCAN 




Start 


1422 




End 


1581 




GI 


none 




Score 


.61 




Exons . 


1422. .1581 










Seq. No. 


3129 




Seg. ID 


OJ990322_04.0128 


.C7 


Gene No. 


6709 




Strand 


+ 




Start 


299 




End 


1993 




Name 


OJ990322 04. 0128. C7. 


ol .gs 


Method 


GENSCAN 




Start 


299 




End 


1993 




GI 


none 




Score 


.44 




Exons 


299. .349, 1917. .1993 









3290 



Seq. No. 3129 Seq. ID OJ990322_04 . 0128 .C7 

Gene No, 6710 Strand 

Start 4502 End 6151 

Name OJ990322_04 . 0128..C7 .ol.np Method AAT/NAP 

Start 4502 End 6151 

GI 6016874 Score 339 

Exons 4502.. 4533, 5897.. 6151 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) . [Oryza sativa] 



Seq. No. 3130 Seq. ID 

Gene No. 6711 Strand 

Start 999 End 

Name OJ990322_04 . 0128 . C8 . ol . np Method 

Start 543 End 

GI 5668793 Score 

Exons 543.. 642, 741.. 804, 1046.. 1262, 1425. 
GI Descrip. 



OJ990322_04.0128.C8 
+ 

1462 
AAT/NAP 
1462 
248 
1462 



(AC007519) Similar to gb|U39782 lysine and histidine specific 
transporter from Arabidopsis thaliana. EST gb|Z17527 comes from 
this gene. 



US 
I s ! E 



i.1 



-4 



Seq. No. 3130 

Gene No. 6711 

Start 999 

Name OJ990322_04 .0128 . C8 . o2 . gs 

Start 999 

GI none 

Exons 999.. 1258, 1352.. 1367 

Seq. No. 3130 

Gene No. 6712 

Start 59 

Name OJ990322_04 . 0128 . C8 . ol . gs 

Start 59 

GI none 

Exons 59.. 132. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990322_04.0128.C8 
+ 

1462 
GENSCAN 
1367 
.46 



OJ990322 04. 0128. C8 



132 

GENSCAN 

132 

.54 



^ Seq. No. 3131 Seq. ID 

; ;f Gene No. 6713 ~ Strand 

U Start • 1 End 

Name OJ990322_04 . 0128 . C9 . ol . np Method 

Start 1 End 

GI 5668793 Score 

Exons 1..132, 1484. .1617, 2174. .2601, 2704. 
GI Descrip. 



OJ990322_04.0128.C9 
+ 

4762 
AAT/NAP 
3424 
1704 

2835, 2939. .3424 



(AC007519) Similar to gb|U39782 lysine and histidine specific 
transporter from Arabidopsis thaliana. EST gb|Z17527 comes from 
this gene. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3131 
6713 
1 

OJ990322_04 . 0128 . C9 . o2 . np 
1 

5262156 

1..81,. 2363. .2431, 4496. .4762 

(AL080237) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990322_04.0128.C9 

Strand + 

End 47 62 

Method AAT/NAP 

End 47 62 

Score 156 



3291 




Seq. No. 










Seq. ID 


ujyyujzz u4.uizo.cy 


Gene No. 


6713 








Strand 


+ 


Start 


1 








End 


4762 


Name 


OJ990322 04 


.0128 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1484 








End 


3427 


GI 


none 








Score 


.57 


Exons 


1484. .1617, 


2228 


. .2601, 


2939. 


.3427 




seq. no. 


Jlol 








seq. iu 




Gene No. 


6714 








' Strand 




Start 


4269 








End 


5649 


Name 


OJ990322 04 


.0128 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1484 








End 


1627 


GI 


none 








Score 


229 


Exons 


1484. .1627, 


1485 


. .1622 








Seq. No. 


3131 








Seq. ID 


OJ990322_04.0128.C9 


Gene No . 


b / 14 








Strand 




Start 


4269 








End 


5649 


Name 


OJ990322 04 


.0128 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2196 








End 


3280 


GI 


none 








Score 


71 


Exons 


2196. .2459, 


2197 


.'.2601, 


2205. 


.2597, 2701.. 2835, 2706.. 2831, 




2947. .3267, 


2948 


. .3184, 


3248. 


.3280 




Seq. No. 


3131 








Seq. ID 


OJ990322_04.0128.C9 


Gene No. 


6714 








Strand 




btarr 


4zby 








End 


5649 


Name 


OJ990322 04 


.0128 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2281 








End 


3115 


GI 


none 








Score 


424 


Exons 


2281. .2601, 


2281 


. .2469, 


2283. 


.2597, 2700.. 2831, 2701.. 2835, 




2706. .2831, 


2939 


. .2968, 


2951. 


.3067, 2971.. 3075, 2972.. 3076, 




3050. .3115, 


3067 


. .3111 








Seq. No. 


3131 








Seq. ID 


OJ990322_04.0128.C9 


Gene No . 


0 / 14 








Strand 




Start 


4269 








End 


5649 


Name 


OJ990322 04 


.0128 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2469 








End 


2835 


GI 


none 








Score 


116 


Exons 


2469. .2603, 


2469 


. .2600, 


2470. 


.2619, 2471.. 2602, 2699.. 2833, 




2700. .2834, 


.2701 


. .2835, 


2702. 


.2833, 2703.. 2834 


Seq. No. 










Seq. ID 


OJ990322_04.0128.C9 


Gene No. 


6714 








Strand 




Start 


4269 








End 


5649 


Name 


OJ990322 04 


.0128 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3008 








End . 


3130 


GI 


none 








Score 


191 


Exons 


3008. .3130, 


3013 


. .3123 








Seq. No. 


3131 








Seq. .ID 


OJ990322_04.0128.C9 


Gene No. 


6714 








Strand - 




Start 


4269 - 








End 


5649 


Name 


OJ990322 04 


.0128 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 



3292 



Start 


3131 






End 


3418 




GI 


none 






Score 


89 




Exons 


3131. .3184, 


3131. 


.3295, 3136. 


.3417, 3136.. 3417, 3248.. 3418 


Seq. No. 


3131 






Seq. ID 


rxTQQmoo n a ai oo 


. ty 


Gene No. 


/-") 1 A 

6714 






btrana 






Start 


4269 






End 


od4 y 




Name 


OJ990322 04 


.0128. 


C9.o2.gs 


Metnod 


GENSCAN 




Start 


4269 






bna 


CC/I ft 




GI 


none 






Score 


.61 




Exons 


4269. .4285, 


5330. 


.5421, 5555. 


.5649 






Seq. No. 


3131 






beq. ID 


ujyyujz^ U4 . ui^o 


. ty 


Gene No. 


6714 






Strand 






Start 


4269 






End 


oo4 y 




Name 


OJ990322 04 


.0128. 


C9.o3.tm 


Metnod 


l bLiAb 1 a : Mai z e 




Start 


4495 






End 


/I *7 A Q 

4 /uy 




GI 


none 






Score 


227 




Exons 


4495. M671, 


4495. 


.4677, 4497. 


.4709 






Seq. No. 


3131 






Seq. ID 


OTOQATOO A/1 moo 


. cy 


Gene No. 


6714 






Strand 






Start 


4269 






End 


od4 y 




Name 


OJ990322 04 


.0128. 


C9.o3. ts 


Metnod 


l BiiAb l a : boyoean 




Start 


4495 






End 


a n r\r\ 

4 / UU 42 




GI 


none 






Score 


219 




Exons 


4495. .4680, 


4496. 


.4681, 4497. 


.4700 






Seq. No. 


3132 






Seq. ID 




1 A 

. LIU 


Gene No. 


o/lo 






Strand 


+ 




Start 


64 






tna 


"1 1 A 




Name 


OJ990322 04 


.0128. 


C10.ol.gs 


Metnod 






Start 


64 




End 


1 1 A 




GI 


none 






Score 


. yb 




Exons 


64. .110 












Seq. No. 


3133 






Seq. ID 


ATQQATOO A /I A1 OQ 


pi c 

. CIO 


Gene No. 


6716 






Strand 






btart 


63 






End 


C /I A 

D4 4 




Name 


OJ990322 04 


.0128. 


C15.ol.np 


Method 


AAT/NAP 




Start 


63 






End 


o4 4 




GI 


5852084 






Score 


O Q 

by 




Exons 


63. .146, 460. .544 








GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza sativa] 






Seq. No. 


3134 






Seq. ID 


OJ990322_04.0128 


.C16 


Gene No. 


6717 






Strand 


+ 




Start 


135 






End 


305 




Name 


OJ990322 04 


.0128. 


C16.ol.gs 


Method 


GENSCAN 




Start 


135 






End 


305 




GI 


none 






Score 


.93 




Exons 


135. .305 













Seq. No. 3134 Seq. ID OJ990322_04 . 0128 . C16 

Gene No. 6718 Strand 

Start 730 End 1288 

Name OJ990322J34 . 0128 . C16 . o2 . gs Method GENSCAN 

3293 




Start 


730 


End 


1288 


GI 


none 


Score 


.93 


Exons 


730. .882, 968. .1288 






Seq. No. 


3135 


Seq. ID 


OJ990322_04.0128.C17 


bene inu . 




J Li dHU 




Start 


66 


End 


870 


Name 


OJ990322 04.0128.C17.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


747 


GI 


none 


Score 


.78 


Exons 


66. .173, 266. .527, 632. .747 






Seq. No. 


3135 


Seq. ID 


OJ990322_04.0128.C17 


Gene No. 


6719 


Strand 




Start 


66 


End 


870 


Name 


OJ990322 04.0128.C17.ol.np 


Method 


AAT/NAP 


Start 


266 


End 


870 


GI 


5441880 


Score 


386 


Exons 


266.. 527, 632.. 870 






GI Descrip. 


(AP000367) EST C28952 (C62945) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA prot 


* 


(AC003981) [Oryza sativa] 






Seq. No. 


3136 


Seq. ID 


OJ990322_04.0128.C18 


bene lno. 


6720 


Strand 




Start 


307 


End 


489 


Name 


OJ990322 04.0128.C18.ol.gs 


Method 


GENSCAN 


Start 


307 


End 


489 


GI 


none 


Score 


.79 


Exons 


307. .489 






Seq. No. 


3137 


Seq. ID 


OJ990322_04 . 0128 . C19 


Gene No. 


6721 


Strand 


+ 


Start 


409 


End 


3731 


Name 


OJ990322 04.0128.C19.ol.np 


Method 


AAT/NAP 


Start 


409 


End 


3731 


GI 


6721512 


Score 


97 


Exons 


409.. 434, 2313.. 2432, 3125.. 


3209, 3692. 


.3731 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3137 


Seq. ID 


OJ990322_04.0128.C19 


bene LNU . 


6721 


Strand 


+ 


Start 


409 


End 


3731 


Name 


OJ990322 04.0128.C19.ol.gs 


Method 


GENSCAN 


Start 


1254 


End 


2494 


GI 


none 


Score 


.74 


Exons 


1254.. 1263, 1567.. 1688, 2092 


..2266, 2328.. 2494 


Seq. No. 


3138 


Seq. ID 


OJ990322_04.0128.C20 


bene ino • 


6722 


Strand 


+ 


Start 


742 


End 


1094 ■ 


Name 


OJ990322 04.0128.C20.ol.gs 


Method 


GENSCAN 


Start 


742 


End 


1094 


GI 


none 


Score 


.5 


Exons 


742. .912, 954. .1094 






Seq. No. 


3139 


Seq. ID 


OJ990322_04.0128.C21 



3294 










Strand 


+ 


Start 


807 




End 


2353 


Name 


OJ990322 04.0128.C21.ol.gs 




Method 


GENSCAN 


Start 


807 




End 


2116 


GI 


none 




Score 


.47 


Exons 


807. .817, 1097. .1411, 1881. 


.2116 




Seq. No. 


3139 




Seq. ID 


OJ990322_04.0128.C21 




6723 




Strand 


+ 


Start 


807 




End 


2353 


Name 


OJ990322 04.0128.C21.ol.tc 




Method 


TBLASTX: Cress 


Start 


1918 




End 


2119 




none 




Score 


216 


Exons ' 


1918. .2115, 1929. .2021, 2051. 


. 2119 




Seq. No. 


3139 




Seq. ID 


OJ990322_04.0128.C21 


Gene No. 


6723 




Strand 


+ . 


Start 


807 




End 


2353 


Name 


OJ990322 04.0128.C21.ol.np 




Method 


AAT/NAP 


Start 


1924 




End 


2353 


GI 


4581114 




Score 


181 


Exons 


1924. .2116, 2335. .2353 








GI Descrip. 


(AC005825) putative HesB-like 


nrnt" pi n 


[Arabidopsis thaliana 


Seq. No. 


ji j j 




Seq. ID 


OJ990322_04.0128.C21 


udllC ViKJ * 






Strand 


+ 


Start 






End 


2353 


Name 


OJ990322 04 0128 C21 ol ts 




Method 


TBLASTX : Soybean 


Start 


1924 




End 


2115 


GI 


none 




Score 


214 


Exons 


1924.. 2115 








Seq. No. 


3139 




Sea ID 


OJ990322_04.0128.C21 




6723 




Strand 


+ 


Start 


807 




End 


2353 


Name 


OJ990322 04.0128.C21.ol.tm 




Method 


TBLASTX: Maize 


Start 


19.63 




End 


2115 


GI 


none 




Score 


203 


Exons 


1963. .2115 








Seq. No. 


3139 




Seq. ID 


OJ990322_04 .0128.C21 


Gene No. 


6723 




Strand 


+ 


Start 


807 




End 


2353 


Name 


OJ990322 04.0128.C21.ol.gp 




Method 


AAT/GAP 


Start 


1977 




End 


2116 


GI 


1156 1.R1084 




Score 


250 


Exons ■ 


1977. .2116 








GI Descrip. 


, 4582488/emb|CAB40377.1| 6. 


Oe- 


-28 (AL021768) putative protei] 




[Arabidopsis thaliana] ' 








Seq. No. 


3140 




Seq. ID 


OJ990322_04 .0128.C22 


Gene No. 


6724 




Strand 


+ 


Start 


99 




End 


2153 


Name 


OJ990322 04.0128.C22.ol.np 




Method 


AAT/NAP 


Start 


99 




End 


1817 


GI 


4581114 




Score 


448 


Exons 


99. .291, 1528. .1645, 1718.. 


1817 





3295 




GI Descrip. 


(AC005825) putative HesB-like protein 


[Arabidopsis thaliana] 


Seq. No. 


3140 


Seq. ID 


OJ990322_04 . 0128 . C22 


OCHC Vi\J » 


fi7?4 
u # c t 


JUi-Ol 1U 




Start 


QQ 


End 


2153 


Name 






GENSCAN 


Start 


10? ~~ 


FnH 


2153 


GI 






.88 


Exons 


109 ?Q1 1 S9ft 1fi4S 9027 


. £. X J J 




Seq. No. 


3140 


Seq. ID 


OJ990322_04.0128.C22 


Gene No. 


6724 


Strand 


+ 


Start 


99 


End 


2153 


Name 


H.TQQO*}?? 04 01?ft f?? nl rrr> 


Method 


AAT/GAP 


Start 


1 ~~ 

J. J 


End 


2078 


GI 


1 1 Sfi 1 R1 Oft 4 


Score 


1185 


Exons 


1 _ 1 164^ 171R 

X .J . . X f 1 JlO . . 1U4 J/ X / X O . 


.2078 




GI Descrip. 


1 4 S8 9 4 flft /pmh 1 PAR4 0^7 7 11 6 


Oe-28 (AL021768) putative protein 




r&T^aHi Hnnci c "i :a n .3 1 ' 
[niaUXUUyolo LiidXXctiici J 






Seq. No. 


3140 


Seq. ID 


OJ990322_04.0128.C22 


Gene No. 


6725 


Strand 




Start 


71 

/ X U 


End 


9876 


Name 


O.7QQ0^9? 04 019ft f?? nl tr 


Method 


TBLASTX: Cress 


Start 


?o 


End 


1790 


GI 


none 


Score 


216 


Exons 


9Q0 104 1 Q6 0 0 9Q4 


, 1479. .1643, 1509. .1646, 1586. .1' 




171^ 17ft^ 1716 17Q0 






Seq. No. 


3140 


Seq. ID 


OJ990322_04.0128.C22 


Gene No. 


6725 


Strand 






716 

/ X U 


End 


9876 


Name 


O.TQQO*39? 04 019ft C99 nl t <s 


Method 


TBLASTX: Soybean 


Start 


QQ ~ 


End 


1787 


GI 


nnn a 


Score 


214 


Exons 


9Q0 1 S0Q 1646 1 S97 

-7-3. . Z. -7 VJ / 1 jy ? • • X U *i v , 1J£. 1 • • 


1640, 1586. 


.1645, 1715.. 1783, 




1716 1 7ft7 

1 / lO • • X / O f 






Seq. No. 


3140 


Seq. ID 


OJ990322_04 .0128.C22 


UC11C LN U . 




Strand 




Start 


71 
/ x u 


End 


9876 


Name 


H,TQQ0^99 04 019ft n*3 


Method 


TBLASTX: Maize 


Start 


1 ~ ■ 
1JU 


End 


1637 


GI 


none 


Score 


203 


Exons 


1 9Q0 1 SOQ 1 fi^7 1^97 


.1637 




Seq. No. 


^140 


Seq. ID 


OJ990322__04 . 0128 . C22 


Gene No. 


6725 


Strand 




Start 


716 


End 


9876 


Name 


OJ990322 04.0128.C22.o2.np 


Method 


AAT/NAP 


Start 


716 


End 


9876 


GI 


4582488 


Score 


923 


Exons 


716. .782, 3438. .4107, 4168. 


.4256, 6181 


..6332, 6416.. 6591, 




7252. .7394, 9591. .9876 






GI Descrip. 


(AL021768) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


3140 


Seq. ID 


OJ990322_04.0128.C22 



3296 



ucllc Vi\J • 














Start 


716 








End 


9876 


Name 


OJ990322 04 


.0128 


.C22.o2, 


• gp 


Method 


AAT/GAP 


Start 


2757 








End 


3038 


GI 


3759154 








Score 


4 67 


Exons 


2757. .3038 












Seq. No. 


3140 








Seq. ID 


OJ990322 


Gene No. 


6725 








Strand 




Start 


716 








End 


9876 


Name 


OJ990322 04 


.0128 


.C22.o2, 


,gs 


Method 


GENSCAN 


Start 


3001 








End 


9867 


GI 


none 








Score 


.81 


Exons 


3001. .3206, 


3411 


. .4256, 


6181. 


.6332, 6416.. 6591, 




9028. .9109, 


9641 


. .9867 









Seq. No. 3140 
Gene No. 6725 
Start 716 

Name OJ990322_04 . 0128 . C22 . ol . tm 

Start 3526 
GI none 

Exons 3526.. 3645, 3528.. 3638, 3615. 

3804:-.3899, 3966.. 4082, 3967. 
4127. .4261, 4129. .4263, 6173. 
6415.. 6459, 6417.. 6458, 6463. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990322 04.0128.C22 



9876 

TBLASTX: Maize 
6544 
43 

3698, 3622.. 3804, 3742. .3804, 
4080, 3987. .4082, 3988. .4083, 
6343, 6182.. 6331, 6415. .6450, 
6543, 6463. .6543, 6467. .6544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3140 Seq. ID OJ990322_04 . 0128 .C22 

6725. Strand 

716 End 9876 ' * 

OJ990322_04 . 0128 . C22 . o3 . gp Method AAT/GAP 

6243 End 6506 

3106565 Score 342 

6243.. 6332, 6416.. 6506 

4582488/emb|CAB40377.1| 6.0e-28 (AL021768) putative protein 
[Arabidopsis thaliana] 



Seq. No. 3140 

Gene No. 6725 

Start 716 

Name OJ990322_04 . 0128 . C22 . o2 . ts 

Start 6281 

GI none 

Exons 6281.. 6331, 
6418. .6594 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990322_04.0128.C22 
9876 

TBLASTX: Soybean 

6594 

51 



6300. .6332, 6385. .6594, 6416. .6592, 6417. .6593, 



Seq. No. 3140 

Gene No. 6725 

Start 716 

Name OJ990322_04 . 0128 . C22 . o2 . tm 

Start 6544 

GI none 

Exons 6544.. 6594, 6545.. 6592, 7250. 

9005.. 9109, 9028.. 9108, 9632. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7387, 7252 
.9859, 9640 



OJ990322 04.0128.C22 



9876 

TBLASTX: Maize 
9870 
65 

7389, 7263. 
9870, 9641. 



.7391, 
.9862 



Seq. No. 
Gene No. 



3140 
6725 



Seq. ID 
Strand 



OJ990322 04.0128.C22 



3297 




Start 


716 








End 


9876 




Name 


OJ990322 04. 


0128 


.C22.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


9610 








End 


9777 




GI 


none 








Score 


148 




Exons 


9610. .9777, 


9632 


. .9772 










Seq. No. 


3140 








Seq. ID 


OJ990322_04.0128 


.C22 


Cpnp Mo 


6725 








Strand 






Start 


716 








End 


9876 




Name 


OJ990322 04. 


0128 


.C22.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


9649 








End 


9870 




GI 


none 








Score 


144 




Exons 


9649. .9771, 


9650 


. .9787, 


9790. 


.9870 






Seq. No. 


3141 








Seq. ID 


OJ990322_04.0128 


.C23 




6726 








Strand 






Start 


17 








End 


1222 




Name 


OJ990322 04. 


0128 


.C23.ol 


.gs 


Method 


GENSCAN 




Start 


17 








End 


1222 




GI 


none 








Score 


.81 




Exons 


17. .96, 465. 


.608 


, 1180. 


.1222 








Seq. No. 


3142 








Seq. ID 


OJ990322_04.0128 


.C24 




6727 








Strand 


+ 




Start 


466 








End 


1846 




Name 


OJ990322 04. 


0128 


.C24.ol 


.gs 


Method 


GENSCAN 




Start 


466 








End 


1846 




GI 


none 








Score 


.51 




Exons 


466.-523, 1569.. 


1846 










Seq. No. 


3142 








Seq. ID 


OJ990322_04.0128 


.C24 


CJpnp No 


6728 








Strand 






Start 


2307 








End 


3476 




Name 


OJ990322 04. 


0128 


.C24.o2 


.gs 


Method 


GENSCAN 




Start 


2307 








End 


3476 




GI 


none 








Score 


.76 




Exons 


2307. .2525, 


3214 


. .3298, 


3361. 


.3476 






Seq. No. 


3142 








Seq. ID 


OJ990322_04.0128 


.C24 


Cpnp No 


6729 














Start 


4048 








End 


4471 




Name 


OJ990322 04. 


0128 


.C24.ol 


.gp 


Method 


AAT/GAP 




Start 


4048 








End 


4471 




GI 


2311833 








Score 


793 




Exons 


4048. .4471 














Seq. No. 


3143 








Seq. ID 


OJ990322_04.0128 


.C25 


Gene No. 


6730 








Strand 


+ 




Start 


12109 








End 


20825 




Name 


OJ990322 04. 


0128 


.C25.o3 


.np 


Method 


AAT/NAP 




Start 


12109 






End 


14170 




GI 


6721561 








Score 


138 





Exons 12109. .12213, 13968.. 14170 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



3298 



protein [Oryza sativa] 



Seq. No. 3143 Seq. ID OJ990322_04 . 0128 . C25 

Gene No. 6730 Strand + 

Start 12109 End 20825 

Name OJ990322_04 .0128 .C25.ol.gp Method AAT/GAP 

Start 12706 End 12795 

GI uOosflcyp088bl2bl Score 125 

Exons 12706. .12795 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364. 3 . Oe-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


3143 


Seq. ID 


OJ990322_ 


04.0128 


.C25 


Gene No. 


6730 


Strand 


+ 






Start 


12109 


End 


20825 






Name 


OJ990322 04.0128.C25.o4.np 


Method 


AAT/NAP 






Q-h a r-t* 
OLal I 


12839 


End 


20825 






GI 


2583127 


Score 


1083 






Exons 


12839. -.13088, 1424 9 .. 14345, 


14596. .14666, 14748. 


.14844, 






15267. .15357, 16004 .. 16053, 


17888. .18078, 18197. 


.18282, 






18877. .18910, 18985. .19068, 


19159. .19273, 19595. 


.19683, 






20684. .20825 










GI Descrip. 


(AC002387) putative O-sialoglycoprotein endopeptidase 






[Arabidopsis thaliana] 










Seq. No. 


3143 


Seq. ID 


OJ990322_ 


04.0128 


.C25 


Con o KIo 


6730 


Strand 


+ 






Start 


12109 


End 


20825 






Name 


OJ990322 04.0128.C25.o2.gp 


Method 


AAT/GAP 






Start 


15263 


End 


17972 






GI 


LIB3431-009-P1-K1-A12 


Score 


351 






Exons 


15263. .15357, 16004 16053, 


17888. .17972 






GI Descrip. 


'2583127 1.0e-26 (AC002387) 


putative sialoglycoprotease 






[Arabidopsis thaliana] 1 










Con NTo 


3143 


Seq. ID 


OJ990322_ 


04.0128 


CO R 


Gene No. 


6731 


Strand 








Start 


9873 


End 


14360 






Name 


OJ990322 04.0128.C25.ol.np 


Method 


AAT/NAP 






Start 


9873 


End 


14360 






GI 


6815109 


Score 


372 






Exons 


9873.. 10134, 10169. .11121, 


11189. .'11293, 12133.. 


12206, 






14098. .14360 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


3143 


Seq. ID 


OJ990322_ 


04.0128 


.C25 


Gene No. 


6731 


Strand 








Start 


9873 


End 


14360 






Name 


OJ990322 04.0128.C25.o2.np 


Method 


AAT/NAP 






Start 


11987 


End 


12076 






GI 


4680183 


Score 


130 






Exons 


11987. .12076 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


3143 


Seq. ID 


OJ990322_ 


04.0128 


.C25 


Gene No. 


6732 


Strand 








Start 


15260 


End 


18063 







3299 






Name 


o.tqqo^?^ na ni ?ft r?s 


r\ 1 f-m 
. \j x . cm 


Method 


TBLASTX: Maize 






Start 


15260 




End 


18063 






GI 


none 




Score 


143 






Exons 


15260. .15358, 15264. 


.15356, 


15265. .15372, 15266 .. 15358, 








16001. .16054, 16002. 


.16055, 


17875. .18063, 17883 .. 17924 , 








17887. .18063 












Seq. No. 


3143 




. Seq. ID 


OJ990322_04.0128 


.C25 




Gene No. 


6733 




Strand 








O Lai L 


1 ftft?Q 




. End 


19059 






Name 


OJ990322 04.0128.C25 


.o3.tm 


Method 


TBLASTX: Maize 






Start 


18829 




End 


19059 






GI 


none 




Score 


100 






Exons 


18829. .18909, 18830. 


.18910, 


18836. .18913, 18967 .. 19053, 








18977. .19054, 18981. 

* 


.19058, 


18982. .19059, 18984.. 19058 






Seq. No. 


3143 








.C25 




UCllC IN (J • 






Strand 








Start 


20680 




End 


20835 






Name 


OJ990322 04.0128.C25 


.o2. tm 


Method 


TBLASTX: Maize 






Start 


20680 




End 


20835 






GI 


none 




Score 


190 






Exons 


20680. .20835, 20681. 


.20818 










Seq. No. 


3144 




Seq. ID 


OJ990322_04.0128 


.C26 


{'fe 








Strand 


+ 




; B : s 
: 


Start 


87 




End 


188 






Name 


OJ990322 04.0128.C26 


.ol.gs 


Method 


GENSCAN 




£3. 


Start 


87 




End 


188 






GI 


none 




Score 


.82 




-i3 


Exons 


87. .188 










n! 

: =7 


Seq. No. 


3144 




Seq. ID 


OJ990322_04.0128 


.C26 


:i 








Strand 


+ 




! : 

•3 SS 


Start 


10531 




End 


13488 




v 4 


Name 


OJ990322 04.0128.C26 


.o3.gs 


Method 


GENSCAN 




i: ~ 


Start 


10531 




. End 


13488 




: 


GI 


none 




Score 


.45 




— 


Exons 


10531. .10554, 10906. 


.11035, 


12403. .12506, 13261. . 13488 






Seq. No. 


3144 




Seq. ID 


OJ990322_04 .0128 


.C26 




Gene' No. 


6736 




Strand 


+ 






Start 


10531 




End 


13488 






Name 


OJ990322 04.0128.C26 


. o3 . np 


Method 


AAT/NAP 






Start 


11972 




End 


13485 






GI 


• 4469025 




Score 


441 






Exons 


11972. .12033, 12350. 


.12506, 


13261. .13485 






GI Descrip. 


(AL035602) putative ] 


protein 


[Arabidopsis thaliana] 






Seq. No. 


3144 




Seq. ID 


OJ990322_04.0128 


.C26 




Gene No. 


6736 




Strand 


+ 






Start 


10531 




End 


13488 






Name 


OJ990322 04.0128.C26 


.ol.gp 


Method 


AAT/GAP 






Start 


12037 




End 


13396 






GI 


17652 2.R1084 




Score 


692 






Exons 


12037. .12146, 12365. 


.12506, 


13261.. 13396 





GI Descrip. ' 44 69025/emb | CAB3828 6 | 1.0e-30 (AL035602) putative protein 



3300 



[Arabidopsis thaliana] 1 



Seq. No. 3144 Seq. ID 

Gene No. 6737 Strand 

Start 14670 End 

Name OJ990322_04 . 0128 . C26 . o4 . gs Method 

Start 14670 End 

GI none Score 

Exons 14670. .14748, 15091.. 15149 



OJ990322_04.0128.C26 
+ 

15149 
GENSCAN 
15149 
.93 



hi 

m 



Seq. No-' 3144 Seq. ID 

Gene No. 6738 Strand 

Start 101 End 12052 

Name OJ990322_04 . 0128 .C26 . ol . np Method AAT/NAP 

Start 101 End 6327 

GI 3445201 Score 353 

Exons 101.. 160, 3313.. 3515, 4159.. 4327, 6301.. 6327 

GI Descrip. (AC004786) unknown protein [Arabidopsis thaliana] 



OJ990322 04.0128.C26 













Gene No. 


6738 








Start 


101 








Name 


OJ990322 04. 


0128 


.C26.o2 


.gs 


Start 


1792 








GI 


none 








Exons 


1792. .2443, 


3212 


. .3515, 


4135 




5174. .5259, 


7879 


. .8070, 


8411 




-30_7U. • -LUU-LO, 


10096. .10134 


Seq. No. 


3144 








Gene No. 


6738 








Start 


101 








Name 


OJ990322 04. 


0128 


.C26.o2 


.tc 


Start 


3316 








GI 


none 








Exons 


3316. .3474, 


3343 


. .3483, 


3344 


Seq. No. 


3144 








Gene No. 


6738 








Start 


101 








Name 


OJ990322 04. 


0128 


.C26.o2, 


.ts 


Start 


3342 








GI 


none 








Exons 


3342. .3449, 


3343 


. .3513, 


3344 


Seq. No. 


3144 








Gene No. 


6738 








Start 


101 








Name 


OJ990322 04. 


0128 


.C26.o3, 


.tm 


Start 


3349 








GI 


none 








Exons 


3349. .3558, 


3350 


. .3520, 


4172 


Seq. No. 


3144 








Gene No. 


6738 








Start 


101 








Name 


OJ990322 04. 


0128 


.C26.ol. 


,tw 



Seq. ID OJ990322_04.0128.C26 
Strand 

End 12052 
Method GENSCAN 
End 10134 
Score .78 

.4365, 4601.. 4693, 5033.. 5139, 
.8487, 8589. .9466, 9748. .9808, 



Seq. ID OJ990322_04.0128.C26 
Strand 

12052 

TBLASTX: Cress 
3484 
76 



End 

Method 
End 
Score 
.3484 



Seq. ID OJ990322_04.0128.C26 

Strand ■ - 

End 12052 

Method TBLASTX : Soybean 

End 4316 

Score 76 

.3514, 4193. .4315, 4194. .4316 

Seq. ID OJ990322_04.0128.C26 
Strand 

End 12052 

Method TBLASTX : Mai ze 

End 4325 

Score 280 
.4318, 4191. .4325 

Seq. ID OJ990322_04.0128.C26 
Strand 

End 12052 

Method TBLASTX : Wheat 



3301 




Start 


6124 








End 


6489 


GI 


none 








Score 


87 


Exons 


6124. .6282, 


6124 


. .6489 








Seq. No. 


3144 








Seq. ID 


OJ990322_04.0128.C26 


Gene No. 


6738 








Strand 




Start 


101 








End 


12052 


Name 


OJ990322 04, 


.0128 


.C26.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6229 








End 


6587 


GI 


none 








Score 


73 


Exons 


6229. .6285, 


6230 


. .6343, 


6307. 


.6348, 6343.. 6489, 6489.. 6587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3144 
6738 
101 

OJ990322_04, 

7903 

1091678 



Seq. ID OJ990322_04 .0128.C26 



0128.C26.o2.np 



Strand 
End 

Method 

End 

Score 



12052 
AAT/NAP 
12052 
465 



7903.. 8029, 8574.. 8948, 9003.. 9354, 12033.. 12052 



GI Descrip. activator-like transposable element [Pennisetum glaucum] 



Seq. No. 3144 

Gene No. 6738 

Start 101 

Name OJ990322_04 . 0128 .C26.o3. ts 

Start 8590 

GI none 

Exons 8590.. 8805, 8609.. 8815 



Seq. ID OJ990322_04.0128.C26 
Strand 

End 12052 

Method TBLASTX : Soybean 

End 8815 

Score 95 



Seq. No. 3144 

Gene No. 6738 

Start 101 

Name OJ990322_04 . 0128 . C2 6 . ol . tm 

Start 8594 

GI none 

Exons 8594.. 8809, 8599.. 8808, 8832. 
9131. .9313 



Seq. ID OJ990322_04 .0128.C26 
Strand 

End 12052 

Method TBLASTX : Mai ze 

End 9342 

Score 182 

.8900, 9016.. 9342, 9121.. 9288, 



□ 



Seq. No. 3144 

Gene No. 6738 

Start 101 

Name OJ990322_04 . 0128 . C26 . o4 . ts 

Start 9007 

GI none 

Exons 9007.. 9357 



Seq. ID OJ990322_04 .0128.C26 
Strand 

End 12052 

Method TBLASTX : Soybean 

End 9357 

Score 185 



Seq. No. 3144 Seq. ID 

Gene No. 6739 Strand 

Start 12404 End 

Name OJ990322_04 . 0128 . C2 6 . ol . ts Method 

Start 12404 End 

GI none Score 
Exons 



OJ990322_04.0128.C26 
13539 

TBLASTX : Soybean 

13492 

153 



12404. .12505, 
13325. .13492 



12411. .12503, 13255. .13491, 13257 13487 , 



Seq. No. 
Gene No. 



314 4 
6739 



Seq. ID 
Strand 



OJ990322 04.0128.C26 



3302 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12404 End 

OJ990322_04 . 0128 .C26 . ol . tc Method 

12413 End 

none Score- 



13539 

TBLASTX: Cress 

13502 

152 



12413. .12505, 12414. .12506, 13255 13491, 13257 .. 13487 , 
13344. .13502, 13349.. 13495 



3144 
6739 
12404 

OJ990322_04 . 0128 .C26 . o2 . tm 

13181 

none 



Seq. ID OJ990322_04.0128.C26 
Strand 

End 13539 

Method TBLASTX : Mai ze 

End 13539 

Score 221 



13181. .13531, 13255. .13539, 13257- . 13532 



3145 
6740 

374 . 
OJ990322JD4 . 0128 . C29 . ol . gs 
374 
none 

374. .475 



Seq. ID OJ990322_04.0128.C29 

Strand 

End 475 

Method GENSCAN 

End 475 

Score . 68 



3146 
6741 
1 

OJ990322_04 . 0128 .C30. ol .np 
1 

2583127 
1..32, 125.. 214, 950.. 1090 

(AC002387) putative O-sialoglycoprotein endopeptidase 
[Arabidopsis thaliana] 



Seq. ID OJ990322_04.0128.C30 
Strand + 

1090 
AAT/NAP 
1090 
47 



End 

Method 

End 

Score 



3146 
6741 
1 

OJ990322_04 . 0128 .C30 . ol . gs 

128 

none 

128. .216, 379.-495 



Seq. ID OJ990322_04.0128.C30 

Strand + 

End 1090 

Method GENSCAN 

End 4 95 

Score .74 



3147 
6742 
1 

OJ990322_04.0128.C32.ol.np 
1 

45824.88 . 
1..67, 442. .677 

(AL021768) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990322_04.0128.C32 
Strand 

End 677 

Method AAT/NAP 

End 677 

Score 175 



3147 
6742 
1 

OJ990322_04 . 0128 .C32 . ol . tc 

411 

none 

411. .578, 433. .573 



Seq. ID OJ990322_04.0128.C32 

Strand 

End 677 

Method TBLASTX : Cress 

End 578 

Score 148 



3303 



Seq. No. 3147 

Gene No.- 6742 

Start 1 

Name OJ990322_04 . 0128 .C32 . ol . tm 

Start 433 

GI none 

Exons 433.. 660, 441.. 671, 442.. 663 



Seq. ID OJ990322_04.0128.C32 

Strand 

End 677 

Method TBLASTX : Maize 

End 671 

Score 295 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3147 
6742 
1 

OJ990322_04.0128.C32.ol.ts 

450 

none 

450. .572, 451. .588, 591. .671 



Seq. ID OJ990322_04.0128.C32 

Strand 

End 677 

Method TBLASTX : Soybean 

End 671 

Score 144 



3148 
6743 
1 

OJ990322_04 . 0128 . C35 . ol . np 
1 

2583127 
1..85, 458. .554, 636. .781 

(AC002387) putative O-sialoglycoprotein endopeptidase 
[Arabidopsis thaliana] 



Seq. ID OJ990322_04.0128.C35. 
Strand 

End 781 

Method. AAT/NAP 

End 781 

Score 140 



3148 
6743 
1 

OJ990322_04 . 0128 . C35 . ol . gs 

458 

none 

458.. 554, 636.. 671 



Seq. ID OJ990322_04.0128.C35 

Strand 

End 781 

Method GENSCAN 

End 671 

Score .64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



Seq. No. 
Gene No. 



3149 
6744 
16 

OJ990322 J)4 .0128 . C38 . ol . tm 
16 

none 



Seq. ID OJ990322_04.0128.C38 
Strand 

End 366 

Method TBLASTX : Maize 

End 366 

Score 42 



16. .366, 20. .55, 177. .341, 200. .364 



3150 
6745 
1 

OJ990322_04 . 0128 . C4 0 . ol . np 
1 

5441880 



Seq. ID OJ990322_04.0128.C40 

Strand + 

End 5482 

Method AAT/NAP 

End 4614 

Score 1788 



1..209, 654. .685, 944. .1270, 1849. .1988, 2097. .2430, 3010. .3308, 
3413. .3674, 3747. .3991, 4405. .4614 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



3150 
6745 



Seq. ID OJ990322_04 .0128.C40 
Strand + 



3304 




Start 


1 








End 


5482 




Name 


OJ990322 04 


.0128. 


C40.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


4 








End 


361 




GI 


none 








Score 


217 




Exons 


4. .243, 5.. 


232, 290.. 361 








Seq. No. 


3150 








Seq. ID 


OJ990322 


_04 .0128.C40 


Gene No . 


£7 a c 








Strand 


i 
i 




Start 


1 








End 


5482 




Name 


OJ990322 04 


.0128. 


C40.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


61 








End 


436 




GI 


none 








Score 


191 




Exons 


61.. 213, 62 


. . ZjO , 




330, 263. .436, 


285. .425 




Seq. No. 


3150 








Seq. ID 


OJ990322 


_04.0128.C40 


Gene No . 


£7 a c 








Strand 


T 




Start 


1 








End 


5482 




Name 


OJ990322 04 


m oq 
. UIZo . 


r*A n /-\ i 

U H u . O J. 


.gs 


Method 


GENSCAN 




Start 


248 








End 


1459 




GI 


none 








Score 


.4 




Exons 


248. .1459 














Seq. No. 


3150 








Seq. ID 


OJ990322 


_04.0128.C40 


Gene No. 


6745 








Strand 


+ 




Start 


1 








End 


5482 




Name 






C AC\ r\0 


. gs 


Method 


GENSCAN 




Start 


1837 








End 


5482 




GI 


none 








Score 


.63 




Exons 


1837. .1951, 


2064. 


.2153, 


2242. 


.2411, 2516. .2674, 


2816. .2929, 




3010. .3308, 


^A 1 *3 


*3£7 A 


J / 0 / . 


.3874, 3921.. 4022, 


4138. .4160, 




4218. .4600, 


fi DO fl . 


A Q1 7 


OjUD . 


.5482 






Seq. No. 


3150 








Seq. ID 


OJ990322 


_04.0128.C40 


Gene No . 










Strand 


+ 




Start 


1 








End 


5482 




Name 


OJ990322 04 


.0128. 


C40.O2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2155 








End 


2584 




GI 


none 








Score 


89 




Exons 


2155. .2208, 


2157. 


.2219, 


2217. 


.2336, 2218.. 2337, 


2510. .2584 


Seq. No. 


3151 








Seq. ID 


OJ990322 


_04 .0128.C41 


bene JNO . 


6746 








Strand 


+ 




Start 


374 








End 


3141 




Name 


OJ990322 04 


.0128. 


C41.ol 


.gs 


Method 


GENSCAN 




Start 


374 








End 


3141 




GI 


none 








Score 


.78 




Exons 


374. .525, 549. .697, 862 


. .962, 


2679.. 2827, 2889. 


.3141 


Seq. No. 


3151 








Seq. ID 


OJ990322 


_04 .0128.C41 


Gene No . 


6746 








Strand 


+ 




Start 


374 








End 


3141 




Name 


OJ990322 04 


.0128. 


C41.o2 


• gp 


Method 


AAT/GAP 




Start 


2646 








End 


2907 




GI 


none 








Score 


374 




Exons 


2646. .2907 














Seq. No. 


3151 








Seq. ID 


OJ990322 


_04.0128.C41 



3305 



Gene No. 6746 Strand + 

Start 374 End 3141 

Name OJ990322_04 . 0128 .C41 . ol . np Method AAT/NAP 

Start 2672 End 3123 

GI 6563248 Score 236 

Exons 2672.. 3123 

GI Descrip. (AF117237) prefoldin subunit 2 [Homo sapiens] 



Seq. No. 


3151 










Seq. ID 


OJ990322_04.0128.C41 


Gene No. 


6747 










Strand 




o tare 


383 










End 


533 


Name 


OJ990322 04. 


0128 


.C41.ol 


.gp 


Method 


AAT/GAP 


Start 


383 










End 


533 


GI 


none 










Score 


229 


Exons 


383. . 


533 












Seq. No. 


3151 










Seq. ID 


OJ990322_04.0128.C41 


Gene No. 


6748 










Strand 




Start 


2801 










End 


3277 


Name 


OJ990322 04. 


m of) 


C* A 1 r\ 1 
• 1 . Ol 


-t-m 
. LiU 


Method 


TBLASTX: Maize 


Start 


2677 










End 


3129 


GI 


none 










Score 


97 


Exons 


2677. 


.2796, 


2682 


. .2837, 


2686. 


.2796, 2711. .2797, 2799. .3128, 




2826. 


.3128, 


2827 


. .3129 








Seq. No. 


3151 










Seq. ID 


OJ990322_04.0128.C41 


Gene No. 


6748 










Strand 




otart 


2801 










End 


3277 


Name 


OJ990322 04. 


0128 


.C41.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2708 










End 


3054 


GI 


none 










Score 


81 


Exons 


2708. 


.2818, 


2709 


. .2837, 


2817. 


.2936, 2827. .2940, 2923. .3054, 




2925. 


.2960 












Seq. No. 


3151 










Seq. ID 


OJ990322_04.0128.C41 


Gene No. 


6748 










Strand 




Start 


2801 










End 


3277 


Name 


OJ990322 04. 


0128 


.C41.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2720 










End 


3135 


GI 


none 










Score 


104 


Exons 


2720. 


.2797, 


2721 


. .2819, 


2799. 


.3134, 2827. .3135 


Seq. No. 


3151 










Seq. ID 


OJ990322_04.0128.C41 


Gene No. 


6748 










Strand 




Start 


2801 










End 


3277 


Name 


OJ990322 04. 


0128 


.C41.o3 


.gp 


Method 


AAT/GAP 


Start 


2801 










End 


3277 


GI ■ 


4332 


1.R1084 








Score 


862 


Exons 


2801. 


'.3277 













GI Descrip. » 5690431/gb | AAD47084 . l.| AF165883_1 9.0e-20 (AF165883) prefoldin 
subunit 2 [Homo sapiens] 1 



Seq. No. 3152 Seq. ID OJ990322_04 . 0128 . C42 

Gene No. 6749 Strand 

Start 1 End 609 

Name OJ990322JD4 . 0128 . C42 . ol . np Method AAT/NAP 

Start 1 End 609 



3306 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5441880 Score 626 

1. .609 

(AP000367) EST C28952 (C6294 5) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



3152 
6749 
1 

OJ990322_04 . 0128 . C42 . ol . gs 

274 

none 

274.. 560 



Seq. ID OJ990322_04.0128.C42 
Strand 

End 609 - 

Method GENSCAN 

End . 560 

Score .77 



3153 
6750 
1 

OJ990602_04 . 0103 . CI . ol . np 
1 

4262167 
1..62, 158. .426, 526. .655 

(AC005275) putative LRR receptor-linked protein kinase 
[Arabidopsis thaliana] 



Seq. ID OJ990602_04 .0103. CI 
Strand 

655 

AAT/NAP 
655 
300 



End 

Method 

End 

Score 



Seq. No. 


3153 


Seq. ID 


OJ990602_04.0103 


.CI 


Gene No. 


6750 


Strand 


- 




Start 


1 


End 


655 




Name 


OJ990602 04.0103. CI. ol.tc 


Method 


TBLASTX: Cress 




Start 


29 


End 


372 




GI 


none 


Score 


54 




Exons 


29.-64, 157. .372, 266.-328 








Seq. No. 


3153 


Seq. ID 


OJ990602_04.0103 


.CI 


Gene No. 


6750 


Strand 






Start 


1 


End 


655 




Name 


OJ990602 04.0103.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


29 


End 


651 




GI 


none 


Score 


45 




Exons 


29.-64, 31. .84, 140. .427, 157 


..429, 156 


I..427, 162. .428, 






521. .646, 522. .647, 523. .651, 


526. .648 






Seq. No. 


3153 


Seq. ID 


OJ990602_04.0103 


.CI 


Gene No. 


6750 


Strand 






Start 


1 


End 


655 




Name 


OJ990602 04 .0103.Cl.ol. ts 


Method 


TBLASTX : Soybean 




Start 


155 


End 


382 




GI 


none 


Score 


113 




Exons 


155.. 382, 157.. 378 








Seq. No. 


3153 


Seq. ID 


OJ990602_04 .0103 


.CI 


Gene No. 


6750 


Strand 






Start 


1 


End 


655 




Name 


OJ990602 04.0103.Cl.ol.gs 


Method 


GENSCAN 




Start 


158 


End 


612 




GI 


none 


Score 


.67 




Exons 


158.. 426, 526.. 612 









3307 



Seq. No. 3154 

Gene No. 6751 

Start 170 

Name OJ990602_04 . 0103 . C2 . ol . gs 

Start 170 

GI none 

Exons 170.. 242, 328.. 416 



Seq. ID OJ990602_04.0103.C2 

Strand + 

End 416 

Method GEN SCAN 

End 416 

Score .42 



Seq.. No. 3155 - Seq. ID 

Gene No. 6752 Strand 

Start 1 End 

Name OJ990602_04 . 0103 . C7 . ol . np Method 

Start 1 End 

GI 5777617 Score 

Exons 1..204 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990602_04.0103.C7 
+ 

204 

AAT/NAP 
204 
97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

l«2 Exons 

^ Seq. No. 

^ Gene No. 

ry Start 

i;3 Name 

\ t \ Start 
GI 

[*f Exons 

Til GI Descrip. 



3155 Seq. ID 

6753 Strand 

199 End 

OJ990602_04 . 0103 . C7 . ol . gs Method 

199 End 

none Score 
199. .252 



OJ990602_04.0103.C7 
252 

GEN SCAN 

252 

.75 



OJ990602 04. 0103. C9 



3156 Seq. ID 

6754 Strand 

1 End 932 

OJ990602 J)4 . 0103 . C9 . ol . np Method AAT/NAP 

1 End 932 

4586260 Score 59 
1..52, 533. .605, 867. .932 

(AL049640) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3157 Seq. ID 

6755 Strand 

1024 End 
OJ990602_04 . 0103 . C10 . ol . gs Method 

1024 End 

none Score 
1024. .1216 



OJ990602_04 .0103. C10 
+ 

1216 
GENSCAN 
1216 
.8 



3157 - Seq. ID OJ990602_04 . 0103 . C10 

6756 Strand + 

3009 ' End 6601 

OJ990602_04 . 0103 . C10 . ol . np Method AAT/NAP 

3003 End 5431 

5453573 Score 100 

3003. .3133, 3316. .3460, 4463.-4584, 4661. .4722, 5213. .5270, 
5350. .5431 

brefeldin A-inhibited guanine nucleotide-exchange protein 2 
gi I 5052123 | gb | AAD38428.il (AF084521) brefeldin A-inhibited 
guanine nucleotide-exchange protein 2 [Homo sapiens] 



Seq. No. 
Gene No. 
Start 



3157 
6756 
3009 



Seq. ID OJ990602_04 .0103. C10 
Strand + 
End 6601 



3308 



Name 

Start 

GI 

Exons 



OJ990602_04. 0103. CIO. o2.gs Method GENSCAN 
3009 End 6601 

none Score .75 

3009. .3235, 3267. .3460, 3515. .3619, 4093. .4151, 4463. .4584, 
5350. .5503, 5527. .5730, 5837. .5895, 6008. .6077, 6304. .6426, 
6548. .6601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3158 
6757 
217 

OJ990602_04.0103.Cll.ol.tc 

210 

none 



Seq. ID OJ990602_04.0103.C11 



Strand 
End 

Method 

End 

Score 



+ 

469 

TBLASTX: Cress 

469 

100 



210. .278, 218. .268, 362. .466, 375. .467, 376. .468, 377. .469 



3158 Seq. ID 

6757 Strand 

217 End 
OJ990602_04 . 0103 . Cll . ol . tm Method 

210 End 

none Score 

210. .278, 213. .284, 362. .466, 369. .464, 
377. .469 



OJ990602_04. 0103. Cll 
+ 

469 

TBLASTX : Maize 

469 

100 

376. .468, 376. .468, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3158 
6757 
217 

OJ990602_04. 0103. Cll. ol.ts 

210 

none 



Seq. ID OJ990602_04 .0103. Cll 

Strand + 

End 4 69 

Method TBLASTX : Soybean 

End 4 68 

Score 100 



210. .278, 216. .284, 362. .466, 376. .468, 376. .468 



OJ990602_04. 0103. Cll 
+ 

469 

AAT/GAP 

468 

218 



3158 Seq. ID 

6757 Strand 
217 End 
OJ990602_04 .0103. Cll. ol.gp Method 
217 End 
31129_1.R1084 Score 
217.. 273, 375.. 468 

1 3880625/emb|CAB07858.1| 3.0e-27 (Z93785) predicted using 
Genefinder; similar to RNA recognition motif, (aka RRM, RBD, or 
RNP domain) ; cDNA EST EMBL:T01682 comes from this gene; cDNA EST 
EMBL:M75823 comes from this gene; cDNA EST EMBL:D27559 comes 
from this 1 



Seq. No. 3158 

Gene No. 6757 

Start 217 

Name OJ990602_04 . 0103 . Cll . ol . gs 

Start 219 

GI none 

Exons 219.. 273, 375; .465 

Seq. No. 3159 

Gene No. 6758 " 

Start 1 

Name OJ990602_04 . 0103 .C12 . ol .np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990602J34 .0103. Cll 
+ 

469 

GENSCAN 

465 

.44 



OJ990602 04.0103.C12 



311 

AAT/NAP 



3309 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene *No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



311 
135 



4581164 
1..311 

(AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



3159 
6758 
1 

OJ990602_04 . 0103 . C12 . ol ..tm 
2 

none 

2. .271, 33. .182 

3160 
6759 
273 

OJ990602_04.0103.C13.ol.gs 

273 

none 

273. .315 



3161 
6760 
1 

OJ990602_04, 
1 

2961358 
1..99, 196.. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_04.0103.C12 
311 

TBLASTX: Maize 

271 

96 



OJ990602_04.0103.C13 
315 

GENSCAN 

315 

.65 



0103.C15.ol.np 



331, 959.. 1098, 



Seq. ID OJ990602_04.0103.C15 

Strand + 

End 10444 

Method AAT/NAP 

End 2017 

Score 395 
1205.. 1361, 1431.. 1513, 1951.. 2017 



(AL022140) serine/threonine protein kinase like protein 
[Arabidopsis thaliana] 



3161 
6760 
1 

OJ990602_04 . 0103 . C15 . ol . gs 

196 

none 



Seq. ID OJ990602_04 .0103.C15 

Strand + 

End 10444 

Method GENSCAN 

End 7200 

Score .86 



196. .331, 959. .1098, 1205. .1361, 1431. .1487, 2113. .2341, 
3391. .3758, 4469. .4518, 5507. .5584, 578.4. .6357, 6652. .7200 



OJ990602_04.0103.C15 
+ 

10444 
AAT/GAP 
1951 
346 



3161 Seq. ID 

6760 Strand 

1 End 

OJ990602_04 . 0103 . C15 . ol . gp Method 

1746 End 

2796394 Score 
1746. .1951 

3161 

6760 Strand 

1 End 

OJ990602_04 . 0103 . C15 . o2 . gp Method 

3548 • End 

27944JL.R1084 Score 
3548. .3758, 4469. .4518, 5507. .5584, 5784. .6092 

'2443880 4.0e-18 (AC002294) Hypothetical protein [Arabidopsis 



Seq. ID OJ990602_04.0103.C15 
+ 

10444 
AAT/GAP 
6092 
1165 



3310 



thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3161 
6760 
1 

OJ990602_04.0103.C15.o2.np 

3630 

2443880 



Seq. ID OJ990602_04.0103.C15 

Strand + 

End 10444 

Method AAT/NAP 

End 10444 

Score 315 



3630. .3758, 4469. .4518, 5507. .5584, 5784. .6357, 6655.-6858, 
10331. .10444. 

(AC002294) Hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


3161 






Seq. ID 


OJ990602_04 .0103.C15 




Gene No. 


6760 






Strand 


+ 




Start 


1 






End 


10444 




Name 


OJ990602 04 


.0103. 


C15.o3.np 


Method 


AAT/NAP 




Start 


3685 






End 


8683 




GI 


2443880 






Score 


249 




Exons 


3685.*. 3758, 


4469. 


.4518, 5507 


.\5584, 5784. .6357, 6655. .7113, 






8618 . . 8683 












GI Descrip. 


(AC002294) 


Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


3161 






Seq. ID 


OJ990602_04.0103.C15 




Gene No. 


6760 






Strand 


+ 


hi 


Start 


1 






End 


10444 


: a : : 


Name 


OJ990602 04 


.0103 . 


C15 . o4 . gp 


Method 


AAT/GAP 


ru 


Start 


9603 






End 


9795 


Q 


GI 


none 






Score 


382 


Q 


Exons 


9603. .9795 












Seq. No. 


3161 






Seq. ID 


OJ990602_04.0103.C15 


ru 


Gene No. 


6761 






Strand 






Start 


6836 






End 


7428 


i!3 


Name 


OJ990602 04 


.0103. 


C15.o3.gp 


Method 


AAT/GAP 


•s ssr 


Start 


6836 






End 


7428 


'"4 ' 
i z 


GI 


3444997 






Score 


.872 


r~ 
i. 1 


Exons 


6836. .7428 












Seq. No. 


3161 






Seq. ID 


OJ990602_04 ;0103.C15 


: i 


Gene No. 


6762 






Strand 




cr 


Start 


9515 






.End 


. 10444 




Name 


OJ990602 04 


.0103. 


C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


.67 






End 


1533 




GI 


none 






Score 


181 




Exons 


67. .99, 194 


. .298, 


195. .323, 


199. .327, 


217. .324, 976. . 1098, 






977. .1096, 


1192. . 


1359, 1202. 


.1360, 1202.. 1360, 1203.. 1361, 






1424. .1519, 


1425. 


.1526, 1425 


..1517, 1429. .1533, 1430. .1525 




Seq. No. 


'3161 






Seq. ID 


OJ990602_04.0103.C15 




Gene No. 


6762 - 






Strand 






Start 


9515 






End 


10444 




Name 


OJ990602 04 


.0103. 


C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


197 






End 


1490 




GI 


none 






Score 


81 




Exons 


197. .298, 989. .1096, 989. .1090, 991.. 


1098, 1190.. 1345, 






1203. .1361, 


1425. 


.1490, 1433 


. .1489 





3311 



n 



Seq. No. 


3161 








Seq. ID 


OJ990602_04.0103.C15 


Gene No. 


67 62 








Strand 














End 


10444 


Name 


OJ990602 04 


.0103. 


C15.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1009 








End 


1492 


GI 


none 








Score 


93 


Exons 


1009. .1098, 


1010. 


.1111, 


1202. 


.1345, 1209.. 1361, 1215.. 1361, 




1425. .1490, 


1433. 


.1492 








Seq. No. 


3161 








Seq. ID 


OJ990602_04.0103.C15 


Ljene wo. 


D / DZ 








Strand 




Start 


9515 








End 


10444 


Name 


OJ990602 04 


.0103. 


C15.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


5788 








End 


6084 


GI 


none 








Score 


268 


Exons 


5788. .6084, 


5788. 


.6015, 


5804. 


.6016, 5973.. 6083 


Seq. No. 


3161 








Seq. ID 


OJ990602_04. ; 0103.C15 


Gene No. 


6762 








Strand 






y o±o 








End 


10444 


Name 


OJ990602 04 


.0103. 


C15.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


6219 








End 


7002 


GI 


none 








Score 


110 


Exons 


6219. .6356, 


6219. 


.6356, 


6220. 


.6357, 6649.. 6930, 6654.. 6932, 




6654. .6932, 


6924. 


.6998, 


6925. 


.7002 




Seq. No. 


3161 








Seq. ID 


OJ990602_04.0103.C15 


ucllc WO . 


D / OZ 








Strand 




Start 


9515 








End 


10444 


Name 


OJ990602 04 


.0103. 


C15.o2 


.gs 


Method 


GENSCAN 


Start 


9515 








End 


10325 


GI 


none 








Score 


. 69 


Exons 


9515. .9616, 


10085 


..10154, 10240. .10325 




Seq. No. 


3161 








Seq. ID 


OJ990602_04.0103.C15 


Gene No. 


67 62 








Strand 




Start 


9515 








End 


10444 ... • 


Name 


OJ990602 04 


.0103. 


C15.o5 


.gp 


Method 


AAT/GAP 


Start 


* 9834 








End 


10385 


GI 


uC-osflcyp028hllbl 




Score 


603 



Exons 9834.. 9981, 10085 .. 10154 , 10240.. 10385 

GI Descrip. ' 1620896/dbj | BAA13507 | 4.0e-45 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_240804 8_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3161 Seq. ID 

6762 Strand 

9515 End 

OJ990602_04 .0103 . C15 . o2 . tm Method 

9842 - End 

none Score 



OJ990602_04.0103.C15 
10444 

TBLASTX: Maize 

10385 

34 



9842. .9868, 9843. .9863, 9884. .9982, 9886*.. 9981, 9886. .9984, 
9932. .9982, 10083 .. 10157 , 10083 .. 10154 , 10085 .. 10156, 
10218. .10385, 10236. .10385 * 



Seq. No. 



3161 



Seq. ID OJ990602_04.0103.C15 



3312 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



6762 Strand 

9515 End 

OJ990602_04 . 0103 .C15.ol.tc Method 

9883 End 

none Score 
9883.. 9984,. 9935.-9982, 10085 .. 10156, 
10236. .10379, 10240.. 10380 



10444 

TBLASTX: Cress 

10380 

44 

10089. .10157, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
. 5St Name 
j ^ Start 
■i3 GI 
i'n Exons 



3161 
6762 
9515 

OJ990602_04 .0103 . C15 . o4 . np 



OJ990602 04.0103.C15 



Seq. ID 
Strand 

End 104 4 4 

Method AAT/NAP 
9886 End 10444 

4885579 Score 187 

9886.. 9981, 10085 .. 10154 , 10240.. 10444 

rcdl (required for cell differentiation, S.pombe) homolog 1 
gi|1620898|dbj |BAA13508| (D87957) protein involved in sexual 
development [Homo sapiens] 



3161 Seq. ID 

6762 Strand 

9515 End 

OJ990602_04 . 0103 . C15 . o2 . ts Method 

9934 End 

none Score 



OJ990602_04.0103.C15 
10444 

TBLASTX : Soybean 

10385 

152 



9934.. 9984, 10085 .. 10156, 10225 .. 10380, 10236.. 10385 



j s J Seq. No. 

: 15 ! Gene No. 

j =J Start ' 

Q Name 

ft! Start 

jlcj, Exons 

[ l= * GI Descrip. 

"'•4 



']Z Seq. No. 
' ssf Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3162 Seq. ID OJ990602_04 . 0103 . C16 

6763 Strand 

1 End 360 

OJ990602_04 . 0103 . C16 . ol . gp Method AAT/GAP 

1 End 357 

uC-osflcyp028hllbl Score 458 

1..83, 168. .357 

1 1620896/dbj IBAA13507 | 4.0e-45 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] ' 

3162 Seq. ID OJ990602_04 . 0103 . C16 

6763 Strand 

1 End 360 

OJ990602_04 . 0103 . C16 . ol . np Method AAT/NAP 

1 End 358 

4885579 Score 220 

1..83, 168. .358 

rcdl (required for cell differentiation, S.pombe) homolog 1 
gi|1620898|dbj IBAA13508I (D87957) protein involved in sexual 
development [Homo sapiens] 



3162 
6763 
1 

OJ990602_04. 
12 

none 



0103.C16.ol.tm 



Seq. ID OJ990602_04.0103.C16 
Strand 

End 360 

Method TBLASTX: Maize 

End 359 

Score 94 



12. .86, 12. .83, 14.. .85, 152. .313, 152. .358, 153. .359 



3313 



beq. NO. 






beq. iu 


uoyyuouz u^.uiuj 


.tlD 


Gene No. 


6763 




Strand 






Start 


1 




End 


360 




Name 


OJ990602 04.0103.C16. 


ol .gs 


Method 


GENSCAN 




Start 


14 




End 


358 




GI 


none 




Score 


.86 




Exons 


14. .83, 168. .358 










beq. no. 






Seq. ID 


OJ990602_04.0103 


. Ll O 


Gene No. 


6763 




Strand 






Start 


1 




End 


360 




Name 


OJ990602 04.0103.C16. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


14 




End 


360 




GI 


none 




Score 


66 




Exons 


14. .85, 18. .86, 146.. 


358, 168 


..359, 208. .360 




beq. no. 






beq. ID 


r\ Tonne no n a n 1 n *5 


.LID 


Gene No. 


6763 




Strand 






Start 


1 




End 


360 




Name 


OJ990602 04.0103.C16. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


14 




End 


359 




GI 


none 




Score 


206 




Exons 


14. .85, 153. .359, 164 


. .358 








beq. no. 


■31 /TO 

0 loo 




Seq. ID 


OJ990602_04 .0103 




Gene No. 


6764 




Strand 






Start 


324 




End 


538 




Name 


OJ990602 04.0103.C17. 


ol .gs 


Method 


GENSCAN 




Start 


324 




End 


538 




GI 


none 




Score 


.93 




Exons 


324. .538 










Seq. No. 


3163 




Seq. ID 


OJ990602_04.0103 


.C17 


belle LNO . 






Strand 






Start 


441 




End 


721 




Name 


OJ990602 04.0103.C17. 


ol .np 


Method 


AAT/NAP 




Start 


441 




End 


721 




GI 


5777617 




Score 


89 




Exons 


441. .543, .654. .721 










GI Descrip. 


(AJ245900) CAA30375.1 


protein 


[Oryza sativa] 




Seq. No. 


3164 




Seq. ID 


OJ990602_04.0103 


.C18 


Gene No. 


6766 




Strand 


+ 




olaii. 


i 
j. 




End 


728 




Name 


OJ990602 04.0103.C18. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


728 




GI 


418604 




Score 


1134 




Exons 


1. .728 










GI Descrip. 


HYPOTHETICAL 35.6 KD 


PROTEIN 


IN RPME-TDK INTERGENIC REGION 




(ORFP) 










Seq. No. 


3165 




Seq. ID 


OJ990602_04 .0103 


.C22 


Gene No. 


6767 




Strand 


+ 




Start 


49 




End 


211 




Name 


OJ990602 04.0103.C22. 


ol.gp 


Method 


AAT/GAP 




Start 


49 




End 


211 





3314 



GI 


2796394 






Score 


278 


Exons 


49. .211 










Seq. No. 


3166 






Seq. ID 


OJ990602 


Gene No. 


Of DO 






btrana 


+ 


Start 


194 






End 


325 


Name 


OJ990602 04 


.0103. 


C23.ol.gs 


Method 


GEN SCAN 


Start 


194 






End 


325 


GI 


none 






Score 


.89 


Exons 


194. .325 










Seq. No. 


3167 






Seq. ID 


OJ990602 


Gene No. 


o /by 






Strand 




Start 


66 






End 


216 


Name 


OJ990602 04 


.0103. 


C26.ol.gs 


Method 


GENSCAN 


Start 


66 






End 


216 


GI 


none 






Score 


.4 


Exons 


66. .216 










Seq. No. 


3168 






Seq. ID 


OJ990602 


Gene No. 


6770 






Strand 


+ 


Start 


222 






End 


2793 


Name 


OJ990602 04 


.0103. 


C27 .ol.gs 


Method 


GENSCAN 


Start 


222 






End ■ 


2793 


GI 


none 






Score 


.55 


Exons 


222. .418, 942. .1036, 2097. .2251, 2410. 


.2793 


Seq. No. 


3168 






Seq. ID 


OJ990602 


Gene No. 


6771 






Strand 




Start 


1 






End 


2187 


Name 


OJ990602 04 


.0103. 


C27.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


2187 


GI 


4454463 






Score 


424 


Exons 


1..416, 594 


. .659, 


792. .1011, 


1109. .1180, 1257.. 




1585. .1656, 


1749. 


.1878, 2076. 


.2187 





GI Descrip. 



1328, 1417.. 1482, 



(AC006234) putative LRR receptor protein kinase [Arabidopsis 
thaliana] 



Seq. No. 3168 Seq. ID 

Gene No. 6771 Strand 

Start 1 End 

Name OJ990602_04 . 0103 . C27 . ol . tm Method 

Start 204 End 

GI none Score 
Exons 



OJ990602_04.0103.C27 
2187 

TBLASTX: Maize 

1626 

47 



204. .293, 206. .244, 272. .325, 276. .326, 282. .419, 316. .417, 
580. .651, 591. .659, 593. .658, 785. .856, 788.. 856, 928. .1011, 
939. .1016, 940. .1017, 1108. .1179, 1109. .1180, 1110. .1193, 
1246. .1326, 1251. .1328, 1263. .1328, 1413. .1481, 1416. .1481, 
1423. .1482, 1581. .1625, 1585. .1626, 1586. .1624 



Seq. No.. 3169 Seq. ID 

Gene No. 6772. Strand 

Start 617 End 

Name OJ990602_04 . 0103 . C28 . ol . gs Method 

Start 617 End" 

GI none Score 

Exons 617. .841 



OJ990602_04 .0103.C28 
+ 

841 

GENSCAN 

841 

.9 



3315 




Seq. No. 


3169 










Seq. ID 


oj y yubu^ 


n a mm r"?Q 
U4 . UIUo . tZo 


Gene No. 


6773 










Strand 


+ 




Start 


2685 










End 


3071 




Name 


OJ990602 04 


.0103. 


C28.o2 


.gs 


Method 


GEN SCAN 




Start 


2685 










End 


3071 




GI 


none 










Score 


.49 




Exons 


2685. 


.3071 














Seq. No. 


3169 










Seq. ID 


OJ990602 


_04.0103.C28 


Gene No . 


6774 










Strand 






Start 


4127 










End 


8465 




Name 


OJ990602 04 


.0103. 


C28.ol 


.np 


Method 


AAT/NAP 




Start 


4127 










End 


8465 




GI 


2252628 








Score 


90 




Exons 


4127. 


.4249, 


8130. 


.8270, 


8403. 


.8465 






GI Descrip. 


(U95973) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


3169 










Seq. ID 


OJ990602 


_04.0103.C28 


Gene No. 


6774 










Strand 






Start 


4127 










End 


8465 




Name 


OJ990602 04 


.0103. 


C28 ,o3 


.gs 


Method 


GENSCAN 




Start / 


7389 










End 


8328 




GI 


none 










Score 


.77 




Exons 


7389. 


.7547, 


7954 . 


.8328 










Seq. No. 


3170 










Seq. ID 


OJ990602 


04 . 0103 . C29 


Gene No. 


6775 










Strand 


+ 




Start 


1111 










End 


6311 




Name 


OJ990602 04 


.0103. 


C29.ol 


. gs 


Method 


GENSCAN 




Start 


1111 










End 


6288 




GI 


none 










Score 


.45 




Exons 


1111. 


.1231, 


1982. 


.2745, 


2834 . 


.2923, 3069.. 3164, 


5042 . . 5095, 




5340. 


.5495, 


5713. 


.5835, 


6061. 


.6110, 6134.. 6288 




Seq. No. 


3170 










Seq. ID 


OJ990602 


_04 .0103.C29 


Gene No. 


6775 










Strand 


+ 




Start 


1111 










End 


6311 




Name 


OJ990602 04 


.0103. 


C29.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2643 










End 


2926 




GI 


none 










Score 


146 




Exons 


2643. 


.2762, 


2644. 


.2745, 


2831. 


.2926, 2842..2922 




Seq. No. 


3170 










Seq. ID 


OJ990602 


_04.0103.C29 


Gene No. 


6775 










Strand 


+ 




Start 


1111 










End 


6311 




Name 


OJ990602 04 


.0103. 


C29.ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


3111 










End 


6311 




GI 


none 










Score 


61 




Exons 


3111. 


.3164, 


3280. 


.3405, 


3282. 


.3389, 34i 


39. .3542, 


3490. .3543, 




4740. 


.4871, 


4751. 


.4849, 


4757. 


.4873, 5039.. 5098, 


5044. .5100, 




5352. 


.5417, 


5354. 


.5413, 


5391. 


.5495, 5426. .5488, 


5707. .5835, 




5712. 


.5834, 


6060. 


.6113, 


6061. 


.6111, 6212. .6301, 


6213. .6311 


Seq. No. 


3170 










Seq. ID 


OJ990602 


_04.0103.C29 


Gene No'. 


6775 










Strand 


+ 




Start 


1111 










End 


6311 














3316 









Name 

Start 

GI 

Exons 



OJ990602_04 . 0103 . C29 . ol . tm 

3123 

none 

3123.. 3164, 3124.. 3171, 3276. 
3282.. 3431, 3489.. 3542, 3490. 
4752. .4868, 4754. .4873, 5039. 



Seq. No. 3170 

Gene No. 6775 

Start 1111 

Name OJ990602_04 . 0103 . C2 9 . ol . gp 

Start 5320 

GI 2797361 

Exons 5320.. 5495, 5713.. 5777 

Seq. No. 3170 

Gene No. 6775 

Start 1111 

Name OJ990602_04 . 0103 . C29 . o2 . tm 

Start 5357 

GI none 

Exons 5357. .5497, 5358. .5495, 5369. 

5712. .5834, 6060. .6113, 6061, 
6213. .6284 



Method TBLASTX: Maize 
End 5098 
Score 61 

.3389, 3280.. 3405, 3280.. 3390, 
.3543, 3490. .3543, 4740. .4871, 
.5098, 5041.. 5097 

Seq. ID OJ990602_04 .0103.C29 

Strand + 

End 6311 

Method AAT/GAP 

End 5777 

Score 364 



Seq. ID OJ990602_04 .0103. C29 

Strand + 

End 6311 

Method TBLASTX : Mai ze 

End 6286 

Score 199 

.5497, 5706. .5834, 5707. .5835, 
.6111, 6210. .6284, 6212. .6286, 



: l_i 

y 

S3. 



Seq. No. 3171 Seq. ID OJ990602_04 . 0103 . C30 

Gene No. 6776 Strand 

Start 1 End 98 

Name OJ990602_04 . 0103 .C30 . ol . gp Method AAT/GAP 

Start 1 End 98 

GI uC-osflcyp028hllbl Score 112 

Exons 1..98 

GI Descrip. ' 1620896/dbj I BAA13507 | 4.0e-45 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe]- 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] 1 



Seq. No. 3171 Seq. ID 

Gene No. 6777 Strand 

Start 700 End 

Name OJ990602_04 . 0103 . C30 . ol . gs Method 

Start 700 End 

GI none Score 

Exons 700.. 1134 



OJ990602JD4.0103.C30 

1134 
GENSCAN 
1134 
.73 



Seq. No. 3172 Seq. ID OJ990602J34 . 0103 . C31 

Gene No. 6778 Strand + 

Start 3275 End 5055 

Name OJ990602_04 . 0103 .C31 . o2 . gp Method AAT/GAP 

Start 3275 End 5055 

GI 727JL.R1084 Score 922 

Exons 3275. .3398, 4025. .4065, 4150. .4250, 4553.-4697, 4783. .4872, 

5018. .5055 

GI Descrip. 1 133867/sp | P254 60 | RS11_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll 
mays] 1 



[Zea 



3317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3172 
6778 
3275 

OJ990602_04 
4013 
133867 
4013. .4065, 



0103.C31.o2.np 



4150.. 4250, 4553. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602 
+ 

5055 
AAT/NAP 
5055 
608 



04.0103.C31 



4697, 4783.-4872, 5018.. 5055 
40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir || S16577 ribosomal protein 
Sll - maize gi I 22470 | emb I CAA39438 | (X55967) ribosomal protein 
Sll [Zea mays] * 1 ' 



3172 Seq. ID 

6779 Strand 

1 End 

OJ990602_04 . 0103 . C31 . ol . gp Method 

1 End 

uC-osroM202022a04bl Score 



OJ990602_04.0103.C31 

2666 
AAT/GAP 
1558 
701 



1..161, 751. .857, 1272. .1314, 1486. .1558 

1 16208 96/dbj I BAA13507 | 5.0e-42 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] ' 



! y 



Seq. No.. 
Gene No. 
Start 
Name 
Start 

S J Exons 

GI Descrip. 

Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3172 
677 9 
1 

OJ990602_04.0103.C31.oI.np 
1 

4885579 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990602 04.0103.C31 



2666 
AAT/NAP 
2666 
428 

1..161, 751. .857, 1272. .1314, 1486. .1575, 1798. .1869, 2518. .2666 
rcdl (required for cell differentiation, S. pombe) homolog 1 
gi 1 1620898 |dbj |BAA13508| (D87957) protein involved in sexual 
development [Homo sapiens] 



3172 Seq. ID 

6779 Strand 

1 End 

OJ990602_04 .0103 . C31 . o2 . ts Method 

64 End 

none Score 



OJ990602_04.0103.C31 
2666 

TBLASTX : Soybean 

2607 

84 



64. .117, 65. .118, 69. .134, 117. .164, 118. .162, 748. .858, 
749. .859, 1267. .1317, 1486. .1581, 1487. .1579, 1487. .1594, 
1798. .1872, 1802. .1870, 2503. .2607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



3172 Seq. ID 

6780 Strand 

4018 End 

OJ990602_04 .0103 . C31 . ol . tc Method 

4018 End 

none 'Score 



3172 
6780 



OJ990602_04 .0103.C31 
5054 

TBLASTX: Cress 

5054 

70 



4018. .4065, 4022. .4063, 4147. .4248, 4193. .4252, 4195. .4251, 
4551. .4706, 4552. .4713, 4558. .4713, 4781. .4873, 4783. .4872, 
4784. .4873, 4785. .4877, 5016. .5054 



Seq. ID 
Strand 



OJ990602 04.0103.C31 



3318 



Start 
Name 
Start 
GI 

Exons 



4018 

OJ990602_04 . 0103 . C31 . ol . tm 
4018 
none 



End 



5054 



Method TBLASTX : Mai ze 



End 5054 - 

Score 70 

4018. .4065, 4022. .4063, 4023. .4067, 4024. .4068, 4140. .4250, 

4140. .4250, 4150. .4251, 4193. .4255, 4195. .4254, 4551. .4697, 

4551. .4706, 4552. .4713, 4780. .4872, 4781. .4873, 4781. .4873, 
5016. .5054 



Seq. No. 

,;Gene No. 
Start 
Name 
Start 
GI 

Exons 



•3172 
6780 
4018 

OJ990602 04.0103.C31.ol.ts 



OJ990602 04.0103.C31 



4018 

none 

4018. 

4193. 

4559. 

5016. 



,4065, 
,4255, 
,4750, 
,5054 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4022. .4063, 4149. .4250, 4152. .4253, 4153. .4251, 
4195. .4254, 4551. .4697, 4551. .4706, 4552. .4713, 
4780. .4872, 4781. .4873, 4781. .4873, 4782. .4874, 



5054 

TBLASTX: Soybean 

5054 

70 



Seq. No. 
Gene No. 
Start 
Name 
/I Start 

)i gi 

^ Exons 

i'lJ GI Descrip. 



y Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Q GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3173 Seq. ID OJ990602_04 . 0103 . C32 

6781 Strand + 

1 End 119 

OJ990602_04 . 0103 . C32 . ol . gp Method AAT/GAP 

1 End 119 

727_1.R1084 . Score 212 

1..119 

'133867/spl P25460|RS11_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] 1 



OJ990602_04 .0103.C32 
+ 



3173 Seq. ID 

6782 Strand 
763 End . 7224 

OJ990602_04 . 0103 . C32 . o2 . gp Method AAT/GAP 
763 End 2721 

727_1*.R1084 Score 1278 

763. .823, 850. .912, 1421. .1461, 1549. .1649, 1982. .2126, 
2188.. 2277, 2423.. 2721 

* 133867/spl P25460|RS11_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] T 



3173 Seq. ID 

6782 Strand 

763 End 

OJ990602_04 . 0103 . C32 . ol . gs Method 

901 End 

none Score 



OJ990602_04.0103.C32 
+ 

7224 
GEN SCAN 
6916 
.56 



901. .912, 1421. .1461, 1549. .1649, 2188. .2277, 3202. .3318, 
3666.-3736, 4084 .. 4203, 4279 .. 4314 , 4430 .. 4564 , 4735. .4818, 
5963.. 6088, 6863.. 6916 



Seq. No. 
Gene No. 



3173 
6782 



Seq. ID OJ990602_04 .0103.C32 
Strand + 



3319 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



7 63 End 

OJ990602_04 . 0103 . C32 . ol . np Method 

1409 End 

133867 Score 



7224 
AAT/NAP 
2516 
658 



1409. .1461, 1549. .1649, 1982. .2126, 2188. .2277, 2423. .2516 
40S RIBOSOMAL PROTEIN Sll gi I 82722 | pir i | S16577 ribosomal protein 
Sll - maize gi | 22470 | emb|CAA39438 | (X55967) ribosomal protein 
Sll [Zea mays] 



Seq. No. 3173 

Gene No. 6782 

Start 763 

Name OJ990602_04 . 0103 . C32 . ol . tc 

Start 1414 

GI none 
Exons 



Seq. ID OJ990602JD4 .0103.C32 

Strand*" + 

End ' 7224 

Method TBLASTX: Cress 

End 2473 

Score 70 



1414. .1461, 1418. .1459, 1539. .1646, 1545. .1646, 1546. .1647, 
1592.. 1651, 1594.. 1650, 1977.. 2138, 1981.. 2127, 2186.. 2278, 
2188. .2277, 2190. .2282, 2420. .2473, 2421. .2468 



Seq. No. 

Gene No. 

Start 

Name 
!= = Start 
''J GI 



•=! 3 



Exons 



3173 
6782 
763 

OJ990602_04.0103.C32.ol.tm 
1414 
none 
1414. 
1549. 
1977. 
2421. 



Seq. ID OJ990602_04 .0103.C32 
Strand + 
End 7224 
Method TBLASTX: Maize 
End 2603 
Score 70 

,1461, 1418. .1459, 1420. .1464, 1539. .1649, 1548. .1649, 
,1650, 1592.. 1654, 1594.. 1653, 1975.. 2127, 1976.. 2065, 
.2138, 2185.. 2277, 2186. .2278, 2186.. 2278, 2420.. 2476, 
.2468, 2583.. 2603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3173 
6782 
7 63 

OJ990602_04.0103.C32.ol.ts 

1414 

none 



Seq. ID OJ990602_04 .0103.C32 

Strand + 

End 7224 

Method TBLASTX : Soybean 

End 2533 

Score 70 



1414. .1461, 1418. .1459, 1548. .1649, 1551. .1652, 1552. .1650, 

1592. .1654, 1594. .1653, 1975. .2127, 1977. .2138, 2049. .2138, 

2175. .2276, 2185. .2277, 2186. .2278, 2187. .2279, 2420. .2485, 

2421.. 2468, 2486.. 2533 

3173 Seq. ID 

6782 J Strand 

763 End 
OJ990602_04 . 0103 . C32 . o2 . tc Method 
4487 End 
none Score 
4487. .4564, 
5145. .5243, 



4750. .4824, 4752. .4817, 4879. .5004, 
5146. .5247, 5147. .5251, 5148. .5252, 



OJ990602_04.0103.C32 
+ 

7224 

TBLASTX: Cress 

5604 

79 

4881. .5021, 
5566. .5604 



Seq. ID OJ990602_04.0103.C32 
Strand 
End 

Method 
End 
Score 

4889. .5002, 4890. .5003, 4890. .5003, 4891.. 5004, 5146.. 5250, 



Seq. No. 3173 

Gene No. 6782 

Start 763 

Name OJ990602_04 . 0103 . C32 . o2 . tm 

Start 4 889 

GI none 
Exons 



+ 

7224 

TBLASTX: Maize 

5805 

115 



3320 



5146. .5235, 5147.. 5251, 5148. 
5567.. 5686, 5755.. 5805, 5758. 



.5252, 5564.. 5674, 5566.. 5679, 
,5805 



Sea No 


3173 


Seq. ID 


OJ990602_04.0103 


.C32 


Gene No. 


6782 


Strand 


+ 




Start 


763 


End 


7224 




Name 


OJ990602 04.0103.C32.o2.np 


Method 


AAT/NAP 




Start 


5094 


End 


7224 




GI 


5734733 


Score 


361 




Exons 


5094.. 5248, 5569... 5696, 5767 


..5815, 6022.. 60.88, 6863.. 6916, 




7129. .7224 








GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 




Sea No 


3173 


Seq. ID 


OJ990602_04.0103 


.C32 


Gene No. 


6782 


Strand 


+ 




Start. 


763 


End 


7224 




Name 


OJ990602 04.0103.C32.o3.gp 


Method 


AAT/GAP 




Start. 


5602 


End 


6942 




GI 


uC-osflcypl07b01bl 


Score 


458 




Exons 


5602.. 5685, 5762.. 5815, 6022 


..6088, 6863.. 6942 




GI Descrip. 


, 5734733/gb|AAD49998.1|AC007259_ll 5.0e-33 (AC007259) 






Hypothetical protein [Arabidopsis thaliana] 1 




Seq. . No. 


3174 


Seq. ID 


OJ990602_04 .0103 


. C33 


Gene No. 


6783 


Strand 


+ 




Start 


535 


End 


607 




Name 


OJ990602 04.0103.C33.ol.np 


Method 


AAT/NAP 




Start 


535 


End 


607 




GI 


5734733 


Score 


46 




Exons 


535.. 607 










(AC007259) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


3174 


Seq. ID 


OJ990602_04.0103 


.C33 


Gene No. 


6784 


Strand 


+ 




Start 


535 


End 


621 




Name 


OJ990602 04.0103.C33.ol.gs 


Method 


GENSCAN 




Start 


535 . 


End 


621 




GI 


none 


Score 


.55 




Exons 


535.. 621 








Seq. No. 


3175 


Seq. ID 


OJ990602_04 .0103 


.C34 


Gene No. 


6785 


Strand 


+ 




Start 


1 


End 


1467 




Name 


OJ990602 04 .0103.C34 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1467 




GI 


5441889 


Score 


441 




Exons 


1..127, 479. .718, 820. .943, 


1055. .1263, 


1324. .1467 





GI Descrip. (AP000367) Similar to SEC7 protein, Saccharomyces cerevisiae, 
PIR2:S49764; Contains Immunoglobulins and major 

histocompatibility complex proteins signature. (AL022604) [Oryza 
sativa] 



Seq. No. 3175 Seq. ID 

Gene No. 6785 Strand 

Start 1 End 

Name OJ990602_04 . 0103 . C34 . o2 . ts Method 

Start 497 . End 



OJ990602_04 .0103.C34 
+ 

1467 

TBLASTX : Soybean 
900 



3321 



GI 

Exons 



none Score 198 

497. .733, 547. .711, 817. .900, 834. .899 



Seq. No. 3175 * Seq. ID 

Gene No. 6785 Strand 

Start 1 End 

Name OJ990602_04 . 0103 .C34 . ol . tc Method 

Start 575 End 

GI * none Score 
Exons 



575. .721, 583. .717, 587. .721, 814. .942, 822 
1054.. 1203, 1293.. 1466, 1297.. 1467 



OJ990602_04 .0103.C34 
+ 

1467 

TBLASTX: Cress 

1467 

193 

947, 1053. .1202, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
'.a. Name 
*i Start 

Exons 



3175 Seq. ID 

6785 Strand 

1 End 
OJ990602_04 . 0103 . C34 . ol . gs Method 

814 End 

none Score 

814..943, 1055. .1203, 1291. .1419 



OJ990602_04.0103.C34 
+ 

1467 
GENS CAN 
1419 
.91 



3175 
6785 
1 

OJ990602_04.0103.C34 .ol.ts 

903 

none 

903. .938, 904. .942, 1041.. 
1288.. 1467, 1290.. 1466 



Seq. ID OJ990602 04.0103.C34 



Strand 
End 

Method 
End 
Score 
1211, 1057. 



+ 

1467 

TBLASTX : Soybean 

1467 

44 

1203, 1059. .1205, 



Seq. No. 3175 

Gene No. 6785 

Start 1 

Name OJ990602_04 . 0103 . C34 . ol . tm 

Start 1072 

GI none 
Exons 



Seq. ID OJ990602_04.0103.C34 
Strand 
End 

Method 
End 
Score 



+ 

1467 

TBLASTX: Maize 

1467 

236 



1072. .1203, 1077. .1202, 1288. .1467, 1290. .1466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3176 Seq. ID 

6786 Strand' 
1 End 
OJ990602_04.0103.C35.ol.gp Method 
1 End 
19384_1.R1084 Score 
1. .161 

1 135399/sp | P28752 | TBA1_0RYSA 5.0e-36 TUBULIN ALPHA-1 CHAIN 

>gi_100716_pir S20758 tubulin alpha-1 chain - rice 

>gi_20379_emb_CAA77988_ (Z11931) alpha 1 tubulin [Oryza sativa] 
>gi_1136124_emb_CAA62918_ (X91808) alfa-tubulin [Oryza sativa] ' 



OJ990602_04 . 0103 . C35 

+ ' ' . 

161 

AAT/GAP 

161 

314 



3176 
6787 
155 

OJ990602_04 . 0103 . C35 . ol . tm 
1 

none 



Seq. ID OJ990602_04.0103.C35 



Strand 
End 

Method 

End 

Score 



+ 

8883 

TBLASTX: Maize 

978 

187 



1..162, 2. .163, 8. .196, 30. .164, 127. .252, 153. .254, 157. .255, 
161. .268, 348. .467, 361. .468, 361. .468, 362. .469, 363. .470, 



3322 








521.. 625, 542.. 625, 543.-626, 


643. .690, 644. .691, 645. .692, 






652.. 696, 924.. 974, 925.. 978 








Seq. No. 


3176 


Seq. ID 


OJ990602_04.0103.C35 




Gene No. 


6787 


Strand 






OLdl L 


155 


End 


8883 




Name 


OJ990602 04.0103.C35.ol.tc 


Method 


TBLASTX: Cress 




Start 


88 


End 


604 




GI 


none 


Score 


67 




Exons . 


88. .162, 92. .163, 153. .254, 157. .255, 


361. .468, 363. .455, 






523.. 603, 527.. 604 








Seq. No. 


3176 


Seq. ID 


OJ990602_04.0103.C35 




Gene No. 


6787 


Strand 


+ 




Start 


155 


End 


8883 




Name 


OJ990602 04.0103.C35.ol.gs 


Method 


GENSCAN 




Start 


155 


End 


8883 




GI 


none 


Score - 


. 63 




Exons 


155.. 252, 364.. 459, 3356.. 3460, 3719.. 


3910, 3966.. 4085, 






4256. .4318, 4447. .4554, 4681. 


.4743, 5056. .5089, 5674. .5796, 






6366. .6459, 6673.. 6738, 7204. 


.7252, 7344. .7474, 8682. .8883 




Seq. No. 


3176 


Seq. ID 






bene lno . 


6787 


Strand 


4- 




Start 


155 


End 


ft ftfi 




Name 


OJ990602 04.0103.C35.ol.ts 


Method 


i 1 a . ooyx>ean 


rn 


Start 


172 


End 


610 


i y 


GI 


none 


Score 


96 


r ^ 


Exons 


172. .255, 361. .444, 361. .444, 


524. .607 


, 527. .610, 544. .603 


! : S 


Seq. No. 


3176 


Seq. ID 


OJ990602_04.0103.C35 


t. s 




6787 


Strand 


+ 


i y 


Start 


155 


End 


8883 




Name 


OJ990602 04.0103.C35.o2,gp 


Method 


AAT/GAP 


'id 


Start 


556 


End 


1048 




GI 


none 


Score 


918 


JJE3 


Exons 


556. .1048 






: ~5 


Seq. No. 


3176 


Seq. ID 


OJ990602_04.0103.C35 




Gene No. 


6787 


Strand 


+ 






155 


End 


8883 




Name 


OJ990602 04.0103.C35.ol.np 


Method 


AAT/NAP 




Start 


2950 


End 


3033 




GI 


5852084 


Score 


80 




Exons 


2950. .3033 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 






Seq. No. 


3176 


Seq. ID 


OJ990602_04.0103.C35 




Gene No. 


6787 


Strand 


+ 




Start 


155 


End 


8883 




Name 


OJ990602 04.0103.C35.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3854 


End 


7757 




GI 


none 


Score 


90 




Exons 


3854. .3907, 4479. .4514, 4515. 


.4565, 4516. .4551, 4681. .4743, 



5665.-5775, 5665.. 5781, 5666.. 5791, 5672.. 5797, 5673.. 5807, 
6162.. 6296, 6198.. 6314, 6212.. 6298, 6364.. 6462, 6365.. 6460, 
6368.-6496, 6531. .6584, 6535. .6585, 6703. .6732, 6704. .6736, 



3323 



7408. .7470, 7409. .7474, 7409. .7474, 7662. .7745, 7665.-7757, 
7670.. 7750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3176 Seq. ID 

6787 Strand 

155 End 

OJ990602_04 . 0103 . C35 . o2 . np Method 

3857 End 

4454464 Score 



OJ990602_04.0103.C35 
+ 



8883 
AAT/NAP 
7754 
773 
5056. .5089, 
6673. .6738, 



5674 
7204 



.5796, 
.7252, 



3857. .3910, 4447. .4554, 4681. .4743, 
6214. .6276, 6366. .6459, 6537. .6582, 
7409. .7474, 7671. .7754 

(AC006234) putative secretory carrier-associated membrane 
protein [Arabidopsis thaliana] 



3176 
6787 
155 

OJ990602_04 . 0103 . C35 . o2 . tc 

4485 

none 



Seq. ID OJ990602_04.0103.C35 



Strand 
End 

Method 

End 

Score 



+ 

8883 

TBLASTX : Cress 

5801 

57 



4485.-4559, 4504. .4554, 4678.-4743, 5663. .5797, 5673. .5801 



( y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3176 
6787 
155 

OJ990602_04.0103.C35.ol.tw 

4528 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4528. .4554, 4675. .4743, 5671. .5772, 5671. .5805, 5672. .5806, 
5673. .5819, 6210. .6266 



OJ990602_04.0103.C35 
+ 

8883 

TBLASTX: Wheat 
6266 
39 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3176 
6787 
155 

OJ990602_04, 
5672 
none 
5672. 
6210. 
6534, 
6689. 
7394. 
7824. 



.5701, 
,6341, 
,6578, 
,6739, 
,7474, 
,7886, 



0103.C35.o2.tm 



5672. 
6212. 
6535. 
6705. 
7408. 
7836. 



,5698, 5685 

.6298, 6364 

,6582, 6652 

.6746, 7192 

.7473, 7412 
.7886 



Seq. ID OJ990602_04.0103.C35 

Strand + 

End 8883 

Method TBLASTX : Mai ze 

End 7886 

Score 53 

.5804, 5694. .5795, 5695. .5808, 
.6459, 6365. .6460, 6365. .6460, 
.6696, 6652.-6699, 6676. .6738, 
.7251, 7196. .7255, 7208. .7255, 
.7474, 7637..77S6, 7665. .7754, 



Seq. No. 3176 Seq. ID 

Gene No. 67 87 Strand 

Start 155 End 

Name OJ990602_04 . 0103 . C35 . o3 . tc Method 

Start 6210 End 

GI none Score 

Exons 6210.. 6314, 6212.. 6298, 6365.. 6409, 6404 

6535.. 6573, 6539. .6571, 7409.. 7474, 7662 

7670. .7750 



OJ990602_04 .0103.C35 
+ 

8883 

TBLASTX: Cress 
7751 
125 

6460, 6406. .6441, 
7727, 7665. .7751, 



Seq. No. 
Gene No. 



3176 
6787 



Seq. ID OJ990602__04.0103.C35 
Strand ■ + 



3324 



Start 
Name 
Start 
GI 

Exons 



155 End 8883 

OJ990602_04 . 0103 . C35 . o3 . gp Method AAT/GAP 

7204 End 7947 

23924_1.R1084 Score 673 

7204.. 7252, 7409.. 7474, 7671.. 7947 



GI Descrip. ' 5734732/gb | AAD49997 . 1 | AC007259_10 1.0e-19 (AC007259) 
Hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 3177 Seq. ID 

Gene No. 6788 Strand 

Start 7904 End 

Name OJ990602_04 . 0103 . C36 . o2 . gs Method 

Start 7904 End 

GI none Score 

Exons 7904.. 7945, 8132.. 8311 



OJ990602_04 .0103.C36 
+ 

8311 
GEN SCAN 
8311 
.92 



Seq. No. 


3177 


Seq. ID 


OJ990602_ 


04 


.0103. 


,C36 


Gene No. 


6789 


Strand 


+ 








Start 


14846 


End 


15524 








Name 


OJ990602 04.0103.C36.o5.gs 


Method 


GENSCAN 








Start 


14846 


End 


15524 








GI 


none 


Score 


.57 








Exons 


14846. .14850, 15090 .. 15210, 


15222. . 15524 








Seq. No. 


3177 


Seq. ID 


OJ990602_ 


04 


.0103, 


.C36 


Gene No. 


6790 


Strand 


+ 








Start 


19907 


End 


20503 








Name 


OJ990602 04.0103.C36.o6.gs 


Method 


GENSCAN 








Start 


19907 


End 


20503 








GI 


none 


Score 


.45 








Exons 


19907. .20503 












Seq. No. 


3177 


Seq. ID 


OJ990602 


04 


.0103, 


,C36 


Gene No. 


6791 


Strand 


+ 








Start 


25345 


End 


27739 








Name 


OJ990602 04.0103.C36.o4.rip 


Method 


AAT/NAP 








Start 


25345 


End 


27739 








GI 


,5922623 


Score. 


198 








Exons 


25345. .25418, 25965 .. 26119, 


26287. .26362, 27526. 


.27739 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 









gil 6016856|dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 3177 

Gene No. 6792 

Start 1913 

Name OJ990602_04 . 0103 . C36 . ol . gs 

Start 1913 

GI none 

Exons 1913.. 2573, 2714.. 3161, 3321, 
5578. .6111, 6211. .6437, 6540. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3398, 4223 
.7383 



OJ990602 04.0103.C36 



7907 
GENSCAN 
7383 
.74 

4267, 4352. 



.4487, 



Seq. No. 3177 Seq. ID 

Gene No. 6792 Strand 

Start 1913 End 

Name OJ990602_04 .0103 . C36 . o2 . np Method 

Start 5500 End 



OJ990602_04.0103.C36 

7907 

AAT/NAP 

7907 



3325 



GI 3420052 Score 1603 

Exons 5500.. 6111, 6211.. 6437, 6540.. 7055, 7736.. 7907 

GI Descrip. (AC004 680) putative NADH dehydrogenase (ubiquinone 
oxidoreductase) [Arabidopsis thaliana] 



Seq. No. 3177 

Gene No. 6793 

Start 10657 

Name OJ990602_04 . 0103.C36.o3.gs 

Start 10657 

GI none 
Exons 



Seq. ID OJ990602_04 .0103.C36 
Strand 

End 12937 

Method GENSCAN 

End 12937 

Score . 61 



10657. .11116, 11518. .11603, 12319 .. 12477, 124 97 .. 12604 , 
12857. .12937 



Seq. No. 3177 Seq. ID 

Gene No. 6794 Strand 

Start 13790 End 

Name OJ990602_04 . 0103.C36.o4 .gs Method 

Start 13790 End 

GI none Score 

Exons 13790. .14269, 14527.. 14541 



OJ990602_04.0103.C36 

14541 
GENSCAN 
14541 
.99 



i $ 

Id 



Seq. No. 3177 Seq. ID OJ990602_04 . 0103 . C36 

Gene No. 67 95 Strand 

Start 23296 End 24762 

Name OJ990602_04 . 0103.C36.o3.np Method AAT/NAP 

Start 23296 End 24672 

GI 2501491 Score 586 

Exons 23296. .24672 

GI Descrip. FLAVONOL 3-O-GLUCOSYLTRANSFERASE 1 (UDP-GLUCOSE FLAVONOID 

3-O-GLUCOSYLTRANSFERASE 1) gi | 542014 | pir | | S41950 UTP-glucose 
glucosyltransferase - cassava gi | 4 5324 6 | emb | CAA54 609 I (X77459) 
UTP-glucose glucosyltransferase [Manihot esculenta] 



'SB* 
□ 



Seq. No. 3177 Seq. ID 

Gene No. 6795 Strand 

Start . 23296 End 

Name OJ990602JD.4 . 0103 . C36 . o2 . gp Method 

Start 24170 End 

GI none Score 

Exons 24170. .24762 



OJ990602_04.0103.C36 

24762 
AAT/GAP 
24762 
1137 



Seq. No. 3177 Seq. ID 

Gene No. 6796 Strand 

Start 25442 End 

Name OJ990602_04 . 0103 . C36 . o7 . ts . Method 

Start 1938 End 

GI none Score 

Exons 1938.. 2123, 1940.. 2194 



OJ990602_04.0103.C36 
27369 

TBLASTX : Soybean 

2194 

100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3177 

6796 

25442 

OJ990602 

1940 

none ' 



04.0103.C36.o4.tm 



Seq.' ID 

Strand 

End 

Method 

End 

Score 



OJ990602_04.0103.C36 
27369 

TBLASTX: Maize 

2272 

177 



1940.. 2146, 1941.. 2126, 2165.. 2272 



3326 





Corr Mo 


77 
















Gene No. 


6796 








Strand 








Start ■ 


25442 








End 


27369 






Name 


OJ990602 04 


.0103 


.C36.o5 


. tm 


Method 


TBLASTX: Maize 






Start 


2602 








End 


2988 






GI 


none 








Score 


92 






Exons 


2602. .2988, 


2696 


. .2923 












Qcarr Mo 


^1 77 








q pn T H 

OdJ[ . if 








Gene No. 


6796 








Strand 








Start 


25442 








End 


27369 






Name 


OJ990602 04 


.0103 


.C36.o5 


.tc 


Method 


TBLASTX: Cress 






Start 


2641 








End 


3003 






GI 


none 








Score 


87 






Exons 


2641. .3003, 


2696 


. .2923 














^1 77 








q prT jn 

Oc^ . J. U 


n.TQQnfin? 04 mn? 






Gene No. 


6796 








Strand 








Start 


25442 








End 


27369 






Name 


OJ990602 04 


.0103 


.C36.o8 


. ts 


Method 


TBLASTX : Soybean 






Start 


2641 








End 


3063 






' GI 


none 








Score 


238 




Q 

:. i 


Exons 


2641. .3063 














ssr 


Seq. No. 


3177 








Seq. ID 


OJ990602_04.0103 


.C36 


i y 




67 Qfi 








Strand 








Start 


25442 








End 


27369 






Name 


OJ990602 04 


.0103 


.C36.o3 


.tc 


Method 


TBLASTX: Cress 




[ i t 


Start 


5488 








End 


12550 




:, ^ 


GI 


none 








Score 


109 




ry 


Exons 


5488. .5640, 


5500 


. .5652, 


5501. 


.5650, 5648.. 5773, 5650.. 5835, 


„ 




5804. .5842, 


12467. .12550, 12469. .12549 








Can Mo 


^1 77 








Seq. ID 


OJ990602_04.0103 


.C36 




Gene No. 


6796 








Strand 








Start 


25442 








End 


27369 




1 


Name 


OJ990602 04 


.0103 


.C36.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


5500 








End 


12550 




: = s5 


GI 


none 








Score 


266 






Exons 


5500. .5739, 


5501 


. .5740, 


12467 


. .12550, 


12469. .12549 






Crt/y Mo 


"31 77 








Seq. ID 


OJ990602_04.0103 


.C36 




Gene No. 


6796 








Strand 








Start 


25442 








End 


27369 






Name 


OJ990602 04 


.0103 


.C36.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


5539 








End 


24730 






GI 


none 








Score 


50 






Exons 


5539. .5706, 


5735 


. .5818, 


24314 


. .24730, 


24316. .24711 






Seq. No. 


3177 








Seq. ID 


OJ990602_04.0103 


.C36 




Gene No. 


6796 








Strand 








Start 


25442 








End 


27369 






Name 


OJ990602 04 


.0103 


.C36.o6 


.ts 


Method 


TBLASTX : Soybean 






Start 


5785 








End 


5976 






GI 


none 








Score 


176 






Exons 


5785. .5976, 


5786 


. .5968 











3327 





11 77 






Seq. ID 


OJ990602_04.0103.C36 


Gene No. 


6796 






Strand 




Start 


25442 






End 


27369 


Name 


OJ990602 04 


.0103.C36.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


5863 






End 


6064 


GI 


none 






Score 


128 


Exons 


5863. .5985, 


5864. .5986, 


5987. 


.6064, 5989.. 6063 




1177 






Seq. ID 


OJ990602_04.0103.C36 


Gene No. 


6796 






Strand 




Start 


25442 






End 


27369 


Name 


OJ990602 04 


.0103.C36.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5932 






End 


6439 


GI 


none 






Score 


122 


Exons 


5932. .6108, 


5933. .6055, 


6211. 


.6438, 6248.. 6289, 6338.. 6439 


Seq. No. 


3177 






Seq. ID 


OJ990602_04.0103.C36 


uCUC IN W . 


67 96 






Strand 




Start 


25442 






End 


27369 


Name 


OJ990602 04 


.0103.C36.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5977 






End 


6676 


GI 


none 






Score 


91 


Exons 


5977. .6108, 


5990. .6061, 


6211. 


.6438, 6227. .6289, 6341. .6439, 




6533. .6676, 


6538. .6675 










1177 






Seq. ID 


OJ990602_04.0103.C36 


Gene No. 


6796 






Strand 




Start 


25442 






End 


27369 


Name 


OJ990602 04 


.0103.C36.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


6538 






End 


7020 


GI 


none 






Score 


54 


Exons 


6538. .6702, 


6730. .6789, 


6832. 


.7020, 6845.. 6931, 6968.. 7009 




3177 






Seq. ID 


OJ990602_04.0103.C36 


Gene No. 


6796 






Strand 




Start 


25442 






End 


27369 


Name 


OJ990602 04 


.0103.C36.o2 


.tw 


Method 


TBLASTX .-Wheat 


Start 


6751 






End' 


6928 ' 


GI 


none 






Score 


182 


Exons 


6751. .6927, 


6752. .6928 










3177 






Seq. ID 


OJ990602_04.0103.C36 


Gene No. 


6796 






Strand 




Start 


25442 






End . 


27369 


Name 


OJ990602 04 


.0103.C36.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


6829 






End 


7047 


GI 


none 






Score 


233 


Exons 


6829. 17047, 


6830. .7039 








Seq. No. 


3177 






Seq. ID 


OJ990602_04.0103.C36 


Gene No. 


6796 






Strand 




Start 


25442 






End 


27369 


Name 


OJ990602 04 


.0103.C36.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


6856 






End 


7042 


GI 


none 






Score 


150 


Exons 


6856. .7041, 


6863. .7042 









3328 










Seq. ID 


OJ990602_04.0103. 


fie 

V- J o 


Gene No. 


6796 




Strand 






Start 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


o9.ts 


Method 


TBLASTX : Soybean 




Start 


10666 




End 


14038 




GI 


none 




Score 


76 




Exons 


10666. .10851, 10831.. 


10905, 


13799. .13984, 13964.. 14038 






ii 




Seq. ID 


OJ990.602_04.0103. 




Gene No. 


6796 




Strand 






Start 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


20109 




End 


20408 




GI 


none 




Score 


385 




Exons 


20109. .20360, 20138.. 


20359, 


20262. .20408 






ii 




Seq. ID 


OJ990602_04.0103. 




Gene No. 


6796 




Strand 






Start 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20127 




End 


20348 




GI 


none 




Score 


212 




Exons 


20127. .20273, 20138.. 


20269, 


20292. .20348, 20294 .. 20326 t 




oeq. IN O . 


ii 




Seq. ID 


OJ990602_04.0103. 




Gene No. 


6796 




Strand 






Start 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


06. tc 


Method 


TBLASTX: Cress 




Start 


20133 




End 


20342 




GI 


none 




Score 


182 




Exons 


20133. .20267, 20138.. 


20266, 


20283. .20342 




Qa« Kin, 


"31 ii 




Seq. ID 


OJ990602_04.0103. 




Gene No. 


6796 




Strand 






Start 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


23302 




End 


23751 




GI 


none 




Score 


70 




Exons 


23302. .23433, 23314.. 


23358, 


23509. .23751, 23510.. 23719 




Seq. No. 


3177 




Seq. ID 


OJ990602JD4.0103. 


C36 


bene ino . 






Strand 






Start' 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


23509 




End 


24135 




GI 


none 




Score 


147 




Exons 


23509. .23694, 23513.. 


23662, 


23704 . .2374 


8, 23803. .23949, 






23837. .23950, 23956.. 


24015, 


24058. .24135 




Seq. No. 


3177 




Seq. ID 


OJ990602_04.0103. 


C36 


Gene No. 


6796 




Strand 






Start 


25442 




End 


27369 




Name 


OJ990602 04.0103.C36. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


23510 




End 


24708 




GI 


■ none 




Score 


113 




Exons 


23510. .23719, 23518.. 


23763, 


23803. .23967, 238 10 .. 23983, 





3329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23986. .24384, 24059 .. 24124 , 24547.. 24708 

OJ990602 04.0103.C36 



3177 Seq. ID 

6796 Strand 

25442 End 

OJ990602_04 . 0103 . C36 . ol . tw Method 

23512 End 

none Score 



27369 

TBLASTX: Wheat 

23857 

171 



23512. .23745, 23513 .. 23719, 23581 .. 237 4 5, 23803 .. 23856, 
23810.. 23857 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
; »=i Name 
''J Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



:= 3 c 



u 

-J =2 

u 



?2 Seq. No. 
! =3 Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



3177 Seq. ID 

67 96 Strand 
25442 End 
OJ990 602_04 . 0103 . C36 . o7 . tm Method 
23803 End 
none Score 

23803. .23949, 23804 .. 23953, 

24166. .24312, 24196.. 24312 

3177 

6796 Strand 
25442 End 27369 

OJ990602_04 . 0103 . C36 . 08 . gs Method GEN SCAN 
25442 End 27369 

none Score . 4 9 

25442. .25549, 26133 .. 26205, 27248.. 27369 



OJ990602_04.0103.C36 
27369 

TBLASTX: Maize 
24312 
189 

24025. .24189, 24029 .. 24 14 5, 



Seq. ID OJ990602_04.0103.C36 



3178 Seq. ID 

67 97 Strand 

11937 End 

OJ990602_04 . 0103 . C37 . o5 . np Method 

11937 End 

5777617 Score 
11937. .12019, 13146. .13245 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990602_04.0103.C37 
+ 

13245 
AAT/NAP 
13245 
68 



3178 Seq. ID OJ990602_04 . 0103 . C37 

6798 Strand + 

16427 End 19013 

OJ990602_04.0103.C37.ol.gp Method AAT/GAP 
16427 End 19010 

31129_1.R1084 Score 1084 

16427. .16739, 17315 .. 17373, 17837 .. 17927 , 18763 .. 18817 , 
18920. . 19010 

, 3880625/emb|CAB07858.1| 3.0e-27 (Z93785) predicted using 
Genefinder; similar to RNA recognition motif, (aka RRM, RBD, or 
RNP domain); cDNA EST EMBL:T01682 comes from this gene; cDNA EST 
EMBL:M75823 comes from this gene; cDNA EST EMBL:D27559 comes 
from this 1 



Seq. No. 3178 Seq. ID 

Gene No. .67 98 Strand 

Start ' 16427 End 

Name OJ990602_04 . 0103 . C37 . 06 . np Method 

Start 16507 End 

GI 3880625 Score 



OJ990602_04 .0103.C37 
+ 

19013 
AAT/NAP 
19013 
152 



3330 



Exons 16507. .16560, 17315 .. 17373, 17837 .. 17927 , 18763 .. 18817, 

18920.. 19013 

GI Descrip. (Z93785) predicted using Genefinder; similar to RNA recognition 
motif, (aka RRM, RBD, or RNP domain); cDNA EST EMBL:T01682 comes 
from this gene; cDNA EST EMBL:M75823 comes from this gene; cDNA 
EST EMBL:D27559 comes from this ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3178 Seq. ID 

6799 Strand 

5960 End 

OJ990602_04 . 0103 . C37 . ol . np Method 

5960 End 

6466937 Score 



OJ990602_04.0103.C37 

12520 
AAT/NAP 
10827 
2455 



5960.. 6055, 6581.. 10209, 10254.. 10827 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



"i S3 



Seq. No. 


3178 


Seq. ID 


OJ990602_04. 


0103 


.C37 


Gene No. 


6799 


Strand 








Start 


5960 


End 


12520 






Name 


OJ990602 04.0103.C37.o2.np 


Method 


AAT/NAP 






Start 


5960 


End 


12520 






GI 


6466937 


Score 


2456 






Exons 


5960.. 6055, 6581.. 10209, 10254 .. 10824-, 


12485. . 12520 






GI Descrip.. 


(AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 










Seq. No. 


3178 


Seq. ID 


OJ990602_04. 


0103 


-C37 


Gene No. 


6799 


Strand 








Start 


5960 


End 


12520 






Name 


OJ990602 04.0103.C37.o3.np 


Method 


AAT/NAP 






Start 


10363 


End 


12039 






GI 


6539588 


Score 


252 






Exons 


10363. .10433, 11734.. 12039 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


3178 


Seq. ID 


OJ990602_04. 


0103 


-C37 


Gene No. 


6800 


Strand 








Start 


13029 


End 


13133 






Name 


OJ990602 04.0103.C37.o3.tm 


Method 


TBLASTX: Maize 




Start 


6570 


End 


7208 






GI 


none 


Score - 


133 






Exons 


6570.. 6767, 6570.. 6821, 6807. 


.7208, 6946. .7110 






Seq. No. 


3178 


Seq. ID 


OJ990602_04. 


0103 


.C37 


Gene No. 


6800 


Strand 








Start 


13029 


End 


13133 






Name 


OJ990602 04.0103.C37.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6741 


End 


7142 






GI 


none 


Score 


108 






Exons 


6741. .7142, 6853. .7110 











Seq. No. 3178 Seq. ID 

Gene No. 6800 Strand 

Start 13029 End 

Name OJ990602_04 . 0103 .C37 . o4 . tw Method 

Start 7203 End 



OJ990602_04.0103.C37 
13133 

TBLASTX: Wheat 
7595 



3331 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
i (B ? Start 

"yz Exons 

fy Seq. No. 

0 Gene No. 
|jj Start 

: "=J Name 
iff Start 

1 J GI 

fa Exons 

: y Seq. No. 

I T Gene No. 

;*!! Start 

W Name 

Q Start 

Q GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

7203. .7595, 

3178 
6800 
13029 

OJ990602_04. 

7215 

none 

7215. .7748, 

3178 
6800 
13029 

OJ990602_04, 

7443 

none 

7443. .7820, 

3178 
6800 
13029 

OJ990602_04, 

7683 

none 

7683. .8078, 
3178 

6800 -V^ - . 
13029 

OJ990602_04. 

7977 

none 

7977. .8072, 

3178 
6800 
13029 

OJ990602_04 . 

8184 

none 

8184. .8243, 

3178 
6800 
13029 

OJ990602_04 . 

8262 

none 

8262. .8501 

3178 
6800 
13029 

OJ990602_04 . 

8540 

none 



Score 



117 



7216. .7551 

0103.C37.ol.tm 
7215.. 7850, 7537, 

0103.C37.ol.ts 
7537. .7743 

0103.C37.o3.tw 
7695. .7949 

0103.C37.o4.tm 



Seq. ID OJ990602_04.0103.C37 
Strand 

13133 

TBLASTX: Maize - 
7850 
197 



End 

Method 
End 
Score 
.7749 



Seq. ID OJ990602_04.0103.C37 
Strand 

End 13133 

Method TBLASTX : Soybean 

End 7820 

Score 130 



Seq. ID OJ990602_04 . 0103.C37 
Strand 

End 13133 

Method TBLASTX : Wheat 

End 8078 

Score 77 



Seq. ID OJ990602_04.0103.C37 
Strand 

End 13133 

Method TBLASTX : Mai ze 

End 8593 

Score 308 



8067.. 8510, 8107.. 8565, 8510.. 8593 



0103.C37.o5.tw 



8651.. 8872, 8760. 



0103.C37.o5.ts 



Seq. ID OJ990602_04.0103.C37 
Strand 

13133 

TBLASTX: Wheat 
8873 
59 



End 

Method 
End 
Score 
.8873 



0103.C37.o2.ts 



Seq. ID OJ990602_04 .0103.C37 
Strand 

End 13133 

Method TBLASTX : Soybean 

End 8501 

Score 18 9 



Seq. ID OJ990602_04 .0103.C37 
Strand 

End 13133 

Method TBLASTX : Soybean 

End 8896 

Score 7 9 



3332 




Exons 


8540. .8635, 


8639 


. .8896, 


8643. 


.8885 






Seq. No. 


3178 








Seq. ID 


OJ990602_04.0103. 


C37 


Gene No . 


OOUU 








O +- -s >-» /~} 

otrana 






Start 


13029 








End 


13133 




Name 


OJ990602 04 


.0103 


.C37.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


8594 








End 


8812 




GI 


none 








Score 


103 




Exons 


8594. .8635, 


8639 


. .8812, 


8663. 


.8812 






Seq. No. 


3178 








Seq. ID 


OJ990602_04.0103. 


C37 


Gene No . 


DO UU 








Of v , /-J 

otrana 






Start 


13029 








End 


13133 




Name 


OJ990602 04 


.0103 


.C37.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8819 








End 


9295 




GI 


none 








Score 


301 




Exons 


8819. .9295, 


8820 


. .9290 










Seq. No. 


3178 








Seq. ID 


OJ990602_04.0103. 


C37 


Gene No. 


ooUU 








otrana 






Start 


13029 








End 


13133 




Name 


OJ990602 04 


.0103 


.C37.ol. 


tw 


Method . 


TBLASTX: Wheat 




Start 


8873 








End 


9355 




GI 


none 








Score 


237 




Exons 


8873. .9355,- 


8877 


. .9275 










Seq. No. 


3178 








Seq. ID 


OJ990602_04.0103. 


C37 


Gene No . 


conn 
OoUU 








otrana 






Start 


13029 








End 


13133 




Name 


OJ990602 04 


.0103 


.C37.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


9005 








End 


9319 




GI 


none 








Score 


218 




Exons 


9005. .9319 














Seq. No. 


3178 








Seq. ID 


OJ990602_04.0103. 


C37 


Gene No . 


DO uu 








Strand 






Start 


13029 








End 


13133 




Name 


OJ990602 04 


.0103 


.C37.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


9344 








End 


10183 




GI 


none 








Score 


82 




Exons 


9344. .9529, 


9560 


. .9652, 


9740. 


.9985, 10038. .10172, 10049. 


.10: 


Seq. No. 


3178 








Seq. ID 


OJ990602_04.0103. 


C37 


Gene No. 


6800 








Strand 






Q+- a r-+- 


13029 








End 


13133 




Name 


OJ990602 04 


.0103 


.C37..04. 


np 


Method 


AAT/NAP 




Start 


13029 








End 


13133 




GI 


5777617 








Score 


86 




Exons 


13029. .13133 












GI Descrip. 


(AJ245900) i 


CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


3178 








Seq. -ID 


OJ990602_04.0103. 


C37 


Gene No. 


6801 








Strand 






Start 


16682 








End 


19014 




Name 


OJ990602 04 


.0103 


.C37.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


16682 








End 


19014 




GI 


none 








Score 


92 





3333 



Exons 



• 



16682. .16738, 16688 .. 16756, 16689 .. 16742, 17311 17373, 

17312. .17374, 17314 17379, 17835 .. 17930, 17836 .. 17928 , 

17837. .17932, 18754 .. 18822, 18757 .. 18828 , 18907 19011, 

18914. .19009, 18921. .19013, 18921 .. 19013, 18922. .19014 



Seq. No. 3178 Seq. ID 

Gene No. 6801 Strand 

Start 16682 End 

Name OJ990602_04 . 0103 . C37 . ol . tc Method 

.Start 16688 End 

GI none Score 
Exons 



OJ990602_04.0103.C37 
19014 

TBLASTX: Cress 

19014 

78 



16688. .16756, 16689 .. 16742, 17311 17421 , 17312 .. 17374 , 

17835. .17930, 17837 .. 17929, 17838 .. 17933, 18754 .. 18822 , 

18762. .18812, 18907 .. 19011, 18920 .. 19012 , 18921 .. 19013, 
18922.. 19014 



•S S3 1 



□ 



Seq. No. 3178 
Gene No. 6801 
Start 16682 

Name OJ990602_04 . 0103 . C37 . o3 . ts 

Start 16688 

GI none 

Exons 16688. .16738, 16689 .. 16742, 17311 .. 17421 , 17312 

17834. .17929, 17835 17930, 17838 .. 17 933, 17839 
18754. .18822, 18760 .. 18828 , 18907 .. 19011 , 18921 



Seq. ID OJ990602_04 .0103.C37 
Strand 

19014 

TBLASTX: Soybean 
19013 
79 



End 

Method 

End 

Score 



.17374, 
.17934, 
.19013 



Seq. No. 


3179 








Seq. ID 


OJ990602_04.0103.C38 


Gene No. 


6802 








Strand 


+ 


Start 


387 








End 


1696 


Name 


OJ990602 


04.0103.C38 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


384 








End 


636 


GI 


none 








Score 


60 


Exons 


384. .407, 


385. .426, 


385. 


.456, 


431. .460, 


459. .614, 464. .613, 




513. .635, 


514. .636 










Seq. No. 


3179 








Seq. ID 


OJ990602_04.0103.C38 


Gene No. 


6802 








Strand 


+ 


Start 


387 








End 


1696 


Name 


OJ990602 


04.0103.C38 


.ol. 


gs 


Method 


GENSCAN 


Start 


387 








End 


1696 


GI 


none 








Score 


.75 


Exons 


387. .615, 


775. .953, 


1424 


. .1696 




Seq. No. 


3179 








Seq. ID 


OJ990602_04.0103.C38 


Gene No. 


6802 








Strand 


+ 


Start 


387 








End 


1696 


Name 


OJ990602 


04.0103.C38 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


425 








End 


1131 


GI 


none 








Score 


245 


Exons 


425. .460, 


459. .614, 


461. 


.613, 


513. .614, 


517. .618, 748. .951, 




774. .953, 


776. .958, 


776. 


.958, 


1063. .1131, 1064. .1114 


Seq. No. 


3179 








Seq. ID 


OJ990602_04.0103.C38 


Gene No. 


6802 








Strand 


+ 


Start 


387 








End 


1696 


Name 


OJ990602 


04.0103.C38 


.ol. 


gp- 


Method 


AAT/GAP 


Start 


562 








End 


1145 



3334 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2312407 Score 
562. .615, 775. .958, 1066. .1145 



3180 
6803 
130 

OJ990602_ 

130 

none 

130. . 178- 



04.0103.C40.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



512 



OJ990602_04 . 0103 . C40 
178 

GENSCAN 

178 

.56 



Seq. No. 3181 Seq. ID 

Gene No. 6804 Strand 

Start 471 End 

Name OJ990602_04 . 0103 . C4 1 . ol . gs Method 

Start 471 End 

GI none Score 

Exons 471.. 773 



OJ990602_04 .0103.C41 
773 

GENSCAN 

773 

.91 



Seq. No. 3182 Seq. ID 

Gene No. 6805 Strand 

Start 199 End 

Name OJ990602_04 . 0103 . C4 3 . ol . gs Method 

; ! 3 Start 199 End 

'2. GI none Score 

'":Z Exons 199.. 273 



OJ990602_04.0103.C43 
273 

GENSCAN 

273 

.41 



Seq. No. 3183 Seq. ID 

Gene No. 6806 Strand 

Start 1936 End 

Name OJ990602_04 . 0103 . C4 4 . ol . gp Method 

Start 1936 End 

GI 2311051 Score 

Exons 1936.. 2182 



OJ990602_04 .0103.C44 
+ 

2265 
AAT/GAP 
2182 
430 



\A Seq. No. 3183 Seq. ID 

. 2 Gene No. 6806 Strand 

Start 1936 ' End 

=3 Name OJ990602JD4 . 0103 .C44 . ol . gs ^Method 

!3 Start 1967 End 

:3 GI none Score 

Exons 1967.. 2238 



OJ990602_04.0103.C44 
+ 

2265 
GENSCAN 
2238 
.95 



Seq. No. 3183 

Gene No. 6806 

Start 1936 

Name OJ990602_04 . 0103 . C44 . ol . tm 

Start 1982 

GI none 

Exons 1982.. 2014, 2053.. 2103, 2054, 
2156. .2263 



Seq. ID OJ990602_04 .0103.C44 

Strand + 

End 2265 

Method TBLASTX: Maize 

End 2263 

Score 54 

.2104, 2093.. 2263, 2107.. 2262, 



Seq. No. 3183 Seq. ID 

Gene No. 6806 Strand 

Start 1936 End 

Name OJ990602_04 . 0103 . C4 4 . ol . np Method 

Start 2012 End 



OJ990602_04 .0103.C44 
+ 

2265 

AAT/NAP 

2265 



3335 



ru 

y 

u 



GI 


6911846 


Score 


109 


Exons 


2012. .2265 






GI Descrip. 


(AL13864 9) sulf otransf erase- 


like protein [Arabidopsis thaliana] 


Seq. No. 


3184 


Seq. ID 


OJ990602 04.0103.C45 




6807 


Strand 




Start 


65 


End 


857 


Name 


OJ990602 04.0103.C45.ol.gs 


Method 


GEN SCAN 


Start 


65 


End 


857 


GI 


none 


Score 


. 94 


Exons 


65. .272, 782. .857 






Seq. No. 


3185 


Seq. ID 


OJ990602 04.0103.C48 


Gene No. - 


6808 


Strand 


+ 


Start 


1 


End 


700 


Name 


OJ990602 04.0103.C48.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


700 


GI 


5852180 


Score 


336 


Exons 


1..83, 369. .700 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


3186 


Seq. ID 


OJ990602_04 .0103.C49 


Gene No. 


6809 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990602 04.0103.C49.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1087 


GI 


6539553 


Score 


1844 


Exons 


1. .1087 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


3186 


Seq. ID 


OJ990602_04.0103.C49 


Ronp Mo 


6809 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990602 04.0103.C49.o2.ts 


Method 


TBLASTX: Soybean 


Start 


48 


End 


215 


GI 


none 


Score 


176 


Exons 


48. .215, 59. .136 






Seq. No. 


3186 


Seq. ID 


OJ990602_04 .0103.C4 9 




6809 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990602 04.0103.C49.o2.tw 


Method 


TBLASTX: Wheat 


Start 


71 


End 


263 


GI 


none 


Score 


275 


Exons 


71. .142, 72. .263, 72. .263 






Seq. No. 


3186 


Seq. ID 


OJ990602_04.0103.C49 


Gene No. 


6809 


Strand 


+ 


Start 


1 


End 


1087 


Name 


OJ990602 04.0103.C49.ol.tm 


Method 


TBLASTX: Maize 


Start 


120 


End 


624 


GI 


none 


Score 


202 


Exons 


120. .395, 203. .355, 249.-359 


, 448. .624 





3336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3186 
6809 
1 

OJ990602_04 . 0103 . C4 9 . ol . ts 

216 

none 



Seq. ID OJ990602_04.0103.C49 

Strand + 

End 1087 

Method TBLASTX : Soybean 

End 597 

Score 155 



216.. 395, 224.. 337, 225. .395, 442.. 597, 450.. 488 



3186 
6809 
1 

OJ990602_04 . 0103 . C4 9 . ol . tw 

264 

none 



Seq. ID OJ990602_04.0103.C49 
Strand + 
End 1087 
Method TBLASTX : Wheat 
End 1021 
Score 193 

264. .395, 272. .355, 273. .392, 366. .593, 388. .594, 410. .619, 
450. .587, 596. .730, 605. .742, 774. .1004, 782. .1021, 804. .1001, 
862. .1020 



m 
rll 

ry 



□ 
"'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



3186 
6809 
1 

OJ990602_04.0103.C49.ol.gs 

647 

none 

647.. 1003 



Seq. ID OJ990602_04.0103.C49 

Strand + 

End 1087 

Method GENSCAN 

End . 1003 

Score .42 



Seq. ID OJ990602_04.0103.C50 



3187 

6810 Strand + 

1 End 234 

OJ990602_04 . 0103 . C50 . ol . np Method AAT/NAP 

1 End 234 

6403494 Score 177 
1..234 

(AC010871) putative reversibly glycosylatable polypeptide 
[Arabidopsis thaliana] 



3187 
6810 
1 

OJ990602_04 . 0103 . C50 . ol . tc 
55 

none 

55. .183, 56. .184 

3187 
6810 
1 

OJ990602_04.0103.C50.ol.tm 

55 

none 

55. .183, 56. .184 

3187 
6810 
1 

OJ990602_04. 010.3. C50.ol.tw 
55 



Seq. ID OJ990602_04.0103.C50 

Strand + 

End 234 

Method TBLASTX : Cress 

End 184 

Score 210 



Seq. ID OJ990602_04.0103.C50 

Strand + 

End 234' 

Method TBLASTX : Mai ze 

End 184 

Score 214 



Seq. ID OJ990602_04.0103.C50 

Strand + 

End 234 

Method TBLASTX : Wheat 

End 163 



3337 




GI 


none 


Score 


192 


Exons 


55. .162, 56. .163 






Seq. No. 


3187 


Seq. ID 


OJ990602_04.0103.C50 




coin 

OOlu 


Cf- y*a nH 




Start 


1 


End 


234 


Name 


OJ990602 04.0103.C50.ol.ts 


Method 


TBLASTX : Soybean 


Start 


55 


End 


184 


GI 


none 


Score 


214 


Exons 


55. .183, 56. .184 






Seq. No. 


3187 


Seq. ID 


OJ990602_04 .0103.C50 


Gene No. 


6810 


Strand 


+ 


Start 


1 


End 


234 


Name ■ 


OJ990602 04.0103.C50.ol.gp 


Method 


AAT/GAP 


Start 


56 


End 


171 


GI 


213 1.R1084 


Score 


168 


Exons 


56. .171 






GI Descrip. 


, 4158221/emb|CAA77235| 0.0e+00 (Y18624) 


reversibly glycosylated 




polypeptide [Oryza sativa] ' 






Seq. No. 


3188 


Seq. ID 


OJ990602_04.0103.C54 


Gene No. 


6811 


Strand 


+ 


Start 


1 


End 


455 


Name 


OJ990602 04.0103.C54.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


417 


GI 


888 1.R1084 


Score 


289 


Exons 


1..41, 141. .186, 283. .417 






GI Descrip. 


'6006607/emb ICAB56800.il 1. 


0e-133 (AJ011675) MADS box protein, 




MADS 2 8 [Oryza sativa] ' 






Seq. No. 


3188 


Seq. ID 


OJ990602_04 .0103.C54 


Gene No. 


6811 


Strand 


+ 




1 


End 


455 


Name 


OJ990602 04.0103.C54.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


455 


GI 


6175371 


Score 


203 


Exons 


1..51, 148. .186, 283. .455 






GI Descrip. 


(AF091458) MADS box transcription factor MADS 18 [Oryza sativa] 


Seq. No. 


3188 


Seq. ID 


OJ990602_04 .0103.C54 




6811 


Strand 


+ 


Start 


1 


End 


455 


Name 


OJ990602 04.0103.C54.ol.gs 


Method 


GEN SCAN 


Start 


148 


End 


414 


GI 


none 


Score 


.72 


Exons 


148. .186, 226. .414 






Seq. No. 


3189 


Seq. ID 


OJ990602_04.0103.C55 


Gene' No. 


6812 


Strand 


+ 


Start 


1 


End 


573 


Name 


OJ990602 04 . 0103 . C55 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


573 


GI 


4158232 


Score 


208 


Exons 


1..27, 432. .573 







GI Descrip. (Y18626) reversibly glycosylated polypeptide [Triticum aestivum] 



3338 



Seq. No. 3189 

Gene No. 6812 

Start 1 

Name OJ990602_04 . 0103 .C55 . ol . tc 

Start 431 

GI none 

Exons 431.. 571, 432.. 572, 433.. 573 



Seq. ID OJ990602_04.0103.C55 

Strand + 

End 573 

Method .. TBLASTX: Cress 

End 573 

Score 235 



Seq. No. 3189 

Gene No. 6812 

Start 1 

Name OJ990602_04 . 0103 . C55 . ol . tm 

Start 431 

GI none 

Exons 431.. 571, 432.. 572, 432.. 572 

Seq. No. 3189 

Gene No. 6812 

Start 1 

Name OJ990602_04 . 0103 . C55 . ol . ts 

Start 431 

GI none 

Exons 431.. 571, 432 .. 572, 451 573 



Seq. ID OJ990602_04.0103.C55 

Strand ' + 

End 573 

Method TBLASTX: Maize 

End 572 

Score 248 



Seq. ID OJ990602_04.0103.C55 

Strand + 

End 573 

Method TBLASTX: Soybean . 

End 573 

Score 244 



ru 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3189 
6812 
1 

OJ990602_04 . 0103 . C55 . ol . gs 

432 

none 

432. .565 



Seq. ID OJ990602_04 .0103.C55 

Strand + 

End 573 

Method GEN SCAN 

End 565 

Score 1 



3190 
6813 
1 

OJ990602_04.0103.C56.ol.np 
1 

6006607 
1..144, 340. .386 

(AJ011675) MADS box protein, MADS28 [Oryza sativa] 



Seq. ID OJ990602_04.0103.C56 
Strand 

End 38 6 

Method AAT/NAP 

End 386 

Score 96 



Seq. ID OJ990602_04.0103.C56 
Strand 

End 38 6 

Method - AAT/GAP 

End 144 

Score 131 



3190 
6813 
1 

OJ990602_04.0103.C56.ol.gp 
55 

888_1.R1084 
55. .144 

1 6006607/emb|CAB56800.1| l.tie-133 (AJ011675) MADS box protein, 
MADS 2 8 [Oryza sativa] ' 



Seq. No. 3190 

Gene No. 6813 

Start 1 

Name OJ990602_04 . 0103 . C56 . ol . gs 

Start 60 

GI none 



Seq. ID OJ990602_04.0103.C56 
Strand 

End 386 

Method GEN SCAN 

End. 137 

Score . 9 



3339 



Exons 



60. .137 



Seq. No. 3191 Seq. ID 

Gene No. 6814 Strand 

Start 24 9 End 

Name OJ990 602_04 . 0103 . C59 . ol . gp Method 

Start 24 9 End 

GI 38782_1.R1084 Score 

Exons 249.. 680 

GI Descrip. 1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ990602_04.0103.C59 
+ 

680 

AAT/GAP 

680 

726 



y 

Hi 



Seq. No. 


3191 








Seq. ID 


OJ990602_04.0103. 


C59 


Gene No. 


6815 








Strand 


- 




Start 


513 








End 


586 




Name 


OJ990602 


04.0103.C59 


.ol 


.gs 


Method 


GENS CAN 




Start 


513 








End 


586 




GI 


none 








Score 


.89 




Exons 


513. .586 














Seq. No. 


3192 








Seq. ID 


OJ990602JD4.0103. 


C61 


Gene No. 


6816 








Strand 


- 




Start 


34 








End 


210 




Name 


OJ990602 


04.0103.C61 


.ol 


.gs 


Method 


GEN SCAN 




Start 


34 








End 


210 




GI 


none 








Score 


.84 




Exons 


34 . .210 














Seq. No. 


3193 








Seq. ID 


OJ990602 04.0103. 


C62 


Gene No. 


6817 








Strand 


+ 




Start 


312 








End 


884 




Name 


OJ990602 


04.0103.C62 


.ol 


.gs 


Method 


GENSCAN 




Start 


312 








End 


884 




GI 


none 








Score 


.8 






312 508 


844. .884 












Seq. No. 


3193 








Seq. ID 


OJ990602_04.0103. 


C62 


Gene No. 


6818 








Strand 






Start 


189 








End 


1267 




Name 


OJ990602 


04.0103.C62 


.ol 


.np 


Method 


AAT/NAP 




Start 


189 








End 


1267 




GI 


4680179 








Score 


1688 




Exons 


189. .1267 














GI Descrip. 


(AF111709 


) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


3193 








Seq. ID 


OJ990602_04.0103. 


C62 


Gene No. 


6818 








Strand 






Start 


189 








End 


1267 




Name 


OJ990602 


04.0103.C62 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


245 








End 


566 




GI 


none 








Score 


73 




Exons 


245. .565, 


432. .566 












Seq. No. 


3193 








Seq. ID 


OJ990602_04.0103. 


C62 


Gene No. 


6818 








Strand 






Start 


189 








End 


1267 




Name 


OJ990602 


04.0103.C62 


.ol 


.tm 


Method 


TBLASTX: Maize 





3340 



Start 
GI 

Exons 



425 End 1011 

none Score 158 

425. .694, 426. .686, 715. .852, 755. .850, 850. .1011, 857. 

895. .1005 



1003, 



Seq. No. 3193 

Gene No. 6818 

Start 189 

Name OJ990602_04 . 0103 .C62 . ol . tw 

Start 566 

GI none 
Exons 



Seq. ID OJ990602_04 .0103.C62 
Strand 

End 1267 

Method TBLASTX : Wheat 

End 1191 

Score 100 



566.-694, 567. .695, 727. .1191, 749. .1135, 1162. .1188 



Seq. No. 3193 

Gene No. 6818 

Start 189 

Name OJ990602_04 . 0103 . C62 . o2 . tm 

Start 1012 

GI none 

Exons 1012.. 1233, 1013.. 1222 



Seq. ID OJ990602_04 .0103.C62 
Strand 

End 1267 

Method TBLASTX : Mai ze 

End 1233 

Score 171 



Seq. No. 
Gene No. 

i:3 start 

'Z Name . 
it Start ' 

U Exons 

; f GI Descrip. 



i !5S : 

'-SB* 



3194 
6819 
844 

OJ990602_04.0103.C63.o2.np 
844 

5295955 



Seq. ID OJ990602_04 .0103.C63 
Strand + 

5885 
AAT/NAP 
5885 
484 



End 

Method 
End 
Score 

844. .912, 2519. .2670, 3829. .3945, 4488. .4602, 5283. .5696, 
5772. .5885 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


3194 




Seq. ID 


OJ990602_04 .0103.C63 


Gene No. 


6820 




Strand 




Start 


1 




End 


2865 


Name 


OJ990602 


04.0103.C63.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2865 


GI . 


6721517 




Score • 


3878 


Exons 


1. .1714, 


17.63.. 2514, 2594.. 


2748, 2802. 


.2865 


GI Descrip. 


(AP001072 


) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


3194 




Seq. ID 


OJ990602_04.0103.C63 


Gene No. 


6820 




Strand 




Start 


1 




End 


2865 


Name 


OJ990602 


04 .0103.C63.o5.tw 


Method 


TBLASTX: Wheat 


Start 


49 




End 


197 


GI 


none 




Score 


131 


Exons 


49. .180, 


51. .197, 52. .192 






Seq. No. 


3194 




Seq. ID 


OJ990602J34 .0103.C63 


Gene No. 


6820 




Strand 




Start 


1 




End 


2865 


Name 


OJ990602 


04.0103.C63.ol.tm 


Method 


TBLASTX: Maize 


Start 


54 




End 


578 


GI 


none 




Score 


40 


Exons 


54. .578, 


160. .261, 307. .564 







3341 




Seq. No. 


3194 






Seq. ID 


OJ990602_04 .0103 


.C63 




6820 






^t rsnH 

O Ll Ql IU 






Start 


1 






End 


2865 




Name 


OJ990602 04.0103.C63 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


198 






End 


599 




GI 


none 






Score 


226 




Exons 


198. .599, 199. .561, 


201. 


.599 








Seq. No. 


3194 






Seq. ID 


OJ990602_04.0103 


.C63 


UC11C I'U • 


6820 






<5t rand 






Start . 


1 






End 


2865 




Name 


OJ990602 04.0103.C63 


.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


312 






End 


707 




GI 


none 






Score 


134 




Exons 


312. .671, 313. .555, 


530. 


.664, 


594. .668 


, 675. .707, 675.. 


707 


Seq. No. 


3194 






Seq. ID 


OJ990602_04 .0103 


.C63 




\j o c. \j 






Strand 






Start 


1 






End 


2865 




Name 


OJ990602 04.0103.C63 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


594 






End 


1065 




GI 


none 






Score 


111 




Exons 


-594. .1061, 627. .974, 


820 


i. .1065 






Seq. No.. 


3194 






Seq. ' I'D 


OJ990602_04.0103 


.C63 


ftpnp Mo 


6820 






Strand 






Start 


1 






End 


2865 




Name 


OJ990602 04.0103.C63 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


648 






End 


1134 




GI 


none 






Score 


215 




Exons 


648. .1130, 690. .1106 


, 691.. 1134 






Seq. No. 


3194 






Seq. ID 


OJ990602_04.0103 


.C63 




6820 






Strand 






Start 


1 






End 


2865 




Name 


OJ990602 04.0103.C63 


.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


780 






End 


1061 




GI 


none 






Score 


181 




Exons 


780.. 1061 












Seq. No. 


3194 






Seq. ID 


OJ990602_04 .0103 


.C63 


CZc*r\ & Mo 


6820 






. Strand 






Start 


1 






End 


2865 




Name 


OJ990602 04.0103.C63 


.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


1304 






End 


1658 




GI 


none 






Score 


77 




Exons 


1304. .1657, 1340. .1474, 


1563. 


.1658 






Seq.- No. 


3194 






Seq. ID 


OJ990602_04 .0103 


.C63 


(?ono Mo 


6820 






Strand 






Start 


1 . 






End 


2865 




Name 


OJ990602 04.0103.C63 


.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1391 






End 


1711 




GI 


none 






Score 


202 




Exons 


1391. .1711 












Seq. No. 


3194 






Seq. ID 


OJ990602_04.0103 


.C63 



3342 



Gene No . 


6820 




Strand 




Start 


1 




End 


2865 


Name 


OJ990602 04.0103.C63.o4 


. tm 


Method 


TBLASTX : i 


Start 


2020 




End 


2352 


GI 


none 




Score 


92 


Exons 


2020. .2352, 2165. .2335 








Seq. No. 


3194 




Seq. ID 


OJ990602 


Gene No . 


6820 




Strand 




Start 


1 . 




End 


2865 


Name 


OJ990602 04.0103.C63.o3 


.tw 


Method 


TBLASTX : 1 


Start 


2233 




End 


2596 


GI 


none 




Score 


74 


Exons 


2233.. 2592, 2234.. 2467, 


2492. 


.2596 




Seq. No. 


3195 




Seq. ID 


OJ990602 


Gene No. 


6821 




Strand 




Start 


1 




End 


1309 


Name 


OJ990602 04.0103.C64.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1309 


GI 


6907088 




Score 


308 


Exons 


1..64, 874. .1110, 1287. 


.1309 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


3196 




Seq. ID 


OJ990602 


Gene No . 


6822 




Strand 




Start 


112 




End 


216 


Name 


OJ990602 04.0103.C65.ol 


.gs 


Method 


GENSCAN 


Start 


112 




End 


216 


GI 


none 




Score 


.76 


Exons 


112. .216 








Seq. No. 


3197 




Seq. ID 


OJ990602 


Gene No. 


6823 




Strand 


- 


Start 


281 




End 


393 


Name 


OJ990602 04.0103.C66.ol 


.gp 


Method 


AAT/GAP 


Start 


281 


End 


393 


GI 


uC-osflcyp088bl2bl 




Score 


153 


Exons 


281. .393 








GI Descrip. 


■5257255/dbj IAP000364.1 


IAP000364 3.0e- 


36 Oryza 




DNA, chromosome 8, clone : P0026F07 ' 




Seq. No. 


3197 




Seq. ID 


OJ990602 


Gene No . 


6824 




Strand 




Start 


356 




End 


794 


Name 


OJ990602 04.0103.C66.ol 


.gs 


Method 


GENSCAN 


Start 


356 




End 


794 


GI 


none 




Score 


.56 


Exons 


356. .415, 789. .794 








Seq. No. 


3198 




Seq. ID 


OJ990602 


Gene No. 


6825 




Strand 


+ 


Start 


501 




End 


1273 


Name 


OJ990602 04.0103.C67.ol 


.gs 


Method 


GENSCAN 


Start 


501 




End 


1273 


GI 


none 




Score 


.48 


Exons 


501.. 1273 









3343 



i ii 



Seq. No. 


3198 


Seq. ID 


OJ990602_04 .0103 


.C67 


VJC11C ■ 


6826 


St rand 






Start 


1 


End 


1311 




Name 


OJ990602 04.0103.C67.ol.np 


Method 


■AAT/NAP 




Start 


1 


End 


1311 




GI 


1184100 


Score 


169 




Exons 


1..70, 575. .1311 








GI Descrip. 


(U45958) pistil extensin-like 


protein 


[Nicotiana alata] 






**> J. ^ ^ 




OJ990602 04 0103 


. C68 


Gene No. 


6827 


Strand 


+ ~~ 




Start 


846 


End 


902 




Name 


OJ990602 04.0103.C68.ol.gs 


Method 


GENSCAN 




Start 


846 


End 


902 




GI 


none 


Score 


.51 




Exons 


846. .902 












Seq. ID 


OJ990602 04 0103 


. C69 


Gene No. 


6828 


Strand 






Start 


140 


End 


1181 




Name 


OJ990602 04.0103.C69.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


1181 




GI 


none * -1 = 


Score 


.49 




Exons 


140.. 311, 1077.. 1181 








Seq. No. 


3201 


Seq. ID 


OJ990602_04 .0103 


.C70 


Gene No. 


6829 


Strand 


+ 




Start 


1 


End 


796 




Name 


OJ990602 04.0103. C70.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


796 




GI 


6815062 


Score 


303 




Exons 


1..118, 203. .443, 502. .796 









GI Descrip. 



^ Seq. No. 
V3 Gene No. 

□ Start 

□ Name 
Start 
GI 

Exons 



(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



3201 , Seq. ID 

6829 ~ Strand 

1 End 
OJ990602_04 . 0103 . C70 . ol . gs Method 

9 End 

none Score 

9. .118, 517. .609 



OJ990602_04 .0103.C70 
+ 

796 

GENSCAN 

609 

.83 



Seq. No. 3201 Seq. ID 

Gene No. 6829 Strand 

Start 1 End 

Name OJ990602_04 . 0103 . C70 . ol . tm Method 

Start 203 End 

GI none Score 
Exons 



OJ990602_04.0103.C70 
+ 

796 

TBLASTX: Maize 

709 

228 



203. .412, 253. .411, 509. .586, 626. .709 



Seq. No. 3202 Seq. ID 

Gene No. 6830 Strand 

Start 263 End 

Name OJ990602_04 . 0103 . C71 . ol . gs Method 



OJ990602_04 .0103.C71 
569 

GENSCAN 



3344 




Start 


263 


End 


569 


GI 


none 


Score 


.82 


Exons 


263. .439, 465. .569 






Seq. No. 


3203 


Seq. ID 


OJ990602_04 .0103.C72 


Gene No . 


6831 


Strand 




Start 


75 


End 


314 


Name 


OJ990602 04 . 0103 . C72 . ol . gs 


Method 


GEN SCAN 


Start 


75 


End 


314 


GI 


none 


Score 


.69 


Exons 


75. .167, 227. .314 






Seq. No. 


3204 


Seq. ID 


OJ990602_04.0103.C73 


Gene No. 


6832 


Strand 




Start 


1 


End 


371 


Name 


OJ990602 04.0103.C73.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


371 


GI- 


LIB3432-059-P1-K1-D8 


Score 


668 


Exons 


1. .371 






GI Descrip. 


'5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 f 




Seq. No. 


3205 


Seq. ID 


OJ990602_04.0103.C77 


Gene No. 


6833 


Strand 


+ 


Start 


1 


End 


667 


Name 


OJ990602 04.0103.C77.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


667 


GI 


6539553 


Score 


1114 


Exons 


1. .667 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRI 




(D85597) [Oryza sativa] gi | 6539590 | dbj | 


BAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


3205 


Seq. ID 


OJ990602_04.0103.C77 


Qen@ No . 


6833 


Strand 


+ 


Start 


1 


End 


667 


Name 


OJ990602 04.0103.C77.ol'.tm 


Method 


TBLASTX: Maize 


Start ■ 


10 


End 


349 


GI 


none 


Score 


90 


Exons 


10. .129, 10. .99, 100. .222, 119. .349, 130. .348 


Seq. No. 


3205 


Seq. ID 


OJ990602_04.0103.C77 


Gene No. 


6833 


Strand 


+ 


Start 


1 


End 


667 


Name 


OJ990602 04.0103.C77.ol.tw 


Method 


TBLASTX: Wheat 


Start 


205 


End 


666 


GI 


none 


Score 


92 


Exons 


205. .273, 206. .280, 295. .648 


, 295.. 666, 


296. .664 


Seq/ No. 


3205 


Seq. ID 


OJ990602_04.0103.C77 


Gene No. 


6833 


Strand 


+ 


Start 


1 


End 


667 


Name 


OJ990602 04.0103.C77.ol.ts 


Method 


TBLASTX : Soybean 


Start 


212 


End 


553 


GI 


none 


Score 


93 


Exons 


212. .325, 238. .318, 344. .553 


, 349. .480 





3345 



Seq. No. 


3206 












Seq. ID 


OJ990602 


Gene No. 


6834 . 












Strand 




Start 


184 












End 


297 


Name 


OJ990602 


04 


.0103 


.C80 


.ol 


.gs 


Method 


GENSCAN 


Start 


184 












End 


297 


GI 


none 












Score 


.73 


Exons 


184. .297 
















Seq. No. 


3207 












Seq. ID 


OJ990602 


Gene No. 


6835 












Strand 




Start 


440 












End 


552 


Name 


OJ990602 


04 


.0103 


.C81 


.ol 


. gs 


Method 


GENSCAN 


Start 


440 












End 


552 


GI 


none 












Score 


. 96 


Exons 


440. .552 
















Seq. No. 


3208 












Seq. ID 


OJ990602 


Gene No. 


6836 












Strand 


+ 


Start 


1 












End 


2254 


Name 


OJ990602 


04 


.0103 


.C82 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 












End 


2254 


GI 


5441889 - 












Score 


151 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..330, 2215.. 2254 

(AP000367) Similar to SEC7 protein, Saccharomyces cerevisiae, 
PIR2:S4 9764; Contains Immunoglobulins and major 

histocompatibility complex proteins signature. (AL022604) [Oryza 
sativa] 



3208 
6836 
1 

OJ990602_04 . 0103 .C82 .ol . ts 
1 

none 

1..216, 2. .244, 11. .244, 219. .311, 227 



Seq. ID OJ990602_04 .0103.C82 

Strand + 

End 2254 

Method TBLASTX : Soybean 

End 331 

Score 368 

331, 230. .328 



3208. 
6836 * 
1 

OJ990602_04.0103.C82.ol.tc 
1 

none 



Seq. ID OJ990602_04.0103.C82 

Strand + 

End 2254 

Method TBLASTX : Cress 

End 295 

Score 327 



1..216, 11. .223, 12. .239, 84. .227, 227. .295, 231. .293 



3208 Seq. ID 

6836 ■ Strand 

1 End 

OJ990602_04 . 0103 . C82 . ol . tm Method 

1 End 

none ' Score 



OJ990602_04 .0103.C82 
+ 

2254 

TBLASTX: Maize 

2186 

216 



1..237, 1..219, 2. .244, 2. .235, 3. .236, 228. .311, .229. .318, 
230. .331, 476. .679, 511. .678, 621. .683, 736. .849, 743. .847, 
762. .890, 923. .979, 949. .975, 1068. .1238, 1069. .1239, 
1073. .1261, 1088. .1267, 1845. .1937, 1849. .1893, 1903. .1947, 
1904. .1948, 2001. .2186, 2029. .2175 



3346 



Seq. No. 3208 

Gene No. 6836 

Start 1 

Name OJ990602_04 . 0103 . C82 . ol . gs 

Start 48 

GI none 
Exons 



Seq. ID OJ990602_04 .0103.C82 

Strand + 

End 2254 

Method GENSCAN 

End 1948 

Score .69 



48. .310, 512. .678, 760. .974, 1076. .1239, 1833. .1948 



Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



3208 Seq. ID 

6836 Strand 

1 End 

OJ990602_04 . 0103 . C82 . o2 . tc Method 

502 End 

none Score 



OJ990602_04 .0103.C82 
+ 

2254 

TBLASTX: Cress 

859 

91 



502. .675, 509. .679, 511. .678, 740. .859, 758. .859 



Seq. No. 3208 Seq. ID 

Gene No. 6836 Strand 

Start 1 End 

Name OJ990602_04 . 0103 . C82 . o2 . ts Method 

Start 521 End 

GI none Score 
Exons 



OJ990602_04.0103.C82 
+ 

2254 

TBLASTX : Soybean 

859 

132 



521. .676, 521. .664, 523. .678, 743. .859, 757. .798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3208 
6836 
1 

OJ990602_04.0103.C82.ol.gp 
591 

19384 1.R1084 



Seq. ID OJ990602_04 .0103.C82 
Strand + 
End 2254 
Method AAT/GAP 
End 2174 
_ Score 1308 

591. .678, 760. .974, 1076. .1239, 1833. .1948, 2038. .2174 
'135399/sp|P28752|TBAl_ORYSA 5.0e-36 TUBULIN ALPHA- 1 CHAIN 

>gi_100716_pir S20758 tubulin alpha-1 chain - rice 

>gi_20379_emb_CAA77 988_ (Z11931) alpha 1 tubulin [Oryza sativa] 
>gi_1136124_emb_CAA62918_ (X91808) alfa-tubulin [Oryza sativa]' 



3209 Seq. ID 

6837 Strand 

1 End 

OJ990602_04 . 0103 . C83 . ol . np Method 

1 End 

4467126 Score 



OJ990602J34 .0103.C83 
+ 

1156 
AAT/NAP 
1156 
545 



1..123, 240. .431, 510. .741, 943. .1156 

(AL035538) guanine nucleotide-exchange protein-like [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3209 Seq. ID 

6837 . Strand 
1 End 
OJ990602_04.0103.C83.ol.ts Method 
244 End 
none Score 



OJ990602_04.0103.C83 
+ 

1156 

TBLASTX: Soybean 

690 

300 



244. .435, 246. .434, 477. .650, 507. .650, 508. .690, 512. .676 



Seq. No. 
Gene No. 
Start 



3209 
6837 
1 



Seq. ID OJ990602_04.0103.C83 
Strand + 
End 1156 



3347 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
. s » Gene No. 
I= fj Start 
! *b5 Name 
;:n Start 

ru GI 

m Exons 

! \ 

Seq. No. 
fU Gene No. 
„ Start 

Name 
!!l Start 

GI 

I s - Exons 

hi 

Q Seq. No. 

Gene No. 
^ Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990602_04 . 0103 . C83 . ol . tc Method 

250 End 

none Score 
250.. 435, 508.. 732 



TBLASTX: Cress 

732 

166 



3209 
6837 
1 

OJ990602_04 . 0103 . C83 . o2 . ts 

691 

none 



Seq. ID OJ990602_04.0103.C83 

Strand + 

End 1156 

Method TBLASTX : Soybean 

End 1113 

Score 436 



691. .1062, 700. .1050, 726. .1064, 1054. .1110, 1059. .1112, 
1060. .1113 



Seq. ID OJ990602_04.0103.C84 
Strand 

End 522 

Method GENSCAN 

End 486 

Score .56 



Seq. ID OJ990602_04.0103.C84 

Strand 

End 522 

Method TBLASTX.: Maize 

End 522 

Score 64 



3210 
6838 
115 

OJ990602_04.0103.C84.ol.gs 
115 
none 

115. .171, 264. .486 

3210 
6838 
115 

OJ990602_04 .0103.C84 .ol.tm 
116 
none 

116. .205, 120. .215, 247. .306, 265. .306, 314. .502, 316. .522, 
317. .418, 321. .482 



3211 
6839 
222 

OJ990602_04 . 0103 . C85 . ol . gs 

222 

none 

222.. 349, 390.. 527 



Seq. ID OJ990602_04 .0103.C85 

Strand + 

End 527 

Method GENSCAN 

End 527 

Score .73 



3211 
6840 
1 

OJ990602_04 . 0103 . C85 . ol . np 
1 

5777617 
1. .82 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990602_04.0103.C85 
Strand 

End 82 

Method AAT/NAP 

End 82 

Score 71 



3212 
6841 
183 

OJ990602_04 . 0103 . C86 . ol . tm 

182 

none 



Seq. ID OJ990602_04.0103.C86 
Strand 

End 390 

Method TBLASTX : Mai ze 

End 390 

Score 161 



182. .373, 184. .390, 194. .379, 213. .380 

3212 Seq. ID OJ990602_04 . 0103 . C8 6 



3348 



Gene No. 6841 Strand 

Start 183 End 390 

Name OJ990602_04 . 0103 . C8 6 . ol . gp Method AAT/GAP 

Start 183 End 379 

GI 31129JL.R1084 Score 331 

Exons 183.. 379 

GI Descrip. 1 3880625/emb I CAB07858 . 1 | 3.0e-27 (Z93785) predicted using 

Genefinder; similar to RNA recognition motif, (aka RRM, RBD, or 
RNP domain); cDNA EST EMBL:T01682 comes from this gene; cDNA EST 
EMBL:M75823 comes from this gene; cDNA EST EMBL:D27559 comes 
from this 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3213 Seq. ID OJ990602_03 . 0107 .C2 

6842 Strand 

1 End 738 

OJ990602_03 . 0107 . C2 . ol . np Method AAT/NAP 

1 End 738 

417154 Score 120 

1..248, 669. .738 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 

82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 

(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990602 03. 0107. C2 



3213 Seq. ID 

6842 Strand 

1 End 738 

OJ990602_03 . 0107 . C2 . o2 . np Method AAT/NAP 

1 End 738 

4204859 Score 112 
1..285, 705. .738 

(U55859) heat shock protein 80 [Triticum aestivum] 



3213 
6842 
1 

OJ990602_03 . 0107 . C2 . ol . gs 
69 

none 
69. .292 



Seq. ID OJ990602_03.0107.C2 

Strand 

End 738 

Method GENSCAN 

End 292 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3214 Seq. ID OJ990602_03 . 0107 . C3 

6843 Strand + 

280 End 835 

OJ990602_03 . 0107 . C3 . ol . gp Method AAT/GAP 

280 End 835 

2592_1.R1084 Score 1112 

280. .835 

f 3914005/sp|P93647|LONl_MAIZE 1.0e-149 MITOCHONDRIAL LON 
PROTEASE HOMOLOG 1 PRECURSOR >gi_1816586 (U85494) LON1 protease 
[Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3214 Seq. ID 

6844 Strand 

3905 End 

OJ990602_03 . 0107 . C3 . o3 . gp Method 

3905 End 

uC-osroM202039c02al Score 



OJ990602_03.0107.C3 
+ 

4163 
AAT/GAP 
4163 
439 



3349 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3905. .4163 

, 3522950/gb|AAC34232.1| 3.0e-09 (AC004411) hypothetical protein 
[Arabidopsis thaliana] 1 



3214 Seq. ID 

6845 Strand 
5558 End 
OJ990602_03 . 0107 . C3 . o2 . gs Method 
5558 End 
none Score 
5558.. 5691, 6396.. 6525, 6572.. 6721 

3214 Seq. ID 

6846 Strand 
7113 End 
OJ990602_03.0107.C3.o3.gs Method 
7113 End 
none Score 
7113. .8165 



OJ990602J33.0107.C3 
+ 

6721 
GENSCAN 
6721 
.8.5 



OJ990602_03.0107.C3 
+ 

8212 
GENSCAN 
8165 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



3214 Seq. ID 

6846 Strand 
7113 End 
OJ990602_03 . 0107 . C3 . o2 . np Method 
7125 - End 

1076625 Score 
7125. .8162 

glucan endo-1, 3-beta-D-glucosidase (EC 
common tobacco gi | 473102 | emb | CAA82271 1 
beta-1, 3-glucanase [Nicotiana tabacum] 



OJ990602_ 
+ 

8212 
AAT/NAP 
8162 
826 

3.2.1.39) 
(Z28697) 



03. 0107. C3 



precursor - 



3214 ■ Seq. ID 

6846 Strand 
7113 End 
OJ990602_03.0107.C3.o4.gp Method 
7874 End 
5667361 Score 
7874. .8212 

1076625/pir | IS46495 4.0e-ll glucan endo-1, 3-beta-D-glucosidase 
(EC 3.2.1.39) precursor - common tobacco 

>gi_473102_emb_CAA82271_ (Z28697) beta-1, 3-glucanase [Nicotiana 
tabacum] 



OJ990602_03.0107.C3 
+ 

8212 
AAT/GAP 
8212 
641 ■ 



3214 Seq. ID 

6847 Strand 

1502 End 

OJ990602JD3 . 0107 . C3 . o2 . gp Method 

912 End 

13663_1.R1084 Score 
912. .1161, 1546. .1799 

'3522950/gb|AAC34232.1| 6. 
[Arabidopsis thaliana] 1 

3214 Seq. ID 

6847 ' Strand 

1502 End 

OJ990602_03 . 0107 . C3 . ol . gs Method 



OJ990602_03.0107.C3 

4514 
AAT/GAP 
1799 
911 



0e-23 (AC004411) hypothetical protein 



OJ990602_03.0107.C3 
4514 

•GENSCAN 



3350 




Start 


1502 








End 


4231 


GI 


none 








Score 


.77 


Exons 


1502. .1996, 


2085 


..2284, 


2357. 


.2476, 3916.. 4231 


Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 


Gene No. 


6847 








Strand 




o Lai u 


1S02 

J. -J \J £, 








End 


4514 


Name 


OJ990602 03 


.0107 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1544 








End 


4514 


GI 


3522950 








.Score 


874 


Exons 


1544. .1996, 


2085 


. .2476, 


3916. 


.4085, 4391.. 4514 


GI Descrip. 


(AC004411) ; 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 


Gene No. 


6848 








Strand. 




o tar u 


ft R1 








End 


12223 


Name 


OJ990602 03 


.0107 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1542 








End 


4088 


GI 


none 








Score 


654 


Exons 


1542. .2000, 


1544 


. .2002, 


2076. 


.2477, 2084. .2479, 2097. .2483 




3909. .4088, 


3914 


. .4081 








Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 


Gene No. 


6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03 


.0107 


.C3.ol. 


ts- 


Method 


TBLASTX : Soybean 


Start 


1556 








End 


1904 


GI 


5509517 








Score 


304 


Exons 


1556. .1903, 


1557 


. .1904, 


1710. 


.1904 




GI Descrip. 


3522950 2.0e-36 


(AC004 411) hypothetical protein [Arabidops 




thaliana] 












Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 


oene ino . 


6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03 


.0107 


.C3.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


2304 








End 


4085 


GI 


none 








Score 


97 


Exons 


2304. .2477, 


2305 


. .2484, 


2307. 


.2432, 3909.. 4085, 3914.. 4078 


Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 


Gene No . 


6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03 


.0107 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7196 








End 


7571 


GI 


none 








Score 


525 


Exons 


7196. .7564, 


7197 


. .7571 








Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 


Liene wo. 


6848' 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03 


.0107 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7200 








End 


7571 


GI 


none 








Score 


110 


Exons 


7200. .7388, 


7386 


. .7571 








Seq. No. 


3214 








Seq. ID 


OJ990602_03.0107.C3 



3351 





6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03. 


0107. 


C3.o2. 


ts 


Method 


TBLASTX: 


Start 


7209 








End 


8159 


GI 


none 








Score 


120 


Exons 


7209. .7400, 


7401. 


.7499, 


7521. 


.8018, 8019.. 8087, 


Seq. No. 


3214 








Seq. ID 


OJ990602 


flpnp No 


6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03. 


0107. 


C3.ol. 


tc 


Method 


TBLASTX : 


Start 


7635 








End 


8087 


GI 


none 








Score 


280 


Exons 


7635. .8087 












Seq. No. 


3214 








Seq. ID 


OJ990602 




6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03. 


0107. 


C3.o4. 


tm 


Method 


TBLASTX : i 


Start 


7803 








End 


8170 


GI 


none 








Score 


434 


Exons 


7803. .8168, 


7814. 


.8104, 


8109. 


.8165, 8120.. 8170 


Seq. No. 


3214 








Seq. ID 


OJ990602 


Gene No. 


6848 








Strand 




Start 


8513 








End 


12223 


Name 


OJ990602 03. 


0107. 


C3.o5. 


gp 


Method 


AAT/GAP 


Start 


8513 








End 


10081 


GI 


LIB3432-021- 


■Pl-Kl 


-A4 




Score 


768 


Exons 


8513. .8626, 


8763. 


.8913, 


9797. 


.9868, 9974.. 10081 



GI Descrip. r 1076625/pir || S46495 4.0e-ll glucan endo-1, 3-beta-D-glucosidase 
(EC 3.2.1.39) precursor - common tobacco 

>gi_473102_emb_CAA82271_ (Z28697) beta-1 , 3-glucanase [Nicotiana 
tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3214 
6848 
8513 

OJ990602_03. 

8816 

none 

8816. .8920, 
9971. .10171 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

8818. .8919, 9765. .9866, 



0107.C3.o3.ts 



OJ990602_03.0107.C3 
12223 

TBLASTX : Soybean 
10171 
101 

9779.-9868, 9969.. 10169, 



Seq. No. 3214 
Gene No. 6848 
Start 8513 

Name OJ990602_03 . 0107 .C3 .o3 . tm 

Start 8824 
GI none 

Exons 8824.. 8919, 8826.. 8906, 8828 

9779..9925, 9802.. 9891, 9969 
10250. .10333, 10254. .10334, 
10868- .11047, 10881. .11048, 
11172. .11321, 11172. .11321, 
11413. .11484, 11415. .11486, 
11572. .11688, 11573. .11689, 



Seq. ID 
Strand • 
End 

Method 
End 
Score 



OJ990602 03. 0107. C3 



12223 

TBLASTX: Maize 
11934 
100 

8929, 9765.-9869, 9772. .9891, 
10211, 9971-. 10189, 10249 .. 10332, 
10257. .10334, 10258 .. 10335, 
10885. .11043, 11171. .11320, 
11174. .11326, 11383. .11484, 
11418. .11513, 11547. .11687, 
11849. .11932, 11851. .11934, 



3352 



11851. .11934 



Seq. No. 3214 Seq. ID OJ990602_03 . 0107 . C3 

Gene No. 6848 Strand 

Start 8513 End 12223 

Name OJ990602_03 . 0107 . C3 . o4 . gs Method GENSCAN 

Start 9765 End 11932 

GI none Score .91 

Exons 9765.. 9776, 9974.. 10168, 10249 .. 10332, 10889 .. 1104 1, 

11419. ..11482, 11573. .11689, 11850.. 11932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3214 
6848 
8513 

OJ990602_03 . 0107 . C3 . o3 . np 
9794 
2864625 
9794. .9868, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9974.. 10168, 10249. .1-0332, 



OJ990602_03.0107.C3 

12223 
AAT/NAP 
12223 
949 

10889. .10948, 



11000. .11041, 11172. .11318, 11419 .. 11482, 11573 .. 11689, 
11850. .11932, 12205.. 12223 

(AL021811) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602 03. 0107. C3 



3214 
6848 
8513 

OJ990602_03.0107.C3.o6.gp 
10876 

uC-osflm202108h09bl 
10876. .11041, 11172.. 11340 

, 2827619/emblCAA16571.1| 8.0e-43 (AL021636) hypothetical protein 
[Arabidopsis thaliana] 1 



12223 
AAT/GAP 
11340 
531 



Seq. No. 3214 Seq. ID 

Gene No. 6848 Strand 

Start 8513 End 

Name OJ990602_03 . 0107 . C3 . o4 . ts Method 

Start 10910 End 

GI none Score 
Exons 



OJ990602_03.0107.C3 
12223 

TBLASTX: Soybean 

11438 

84 



10910. .10984, 10911. .10982, 10987 .. 11019, 11171 .. 11320, 
11172. .11321, 11173. .11319, 11412.. 11438 



Seq. No. 3214 Seq. ID OJ990602_03 . 0107 . C3 

Gene No. 6848 Strand 

Start 8513 End 12223 

Name OJ990602_03 . 0107 . C3 . o7 . gp Method AAT/GAP 

Start 10955 End 11470 

GI uC-osflm202108h09bl Score 477 

Exons 10955. .11041, 11172 11318, 11419.. 11470 

GI Descrip. ' 2827619/emb | CAA16571 . 1 | 8.0e-43 (AL021636) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 3215 Seq. ID 

Gene No. 6849 Strand 

Start 1 End 

Name OJ990 602_03 . 0107 . C4 . ol . np Method 

Start 1 End 

GI 6056193 Score 



OJ990602_03.0107.C4 
+ 

557 

AAT/NAP 

557 

345 



3353 




Exons 1..225, 319. .557 

GI Descrip. (AC009400) transcription initiation factor IIB (TFIIB) 
[Arabidopsis thaliana] 



Seq. No. 


3215 








Seq. ID 


OJ990602_03.0107 


-C4 


Gene No. 


6849 








Strand 


+ 




Start 


1 








End 


557 




Name 


OJ990602 


_03. 


0107. 


C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


66 








End 


449 




GI 


none 








Score 


206 




Exons 


66. .206, 


93. 


.224, 


95. .229, 


312. .449, 


317. .445 




Seq. No. 


3215 








Seq. ID 


OJ990602_03.0107 


.C4 


Gene No. 


6849 








Strand 


+ 




Start 


1 








End 


557 




Name 


OJ990602 


_03. 


0107. 


C4 .ol .ts 


Method 


TBLASTX : Soybean 




Start 


66 








End 


449 




GI 


none 








Score 


206 




Exons 


66. .221, 


93. 


.224, 


94. .225, 


95. .235, 312. .449, 317. .445, 


318 



Seq. No. 3215 

Gene No. 684 9 

f + Start 1 

Name OJ990602_03 . 0107 . C4 . ol . tm 

hJ Start 75 

i!n GI none 
rl | Exons 



Seq. ID OJ990602_03.0107.C4 



Strand 
End 

Method 

End 

Score 



+ 

557 

TBLASTX : Maize 
..455 
221 



75.-224, 93. .224, 94. .225, 95.-226, 95. .229, 312. .449, 316. .444, 
318. .455 



!a jJ Seq. No. 
Q Gene No. 
fy Start 
Name 
Start 
GI 

Exons 



I" 4 GI Descrip. 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3215 Seq. ID 

6849 Strand 

1 End 

OJ990602_03 . 0107 . C4 . ol . gp Method 

93 End 

32881_1.R1084 Score 
93. .224, 317. .449 

, 1351222/sp|P48513|TF2B_SOYBN 2.0e-93 TRANSCRIPTION INITIATION 

FACTOR IIB (TFIIB) >gi_945087 (U31097) transcription factor 
TFIIB [Glycine max] ' 



OJ990602_03.0107.C4 
+ 

557 

AAT/GAP 

449 

448 



3215 Seq. ID 

6849 Strand 

1 End 

OJ990602_03 . 0107 . C4 . ol . gs Method 

96 End 

none Score 
96. .225, 319. .449 



OJ990602_03.0107.C4 

+ • 
557 

GENSCAN 

449 

1 



Seq. No. 3216 Seq. ID 

Gene No. 6850 Strand 

Start 277 End 

Name OJ990602_03 . 0107 . C6 . ol . np Method 

Start 277 End 

GI 2864625 Score 

Exons 277.. 325, 1066.. 1251 

GI Descrip. (AL021811) putative protein [Arabidopsis thaliana] 



OJ990602_03.0107.C6 

1251 
AAT/NAP 
1251 
163 



3354 



Seq. No. 


3217 


Seq. ID 


OJ990602_03.0107.C7 


Gene No. 


6851 


Strand 


+ 


Start 


1 


End 


750 


Name 


OJ990602 03.0107.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


750 


GI 


6651292 


Score 


101 


Exons 


1..90, 682. .750 






GI Descrip. 


(AF161711) myb-related transcription factor [Pimpinella 




brachycarpa] 






Seq. No. 


3217 


Seq. ID 


OJ990602_03.0107.C7 






jL railU 




Start 


33 


End 


99 


Name 


OJ990602 03.0107.C7.ol.gs 


Method 


GENSCAN 


Start 


33 


End 


99 


GI 


none 


Score 


.82 


Exons 


33. .99 






Seq. No. 


3218 


Seq. ID 


OJ990602_03.0107.C8 


nono Mo 

UCI1C LN(J . 


6853 


Strand 


- 


Start 


109 


End 


279 


Name 


OJ990602 03.0107.C8.ol.gs 


Method 


GENSCAN 


Start 


109 


End 


279 


GI 


none 


Score 


.81 


Exons 


109. .279 






Seq. No. 


3219 


Seq. ID ■ 


OJ990602_03.0107.C9 


Gene No. 


6854 


Strand 


+ 


Start 


1 


End 


466 


Name 


OJ990602 03.0107.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


290 


GI 


56074 1.R1084 


Score 


538 


Exons 


1. .290 






GI Descrip. 


'4803924/gb|AAD29797.1|AC006264 5 l.Oe 


-09 (AC006264) putati 1 




lumen protein retaining receptor [Arabidopsis thaliana] ' 


Seq. No. 


3219 


Seq. ID 


OJ990602_03.0107.C9 




6854 


Strand 


+ 


Start 


1 


End 


466 


Name 


OJ990602 03.0107.C9.ol.gs 


Method 


GENSCAN 


Start 


51 


End 


466 


GI 


* none 


Score 


.97 


Exons 


-■-5-1.. 333, 423.-466 






Seq. No. 


3220 


Seq. ID 


OJ990602_03.0107.C14 


("1 nnn Mo 


6855 


Strand 


+ 


Start 


1357 


End 


4128 


Name 


OJ990602 03.0107.C14.ol.gs 


Method 


GENSCAN 


Start 


1357 


End 


4128 


GI 


none 


Score 


.55 


Exons 


1357. .1705, 2717. .2843, 3066. 


.3204, 3478.. 4128 


Seq. No. 


3220 


Seq. ID 


OJ990602_03.0107.C14 


Gene No. 


6856 


Strand 




Start 


4954 


End 


7986 


Name 


OJ990602 03.0107.C14.ol.np 


Method 


AAT/NAP 


Start 


4954 


End 


7250 



3355 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4204095 Score 
4954.. 5725, 7229.. 7250 
(AF030260) CYP94A1 [Vicia sativa] 



343 



3220 
6856 
4954 

OJ990602_03.0107.C14.o2.tc 

4956 

none 



Seq. ID OJ990602_03.0107.C14 
Strand 

End 7 98 6 

Method TBLASTX : Cress 

End 5386 

Score 51 



4956. -.5003, 5002.. 5106, 5099.. 5176, 5100.. 5177, 5192.. 5341, 
S262..5342, 5318.. 5386 



3220 
6856 
4954 

OJ990602_03.0107.C14.ol.ts 
4968 



none 

4968. 

5253, 



Seq. ID OJ990602_03.0107.C14 
Strand 

7986 

TBLASTX: Soybean 
5674 
36 



End 

_ Method 

End 
Score 

5000, 5002. .5076, 5096. .5164, 5105. .5176, 5195. .5344, 
5345, 5408. .5587, 5618. .5674 



Seq. No. 
. ie% Gene No. 
l: Z Start 
! ==£ Name 
CR Start 

ry gi 

Exons 



3220 
6856 
4954 

OJ990602_03.0107.C14 .ol.tw 

4977 

none 



Seq. ID OJ990602_03.0107.C14 
Strand 

End 7 98 6 

Method TBLASTX : Wheat 

End 5345 

Score 36 



4977. .5039, 4977. .5003, 5002. .5079, 5027. .5080, 5096. .5176, 
5099. .5176, 5192. .5344, 5262. .5345 



W Seq. No. 3220 

ry Gene No. 6856 

iS Start 4954 

^ Name OJ990602_03 . 0107 . C14 .o2 . tm 

Start 4 997 

t H GI none 

?~ Exons 



Seq. ID OJ990602_03.0107.C14 
Strand 

End 7 98 6 

Method TBLASTX: Maize 

End 5422 

Score 73 



4997. .5083, 5002. .5082, 5096. .5161, 5097. .5162, 5204. .5344, 
5253.. 5336, 5357.. 5422 



Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990602_03.0107.C14 
Strand 

7986 
AAT/GAP 
7384 
630 



3220 
6856 
4954 

OJ990602_03.0107.C14 ,o2.gp 
6963 
3762139 
6963.. 7205, 7280.. 7384 

4803924/gb|AAD29797.1 |AC006264_5 1.0e-09 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] 



End 

Method 

End 

Score 



3220 
6856 
4954 

OJ990602_03.0107.C14.ol.tm 

7064 

none 



Seq. ID OJ990602_03.0107.C14 
Strand 

End 7 98 6 

Method TBLASTX: Maize 

End 7 97 6 

Score 62 



7064. .7111, 7065. .7115, 7144. .7197, 7145. .7207, 7145, .7225, 



3356 



1. 1 



! 3 1 





7146. .7208, 


7147. 


.7221, 


7267. 


.7416, 7273.. 7356, 


7280. .7411, 




7890. .7976, 


7890. 


.7976 










Seq. No. 


3220 








Seq. ID 


OJ990602 


_03.0107.C14 




DO J D 








Strand 






Start 


4954 








End 


7986 




Name 


OJ990602 03 


.0107. 


C14.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7140 








End 


7931 




GI 


none 








Score 


67 




Exons 


7140. .7208, 


7157. 


.7225, 


7280. 


.7411, 7282. .7416, 


7890. .7931 


Seq. No. 


3220 








Seq. ID 


OJ990602 


_03.0107.C14 


Gene No. 


6856 








Strand 






ULCtl t 


*i J <J *a 








End 


7986 




Name 


OJ990602 03 


.0107. 


C14.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


7155 








End 


7976 




GI 


none 








Score 


65 




Exons 


7155. .7208, 


7157. 


-.17225, 


7265. 


.7408, 7280. .7411, 


7282. .7416, 




7890. .7976, 


7890. 


.7976 










Seq. No. 


3220 








•Seq. ID 


OJ990602 


_03.0107.C14 


Gene No. 


6856 








Strand 






Start 


4954 








End 


7986 




Name 


OJ990602 03 


.0107. 


C14.o2 


. np 


Method 


AAT/NAP 




Start 


7229 








End 


7986 




GI 


4803924 








Score 


249 




Exons 


7229. .7373, 


7889. 


.7986 










GI Descrip. 


(AC006264) 


putative ER lumen protein : 


retaining 


receptor 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 

3220 
6856 
4954 

OJ990602_03.0107.C14.o3.gp 
7883 

LIB3434-017-P1-K1-H12 
7883. .7986 

, 4803924/gb|AAD29797.1|AC006264_5 1.0e-42 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] 1 



Seq. ID OJ990602_03.0107.C14 
Strand 

End 7 986 

Method AAT/GAP 

End 7 986 

Score 138 



3221 
6857 
106 

OJ990602_03 . 0107 . C15 . ol . gs 
106 
none 

106.. 140, 303.. 502, 2260. .2449 



Seq. ID OJ990602_03.0107.C15 
Strand 

End 2485 

Method GENSCAN 

End 2449 

Score . 95 



Seq. No. 3221 

Gene No. 6857 

Start 106 

Name OJ990602_03 . 0107 .C15.ol.np 

Start 255 

GI 4490331 

Exons 255.. 502, 2260.. 2485 

GI Descrip. (AL035656) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990602_03.0107.C15 
Strand 

2485 
AAT/NAP 
2485 • 
523 



End 

Method 

End 

Score 



3357 




Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


uene no. 


DOj / 




Of ranH 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.62. 


ts 


Method 


TBLASTX : Soybean 




Start 


298 




End 


459 




GI 


none 




Score 


119 




Exons 


298.. 459, 299.. 358, 300. 


.458 








Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


Gene No. 


6857 




Strand 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.ol. 


gp 


Method 


AAT/GAP 




Start 


300 




End 


426 




GI 


LIB3434-017-P1-K1-H12 




Score 


209 




Exons 


300. .426 










GI Descrip. 


, 4803924/gb|AAD29797.1|AC006264 5 1 . Oe 


:-42 (AC006264) putative 




lumen protein retaining 


receptor [Arabidopsis thaliana] 1 




Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


Gene No . 


boo / 




Strand 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


300 




End 


463 




GI 


none 




Score 


131 




Exons 


300. .461, 300. .461, 301. 


.4 62, 


301. .462, 419. .463 




Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


^ene no. 


6857 




Strand 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


312 




End 


2462 




GI 


none 




Score 


146 




Exons 


312.. 506, 319.. 510, 2258 


..2461, 2259.. 


2462 




Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


uene no. 


6857 




Strand 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


321 




End 


2447 




GI 


none 




Score 


157 




Exons 


321. .503, 321. .506, 322. 


.510, 


2258. .2446, 2259. .2447 




Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


bene no . 


6857 




Strand 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


459 




End 


2462 




GI 


none 




Score 


174 




Exons 


459. .506, 2258. .2461, 2259. .2462 






Seq. No. 


3221 




Seq. ID 


OJ990602_03.0107. 


C15 


Gene No. 


6857 




Strand 






Start 


106 




End 


2485 




Name 


OJ990602 03.0107.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


463 




End 


2461 




GI 


none 




Score 


63 




Exons 


463.. 510, 465.. 506, 2258 


..2461, 2259.. 


2459 





3358 




Seq. No. 


3222 








Seq. ID 


OJ990602_03.0107 


.C16 


bene ino . 


DO JO 








Strand 


+ 




Start 


1746 








End 


4327 




Name 


OJ990602 03 


.0107 


.C16.ol. 


.np 


Method 


AAT/NAP 




Start 


1746 








End 


4327 




GI 


3128223 








Score 


527 




Exons 


1746. .2076, 


2290 


. .2786, 


3844 


. .4327 






GI Descrip. 


(AC004077) 


unknown protein [Arabidopsis thaliana] 




beq. NO. 










Seq. ID 


OJ990602_03.0107 


.C16 


Gene No. 


6858 








Strand 


+ 




Start 


1746 








End 


4327 




Name 


OJ990602 03 


. U1U / 


. Clo . OZ , 


. tc 


Method 


TBLASTX: Cress 




Start 


2505 








End 


3921 




GI 


none 








Score 


146 




Exons 


2505. .2693, 


ZD! J 


O CO A 


ZDJD 


..2689, 2718. .2789, 3844. .3921 


beq. NO. 










Seq. ID 


•OJ990602J)3.0107 


.C16 


Gene No. 


6858 








Strand 


+ 




Start 


1746 








End 


4327 




Name 


OJ990602 03 


. U1U / 


. Clo . Ol . 


. tm 


Method 


TBLASTX: Maize 




Start 


3829 








End 


4017 




GI 


none 








Score 


120 




Exons 


3829. .3996, 


jo4Z 




*3 Q /I *3 
jo4 J 


..4016, 3844. .4017 




beq. no. 










Seq. ID 


OJ990602_03.0107 


.C16 


Gene No. 


6858 








Strand 


+ 




Start 


1746 








End 


4327 




Name 


OJ990602 03 


. U1U / 


. Li b . Ol , 


. tc 


Method 


TBLASTX: Cress 




Start 


3972 








End 


4287 




GI 


none 








Score 


285 




Exons- 


3972. .4097, 


jyy i 


. . 4zo / , 


41oz 


. .4245 






beq. NO. 










Seq. ID 


OJ990602_03.0107 


.C17 


Gene No. 


6859 








Strand 






Start 


164 








End 


262 




Name 


OJ990602 03 


.0107 


.C17.ol. 


;gs 


Method 


GENSCAN 




Start 


164 








End 


262 




GI 


none 








Score 


.91 




Exons 


164. .262 














beq. no. 


3224 








Seq. ID 


OJ990602_03.0107 


.C18 


Gene No. 


6860 








Strand 


+ 




Start 


399 








End 


2535 




Name 


OJ990602 03 


.0107 


.C18.ol, 


.gs 


Method 


GENSCAN 




Start 


399 








End 


2535 




GI 


none 








Score 


.79 




Exons 


399.. 550, 1686.. 


1861, 2311.. 


2410, 2439 


. .2535 




Seq. No. 


3224 








Seq. ID 


OJ990602_03.0107 


.C18 


Gene No. 


6861 








Strand . 






Start 


3055 








End ' 


5013 




Name 


OJ990602 03 


.0107 


.C18.o2, 


.gs 


Method 


GENSCAN 




Start 


3055 








End 


5013 




GI 


none 








Score 


.79 




Exons 


3055. .3153, 


4764 


. .4849, 


4959 


. .5013 







3359 






Seq. No. 


3225 






Seq. ID 


OJ990602 03.0107.C20 




Gene No. 


6862 






Strand 


+ 




Start 


669 






End 


1128 




Name 


OJ990602 03.0107 


.C20.ol 


• gp 


Method 


AAT/GAP 




Start 


669 






End 


1128 




GI 


none 






Score 


841 




Exons 


669. .1128 












Seq. No. 


3225 






Seq. ID 


OJ990602_03. 0107 .C20 




Gene No. 


'6863 






Strand 






Start 


1057 






End 


6589 




Name 


OJ990602 03.0107 


.C20.ol 


. np 


Method 


AAT/NAP 




Start 


1034 






End 


4843 




GI 


6651292 






Score 


671 




Exons 


1034.. 1175, 1215 


. .1651, 


4581 


. .4843 






GI Descrip. 


(AF161711) myb-related 


transcription factor [Pimpinella 






brachycarpa] 












Seq. No. 


3225 






Seq. ID 


OJ990602_03.0107.C20 




Gene No. 


6863 






Strand 






Start 


1057 






End 


6589 




Name 


OJ990602 03.0107 


.C20.O2 


.tm 


Method 


TBLASTX: Maize 




Start 


1054 






End 


1479 


=3 


GI 


none 






Score 


41 




Exons 


1054.. 1083, 1072 


. .1155, 


1080 


..1112, 1100. .1156, 1105. .1158, 






1198.. 1287, 1199 


. .1243, 


1204 


..1272, 1258. .1401, 1266. .1400, 


1 1 e 
w 




1276.. 1401, 1405 


. .1479, 


1409 


. .1477 






Seq. No. 


3225 






Seq. ID 


OJ990602_03.0107.C20 




Gene No. 


6863 






Strand 






Start 


1057 






End 


6589 




Name 


OJ990602 03.0107 


.C20.ol 


.gs 


Method 


GENS CAN 




Start 


1057 






End 


6589 




GI 


none 






Score 


.71 


: . 1 


Exons 


1057.. 1651, 2334 


. .2524, 


4581 


..4928, 5930. .6121, 6251. .6589 




Seq. No. 


3225 






Seq. ID 


OJ990602_03.0107.C20 


s 


Gene No. 


6863 






Strand 






Start 


1057 






End 


6589 




Name 


OJ990602 03.0107 


.C20.ol 


,ts 


Method 


TBLASTX : Soybean 




Start 


1495 






End 


4844 




GI 


none 






Score 


165 




Exons 


1495.. 1653, 1529 


. .1654, 


4562 


..4843, 4578.-4634, 4686. .4844 




Seq. No. ■ 


3225 






Seq. ID 


OJ990602_03.0107.C20 




Gene No. 


6863 






Strand 






Start 


1057 






End 


6589 




Name 


OJ990602 03.0107 


.C20.O2 


.gp 


Method 


AAT/GAP 




Start 


1515 






End 


5018 




GI 


201 3.R1084 






Score 


1106 




Exons 


1515.. 1651, 4581 


. .5018 










GI Descrip. 


' 143084 6/emb|CAA67600 | 


l.Oe-: 


32 (X99210) 


myb-related 






transcription factor [Lycopersicon esculentum] 1 




Seq. No. 


3225 






Seq. ID 


OJ990602_03.0107.C20 




Gene No. 


6863 






Strand 





3360 




Start 


1057 








End 


6589 




Name 


OJ990602 03. 


0107. 


C20.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1531 








End 


1654 




GI 


none 








Score 


139 




Exons 


1531. .1653, 


1532. 


.1654 










Seq. No. 


3225 








Seq. ID 


OJ990602_03.0107 


.C20 


Gene No. 


6863 








Strand 






Start 


1057 








End 


6589 




Name 


OJ990602 03. 


0107. 


C20.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1532 








End 


4817 




GI 


none 








Score 


177 




Exons 


1532. .1654, 


1532. 


.1651, 


1534 


..1653, 4562. .4813, 4578. .4628, 




4686. .4817 














Seq. No. 


3225 








Seq. ID 


OJ990602_03.0107 


.C20 


Rpnp No 


6863 








Strand 


— 




Start 


1057 








End 


6589 




Name 


OJ990602 03. 


0107. 


C20'.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4578 








End 


4850 




GI 


none 








Score 


66 




Exons 


4578. .4628, 


4580. 


.4843, 


4686 


. .4850 






Seq. No. 


3225 








Seq. ID 


OJ990602_03.0107 


.C20 


Cpnp 

UC11C Vt\J . 


6863 








Strand 


- 




Start 


1057 








End 


6589 




Name 


OJ990602 03. 


0107. 


C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4580 








End 


4847 




GI 


none 








Score 


38 




Exons 


4580. .4843, 


4581. 


.4634, 


4686 


. . 4847 






Seq. No. 


3226 








Seq. ID 


OJ990602_03.0107 


.C21 


fjpnp Mrs 


6864 








Strand 


- 




Start 


460 








End 


547 




Name 


OJ990602 03. 


0107. 


C21.ol 


.gs 


Method 


GENS CAN 




Start 


460 








End 


547 




GI 


none 








Score 


.53 




Exons 


460. .547 














Seq-. No. 


3227 








Seq. ID 


OJ990602_03.0107 


.C22 


(Zpnp Mo 


6865 








Strand 


+ 




Start 


54 








End 


489 




Name 


OJ990602 03. 


0107. 


C22.ol 


.gs 


Method 


GENSCAN 




Start 


54 








End 


489 




GI 


none 








Score 


.68 




Exons 


54.. 239, 373 


i. .489 










Seq. No. 


3228 








Seq. ID 


OJ990602_03.0107 


.C23 


Gene No. 


6866 








Strand 






Start 


1 








End 


267 




Name 


OJ990602 03. 


0107. 


C23.ol 


.np 


Method 


AAT/NAP 




Start 


1 ' 








End 


267 




GI 


2864625 








Score 


221 




Exons 


1. .267 














GI Qescrip. 


(AL021811) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


3228 








Seq. ID 


OJ990602_03.0107 


.C23 



3361 



Gene No. 6866 Strand 

Start 1 End 267 

Name OJ990602_03 . 0107 . C23 . ol . gs Method GENSCAN 

Start 50 End 265 

GI none Score .85 

Exons 50.. 265 



Seq. No. 3229 

Gene No. 6867 

Start 20 

Name OJ990602_03 .0107 . C24 . ol . gs 

Start 20 

GI none 

Exons 20.. 235 



Seq. ID OJ990602_03.0107.C24 

Strand + 

End 235 , v 

Method GENSCAN ' 

End 235 

Score .92 



Q 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3229 
6868 
1 

OJ990602_03 . 0 107 . C24 . ol . np 
1 

2864625 

1..73, 161. .255, 345. .464, 632 



Seq. ID OJ990602_03.0107.C24 
Strand 

1026 
AAT/NAP 
1026 
489 



End 

Method 
End 
Score 
1026 



(AL021811) putative protein [Arabidopsis thaliana] 



3229 
6868 
1 

OJ990602_03.0107.C24.ol.tm 
13 

none 



Seq. ID OJ990602_03.0107.C24 
Strand 

End 1026 

Method TBLASTX : Mai ze 

End 4 67 

Score 81 



13. .75, 14. .76, 15. .125', 157. .261, 161. .256, 166. .258, 332. .463, 
342. .467, 343. .462, 345. .467 



Seq. No. 3229 

Gene No. 6868 

Start 1 

Name OJ990602_03 . 0107 . C24 . ol . ts 

Start 22 

GI none 
Exons 



Seq. ID OJ990602_03.0107.C24 
Strand 

End 1026 

Method TBLASTX : Soybean 

End 433 . 

Score 119 



22. .75, 157. .261, 161. .256, 190. .258, 342. .428, 343. .426, 
353. .433 



-Seq. No. 3229 

Gene No. 68 68 

Start 1 

Name OJ990602_03 . 0107 . C24 . o2 . tm 

Start 627 

GI none 

Exons 627.. 749, 632.. 751, 636.. 749 



Seq. ID OJ990602_03.0107.C24 
Strand 

End 1026 

Method TBLASTX: Maize 

End 751 

Score 181 



Seq. No. 3229 

Gene No. 6868 

Start 1 

Name OJ990602_03 .0107 . C24 . o2 . ts 

Start 629 

GI none 

Exons 629.. 751, 630.. 749, 631.. 750 



Seq. ID OJ990602_03.0107.C24 
Strand 

End 1026 

Method TBLASTX : Soybean 

End 751 

Score 151 



3362 



Seq. No. 3230 Seq. ID 

Gene No. 6869 Strand 

Start 403 * End 

Name OJ990602_03 . 0107 . C25 . ol . gs Method 

Start 403 End 

GI -none Score 

Exons 403.. 472 



OJ990602_03.0107.C25 
472* 

GENSCAN 

472 

.97 



Seq. No. 3230 . Seq. ID OJ990602_03 . 0107 . C25 

Gene No. 6870 Strand 

Start 403 End 4 92 

Name OJ990602_03. 0107 . C25 . ol . gp Method AAT/GAP 

Start 403 End 4 92 

GI 3625JL.R1084 Score 144 

Exons 403.. 492 

GI Descrip. 1 1174745/sp I P4 6225 | TPIC_SECCE 1.0e-124 TRIOSEPHOSPHATE 

ISOMERASE, CHLOROPLAST PRECURSOR (TIM) >gi_1363523_pir S53761 

triose-phosphate isomerase (EC 5.3.1.1) precursor, chloroplast - 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 

[Secale cereale] >gi_1095494_prf 2109226B triosephosphate 

isomerase [Secale cereale] ' 



Seq. No. 3231 

Gene No. 6871 

Start 697 

Name OJ990602_03 . 0107 . C27 . ol . np 

Start 697 

GI 5032119 

Exons 697.. 1352, 1769.. 1837, 2000.. 

4691. .4832, 6616. .6748, 7358. 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_03.0107.C27 

7484 
AAT/NAP 
7484 
110 



3266. .3354, 4234. .4378, 



.2103, 
. .7484 

Ser/Arg-related nuclear matrix protein (plenty of prolines 
101-like) gi | 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



Seq. No. 


3232 








Seq. ID 


OJ990602 


_03. 


0107 


.C30 


Gene No. 


6872 . 








Strand 


+ 








Start ■ 


59 








End 


471 








Name 


OJ990602 


_03.0107.C30, 


.ol. 


.gs 


Method 


GENSCAN 








Start 


59 








End 


471 








GI 


none 








Score 


.86 








Exons 


59. .471 


















Seq. No. 


3233 








Seq. ID 


OJ990602_ 


_03. 


0107 


.C32 


Gene No. 


6873 








Strand 










Start 


98 








End 


218 








Name 


OJ990602 


_03.0107.C32, 


.ol. 


.gs 


Method 


GENSCAN 








Start 


98 








End 


218 








GI 


none 








Score 


.74 








Exons 


98. .116,. 


190. .218 
















Seq. No. 


3234 








Seq. ID 


OJ990602 


_03. 


0107 


.C34 


Gene No. 


6874 








Strand 










Start 


137 








End 


247 








Name 


OJ990602 


_03.0107.C34. 


.ol. 


.gs 


Method 


GENSCAN 








Start 


137 








End 


247 








GI 


none 








Score 


.46 









3363 



Exons 



137. .247 



Seq. No. 3235 Seq. ID 

Gene No. 6875 Strand 

Start 81 End 

Name OJ990602_03 . 0107 . C35 . ol . gs Method 

Start 81 End 

GI none Score 

Exons 81.. 147, 272.. 338 



OJ990602_03.0107.C35 
+ 

338 

GENSCAN 

338 

.7 



Seq. No. 3236 Seq. ID 

Gene No. 687 6 Strand 

Start 264 End 

Name OJ990602_03 . 0107 . C37 . ol . gs Method 

Start 264 End 

GI none Score 

Exons 264.. 312 



OJ990602_03.0107.C37 
312 

GENSCAN 

312 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



*3 Seq. No. 

( y Gene No. 

t 3 Start 

Name 

- Start 

L GI 

=3 Exons 

-J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3237 Seq. ID OJ990602_03 . 0107 . C38 

6877 Strand + 

1 End 9509 

OJ990602_03 . 0107 . C38 . ol . np Method AAT/NAP 

1 End 2020 

417154 Score 833 

1..733, 1971.. 2020 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir || S2554 1 heat shock protein 

82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 

(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



3237 Seq. ID 

6877 Strand 

1 End 
OJ990602_03 . 0107 .C38 . o2 . np Method 

1 End 

6729524 Score 

1..99, 982. .1081, 1310. .1431, 1570. 



OJ990602_03.0107.C38 
+ 

9509 
AAT/NAP 
1738 
148 
1738 



(AL132977) putative protein [Arabidopsis thaliana] 



3237 
6877 
1 

OJ990602_03 . 0107 .C38 . ol . gs 
60 

none 



Seq. ID OJ990602_03.0107.C38 

Strand + 

End 9509 

Method GENSCAN 

End 9509 

Score . 63 



60... 302, 405.. 859, 947.. 1068, 1197.. 1237, 1570.. 1673, 

2609. .3011, 3186. .3318, 5478. .5601, 5682. .5785, 5830. .5941, 

6363.. 6435, 7497. .7638, 9402.. 9509 



Seq. No. 3237 Seq. ID OJ990602_03 . 0107 . C38 

Gene No. 6878 Strand 

Start 2067 .* End 2317 

Name • OJ990602_03 . 0107 . C38 . ol . gp Method AAT/GAP 

Start 2067 End 2317 

GI 3762139 Score 364 

Exons 2067.. 2317 

GI Descrip. 4803924/gb | AAD29797 . 1 | AC006264_5 1.0e-09 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] 



3364 



Seq. No. 3237 
Gene No. 6879 
Start 4898 

Name OJ990602_03 . 0107 . C38 . o3 . np 

Start 4898 
GI 6721559 
Exons 4898.. 5040, 5075.. 5547 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj l-BAA90370.ll (AP001081) hypothetical protein 
[Oryza sa.tiva] 



Seq. ID OJ990602_03.0107.C38 
Strand 

End 5547 

Method AAT/NAP 

End 5547 

Score 334 



Seq. No. 3237 

Gene No. 6880 

Start 6795 

Name OJ990602_03 . 0107 . C38 . ol . tc 

Start 55 

GI none 
Exons 



Seq. ID OJ990602_03.0107.C38 
Strand 

End 13146 

Method TBLASTX : Cress 

End 726 

Score 586 



S5..447, 61. .93, 90. .443, 154. .453, 435. .560, 439. .543, 
520.. 570, 550.. 726, 550.. 726 



Seq. No. 
Gene No. 
Start 
l!3 Name 

0 Start 

Zl Exons 

1 y 



3237 
6880 
6795 

OJ990602_03 . 0107 . C38 .ol . tm 
55 

none 



Seq. ID OJ990602_03.0107.C38 
Strand 

End 13146 

Method TBLASTX : Mai ze 

End - 726 

Score 594 

55. .447, 57. .185, 231. .446, 410. .592, 439. .543, 520. .570, 
550. .726, 550. .726 



i B y Seq. No. 
i.j Gene No. 
Start 
Name 
Start 

□ GI 

'"-'4 Exons 

M 

. =* 

)* m Seq. No. 
] ;f Gene No. 

□ Start 
Name 
Start 
GI 

Exons 



3237 
6880 
6795 

OJ990602_03.0107.C38.ol.ts 
55 

none 



Seq. ID OJ990602_03.0107.C38 
Strand 

End 13146 
Method TBLASTX : Soybean 
End 726 
Score 381 

55. .309, 57. .305, 310. .447, 312. .443, 435. .560, 439. .543, 
520. .570, 577. .714, 583. .726, 627. .725 



3237 
6880 
6795 

OJ990602_03.0107.C38.ol.tw 
67 

none 



Seq. ID OJ990602_03.0107.C38 
Strand 

End 13146 

Method TBLASTX : Wheat 

End 726 

Score 574 

67. .447, 90./446, 154. .453, 401. .592, 439. .543, 520. .570, 
550. .726, 550.. 726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3237 
6880 
6795 

OJ990602_03.0107.C38.o4.np 

6795 

4680183 



Seq. ID OJ990602_03.0107.C38 
Strand 

End 13146 

Method AAT/NAP 

End 13146 

Score 193 



6795.-6884, 7492. .7562, 13126. .13146 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



3365 



□ 



Seq. No. 


3237 




Seq. ID 


OJ990602_03. 


0107. C38 


Gene No t 


6880 




Strand 






Start 


6795 




End 


13146 




Name 


OJ990602 03.0107.C38.o2.gs 


Method 


GENSCAN 




Start 


10405 




End 


11063 




GI 


none 




Score 


.92 




Exons 


10405. 


.10912, 10999.. 11063 








Seq. No. 


3237 




Seq. ID 


OJ990602_03. 


0107. C38 


Gene No . 


6880 




Strand 






Start 


6795 




End 


13146 




Name 


OJ990602 03.0107.C38.o3.gs 


Method 


GENSCAN 




Start 


. 12016 




End 


12446 




GI 


none 




Score 


.52 




Exons 


12016. 


.12131, 12389.. 12446 








Seq. No. 


3238 




Seq. ID 


OJ990602_03. 


0107. C39 


Gene No. 


6881 




Strand 


+ 




Start 


1 




End 


2422 




Name 


OJ990602 03.0107.C39.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2224 




GI 


1351222 


Score 


707 




Exons 


1. .56, 


665.. 710, 1033.. 1162, 


1256. .1386, 1469.. 1557 


, 1942.. 2018, 




2094. . 


2224 









GI Descrip. 



iy Seq. No. 

i|3 Gene No. 

i j Start 

"1 Name 

^ Start 

I J GI 

a Exons 

•~,A GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



TRANSCRIPTION INITIATION FACTOR IIB (TFIIB) gi | 945087 (U3 109.7.) 
transcription factor TFIIB [Glycine max] 



3238 
6881 
1 

OJ990602_03.0107.C39.ol.gp 
683 

32881 1.R1084 



Seq. ID OJ990602_03.0107.C39 

Strand + 

End 2422 

Method AAT/GAP 

End 2422 

Score 1407 



683. .710, 1033. .1161, 1254. .1386, 1469. .1557, 1942. .2018, 
2094. .2422 

, 1351222/sp|P48513|TF2B_SOYBN 2.0e-93 TRANSCRIPTION INITIATION 
FACTOR IIB (TFIIB) >gi_945087 (U31097) transcription factor 
TFIIB [Glycine max] ' 



3238 
6881 
1 

OJ990602_03-.0107.C39.ol.gs 

686 

none 



Seq. ID OJ990602_03.0107.C39 

Strand + 

End 2422 

Method GENSCAN 

End 2227 

Score .99 



686. .710, 1033. .1162, 1256. .1386, 1469. .1557, 1942. .2018, 
2094. .2227 



Seq. No. 3238 

Gene No. 6882 

Start 2838 

Name OJ990602_03 . 0107 . C39 . o2 . gs 

Start 2838 

GI none 

Exons 2838.. 2961, 3070.. 3128 



Seq. ID OJ990602_03.0107.C39 

Strand + 

End 3128 

Method GENSCAN 

End 3128 

Score .98 



Seq. No. 



3238 



Seq. ID OJ990602_03.0107.C39 



3366 



Gene No. 

Start 

Name 

Start 

GI 

Exons- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6883 Strand 

34 60 End 

OJ990602_03 . 0107 . C39-. ol . ts Method 

1003 End 

none Score 



4424 

TBLASTX : Soybean 

2227 

84 



1003. .1158, 1029. .1160, 1030. .1161, 1031. .1162, 1032. .1172, 
1249. .1386, 1254. .1382, 1255. .1383, 1448. .1558, 1460. .1558, 
1940.. 2023, 1954.. 2013, 2078.. 2227, 2092.. 2223 



3238 
6883 
3460 

OJ990602_03.0107.C39.ol.tm 
1012 
none 

1012. .1161, 1030. .1161, 1032. .1163, 1032. .1166, 1249 
1253.. 1381, 1254.. 1385, 1255 .. 1392,. 1451 .. 1558 , 1469 
1940.. 2023, 1941.. 2009, 1954.. 2010, 2072.. 2287, 2078 
2088.. 2288, 2092.. 2289, 2092.. 2289 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602 03.0107.C39 



4424 

TBLASTX: Maize 

2289 

221 



.1386, 
,1558, 
.2242, 



3238 
6883 
3460 

OJ990602_03 . 0107 . C39 . ol . tc 

1029 - 

none 

1029.. 1139, 1030.. 1161, 1032. 
1445. .1558, 1460. .1558, 1940. 
2092. .2283 



Seq. ID 
Strand 
End 

Method 
End. 
Score 



OJ990602 03.0107.C39 



4424 

TBLASTX: Cress 
2283 
89 

1166, 1249. .1386, 1254. .1382, 
2023, 1954.. 2013, 2078.. 2227, 



ru 



Seq. No. 
Gene No. 
Start 
Name 
L Start 
M GI 
'4 Exons 

Gf ' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



3238 
6883 
3460 

OJ990602_03.0107.C39.o2.gp 
3460 

3625^1. R1084 

3460.. 3500, 3537.. 3912, 4034 
' 1174745/sp | P46225 | TPIC_SECCE 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990602 03.0107.C39 



4424 
AAT/GAP 
4424 
868 

4118, 4405. .4424 
1.0e-124 TRIOSEPHOSPHATE 

ISOMERASE, CHLOROPLAST PRECURSOR (TIM) >gi_1363523_pir S537 61 

triose-phosphate isomerase (EC 5.3.1.1) precursor, chloroplast - 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 

[Secale cereale] >gi_10954 94_prf 2109226B triosephosphate 

isomerase [Secale cereale] 1 



3238 Seq. ID 

6883 Strand 
3460 End 
OJ990602_03 . 0107 . C39 . o2 . tm Method 
3823 End 
none Score 

3823.. 3924, 3827.. 3913, 3828.. 3926, 3855 

4014. .4121, 4033. .4125 



OJ990602 03.0107.C39 



4424 

TBLASTX: Maize 
4125 
96 

3926, 3856.. 3939, 



3238 Seq. ID 

6883 Strand 

3460 End 

OJ990602 03.0107.C39.o3.gs Method 



OJ990602_03.0107.C39 

4424 
GENSCAN 



3367 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n GI 

'~Z Exons 



3856 
none 
3856. 



End 4116 
Score .89 



,3912, 4034.. 4116 



OJ990602 03.0107.C39 



3238 Seq. ID 

6883 Strand 
3460 End 4424 

OJ990602_03.0107.C39.o2.np Method AAT/NAP 
3859 End 4424 

1174745 • Score 148 

3859. .3912, 4034. .4116, 4401. .4424 

TRIOSEPHOSPHATE ISOMERASE, CHLOROPLAST PRECURSOR (TIM) 
gi 1 1363523 Ipir | IS53761 triose-phosphate isomerase (EC 5.3.1.1) 
precursor, chloroplast - rye gi | 6092 62 | emb | CAA8 3533 | (Z32521) 
triosephosphate isomerase [Secale cereale] 

gi 1 1095494 |prf | I2109226B triosephosphate isomerase [Secale 
cereale] 



3239 Seq. ID OJ990602 

6884 Strand + 

3051 End 3140 

OJ990602_03 . 0107 . C40 . o2 . gp Method AAT/GAP 

3051 End 3140 

none Score 141 
3051. .3140 



03.0107.C40 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3239 Seq. ID 

6885 Strand 
58 End 
OJ990602_03 . 0107 . C40 . ol . gp Method 
58 End 
3625JL.R1084 Score 
58. .188, 310. .392, 752. .925, 1018. .11 
1926. .2027 

• 1174745/spl P46225|TPIC_SECCE 1.0e-12 
ISOMERASE, CHLOROPLAST PRECURSOR (TIM 
triose-phosphate isomerase (EC 5.3.1. 
rye >gi_609262_emb_CAA83533_ (Z32521) 

[Secale cereale] >gi_10954 94_prf 210 

isomerase [Secale cereale] ' 



OJ990602 03.0107.C40 



3040 
AAT/GAP 
2027 
1502 
50, 1317.. 



1401, 1618. .1741, 



4 TRIOSEPHOSPHATE 

) >gi_1363523_pir S53761 

1) precursor, chloroplast - 

triosephosphate isomerase 
9226B triosephosphate 



3239 
6885 
58 

OJ990602_03.0107.C40.ol.tm 
78 

none 



Seq. ID OJ990602_03.0107.C40 
Strand 

End 3040 

Method TBLASTX : Mai ze 

End 2932 

Score 90 



78. .215, 102. .200, 131. .202, 309. .401, 310. .393, 749. .931, 
750.. 932, 750.. 929, 978.. 1151, 1004.. 1153, 1015.. 1152, 
1019. .1153, 1297. .1404, 1317. .1403, 1618. .1743, 1620. .1742, 
1916. .1993, 1927. .1995, 2710. .2763, 2717. .2770, 2879. .2932, 
2880. .2927 



Seq. No. 3239 Seq. ID 

Gene No. 6885 Strand 

Start 58 End 

Name OJ990602 03 . 0107 . C40 . ol . tc Method 



OJ990602_03.0107.C40 
3040 

TBLASTX: Cress 



3368 



Start 
GI 

Exons 



127 * End 1406 

none Score 73 

127. .195, 132. .200, 132. .215, 301. .393, 309. .398, 310. .393, 
750. .935, 750. .929, 1019. .1153, 1020. .1151, 1022. .1153, 
1297. .1404, 1317. .1406, 1317. .1406 



Seq. No. 3239 

Gene No. 6885 

Start 58 

Name OJ990602_03 . 0107 .C40 . ol . gs 

Start 132 

GI none 
Exons 



Seq. ID OJ990602_03.0107.C40 
Strand 

End 3040 
Method . GENSCAN 
End 3040 
Score .99 



132. .188, 310. .392, 752. .925, 1018. .1150, 1317. .1401, 
1618. .1741, 1926. .1995, 2734. .2760, 2879. .3040 



Seq. No. 3239 

Gene No. 6885 

Start 58 

Name OJ990602_03 . 0107 . C4 0 . ol . ts 

Start 132 

GI none 
Exons 



Seq. ID OJ990602_03.0107.C40 
Strand 

End 3040 

Method TBLASTX : Soybean 

End 2926 

Score 68 



132. .215, 136. .189, 309. .401, 310. .393, 750. .929, 753. .932, 
1015. .1089, 1017. .1097, 1019. .1153, 1020. .1151, 1297. .1404, 
1317. .1403, 1618. .1743, 1620. .1742, 1927. .1995, 2619. .2651, 
2716. .2763, 2717. .2761, 2879.-2926, 2880. .2906 



ru 



I'll 



-4 

i 

i,3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3239 Seq. ID 

6885 Strand 

58 End 3040 

OJ990602_03 . 0107 . C4 0 . ol . np Method AAT/NAP 

135 End 3040 

1174745 Score 1050 

135. .188, 310. .392, 752. .925, 1018. .1150, 1317. 
1618. .1741, 1926. .1995, 2734 



OJ990602 03.0107.C40 



.1401, 



2760, 2879. .3040 
TRIOSEPHOSPHATE ISOMERASE, CHLOROPLAST PRECURSOR (TIM) 
gi|1363523|pir| IS53761 . triose-phosphate isomerase (EC 5.3.1.1) 
precursor, chloroplast - rye gi | 609262 | emb | CAA8 3533 | (Z32521) 
triosephosphate isomerase [Secale cereale] 

gi 1 1095494 | prf | I2109226B triosephosphate isomerase [Secale 
cereale] 



3239 
6885 
58 

OJ990602_03.0107.C40.o2.tc 

1618 

none 



Seq. ID OJ990602_03.0107.C40 



Strand 
End 

Method 

End 

Score 



3040 

TBLASTX: Cress 

2927 

135 



1618. .1743, 1620. .1742, 1927. .1995, 2619'.. 2651, 2716. .2763, 
2717. .2770, 2879. .2905, 2883. .2927 



Seq. No. 3240 Seq. ID 

Gene No. 6886 Strand 

Start 1703 - End 

Name OJ990602_03 . 0107 . C4 1 . ol . gp Method 

Start 1703 End 

GI 56074_1.R1084 * Score 

Exons 1703.. 1936, 2035.. 2311 



OJ990602_03.0107.C41 
+ 

2311 
AAT/GAP 
2311 
942 



3369 



GI Descrip. 



•4803924/gb|AAD29797.1|AC006264_5 1.0e-09 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3240 Seq. ID 

6886 Strand 
1703 End 
OJ990602_03 . 0107 . C4 1 . ol . gs Method 
1709 End 
none Score 
1709.. 1936, 2035.. 2298 

3241 Seq. ID 

6887 Strand 
4 4 End 
OJ990602_03 . 0107 . C42 . ol . gs Method 
4 4 End 
none Score 
44. .674 



OJ990602_03.0107;-;C41 
+ 

2311 
GENSCAN 
2298 
.86 



OJ990602_03.0107.C42 
+ 

775 

GENSCAN 

674 

.54 



ru 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602_03.0107.C42 
+ 

775 

TBLASTX: Wheat 

460 

100 



OJ990602_03.0107.C42 
+ 

775 

TBLASTX: Maize 

631 

389 



3241 
6887 
44 

OJ990602_03.0107.C42.ol.tw 
125 
none 

125. .265, 254. .460 

3241 
6887 
44 

OJ990602_03.0107.C42.ol.tm 
215 
none 

215. .631, 226. .630 
3241 

6887 Strand + 

44 End 775 

OJ990602_03.0107.C42.ol.np Method AAT/NAP 
226 End 775 

6069646 Score 399 

226..775 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. ID OJ990602_03.0107.C42 



Seq. ID OJ990602_03.0107.C43 



3242 
6888 
1 

OJ990602_03.0107.C43.ol.np 
1 

6069646 
1..474, 756. .1742 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 69071121 dbj | BAA90 639 . 1 | (AP001129) Similar to 



Strand 
End 

Method 

End 

Score 



+ 

4601 
AAT/NAP 
1742 
811 



3370 




Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


3242 




Seq. ID 


OJ990602 03.0107 


.C43 




Gene No. 


6888 




Strand 


+ 






Start 


1 




End 


4601 






Name 


OJ990602 03.0107.C43.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


7 




End 


675 






GI 


none 




Score 


466 






uAvJilO 


7. .675, 39. .212, 252. .401, 438. .467 








Seq. No. 


3242 




Seq. ID 


OJ990602JD3.0107 


.C43 




Gene No. 


6888 




Strand 


+ 






Start 


1 




End 


4601 






Name 


OJ990602 03.0107.C43.ol. 


gs 


Method 


GENSCAN 






Start 


155 _ 




End 


4601 






GI - 


none 




Score 


.47 






P, von 


155. .530, 797. .911, 2098 


E..2394, 2465.. 


2487, 2876. .2975, 








3037.. 3271, 3842. .4017, 


4327. 


.4452, 4551.. 4601 






Seq. No. 


3242 




Seq. ID 


OJ990602 03.0107 


.C43 




Gene No. 


6888 




Strand 


+ 






Start 


1 




End 


4601 




5 o J 


Name 


OJ990602 03.0107.C43.ol. 


tw 


Method 


TBLASTX : Wheat 






Start 


336 ~~ 




End 


773 




i ( j I 


GI 


none 




Score 


228 




':• i t 
I !=? 


Exons 


336. .626, 340. .630, 681. 


.773, 


716. .769 






l.-J 
! . 5 


Seq. No. 


3242 




Seq. ID 


OJ990602 03 0107 


.C43 




Gene No. 


6888 




Strand 


+ _ 






Start 


1 




End 


4601 




ru 


Name 


OJ990602 03.0107.C43.o3. 


tm 


Method 


TBLASTX: Maize 




t: 


Start 


680 ~~ 




End 


980 






GI 


none 




Score 


204 




: : 

•- S3 1 

i. r 


Exons 


680. .850, 681. .980 












Seq. No. 


3242 




Seq. ID 


OJ990602_03.0107 


.C43 




Gene No. 


6888 




Strand 


+ 






Start 


1 




End 


4601 




; : ^ 


Name 


OJ990602 03.0107.C43.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


936 




End 


1316 






GI 


none 




Score 


89 






Exons 


936. .1073, 1155. .1316 












Seq. No. 


3242 




Seq. ID 


OJ990602_03.0107 


.C43 




Gene No. 


6888 




Strand • 


+ 






Start 


1 




End 


4601 






Name 


OJ990602 03.0107.C43.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1161 




End 


1724 






GI 


none 




Score 


246 






Exons 


1161. .1469, 1268. .1351, 


1509. 


.1724 








Seq. No. 


3243 




Seq. ID 


OJ990602_03.0107 


.C44 




Gene No. 


6889 




Strand 


+ 






Start 


1 




End 


838 






Name . 


OJ990602 03.0107.C44.ol. 


np 


Method 


AAT/NAP 





3371 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



1 End 838 

2864625 Score 381 

1..279, 369. .463, 551. .646, 801. .838 

(AL021811) putative protein [Arabidopsis thaliana] 



3243 
6890 
389 

OJ990602_03 . 0107 .C44 . ol . tm 
157 

none ' "v 

157. .282, 157. .279, 161. .292, 162. .281, 363. .467, 366. 
368.. 463, 549.. 647, 550.. 642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990602 03.0107.C44 



647 

TBLASTX: Maize 

647 

195 



.458, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>fls Seq. No. 
j =f Gene No. 
U Start 
[ft Name 
Start 
GI 

Exons 



ru 



■•J Seq. No. 
ry Gene No. 

« start 
:!S * Name 

Start 

GI 

| : = Exons 

!;3 GI Descrip. 

L_i 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



n 



3243 Seq. ID 

6890 Strand 

389 End 

OJ990602_03.0107.C44.ol.ts * Method 

189 End 

none Score 



OJ990602_03.0107.C44 
647 

TBLASTX : Soybean 

602 

74 



189. .281, 191. .271, 196. .282, 198. .281, 363. .467, 366. .434, 
368.. 463, 549.. 602 



3243 
6890 
389 

OJ990602_03.0107.C4 4 .ol.gs 

389 

none 

389. .604 



Seq. ID OJ990602_03.0107.C44 

Strand 

End 647 

Method GEN SCAN 

End 604 

Score .83 



3244 
6891 
1 

OJ990602_03.0107.C45.ol.np 
1 

2864625 

1..23, 185. .415, 939. .1094,, 1487. .1586 

(AL021811) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990602_03.0107.C45 
Strand 

End 1586 

Method AAT/NAP 

End 1586 

Score 382 



3244 Seq. ID 

6891 Strand 

1 End 
OJ990602_03 . 0107 . C4 5 . ol . gs Method 

356 End 

none Score 

356. .415, 939. .1212 



OJ990602_03.0107.C45 

1586 
GEN SCAN 
1212 
.57 



Seq. No. 3244 Seq. ID 

Gene No. 6891 Strand 

Start 1 End 

Name OJ990602_03 . 0107 . C45 . ol . ts Method 

Start 928 End 

GI none Score 

Exons 928.. 1068, 938.. 1066 



OJ990602_03.0107.C45 
1586 

TBLASTX : Soybean 

1068 

126 



Seq. No. 



3245 



Seq. ID OJ990602 03.0107.C46 



3372 




npnp No 


6892 






Strand 


+ 


Start 


2251 






End 


3019 


Name 


OJ990602 03 


.0107 


.C46.ol.gs 


Method 


GENSCAN 


Start 


2251 






End 


3019 


GI 


none 






Score 


.9 


Exons 


2251. .2484, 


2560 


..2627, 2814. 


.2923, 2964.. 3019 


Seq. No. 


3246 






Seq. ID 


OJ990602 


Gene No. 


6893 






Strand 




Start 


1 






End 


666 


Name 


OJ990602 03 


.0107 


.C48.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


666 


GI 


3914005 






Score 


440 


Exons 


- 1..22, 164. 


.299, 


502. .666 







GI Descrip. MITOCHONDRIAL LON PROTEASE HOMOLOG 1 PRECURSOR gi 11816586 





(U85494) L0N1 protease 


[Zea mays] 






Seq. No. 


3246 




Seq. ID 


OJ990602_03.0107 


.C48 


Gene No. 


6893 




Strand 






O Lai. L 


1 




End 


666 




Name 


OJ990602 03.0107.C48.ol 






TBLASTX: Maize 




Start 


125 




Hil 1U 


666 




GI 


none 




Score 


203 




Exons 


125.. 301, 165.. 314, 169 


300, 


491 . .664 


, 501. .608, 502. . 


666 


Seq. No. 


3246 




Seq. ID ' 


OJ990602_03.0107 


.C48. 


Gene No. 


6893 




Strand 






Start 


1 




End 


666 




Name 


OJ990602 03.0107.C48.ol 




1*1 C L11UU 


GENSCAN 




Start 


144 




FnH 


305 




GI 


none 






.69 




Exons 


144. .305 










Seq. No. 


3246 




ocq • ± u 


OJ990602_03.0107 


.C48 


Gene No. 


6893 




Strand 


- 




Start 


1 




End 


666 




Name 


OJ990602 03.0107.C48.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


165 




End 


666 




GI 


none 




Score ' 


156 




Exons 


165. .314, 169. .300, 502 


. .666, 


503. .664 






Seq. No. 


3246 




Seq. ID 


OJ990602_03.0107 


.C48 


Gene No. 


6893 




Strand 






Start 


1 




End 


666 




Name 


OJ990602 03.0107.C48.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


502 




End 


666 




GI 


none 




Score 


185 




Exons 


502. .666, 503. .664, 504 


. .665 








Seq. No. 


3247 . 




Seq. ID 


OJ990602_03.0107 


.C49 


Gene No. 


6894 




Strand 


+ 




Start 


12742 




End 


13120 




Name 


OJ990602 03.0107.C49,o3 


• gp 


Method 


AAT/GAP 




Start 


12742 




End 


. 13120 




GI 


none 




Score 


754 




Exons 


12742. .13120 











3373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3247 Seq. ID 

6895 Strand 

1 End 
OJ990602_03 . 0107 . C4 9 . ol . gp Method 

1 End 

43507_1.R1084 Score 

1..146, 231. .358, 623. .706, 819. .998, 



OJ990602_03.0107.C49 

3742 
AAT/GAP 
1613 
1407 

1145. .1236, 1483,. 1613 



, 3914005/sp|P93647|LONl_MAIZE 1.0e-143 MITOCHONDRIAL LON 
PROTEASE HOMOLOG 1 PRECURSOR >gi_1816586 (U85494) LON1 protease 
[Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

.„ Gene No. 

= 3 Start . 

'•■3 Name 

rp Start 

m GI 

; s ~ Exons 

LJ 

; = 3 Seq. No. 

rfj Gene No. 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3247 Seq. ID 

6895 Strand 

1 End 
OJ990602_03.0107.C4 9.ol.np Method 

1 End 

3914005 Score 

1..146, 231. .358, 623. .706, 819. .998, 



OJ990602 03.0107.C49 



3742 
AAT/NAP 
3234 
1468 
1145. .1236, 



1483. .1652, 



2089.. 2200, 2314.. 2417, 3125.. 3234 

MITOCHONDRIAL LON PROTEASE HOMOLOG 1 PRECURSOR gi 11816586 
(U85494) LON1 protease [Zea mays] 



3247 
6895 
1 

OJ990602_03.0107.C4 9.ol.gs 
55 

none 



Seq. ID OJ990602_03.0107.C49 
Strand 

End 3742 

Method GENSCAN 

End 3742 

Score .75 



55. .146, 231;. 358, 819. .998, 1145. .1190, 2089. .2200, 2314. .2417, 
3125.. 3262, 3387.. 3742 



3247 
6895 
1 

OJ990602_03.0107.C4 9.o2.gp 
2056 

24767_1.R1084 
2056.. 2200, 2314.. 2417, 



OJ990602 03.0107.C49 



Seq. ID _ 
Strand 

End 3742 
Method AAT/GAP 
End 3349 
Score 836 
3125.. 3349 

, 3914005/sp|P93647|LONl_MAIZE 7.0e-52 MITOCHONDRIAL LON PROTEASE 
HOMOLOG 1 PRECURSOR >gi_1816586 (U85494) LON1 protease [Zea 
mays] ' . 



3247 



6896 Strand 
7277 End 
OJ990 602_03 . 0107 . C4 9 . o3 . tm Method 
1 End 
none Score 
1..147, 2. .154, 2. .148, 6. .152 



Seq. ID OJ990602_03.0107.C49 



13402 

TBLASTX: Maize 

154 

174 



Seq. No. 3247 Seq. ID 

Gene No. 6896 Strand 

Start 7277 End 

Name OJ990 602_03 . 0107 . C4 9 . o3 . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 133, 2.. 136; 60.. 137 



OJ990602_03.0107.C49 
13402 

TBLASTX : Soybean 

137 

78 



3374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3247 
6896 
7277 

OJ990602_03.0107.C4 9.o2.tm 

246 

none 



Seq. ID OJ990602_03.0107.C49 
Strand 

End * 13402 

Method TBLASTX: Maize 

End 1577 

Score 94 



246. .308, 247. .345, 248. .361, 248. .361, 620. .709, 624. .710, 
819. .986, 819. .1001, 820. .1005, 821. .1063, 1136. .1237, 
1139. .1234, 1484. .1570, 1485. .1577, 1486. .1575 



3247 
6896 
7277 

OJ990602_03.0107.C4 9.o2.ts 

638 

none 



Seq. ID OJ990602_03.0107.C49 
Strand 

End 13402 

Method TBLASTX : Soybean 

End 3326 

Score 69 



638. .709, 666. .710, 805. .999, 819. .872, 873. .998, 1127. .1234, 
1136. .1237, 1484. .1654, 1485. .1655, 2082. .2156, 2151. .2204, 
2345. .2419, 3125. .3241, 3127. .3222, 3237. .3326 



Seq. No. 

Gene No. 
;SSi Start 
5; f Name 
! =3 Start 

i;n gi 

j 3 [j Exons 



3247 
6896 
7277 

OJ990602_03.0107.C4 9.o2.gs 

7277 

none 



Seq. ID OJ990602_03.0107.C49 
Strand 

End 13402 

Method GENS CAN 

End 13402 

Score .8 



7277.. 7383, 8428..8556, 9258.-9325, 10180 .. 10351, 10380 .. 10566, 
11519. .11661, 12377. .12426, 12924. .13402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3247 
6896 
7277 

OJ990602_03 . 0107 . C4 9 . o2 . np 
12828 
3461836 
12828.. 13366 

. (AC005315) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990602_03.0107 .C49 
Strand 

End 13402 

Method AAT/NAP 

End 13366 

Score 342 



3247 
6896 
7277 

OJ990602_03.0107 .C4 9.ol.tc 

13016 

none 

13016. .13366, 13041. .13361 

3247 
6896 
7277 

OJ990602_03.0107.C4 9.ol.ts 

13019 

none 

13019. .13366, 13035.. 13361 

3247 
6896 



Seq. ID OJ990602_03.0107.C49 
Strand 

End 13402 

. Method TBLASTX : Cress 

End 13366 

Score 168 



Seq. ID OJ990602_03.0107.C49 
Strand 

End 13402 

Method TBLASTX : Soybean 

End 13366 

Score . 222 



Seq. ID OJ990602_03.0107.C49 
Strand 



3375 




Start 


7277 


End 


13402 




Name 


OJ990602 03.0107.C49.ol.tm 


Method 


TBLASTX: Maize 




Start 


13031 


End 


13369 




GI 


none 


Score 


183 




Exons 


13031. .13369, 13038. .13361 








Seq. No. 


3247 


Seq. ID 


OJ990602_03.0107 


.C49 




DO :? D 


Strand 






Start 


7277 


End 


13402 




Name 


OJ990602 03.0107.C49.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13034 


End 


13366 




GI 


none 


Score 


61 




Exons 


13034. .13366, 13035 .. 13163, 


13215. .13361 




Seq. No. 


3248 


oeq. ID 


uuyyuDuz uj . uiu / 


.C50 


Gene No. 


6897 


o urana 


_!_ 

I 




Cf art- 


-7 \J X 


til 


D J. \J U 




Name 


OJ990602 03.01t)7.C50.o2.np 




aaT /Ma p 

r\r\L / LN/iir 




Start 


901 


End 


4471 




GI 


5852172 


Score 


99 




Exons 


901. .937, 4308. .4471 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sat i va J 






Seq. No. 


3248 




nTQQnfifi9 m 07 


.C50 


oene lno . 


ooy/ 


C +- v- :a r\ri 


x 

T 




Start 


901 


T?r>H 

rjnQ 


^ i no 




Name 


OJ990602 03.0107.C50.o2.gs 


Method 


GENSCAN 




Start 


3460 


End 


5100 




GI 


none 


Score 


.92 




Exons 


3460. .4152, 4310.. 4465, 5071 


. .5100 






Seq. No. 


3248 


Seq. ID 


OJ990602_03.0107 


.C50 


ucllc LNO . 


DO _70 


Strand 


+ 




Start 


6433 


End 


7509 




Name 


OJ990602 03.0107.C50.o3.gs 


Method 


GENSCAN 




Start 


'6433 


End 


7509 




GI 


none 


Score 


.65 




Exons 


6433.. 6475, 7180.. 7368, 7382 


. .7509 






Seq. No. 


3248 


Seq. ID 


OJ990602_03.0107 


.C50 


Gene No. 


6899 


Strand 






C+- -j v--j- 

o Lai L 


1 


End 


4086 




Name 


OJ990602 03.0107.C50.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3921 




GI 


2245124 


Score 


4 95 




Exons 


1..25, 635.-757, 1452. .1703, 


3568. .3921 




GI Descrip. 


(Z97343) NAK like protein kinase [Arabidopsis thaliana] 




Seq. No. 


3248 


Seq. ID 


OJ990602_03.0107 


.C50 


ijene lno . 


6899 


Strand 






Start 


1 - 


End 


4086 




Name 


OJ990602 03.0107.C50.ol.gs 


Method 


GENSCAN 




Start 


291 


End 


1895 




GI 


none 


Score 


.86 




Exons 


291.. 500, 505.. 606, 635.. 757 


, 1446. .1703, 1857. .1895 




Seq. No. 


3248. 


Seq. ID 


OJ990602_03.0107 


.C50 



3376 






DO 








Start 


1 




End 


4086 


Name 


OJ990602 03.0107.C50.ol. 


gp 


Method 


AAT/GAP 


Start 


3622 




End 


4086 


GI 


none 




Score 


902 


Exons 


3622. .4086 








Seq. No. 


3248 




Seq. ID 


OJ990602_03.0107.C50 


Gene No. 


6900 




Strand 




C +- -a -r •)- 


ft *3?n 




End 




Name 


OJ990602 03.0107.C50.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


632 




End 


1710 


GI 


none 




Score 


117 


Exons 


632.. 757, 639.. 758, 1434 


..1595, 1459.. 


1596, 1605.. 1706, 




1615. .1710 








Seq. No. 


3248 ■ 




Seq. ID 


OJ990602_03.0107.C50 


Gene No.. 


6900 




Strand 




o Lax L 


ft 190 

O O c. \J 




End 


11765 


Name 


OJ990602 03.0107.C50.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


632 




End 


3747 


GI 


none 




Score 


125 


Exons 


632.. 757, 633.. 758, 1455 


..1706, 1456.. 


1710,. 1457. .1711, 




3625. .3747 








Seq. No. 


3248 




Seq. ID 


OJ990602_03.0107.C50 


Gene No. 


6900 




Strand 




jtart 


ft ^90 




End 


11 / OJ 


Name 


OJ990602 03.0107.C50.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


632 




End 


3750 


GI 


none 




Score 


116 


Exons 


632.. 757, 633.. 758, 1434 


..1604, 1459.. 


1605, 1618.. 1704, 




1623. .1706, 1623. .1706, 


3646. 


.3750 




Seq. No. 


3248 




Seq. ID 


OJ990602_03.0107.C50 


Gene No. 


6900 




Strand 




C +- -a >-+■ 

otdit 


ft 170 




End 


11765 


Name 


OJ990602 03.0107.C50.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1434 




End 


3687 


GI 


none 




Score 


52 


Exons 


1434. .1595, 1459. .1518, 


1500. 


.1589, 1605. .1661, 1662. .1706, 




1666. .1707, 3601. .3687 








Seq. No. 


3248 




Seq. ID 


OJ990602_03.0107.C50 




D .7 \J \J 




Strand 




Start 


8320 




End 


11765 


Name 


OJ990602 03.0107.C50.o3. 


tm 


Method 


TBLASTX: Maize ' 


Start 


3574 




End 


3889 


GI 


none 




Score 


36 


Exons 


3574. .3615, 3625.-3837, 


3779. 


.3799, 3797.. 3850, 3806.. 3889 


Seq. No. 


3248 




Seq. ID 


OJ990602_03.0107.C50 


Gene No. 


6900 




Strand 




Start 


8320 




End 


11765 


Name 


OJ990602 03.0107;C50.o4. 


gs 


Method 


GEN SCAN 


Start 


8320 




End 


11765 


GI 


none 




Score 


.75 



3377 



Exons 



* 



8320.. 8406, 10350 .. 10577 , 11320 .. 11440, 11536 .. 11634 , 
11734. .11765 



a 

ru 

: : =? 

ru 

Q 

:. J 
:. JL. 



Seq. No. 


3248 


Seq. ID 


OJ990602_03 .0107 . C50 


Gene No. 


6900 


Strand 




Start 


8320 


End 


11765 


Name 


OJ990602 03.0107.C50.o2.tm 


Method 


TBLASTX : Maize 


Start 


10416 


End 


11640 


GI 


none 


Score 


60 


Exons 


10416. .10580, 11305. .11421, 


11312. .11440, 11323. .114 42, 




1 1 1 Tfi'}"} 1 1 S^R 1 1 fi^? 

IljJt . . IIOJ J/ llJJJ. • llDJJ/ 


11536.. 11640 


Seq. No. 


3248 


Seq. ID 


OJ990602_03.0107.C50 


Gene No. 


6900 


Strand 




Start 


8320 


End 


11765 


Name 


OJ990602 03.0107.C50.ol.tc 


Method 


TBLASTX: Cress 


Start 


11296 


End 


11669 


GI 


none 


Score 


69 


Exons 


11296. .11421, 11312. .11440, 


11535. .11669, 11536.. 11631 


C q <™r Kl r\ 
JC4. IN U . 


ft j 


Seq. ID 


OJ990602_03.0107.C51 


Gene No. 


6901 


Strand 




Start 


1205 


End 


1995 


Name 


OJ990602 03.0107.C51.ol.gp 


Method 


AAT/GAP 


Start 


770 


End 


1990 


GI ^ 


23188 1.R1084 


Score 


1804 


Exons 


770. .1534, 1824. .1990 






GI Descrip. 


, 3170525/gb|AAC78298.1| 4.0e 


-34 (AF054615) cellulase [Fragaria 




analiaSSaJ 






Seq. No. 


3249 


Seq. ID 


OJ990602_03.0107.C51 


Gene No. 


6901 


Strand 




Start 


1205 


End 


1995 


Name 


OJ990602 03.0107.C51.ol.tm 


Method 


TBLASTX: Maize 


Start 


1198 


End 


1992 


GI 


none 


Score 


121 


Exons 


1198. .1344, 1205. .1543, 1287 


..1535, 1813. .1992, 1815. .1991 


Seq. No. 


3249 


Seq. ID 


OJ990602_03.0107.C51 


Gene No. 


6901 


Strand 




Start 


1205 


End 


1995 


Name 


OJ990602 03.0107.C51.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1202 


End 


1989 


GI 


none 


Score 


95 


Exons 


1202.. 1408, 1290.. 1409, 1409 


..1537, 1410. .1538, 1412. .1552, 






. .1989 




Seq. No. 


3249 


Seq. ID 


OJ990602_03.0107.C51 


Gene No. 


6901 


Strand 




Start 


1205 


End 


1995 


Name 


OJ990602 03.0107.C51.ol.gs 


Method 


GENSCAN 


Start 


1205 


End 


1990 


GI 


none 


Score 


.75 


Exons 


1205. .1534, 1824. .1990 






Seq. No. 


3249 


Seq. ID 


OJ990602_03 . 0107 .C51 


Gene No. 


6901 


Strand 





3378 










End 


1995 




Name 


OJ990602 03.0107.C51.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1211 




End 


1995 




GI 


none 




Score 


61 




Exons 


1211.. 1408, 1222. .1341, 


1317. 


.1409, 1409. .1537, 1410. .1610, 




1645.. 1695, 1815.. 1982, 


1815. 


.1991, 1828.. 1995 




Seq. No. 


3249 




Seq. ID 


OJ990602_03.0107. 


C51 


Gene No. 


6901 




Strand 






Start 


1205 




End 


1995 




Name 


OJ990602 03.0107.C51.ol 


.np 


Method 


AAT/NAP 




Start 


1226 




End 


1993 




GI 


4454025 




Score 


261 




Exons 


1226.. 1534, 1824.. 1993 










GI Descrip. 


(AL035394) putative cellulase 


[Arabidopsis thaliana] 




Seq. No. 


3249 




Seq. ID 


OJ990602_03.0107. 


C51 




6901 




Strand 






Start 


1205 




End ' 


1995 




Name 


OJ990602 03.0107.C51.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1289 




End 


1961 




GI 


none 




Score 


112 




Exons 


1289.. 1408, 1433.. 1537, 


1434. 


.1535, 1815. .1961 




Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107. 


C52 


Gene No. 


6902 




Strand 






Qf art 


1 




End 


4564 




Name 


OJ990602 03.0107.C52.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2526 




GI 


3341676 




Score 


582 




Exons 


1..48, 126. .566, 1361.. 


1644, 


2301. .2367, 2446. .2526 




GI Descrip. 


(AC003672) putative glucanase 


[Arabidopsis thaliana] 




Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107. 


C52 


VJCllC 1>HJ • 


6902 




Strand 






Start 


1 




End 


4564 




Name 


OJ990602 03.0107.C52.ol 


.gs 


Method . 


GENSCAN 




Start 


111 


End 


4564 




GI 


none 




Score 


.55 




Exons 


111. .566,- 1361. .1644, 2301. .2877, 2976 


..3062, 4538.. 4564 




Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107. 


C52 


Cone Mo 


6902 




Strand 






Start 


1 




End 


4564 




Name 


OJ990602 03.0107.C52.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


116 




End 


477 




GI 


none 




Score 


205 




Exons 


116. .379, 124. .477, 126 


. .476 








Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107. 


C52 


Gene No. 


6902 




Strand 






Start 


1 




End 


4564 




Name 


OJ990602 03.0107.C52.ol 


■ gp 


Method 


AAT/GAP 




Start 


124 




End 


2570 




GI 


6523 1.R1084 




Score 


1873 





Exons 124.. 566, 1361.. 1644, 2301.. 2570 

GI Descrip. . ' 4803924/gb | AAD29797 . 1 | AC006264_5 1.0e-09 (AC006264) putative ER 



3379 



lumen protein retaining receptor (Arabidopsis thaliana] ' 



.n 

;5 



.J 

ss. 
«*% 



Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107.C52 


Gene No. 


6902 




Strand 


- 


Start 


1 




End 


4564 


Name 


OJ990602 03.0107.C52.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


126 




End 


340 


GI 


none 




Score 


216 


Exons 


126. .338, 126. .338, 127 


. .339, 


128. .340 




Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107.C52 


Gene No. 


6902 




Strand 


— 


Start 


1 




End 


4564 


Name 


OJ990602 03.0107.C52.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


393 




End 


1624 


GI 


none 




Score 


206 


Exons 


393.. 566, 1351.. 1563, 1358.. 1567, 1359 


..1568, 1565.. 1624 


Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107.C52 




6902 




Strand 




Start 


1 




End 


4564 


Name 


OJ990602 03.0107.C52.ol 


.tm 


■Method 


TBLASTX: Maize 


Start 


467 




End 


2550 


GI 


none 




Score 


94 


Exons 


467 568. 468 566. 469 


. .570, 


1358. .1645, 1360. .1569, 




1371 164 6. 2300 2356. 


2302 . 


.2391, 2302.. 2364, 2340.. 2381, 




2413 2550. 2483 2545 








Seq. No. 


3250 




Seq. ID 


OJ990602_03.0107.C52 


Gene No. 


6902 




Strand 




Start 


1 




End 


4564 


Name 


OJ990602 03 0107 C52 o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


483 ~ 




End 


2502 


GI 


none 




Score 


72 


Exons 


483. .569, 486. .566, 491 


. .568, 


1299. .1643, 1355. .1645, 




1358. .1645, 2302. .2364, 


2425. 


.2502 




Seq. No. 


3251 




Seq. ID 


OJ990602_03.0107.C53 


Gene No. 


6903 




Strand 




Start 


436 




End 


612 


Name 


OJ990602 03.0107.C53.ol 


. gs 


Method 


GENSCAN 


Start 


436 




End 


612 


GI 


none 




Score 


.93 


Exons 


436. .612 








Seq. No. 


3252 




Seq. ID 


OJ990602_03.0107.C55 


Gene No. 


6904 




Strand 




Start 


46 




End 


636 


Name 


OJ990602 03.0107.C55.ol 


. gs 


Method 


GENSCAN 


Start 


46 




End 


571 


GI 


none 




Score 


.77 


Exons 


46. .293, 376. .571 








Seq. No. 


3252 




Seq. ID 


OJ990602_03.0107.C55 


Gene No. 


6904 




Strand 




Start 


46 




End 


636 


Name 


OJ990602 03.0107.C55.ol 


.np 


Method 


AAT/NAP 



3380 



Start 4 6 End 636 

GI 5091513 Score 424 

Exons 46. . 636 

GI Descrip. (AB023482) * Hypothetical protein [Oryza sativa] 



Seq. No. 


3253 










Seq. ID 


OJ990922 


_01.0104.C2 


Gene No. 


6905 










Strand 


+ 




Start 


1235 




- 






End 


1378 




Name 


OJ990922 01. 


0104 


.C2.ol. 


gs 


Method 


GENSCAN 




O UCll L. 


1235 










FnH 


1378 




GI 


none 










Score 


.77 




Exons 


1235. 


.1378 














Seq. No. 


3253 










Seq. ID 


OJ990922 


_01.0104.C2 


Gene No. 


6906 










Strand 


- 




Start 


1753 










End 


1783 




Name 


OJ990922 01. 


0104 


.C2.o2. 


gs 


Method 


GENSCAN 




Cf arf 
O Lai L. 


1753 










Ej 1 1 Li 


1 7FH 

J. / O J 




GI 


none 










Score 


.56 




Exons 


1753. 


. 1783 














Seq. No. 


3254 










Seq. ID 


OJ990922 


_01.0104 .C3 


Gene No. 


6907 










Strand 


+ 




Start 


2104 










End 


2682 




Name 


OJ990922 01. 


0104 


C3.ol. 


gs * 


Method 


GENSCAN 




Start 


2104 










End 


2682 




GI 


none 










Score 


.77 




r von c 


2104. 


.2682 














Seq. No. 


3254 










Seq. ID 


OJ990922 


_01.0104 .C3 


Gene No. 


6908 










Strand 






Start 


3522 










End 


10131 




Name 


OJ990922 01. 


0104 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


3522 










End 


10022 




GI 


none 










Score 


.43 




TT Y O T) Q 


3522. 


.3583, 




. i \j \j , 




.4608, 5950.. 6017, 


UJ^-J. . \J \J A. Zy f 




6646. 


.6732, 


7144 


.7338, 


7694. 


.7828, 9075.. 9330, 


9738. .9934, 




9962. 


.10022 














Seq. No. 


3254 










Seq. ID 


OJ990922 


_01.0104 .C3 


Gene No. 


6908 










Strand 






Start 


3522 










End 


10131 




Name 


OJ990922 01. 


0104 


C3.ol. 


gp 


Method 


AAT/GAP 




Start 


8661 










End 


9132 




GI 


3767610 








Score 


453 




Exons 


8661. 


.8923, 


9075 


.9132 










Seq. No. 


3254 










Seq. ID 


OJ990922_ 


_01.0104.C3 


Gene No. 


6908 










Strand 






Start 


3522 










End 


10131 




Name 


OJ990922 01. 


0104. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


9040 










End 


10131 




GI 


4662638 








Score 


410 




Exons 


9040. 


.9308, 


9619. 


.9934, 


9999. 


.10131 







GI Descrip. (AC007233) putative beta-1, 3-glucanase [Arabidopsis thaliana] 
Seq. No. 3254 Seq. ID OJ990922_01 . 0104 . C3 



3381 






Gene no. 


byuo 








Strand 






Start 


3522 








End 


10131 




Name 


OJ990922 01 


.0104. 


C3.ol. 


tc ' 


Method 


TBLASTX: Cress 




Start 


9073 








End 


9839 




GI 


none 








Score 


126 




Exons 


9073. .9279, 


9459. 


.9674, 


9460. 


.9675, 9696.. 9824, 9726.. 9839 




Seq. No. 


3254 








Seq. ID 


OJ990922_01.0104.C3 




Gene No. 


6908 








Strand 






Start 


3522 








End 


10131 




Name 




. U lUfl . 


. Ol . 


LW 


Method . 


TBLASTX: Wheat 




Start 


9073 








End 


9702 




GI 


none 








Score 


91 




Exons 


9073. .9180, 


9077. 


.9181, 


9145. 


.9273, 9145.. 9294, 9155.. 9295, 






9179. .9319, 


9286. 


.9318, 


9290. 


.9331, 9294.. 9332, 9459.. 9551, 






9460. .9552, 


9516. 


.9695, 


9517. 


.9681, 9517.. 9702 




Seq. No. 


3254 








Seq. ID 


OJ990922_01.0104.C3 




Gene No. 


6908 








Strand 






otart 


c; o O 








End 


10131 




Name 


OJ990922 01 


.0104. 


C3.oli 


ts 


Method 


TBLASTX: Soybean 




Start 


9074 








End 


9833 




GI 


none 








Score 


99 


J 


Exons 


9074. .9235, 


9076. 


.9234, 


9241. 


.9312, 9450. .9608, 9469. .9609, 






9606. .9680, 


9720. 


.9818, 


9726. 


.9833, 9736/;9819 


fs 


Seq. No. 


3254 








Seq. ID 


OJ990922JD1.0104.C3 




Gene No. 


6908 








Strand 






b tar z 


T Q o o 








End 


10131 


y 


Name 


OJ990922 01 


.0104. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


u 


Start 


9076 








End 


9689 


ii 


GI 


none 








Score 


160 




Exons 


9076. .9234, 


9077. 


.9235, 


9241. 


.9294, 9242..9343, 9459. .9608, 


SCT 




9469. .9609, 


9503. 


.9610, 


9606. 


.9689, 9607. .9675 


"J 


Seq. No. 


3254 








Seq. ID 


OJ990922_01.0104.C3 




Gene No . 


£ on Q 








Strand 






Start • 


3522 








End 


10131 




Name 


OJ990922 01 


.0104. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


-3 


Start 


9720 








End 


10130 


3 


GI 


none 








Score 


79 




Exons 


9720. .9911, 


9720. 


.9836, 


9843. 


.9911, 10038. .10130 




Seq. No. 


3255 








Seq. ID 


OJ990922_01.0104.C4 




Gene No. 


6909 








Strand 


+ 




Start 


838 








End 


998 




XT 

Name 


OJ990922 01 


.0104. 


C4.o3. 


gp 


Method 


AAT/GAP 




Start 


838 








End 


998 




GI 


21474 1.R1084 






Score 


240 




Exons 


838..998 














GI Descrip. 


'3894159 2. 


0e-10 


(AC005312) hypothetical protein [Arabidopsis 






thaliana] 1 














Seq. No. 


3255 • 








Seq. ID 


OJ990922_01.0104.C4 




Gene No. 


6910 








Strand 


+ - 




Start 


5604 








End 


6346 




Name 


OJ990922 01 


.0104. 


C4.o2. 


gs 


Method 


GENSCAN 



3382 



Start 


5604 


End 


6346 


GI 


none 


Score 


.52 


Exons 


5604. .5742, 6102. .6346 






Seq. No. 


3255 


Seq. ID 


OJ990922_01.0104 .C4 


Gene No. 


6911 


Strand 


+ 


Start 


8382 


End 


8653 


Name 


uj jjUiJzz u J. • u x u *t . Cfi ■ Oj ■ gp 


Method 


AAT/GAP 


Start 


8382 


End 


8653 


GI 


2310235 


Score 


398 


Exons 


8382. .8653 






GI Descrip. 


5852182/emb|CAB55420.1| 9 


.Oe-13 (AL117265) zhb0012.1 [Oryza 




sativa] 






Seq. No. 


3255 


Seq. ID 


OJ990922_01.0104.C4 


Gene No. 


6912 


Strand 




Start 


1 


End 


3423 


Name 


OJ990922 01.0104.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


165 


GI 


427626 


Score 


281 


Exons 


1. .165 






GI Descrip. 


4097948 5.0e-16 (U72255) beta-1, 3-glucanase precursor [Oryza 




sativa] 






Seq. No. 


3255 


Seq. ID 


OJ990922_01.0104.C4 


Gene No. 


6912 


Strand 




Start 


1 


End 


3423 


Name 


OJ990922 01.0104.C4.o2.gp 


Method 


AAT/GAP 


Start 


1 


End 


357 


GI 


52477 1.R1084 


Score 


357 


Exons 


1..160, 264. .357 






GI Descrip. 


'4521193/dbj I ABO 134 50 . 1 1 ABO 134 50 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene' 




Seq. No. 


3255 


Seq. ID 


OJ990922_01.0104.C4 


Gene No. 


6912 


Strand 




Start 


1 


End 


3423 


Name 


OJ990922 01.0104.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


329 


GI 


2160314 


Score 


141 


Exons 


1..166, 270. .329 






GI Descrip. 


(D25236) possible 1-3,1-4- 


-beta-glucanase coding sequence [Or? 




sativa] 






Seq. No. 


3255 


Seq. ID 


OJ990922_01.0104.C4 


Gene No. 


6912 


Strand 




OLait 


1 


End 


3423 


Name 


OJ990922 01.0104.C4.ol.gs 


Method 


GENSCAN 


Start 


64 


End 


3423 


GI 


none 


Score 


.52 


Exons 


64. .263, 815. .856, 1496. .1598, 1678. .1776, 2219. .2392, 




2529.. 2779, 3363.. 3423 






Seq. No. 


3255 


Seq. ID 


OJ990922_01.0104.C4 


Gene No. 


6912 


Strand 




Start 


1 


End 


3423 


Name 


OJ990922 01.0104.C4.o2.np 


Method 


AAT/NAP 



3383 



Start 1101 End 1351 

GI 862343 Score 112 

Exons 1101.. 1351 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi| 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 |prf | I2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 3255 Seq. ID OJ990922JU . 0104 . C4 

Gene No. 6912 . Strand 

Start 1 End 3423 

Name OJ990922_01 . 0104 . C4 . o4 . gp Method AAT/GAP 

Start 2603 End 3089 

GI uC-osflcypl76f 10b! Score 840 

Exons 2603.. 3089 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 


3255 






Seq. ID 


OJ990922_01. 


0104 


.C4 


Gene No. 


6913 






Strand 








Start 


4397 






End 


8848 






Name 


OJ990922 01 


.0104.C4.o4. 


np 


Method 


AAT/NAP 






Start 


4397 






End 


8848 






GI .-. 


4680204 






Score 


950 






Exons 


4397. .4474, 


5971. .6119, 


6875. 


.7319, 7412.. 8848 






GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 






Seq. No. 


3255 






Seq. ID 


OJ990922_01. 


0104 


.C4 


Gene No. 


6913 






Strand 








Start 


4397 






End 


8848 






Name 


OJ990922 01 


.0104.C4.o3. 


gs 


Method 


GEN SCAN 






Start 


6844 






End 


8833 






GI 


none 






Score 


.62 






Exons 


6844. .7052, 


7178. .7319, 


7412. 


.8833 








Seq. No. 


3255 






Seq. ID 


OJ?90922_01. 


0104 


.C4 


Gene No. 


6913 






Strand 








Start 


4397 






End 


8848 






Name 


OJ990922 01 


.0104.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7107 






End 


7801 






GI 


none 






Score 


57 






Exons 


7107. .7328, 


7409. .7480, 


7721. 


.7801 . 









Seq. No. 3255 Seq. ID 

Gene No. 6913 Strand 

Start 4397 End 

Name OJ990922_01 . 0104 . C4 . ol . tw Method 

Start 7802 End 

GI none Score 
Exons 



OJ990922_01.0104.C4 
8848 

TBLASTX: Wheat 

8207 

42 



7802. .7897, 7802. .7897, 7935. .8207, 7967. .8203, 8065. .8205 



Seq. No. 3256 

Gene No. 6914 

Start 1 

Name OJ990922_01 . 0104 . C5 . ol . gp 

Start 1 



Seq. ID OJ990922_01.0104.C5 
Strand 

End 1296 

Method AAT/GAP 

End 1296 



3384 



GI 342_1.R1084 Score 1927 

Exons 1.-358, 436.. 457, 602.. 1296 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 . 



Seq. No. 


3256 


Seq. ID 


OJ990922_01.0104 .C5 


Gene No. 


6914 


Strand 


— 


Start 


1 


End 


1296 


Name 


OJ990922 01.0104 .C5.ol.gs 


Method 


GENSCAN 


Start 


673 


End 


1218 


GI 


none 


Score 


.87 


Exons 


673.. 934, 965.. 1218 






Seq. No. 


3256 


Seq. ID 


OJ990922_01 .0104 .C5 


Gene No. 


6914 


Strand 


— 


Start 


1 


End 


1296 


Name 


OJ990922 01.0104.C5.ol.np 


Method 


AAT/NAP 


Start 


694 


End 


1296 


GI 


4680203 


Score 


571 


Exons 


694. . 1296 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


3256 


Seq. ID 


OJ990922_01.0104.C5 


Gene No. 


6914 


Strand 




Start 


1 


End 


1296 


Name 


OJ990922 01.0104.C5'.ol.tw 


Method 


TBLASTX: Wheat 


Start 


748 


End 


1296 


GI 


none 


Score 


53 


Exons 


748. .840, 749. .814, '829. .909, 


922. .1035, 923. .1036, 1010. .1105, 




1042. .1101, 1108. .1152, 1113. 


.1148, 1147.. 1296, 1163.. 1294 


Seq. No. 


3257 


Seq. ID 


OJ990922_01.0104.C6 


Gene No. 


6915 


Strand 




Start 


1 


End 


414 


Name 


OJ990922 01.0104.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


414 


GI 


6063554 


Score 


158 


Exons 


1. .19, 272. .414 ■ 







GI 'Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


3258 




Seq. ID 


OJ990922_01.0104 


.C7 


Gene No. 


6916 




Strand 






Start 


1 




End 


721 




Name 


OJ990922 01.0104 


.C7 . ol . np 


Method 


AAT/NAP 




Start 


1 




End 


721 ■ 




GI 


4680203 




Score 


778 




Exons 


1..721 










GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


3258 




Seq. ID 


OJ990922_01.0104 


.C7 


Gene No. 


6916 




Strand 






Start 


1 




End . 


721 




Name 


OJ990922 01.0104 


.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7 




End 


297 




GI - 


none 




Score 


103 





3385 




Exons 7.. 72, 79..297 # 83.. 289 





Seq. No. 


3258 


Seq. ID 


OJ990922_01. 


0104. C7 




Gene No. 


6916 


Strand 








Start 


1 


End 


721 






Name 


OJ990922 01.0104.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


69 


End 


420 






GI 


none 


Score 


185 






Exons 


69. .320, 79. .330, 80. .322, 


313. .420 








Seq. No. 


3258 


Seq. ID 


OJ990922_01. 


0104 .C7 




Gene No. 


6916 


Strand 


— 






Start 


1 


End 


721 






Name 


OJ990922 01.0104.C7.ol.gs 


Method 


GENSCAN 






Start 


78 


End 


534 






GI 


■ none 


Score 


.75 






Exons 


78. .534 










Seq. No. 


3258 


Seq. ID 


OJ990922_01. 


0104 .C7 




Gene No. 


6916 


Strand 








Start 


1 


End 


721 






Name 


OJ990922 01.0104.C7.ol.gp 


Method 


AAT/GAP 






Start 


316 


End 


686 




.3 in 


GI 


2310235 


Score 


65 




: E 


Exons 


316. .341, 632. . 686 










GI Descrip. 


5852182/emb|CAB55420.1 | 9. 


Oe-13 (AL117265) zhb0012. 


1 [Oryza 


lH 

:k: : 




sativa] 








i i a 
: j~ 

£3 


Seq. No. 


3259 


Seq. ID 


OJ990922_01. 


0104 .C8 


: c 
I : : 


Gene No. 


6917 


Strand 


+ 






Start 


108 


End 


236 






Name 


OJ990922 01.0104.C8.ol.gs 


Method 


GENSCAN 




: c 

i y 


Start 


108 


End 


236 




i3 - 


GI 


none 


Score 


.47 




Q 


Exons 


108. .236 










Seq. No. 


3260 


Seq. ID 


OJ990922_01. 


0104 .Cll 




Gene No. 


6918 


Strand ■ 








Start 


661 


End 


1501 






Name 


OJ990.922 01.0104.Cll.ol.gs 


Method 


GENSCAN 






Start 


661 


End 


1501 






GI 


none 


Score 


.76 






Exons 


661. .772, 899.-922, 1137.. 


1501 




f 




Seq. No. 


3261 


Seq. ID 


OJ990922_01. 


0104 .C12 




Gene No. 


6919 


Strand 


+ 






Start 


187 


End 


2318 






Name 


OJ990922 01.0104 .C12.ol.gs 


Method 


GENSCAN 






Start 


187 


' End 


2318 






GI 


none 


Score 


.76 






Exons 


187. .376, 2181. .2318 










Seq. No. 


3262 


Seq. ID 


OJ990922 01. 


0104. C13 




Gene No. 


6920 


Strand 


+ 






Start 


5161 


End 


5729 






Name 


OJ990922 01.0104.C13.ol.gp 


Method 


AAT/GAP 






Start 


5161 


End 


5729 





3386 



GI 4879016 Score 876 

Exons 5161.. 5729 

GI Descrip. 6041757/gb| AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lempnt Strain, Complete Sequence, 
complete sequence 



Seq. No. 3262 Seq. ID 

Gene No. . 6921 Strand 

Start 11873 End 

Name OJ990922_01 . 0104 .C13 . o4 . gs Method 

Start 11873 End 

GI none Score 
Exons 



OJ990922_01.0104.C13 

13388 
GENS CAN 
13225 
.88 



11873. .12046, 12158. .12347, 12388 .. 12519, 13161. .13225 



ry 

Q 

1. 1 

ry 

Q 



'ssF 

□ 

.a br 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3262 Seq. ID OJ990922 01.0104.C13 

6921 Strand 
11873 End 
OJ990922_01 . 0104 . C13 . o2 . gp Method 
12820 End 
4879016 Score 
12820.. 13388 

6041757/gb| AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ990922_01. 
+ 

13388 
AAT/GAP 
13388 
888 



3262 Seq. ID 

6922 ■ * .Strand 

303 End 
OJ990922_01.0104.C13.ol.gs Method 

303 End 

none Score 

303. .420, 1399. .1504, 1577. .1640 



3262 



OJ990922_01.0104.C13- 

1640 
GENSCAN 
1640 
.8 



OJ990922 01.0104.C13 



6923 
4475 

OJ990922_01.0104.C13.ol.np 

4016 

6069646 



Seq. ID 
Strand 

End 15705 
Method AAT/NAP 
End 15705 
Score 522 
4016.. 4971, 14429. .14728, 15685.. 15705 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] ' 



Seq. No. 


3262 






Seq. ID 


OJ990922JD1.0104 


.C13 


Gene No. 


6923 






Strand 






Start 


4475 






End 


15705 




Name 


OJ990922 01 


.0104.C13.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


4040 






End 


4594 




GI 


none 






Score 


62 




Exons 


4040. .4228, 


4292. .4594, 


4295. 


.4447, 4311. .4547 




Seq. No. 


3262 






Seq. ID 


OJ990922_01.0104 


.C13 


Gene No. 


6923 






Strand 






Start 


4475 






End 


"15705 





3387 



Name 

Start 

GI 

Exons 



# 



OJ990922_01.0104 .C13.o3.tw Method 
4142 End 
none < Score 

4142. .4225, 4301. .4495, 4302. .4475 



TBLASTX: Wheat 

4495 

105 



Seq. No. 3262 

Gene No. 6923 

Start 4475 

Name OJ990922_01 . 0104 . C13 . o2 . gs 

Start 4475 

GI none 

Exons 4475.. 4750, 6070.. 6279 



Seq. ID OJ990922_01.0104. 
Strand 

End 15705 

Method GEN SCAN 

End 6279 . 

Score .81 



C13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3262 
6923 
4475 

OJ990922_01.0104.C13.o3.tm 

4712 

none 



Seq. ID OJ990922_01.0104. 
Strand 

End 15705 

Method TBLASTX : Maize 

End 14182 

Score 71 



C13 



4712. .4819, 4814. .4960, 4828. .4977, 14129. .14182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3262 
6923 
4475 

OJ990922_01.0104.C13.o3.gs 

7911 

none 



Seq. ID OJ990922_01. 0104 , 
Strand 

End 15705 

Method GENSCAN 

End 11680 

Score .47 



C13 



7911.. 7937, 8171.. 8425, 10023 .. 10253, 10325 .. 10833, 
11113. .11193, 11455. .11680 



Seq. No. 3262 

Gene No. 6923 

Start 4475 

Name OJ990922_01 . 0104 . C13 . ol . tc 

Start 11717 

GI none 

Exons 11717. .12019 



Seq. ID OJ990922_01.0104 , 
Strand 

End 15705 

Method TBLASTX: Cress 

End 12019 

Score 188 



C13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3262 
6923 
4475 

OJ990922_01.0104 .C13.o2.tw 

11744 

none 



Seq. ID OJ990922_01.0104, 
Strand 

End 15705 

Method TBLASTX : Wheat 

End 12172 

Score 60 



C13 



11744. .11851, 11825. .12040, 12056.. 12172 



Seq. No. 3262 

Gene No. 6923 

Start 4475 

Name OJ990922_01 . 0104 . C13 . o5 . gs 

Start 14051 

GI none 

Exons 14051. .14850 



Seq. ID OJ990922_01.0104, 
Strand 

End 15705 

Method GENSCAN 

End 14850 

Score .47 



C13 



Seq. No. 
Gene No. 
Start 



3262 
,6923 
4475 



Seq. ID OJ990922_01.0104. 
Strand 

End 15705 



C13 



3388 



Name 

Start 

GI 

Exons 



OJ990922_01 . 0104 . C13 . ol . tw Method 
14159 End 
none Score 



TBLASTX: Wheat 

14599 

114 



14159. .14284, 14297 .. 14599, 14310. .14597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3262 
6923 
4475 

OJ990922_01.0104.C13.ol.tm 

14240 

none 



Seq. ID OJ990922_01.0104.C13 
Strand 

End 15705 

Method TBLASTX : Maize 

End 14695 

Score 113 



14240. .14695, 14241 .. 14498, 14580.. 14693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3263 
6924 
1 

OJ990922_01.0104.C14.ol.np 
1 

112802 



Seq. ID OJ990922_01.0104.C14 
Strand + 
End 3651 
Method AAT/NAP 
End 3651 
Score 1541 

1..385, 1334. .1532, 2946. .3163, 3316. .3405, 3523. .3651 
4 -COUMARATE- -COA LIGASE gi | 82454 | pir | | JU0311 4-coumarate--CoA 
ligase (EC 6.2.1.12) - rice gi | 20161 | emb | CAA36850 | (X52623) 
4-coumarate-CoA ligase [Oryza sativa] 



Seq. No. 


3263 


Seq. ID 


OJ990922_01.0104.C14 


Gene No. 


6924 


Strand 


+ 


Start 


1 


End 


3651 


Name 


OJ990922 01.0104.C14.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


3645 


GI 


none 


Score 


.94 


Exons 


125.. 385, 1334. .1532, 1894. 


.1920, 2946 


..3159, 3300. .3405, 




3523. .3645 






Seq. No. 


3263 


Seq. ID 


OJ990922_01.0104.C14 


Gene No. 


6925 


Strand 




Start 


740 


End 


820 


Name 


OJ990922 01.0104.C14.ol.gp 


Method 


AAT/GAP 


Start 


740 


End 


820 


GI 


5455354 


Score 


103 


Exons 


740. .820 






GI Descrip. 


6016845/dbj | AP000570 . 1 1 AP000570 6.0e-28 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 




Seq. No. 


3263 


Seq. ID 


OJ990922_01.0104.C14 


Gene No. 


6926 


Strand 




Start 


5351 


End 


6232 


Name 


OJ990922 01.0104.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


211 


GI 


none 


Score 


236 


Exons 


1..117, 2. .211 






Seq. No. 


3263 


Seq. ID 


OJ990922_01.0104 .C14 


Gene No. 


6926 


Strand 




Start 


5351 


End 


6232 


Name 


OJ990922 01.0104.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


211 


GI 


none 


Score 


100 



3389 



Exons 



1..84, 2. .85, 88. .114, 89. .211 



Seq. ID OJ990922_01.0104.C14 
Strand 

6232 



Seq. No. 3263 

Gene No. 6926 

Start 5351 End 

Name OJ990922_01 . 0104 . C14 . ol . tc Method TBLASTX: Cress 

Start 2 End 3621 

GI none Score 251 

Exons 2. .208, 13. .132, 283. .381, 284. .385, 1330. .1533, 1331. .1534, 
2930. .3157, 2944. .3156, 3310. .3408, 3523. .3621 



Seq. No. 3263 Seq. ID OJ990922_01 . 0104 . C14 

Gene No. 6926 Strand 

Start 5351 End 6232 

Name OJ990922_01 . 0104 . C14 . ol . ts Method TBLASTX: Soybean 

Start 23 End 3621 

GI none Score 205 

Exons 23. .214, 283. .384, 284. .385, 1331. .1363, 1333. .1365, 1364. .1534, 

1378. .1533, 1412. .1534, 2933. .3160, 2944. .3159, 3322. .3408, 
3523. .3621 



C3 



Seq. No. 3263 Seq. ID OJ990922_01 . 0104 . C14 

Gene No. 6926 Strand 

Start 5351 End 6232 

Name OJ990922_01 . 0104 . C14 . ol . tm Method TBLASTX: Maize 

Start 283 End 3621 

GI none Score 147 

Exons 283. .381, 284. .385, 302. .385, 1331. .1534, 1331. .1375, 

1333. .1533, 1436. .1534, 2944. .3156, 2945. .3157, 2945. .3157, 

3322.. 3408, 3523.. 3621 



1=4= 
. 55 

u 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3263 Seq. ID OJ990922_01 . 0104 . C14 

6926 Strand 

5351 End 6232 

OJ990922_01 . 0104 . C14 . o2 . tw Method TBLASTX: Wheat 

3050 End 3621 

none Score 14 9 

3050.. 3157, 3053.. 3154, 3070.. 3156, 3309.. 3407, 3322.. 3408, 
3523.. 3621 



3263 
6926 
5351 

OJ990922_01 . 0104 . C14 . o2 . gs Method GENSCAN 



Seq. ID OJ990922_01.0104.C14 
Strand 

End 6232 



5351 
none 

5351.. 5522, 6120.. 6232 



End 
Score 



6232 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3264 
6927 
7518 



Seq. ID OJ990922_01.0104.C15 
Strand + 
End 11212 



OJ990922_01.0104.C15.o2.gs Method GENSCAN 
7518 End 11212 

none Score .79 

7518. .7637, 7734. .8060, 8343.-8477, 9061. .9131, 9968. .10103, 
10790. .11212 



3390 




Seq. No. 


3264 


Seq. ID 


OJ990922_01.0104.C15 


Gene No. 


6928 


Strand 


+ 


Start 


11719 


End 


13571 


Name 


OJ990922 01.0104 .C15.o2.np 


Method 


AAT/NAP 


Start 


11719 


End 


13571 


GI 


6006359 


Score 


58 


Exons 


11719. .11821, 13495. .13571 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3264 


Seq. ID 


OJ990922_01.0104.C15 


VJCllC Vt\J a 


6929 


Strand 


-i- 


Start 


13670 


End 


15220 


Name 


OJ990922 01.0104.C15.o3.gs 


Method 


GENSCAN 


Start 


13670 


End 


15220 


GI 


none 


Score 


.56 


Exons 


13670. .13905, 15181.. 15220 






Seq. No. 


3264 


Seq. ID 


OJ990922_01.0104.C15 


Gene No. 


6930 


Strand 


- 


Start 


1 


End 


6641 


Name 


OJ990922 01.0104 .C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4402 


GI 


4377374 


Score 


211 


Exons 


1..70, 209.. 340, 684.. 817, 1146.. 1250, 


1694. .1796, 3572. .3671, 




3826. .4072, 4340. .4402 






GI Descrip. 


(AE001684 ) Adenosylmethionine 


-8 -Ami no - 


7-Oxononanoate 




Aminotransferase [Chlamydia pneumoniae] 


Seq. No. 


3264 


Seq. ID 


OJ990922_01.0104.C15 




6930 


Strand 




Start 


1 


End 


6641 


Name 


OJ990922 01.0104.C15.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


830 


GI 


none 


Score 


70 


Exons 


2. .76, 9. .74, 206. .343, 207.. 


338, 669. 


.830, 684. .812, 685. .819 


Seq. No. 


3264 


Seq. ID 


OJ990922_01.0104.C15 


Gene No. 


6930 


Strand 




Start 


1 


End 


6641 


Name 


OJ990922 01.0104 .C15.ol.gs 


Method 


GENSCAN 


Start 


209 


End 


6641 


GI 


none 


Score 


.57 


Exons 


209. .340, 684. .770, 3530. .3678, 3830.. 


3856, 3913.. 3950, 




4743. .4913, 5617. .6461, 6564. 


.6641 




Seq. No. 


3264 


Seq. ID 


OJ990922_01.0104 .C15 


Gene No. 


6930 


Strand 




Start 


1 


End 


6641 


INClillC 


OJ990922 01.0104.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


3538 


End 


4373 


GI 


none 


Score 


39 


Exons 


3538.. 3573, 3584.. 3676, 3585. 


.3680, 3586. .3681, 3828.-3953, 




3828.. 3950, 3830.. 3961, 4100. 


.4183, 4104. .4178, 4274. .4369, 




4274. .4372, 4278. .4373 






Seq. No. 


3264 


Seq. ID 


OJ990922_01 . 0104 . C15 


Gene No. 


6930 


Strand 





3391 



Start 


1 








End 


6641 


Name 


OJ990922 01 


.0104.C15 


.ol. 


gp 


Method 


AAT/GAP ' 


Start 


3780 








End 


4473 


GI 


3769101 








Score 


691 


Exons 


3780. .3950, 


4103. .4180, 


4277. 


. 4473 




Seq. No. 


3265 








Seq. ID 


OJ990922_01.0104 


Gene No . 


6931 








Strand 




Start 


168 








End 


398 


Name 


OJ990922 01 


.0104.C16 


.ol. 


gs 


Method 


GEN SCAN 


Start 


168 








End 


398 


GI 


none 








Score 


.6 


Exons 


168. .398 












Seq. No. 


3266 








Seq. ID 


OJ990922_01.0104 


Gene No. 


6932 








Strand 




Start 


1 








End 


471 


Name 


OJ990922 01 


.0104.C17 


.ol . 


gp 


Method 


AAT/GAP 


Start 


1 








End 


471 


GI 


342 1.R1084 








Score 


847 


Exons 


1. .471 












GI Descrip. 


, 4574406/gb|AAD24042 


. 1 1 


0.0e+00 (AF121139) RIM2 protein 




sativa] ' 












Seq. No. 


3266 








Seq. ID 


OJ990922_01.0104 


Gene No . 


6932 








Strand 


- 


Start 


1 








End 


471 •'" 


Name 


OJ990922 01 


.0104.C17 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1 








End 


348 


GI 


none 








Score 


320 


Exons 


1..348, 3.. 


338, 10.. 


348 








Seq. No. 


3266 








Seq. ID 


OJ990922_01.0104 


Gene No. 


6932 








Strand 




Start 


1 








End 


471 


Name 


OJ990922 01 


.0104. C17 


.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


471 


GI 


6742729 








Score 


690 


Exons 


1. .471 












GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 




Seq. No. 


3266 








Seq. ID 


OJ990922_01.0104 


Gene No . 


6932 








Strand 




Start 


1 








End 


471 


Name 


OJ990922 01 


.0104. C17 


.ol. 


tm 


Method- 


TBLASTX: Maize 


Start 


3 








End 


305 


GI 


none 








Score 


59 


Exons 


3.-305, 12. 


.221, 19. 


.294 








Seq. No. 


3266 








Seq. ID 


OJ990922_01.0104 


Gene No. 


6932 








Strand 




Start 


1 








End 


471 


Name 


OJ990922 01 


.0104. C17 


.ol. 


gs 


Method 


GENSCAN 


Start 


135 








End 


197 


GI 


none 








Score 


.47 


Exons 


135. .197 













3392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3267 
6933 
1 

OJ990922_01.0104.C18.ol.np 

1 

6172381 



Seq. ID OJ990922_01.0104.C18 
Strand 



End 

Method 

End 

Score 



1..121, 2576.. 3049, 3332.. 3535, 3569. 
(AB026839) Pi-b protein [Oryza sativa 



3798 
AAT/NAP 
3798 
272 
3798 



Seq. No. 3267 Seq. ID 

Gene No. 6933 Strand 

Start 1 End 

Name OJ990922_01 . 0104 . C18 . ol . gs Method 

Start 2537 End 

GI none Score 

Exons 2537.. 3162, 3301.. 3727 



OJ990922_01.0104.C18 

3798 
GENSCAN 
3727 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3268 
6934 
12957 

OJ990922_01.0104.C19.o2.tm 

8324 

none 



Seq. ID OJ990922_01.0104.C19 
Strand 
End 

Method 
End 
Score 



+ 

16435 

TBLASTX: Maize 

8634 

122 



8324. .8422, 8325. .8453, 8428. .8634, 8469.. 8576 



3268 
6934 
12957 

OJ990922_01.0104.C19.ol.tm 

8835 

none 

8835.. 8918, 8836.. 8925, 8927, 
9068.. 9202, 9220.. 9276 



Seq. ID OJ990922_01.0104.C19 

Strand + 

End 16435 

Method TBLASTX : Mai ze 

End 9276 

Score 84 

.9022, 8928.. 9026, 9038.. 9202, 



Seq. No. 3268 

Gene No. 6934 

Start 12957 

Name OJ990922_01 . 0104,. CI 9 .o2 .gs . 

Start 12957 

GI none 
Exons 



Seq. ID OJ990922_01.0104.C19 

Strand + 

End 16435 

Method GENSCAN 

End 16435 

Score . 66 



12957. .13786, 14452 .. 15299, 1534 6 .. 15894 , 15924. .16435 



Seq. No. 3269 Seq. ID 

Gene No. 6935 Strand 

Start 289 . End 

Name . OJ990922_01 . 0104 . C20 . ol . gs Method 

Start 289 End 

GI none Score 

Exons 289. .446, 451. .520 



OJ990922_01 .0104.C20 
+ 

520 

GENSCAN 

520 

.93 



Seq. No. 3269 Seq. ID 

Gene No. 6936 Strand 

Start 2609 End 

Name OJ990922_01 . 0104 . C20 . o2 . gs Method 

Start 2609 End 

GI none Score 

Exons 2609.. 3028 



OJ990922_01.0104.C20 
+ 

3028 
GENSCAN 
3028 
.6 



3393 



Seq. No. 3269 Seq. ID OJ990922_01 . 0104 . C20 

Gene No. 6937 Strand 

Start 2951 End 

Name OJ990922_01 . 0104 . C20 . ol . np Method 

Start 2951 End 

GI 2129618 Score 

Exons 2951.. 2970, 4377.. 4649, 7742.. 7758 

GI Descrip. hypothetical protein 1 - Arabidopsis thaliana retrotransposon 
Athila gi I 806535 |emb|CAA57397| (X81801) Athila ORF 1 
[Arabidopsis thaliana] 



OJ990922 01. 
+ 

7758 
AAT/NAP 
7758 
124 



□ 

S3. 



oeq. no. 


3269 


Seq. ID 


OJ990922_01.0104.C20 


Gene No. 


6937 


Strand 


+ 


Start 


2951 


End 


7758 


Name 


OJ990922 01.0104.C20.o3,gs 


Method 


GENSCAN 


Start 


3902 


End 


4384 


GI 


none ■ ... 


Score 


.67 


Exons 


3902. .3957, 4243. .4384 






Seq. No. 


3269 


Seq. ID 


OJ990922_01.0104.C20 


Gene No. 


6938 


Strand 




Start 


7340 


End 


9401 


Name 


OJ99092Z 01.0104.C20.o2.np 


Method 


AAT/NAP 


Start 


7340 


End 


9401 


GI 


6721561 


Score 


108 


Exons 


7340. .7370, 9263. .9401 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 6815086 |dbj |BAA90372.1| (AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



n 



Seq. No. 


3269 


Seq. ID 


OJ990922_01.0104 .C20 


Gene No. 


6938 


Strand 




Start 


7340 


End 


9401 


Name 


OJ990922 01.0104.C20.ol. 


gp Method 


AAT/GAP 


Start 


8703 


End 


8813 


GI 


uC-osflcyp088bl2bl 


Score 


136 


Exons 


8703. .8813 






GI Descrip. 


' 5257255/dbj | AP000364 . 1 | 


AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ? 




Seq. No. 


3270 


Seq. ID 


OJ990922_01.0104 .C21 


Gene No. 


6939 


Strand 


+ 


Start 


1977 


End 


3784 


Name 


OJ990922 01.0104.C21.ol. 


gs Method 


GENSCAN 


Start 


1977 


End 


3784 


GI 


none 


Score 


.55 


Exons 


1977. .2308, 2370. .2548, 


2637. .2730, 2807. .2888, 3557. .3784 


Seq. No. 


3270 


Seq. ID 


OJ990922_01.0104 .C21 


Gene No. 


6940 


Strand 




Start 


3977 


End 


4229 


Name 


OJ990922 01.0104.C21.ol. 


tm Method 


TBLASTX: Maize 


Start 


3977 


End 


4229 


GI 


none 


Score 


84 



3394 



Exons 



3977. .4039, 4035. .4229 



Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3271 Seq. ID 

6941 Strand 

828 End 
OJ990922_01 . 0104 . C22 . ol . np Method 

828 End 

6721550 Score 
828. .1400 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



OJ990922_01.0104.C22 
+ 

1400 
AAT/NAP 
1400 
145 



3272 
6942 
58 

OJ990922_01.0104.C23.ol.gs 
58 

none 
58. .483 



Seq. ID OJ990922_01.0104.C23 
Strand 

End 483 

Method GENSCAN 

End 483 

Score . 8 



.15, 



i 5 i§ 

i S? 

.: ss 

w 

'is* 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3273 Seq. ID 

6943 Strand 

1 End 

OJ990922_01 . 0104 . C24 . ol .np Method 

1 End 

6721550 Score 
1..65, 629.. 771 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



OJ990922_01.0104.C24 
771 

AAT/NAP 
771 
71 



3274 
6944 
1 

OJ990922_01.0104.C25.ol.np 
1 

112802 
1. .185 

4-COUMARATE— COA LIGASE gi | 82454 | pir | | JU0311 4-coumarate— CoA 
ligase (EC 6.2.1.12) - rice -gi I 20161 1 emb I CAA36850 | (X52623) 
4-coumarate-CoA ligase. [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990922_ 
+ 

185 

AAT/NAP 

185 

265 



01.0104.C25 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3274 Seq. ID 

6944 Strand 

1 End 
OJ990922_01 . 0104 . C25 . ol . gs Method 

4 End 

none Score 
4. .173 



OJ990922_01.0104.C25 
+ 

185 

GENSCAN 

173 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3275 Seq. ID 

6945 Strand 

1 End 

OJ991022_15. 0207.Cl.ol.np Method 

1 End 

3402758 Score 
1..251, 355. .712 

(AL031187) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



OJ991022_15.0207.C1 
+ 

712 

AAT/NAP 

712 

273 



3395 



Seq. No. 3275 

Gene No. 6945 

Start 1 

Name OJ991022_15 . 0207 . CI . ol . ts 

Start 153 

GI none 
Exons 



Seq. ID OJ991022_15.0207.C1 

Strand + 

End 712 

Method TBLASTX : Soybean 

End 564 

Score 61 



153. .221, 188. .250, 215. .259, 347. .493, 352. .564, 411. .563 



Seq. No. 3275 Seq. ID 

Gene No. 6945 Strand 

Start 1 End 

Name OJ991022_15 . 0207 . CI . ol . tm Method 

Start 218 End 

GI none Score 
Exons 



OJ991022_15.0207.C1 
+ 

712 

TBLASTX: Maize 

570 

48 



218. .253, 352. .570, 367. .525, 411. .563 



Seq. No. 3275 

Gene No. 6945 

Start 1 

Name OJ991022_15 . 0207 . CI . ol . tc 

Start 351 

GI none 

Exons 351.. 494, 352.. 582, 414.. 569 



Seq. ID OJ991022_15.0207.C1 
Strand 
End 

Method 
End 
Score 



+ 

712 

TBLASTX : Cress 

582 

74 



Seq. No. 3275 Seq. ID 

Gene No. 6945 Strand 

Start 1 End 

Name OJ991022_15 . 0207 . CI . ol . tw Method 

Start 352 End 

GI none Score 

Exons 352.. 570, 411.. 572 



OJ991022_15.0207.C1 
+ 

712 

TBLASTX: Wheat 

572 

265 



^ Seq. No. 3276 Seq. ID 

Gene No. 6946 Strand 

3 Start 169 End 

J Name OJ991022JL5 . 0207 .C2 . ol . gs Method 

I Start 169 End 

GI none Score 

i Exons 169.. 315, 528.. 710 



OJ991022_15.0207.C2 
+ 

710 

GENSCAN 

710 

.75 



Seq. No. 
Gene No. 
Start 
" Name 
Start 
GI 

Exons 



GI Descrip. 



3276 
6947 
2619 

OJ991022_15.0207.C2.ol.np 

2592 

6686398 

2592. .3864, 3988. .4175, 4427, 



Seq. ID OJ991022_15.0207.C2 

Strand + 

End 11035 

Method AAT/NAP 

End 11035 

Score 2443 
.4555, 4640. 



.4850, 4951. .5188, 
5280. .5430, 5517. .5821, 7483. .8672, 9368. .9505, 9557. .9747, 
9860. .10070, 10174. .10411, 10504 .. 10654 , 10736. .11035 
(AC007234) F1E22. 15 [Arabidopsis thaliana] 



Seq. No. 3276 Seq. ID 

Gene No. 6947 Strand 

Start . 2619 End 

Name OJ991022_15 . 0207 . C2 . o3 . gs Method 

Start 2619 End 

GI none Score 



O'J991022_15.0207.C2 
+ 

11035 
GENSCAN 
10820 
.74 



3396 




Exons 2619.. 3873, 4195*. 4296, 4374.. 4555, 4640.. 4850, 5005.. 5188, 

5280. .5367, 5517. .5789, 6146. .6571, 6641. .7002, 7405. .8636, 
9566.. 9747, 9860.. 10070, 10261 .. 104 11, 10736.. 10820 



Seq. No. 


3276 


Seq. ID 


OJ991022_15.0207.C2 




6948 


Strand 


+ 


Start 


19080 


End 


25425 


Name 


OJ991022 15.0207.C2.o3.np 


Method 


AAT/NAP 


Start 


19080 


End 


23836 


GI 


6016874 


Score 


2231 


Exons 


19080. .19158, 19242. .19379, 


19444. .1967.6, .20067. .20226, 




20620. .20799, 20917 .. 21256, 


21732. .22002, 23812.. 23836 


GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D25076 ( 


R3116) correspond to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


3276 


Seq. ID 


OJ991022_15.0207.C2 


Gene No. 


6948 


Strand 


+ 


Start 


19080 


End 


25425 


Name 


OJ991022 15.0207.C2.o5.gs 


Method 


GENSCAN 


Start 


19080 


End 


21915 


GI 


none 


Score 


.64 


Exons 


19080. .19158, 19242. .19379, 


19444. .19676, 20067 .. 20226, 




20800. .21256, 21732. .21915 






Corr Mr* 

kJC4» IN (J • 


3276 


Seq. ID 


OJ991022 15. 0207. C2 


Gene No. 


6948 


Strand 


+ 


Start 


19080 


End 


25425 


Name 


OJ991022 15.0207.C2.ol.gp 


Method 


AAT/GAP 


Start 


19769 


End 


20277 


GI 


uC-osflcypll0c07bl 


Score 


970 


Exons 


19769. .20277 






GI Descrip. 


, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 




retrotransposon, complete sequences; and unknown genes' 


Seq. No. 


3276 


Seq. ID 


OJ991022_15.0207.C2 


Gene No. 


6948 


Strand 


+ 


Start 


19080 


End 


25425 " 


Name 


OJ991022 15.0207.C2.o6.gs 


Method 


GENSCAN 


Start 


23555 


End 


25425 


GI 


none 


Score 


.64 


Exons 


23555. .23753, 25412.. 25425 






Seq. No. 


3276 


Seq. ID 


OJ9?1022_15.0207.C2 


Gene No. 


6948 


Strand 


+ 


Start 


19080 


End 


25425 


Name 


OJ991022 15.0207.C2.o4.np 


Method 


AAT/NAP 


Start 


24848 


. End 


25297 


GI 


6069646 


Score 


412 ■ 


Exons 


24848. .25297 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



3397 



5^' 



Seq. No. 3276 
Gene No. 694 9 

Start 26985 

Name OJ991022_15 . 0207 . C2 . o7 . gs 

Start 26985 
GI none 
Exons 26985. 

30060. 

32606. 



.27153, 28174. 
.30179, 30526. 
.32799, 32904. 



.28315, 
.30569, 
,33414 



Seq. ID OJ991022_15.0207.C2 

Strand + 

End 34680 

Method GENSCAN 

End 33414 

Score .76 
29156. .29306, 29562 .. 29930, 
31450. .31547, 31914 .. 31957 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 
Name 
Start 



GI 



Exons 
r U GI Descrip. 

!3 

"5 Seq. No. 

Gene No. 
y Start 
3 Name 
;3 Start 

g gi 

Exons 

GI Descrip. 

13 Seq. No. 
Jl Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3276 Seq. ID OJ991022_15 . 0207 . C2 

6949 Strand + 

26985 End 34680 

OJ991022_15 . 0207 . C2 . o2 . gp Method AAT/GAP 

30359 End 30558 

3106943 Score 374 

30359. .30558 

1019378/dbj | D17785 | RICNH4621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 

3276 Seq. ID OJ991022_15 . 0207 . C2 

6949 Strand + 

26985 End 34680 

OJ991022_15 . 0207 . C2 . o3 . gp Method AAT/GAP 

31746 *End 31946 

3106943 Score 299 

31746.. 31946 

1019378/dbj | D17785 | RICNH4621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 



3276 
6949 
26985 

OJ991022_15.0207.C2.o5.np 

32567 

3269281 

32567. .33450, 34617.. 34680 
(AL030978) putative protein 

3276 
6950 
941 

OJ991022_15 . 0207 . C2 . o2 . gs 

941 

none 

941.. 1022, 1392.. 1562, 2268. 

3276 
6951 
12092 

OJ991022_15.0207.C2.o4.gs 
12092 
none 

12092. .12413, 
15923. .15976, 
17484. .17851 



Seq. ID OJ991022_15.0207.C2 

Strand + 

End 34 680 

Method AAT/NAP 

End 34 680 

Score 560 

[Arabidopsis .thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2326 



OJ991022_15.0207.C2 

2326 
GENSCAN 
2326 
.95 



12652. .12838, 
16138. .16203, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14630. .14679, 
16643. .16747, 



OJ991022 15. 0207. C2 



19578 
GENSCAN 
17851 
.69 

15637, 
16856. 



,15779, 
,17363, 



3398 




Seq. No. 


3276 


Seq. ID 


OJ991022_15.0207.C2 


Gene No. 


6951 


Strand 




Start 


12092 


End 


19578 


Name 


uo yjiUiZ io . uzu / *l<£.0£. np 


Method 


AAT/NAP 


Start 


15636 


End 


19578 


GI 


4508068 


Score 


264 


Exons 


15636. .15779, 16132 .. 16203, 


16387. .16452, 16643 .. 16702, 




19053. .19094, 19537. .19578 






GI Descrip. 


(AC005882) 3063 [Arabidopsis 


thaliana] 




Seq. No. 


3276 


Seq. ID 


OJ991022_15.0207.C2 


Gene No . 




Strand 




Start 


35020 


End 


36469 


Name 


OJ991022 15.0207.C2.o8.gs 


Method 


GENSCAN 


Start 


35020 


End 


36469 


GI 


none 


Score 


.78 


Exons 


35020. .35070, 35085 .. 35161, 


35629. .35881, 36449.-36469 


Seq. No. 


3276 


Seq. ID 


OJ991022_15.0207.C2 


Gene No. 


6953 


Strand 




Start 


37565 


End 


39054 


Name 


OJ991022 15-0207. C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


10963 


GI 


none 


Score 


40 


Exons 


1..66, 6. .68, 162. .254, 165. 


.269, 166. 


.285, 411.. 668, 482. 



4415. .4555, 4474. .4554, 4637. .4831, 4639.-4767, 4709. .4855, 
4944. .5165, 4973. .5185, 5283. .5387, 5284.-5388, 5487. .5714, 
9607. .9747, 9860. .10069, 9910;.9999, 10167 .. 104 09, 10181 .. 10411, 
10193. .10408, 10508. .10600, 10510 .. 10611, 10745 .. 10963, 
10810. .10947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



3276 Seq. ID 

6953 Strand 

37565 End 

OJ991022_15 . 0207 . C2 . ol . tm Method 

1 End 

none Score 



OJ991022_15.0207.C2 
39054 

TBLASTX: Maize 

10915 

72 



1..63, 2.-64, 162. .269, 163. .258, 410. .592, 411. .593, 
4448. .4555, 4503. .4556, 4637. .4906, 4639. .4761, 4943. .5188, 
4956. .5165, 5280. .5420, 5281. .5424, 5505. .5699, 5516. .5698, 
9640. .9747, 9860. .10069, 9910. .10065, 10190 .. 104 11 , 
10191. .10409, 10193. .10411, 10504 .. 10626, 10505 10606, 
10509. .10622, 10720. .10902, 10724 .. 10915 



3276 
6953 
37565 

OJ991022_15.0207.C2.ol.tw 
1 

none , 

1..63, 2. .64, 162. .269, 163. 
5016.. 5186, 5280.. 5402, 5281 
10238. .10408, 10239. .10409, 10291 .. 104 10, 10504 10635, 
10505. .10654, 10508. .10654 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 15.0207-C2 



39054 

TBLASTX: Wheat 
10654 
71 

285, 5013. .5165, 5015. .5185, 
.5430, 5499.. 5558, 10236 .. 104 09, 



3276 
6953 



Seq. ID 
Strand 



OJ991022 15. 0207. C2 



3399 




'•it* 



Start 


37565 






End 


39054 




Name 


OJ991022 15. 


0207. 


C2.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


2 






End 


11065 




GI 


• none 






Score 


56 




Exons 


2. .64, 162.. 


281, 


163. .264, 360. .584, 410. .622, 


411. .668, 




4364 . . 4555, 


4474. 


.4554, 4627 


..4767, 4628. .4831, 


4 628 . . 4855 , 




4943. .5185, 


4944. 


.5165, 5014 


..5184, 5058. .5189, 


5096. .5188, 




5280. .5387, 


5281. 


.5382, 5505 


..5723, 5778. .5837, 


9643. .9747, 




9860. .10069, 


9910 


10065, 10167. .10409, 


10172. . 


10363, 




10275. .10421 


, 10504. .10599, 


10505. .10600, 10508 


. .10600, 




10724. .10951 


, 10807.. 10878, 


10997. .11065 




Seq. No. 


3276 






Seq. ID 


OJ991022 


_15.0207.C2 


Gene No. 


6953 






Strand 






Start 


37565 






End 


39054 




Name 


OJ991022 15. 


0207. 


C2.o4 .tw 


Method 


TBLASTX: 


Wheat 


Start 


411 






End 


10941 




GI 


none 






Score 


164 




Exons 


411. .614, 488.. 616, 5559. .5714, 10736.. 


10939, 10813.. 10941 


Seq. No. 


3276 






Seq. ID 


OJ991022 


15 . 0207 . C2 


Gene No. 


6953 






Strand 






Start 


37565 






End 


39054 




Name 


OJ991022 15. 


0207. 


C2,-o4 . ts 


Method 


TBLASTX : 


Soybean 


Start 


2679 






End 


7972 




GI 


none 






Score 


76 




Exons 


2679. .2789, 


2829 . 


.2930, 2889 


..2969, 3042.. 3176, 


3044 . . 3172, 




7514 . . 7579, 


7559. 


.7819, 7589 


..7663, 7837.. 7968, 


7838 . .7972 


Seq. No. 


3276 






Seq. ID 


OJ991022 


_15 . 0207 .C2 


Gene No. 


6953 






Strand 






Start 


n i c c c 

37565 






End 


39054 




Name 


OJ991022 15. 


0207. 


C2.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


2691 






End 


8359 




GI 


none 






Score 


71 




Exons 


2691. .2840, 


2831. 


.2914, 2832 


..2978, 2979.. 3089, 


3000. .3089, 




3135. .3236, 


3152. 


.3235, 7523 


..7753, 7543.. 7674, 


7799. .7891, 




7843. .7890, 


7925. 


.8056, 7948 


..8058, 8174. .8314, 


8312. .8359 


Seq. No. 


3276 






Seq. ID 


OJ991022 


_15.0207.C2 


Gene No. 


6953 






Strand 






Start 


37565 






End' 


39054 




Name 


OJ991022 15. 


0207. 


C2.o4 .tm 


Method 


TBLASTX: 


Maize 


Start 


2812 






End 


8068 




GI 


none 






Score 


59 




Exons 


2812. .2877, 


2819. 


.2902, 2823 


..2999, 2825.. 2878, 


2842. .2880, 




2867. .2947, 


2949. 


.3197, 2970 


..3155, 2982.. 3047, 


3008. .3175, 




3180. .3245, 


3182. 


.3241, 758 6 


..7984, 7594. .7962, 


7976. .8068, 




7991. .8038 












Seq. No. 


3276 






Seq. ID 


OJ991022 


_15.0207.C2 


Gene No. 


6953 






Strand 






Start 


37565 






End 


39054 




Name 


OJ991022 15. 


0207. 


C2.ol0.tm 


Method 


TBLASTX: 


Maize 


Start 


3626 






End 


8623 




GI 


none 






Score 


213 




Exons 


3626. .3772, 


3627. 


.3773, 3659 


..3778, 3661. .3777, 


3760. .3828, 



.3400 




3774.. 3827, 3785.. 3832, 8421.. -8555, 8425.. 8577, 8425.. 8553, 
8426.. 8581, 8426.-8572, 8543.-8623, 8554.. 8613, 8570.. 8623 





Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207.C2 




Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


4637 




End 


10235 




GI 


none 




Score 


220 




Exons 


4637. .4831, 4639. .4857, 4943 


..5011, 4944. .5012, 9844. .1007 






9860.. 10069, 10167. 


.10235 








Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207.C2 




Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


19428 




. End 


19874 




GI 


none 




Score 


69 




Exons 


19428. .19514, 19499 


. .19708, 


19500. .19748, 19785 .. 1984 1, 






19836. .19874 










Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207.C2 




Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 


SI 


Name 


OJ991022 15. 0207. C2 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


19968 




End 


20282 




GI 


none 




Score 


65 






19968. .20042, 20055 


. .20282, 


20063.. 20281 


: , = 


Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207.C2 




Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 


! = il 

t 1=7 


Name 


OJ991022 15. 0207. C2 


.oll.tm 


Method 


TBLASTX: Maize 


i3 


Start 


20487 




End 


20839 


: s ^ 


GI 


none 




Score 


231 




Exon s 


20487. .20768, 20498 


. .20839 








Seq. No.' 


3276 




Seq. ID 


OJ991022_15.0207.C2 


J 


Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


20951 




End 


21194 




GI 


none 




Score 


282 




V. von 


20951. .21109, 20961 


. .21194 








Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207.C2 




Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2 


. ol2 . tm 


Method 


TBLASTX: Maize 




Start 


24849 




End 


25187 




GI 


none 




Score 


91 




Exons 


24849..249S6, 24935 


. .25054, 


25044. .25187 




Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207.C2 




Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2 


. o3 . tm 


Method 


TBLASTX: Maize 



3401 




Start 


32587 




End 


33035 




GI 


none 




Score 


289 




Exons 


32587. .32871, 32588. 


.32866, 


32S93..32868, 32878 .. 33033, 






32928. .33035, 32940. 


.33032 








Seq. No. 


3276 




Seq. ID 


OJ991022JL5.0207 


.C2 


Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


32588 




End 


32976 




GI 


none 




Score 


121 




Exons 


32588. .32707, 32719. 


.32865, 


32720. .32866, 32720 .. 328 66, 






32890. .32976 










Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207 


.C2 


Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2.- 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


32741 




End 


33336 




GI 


none 




Score 


89 




Exons 


32741. .32878, 32761. 


.32859, 


32923..33336, 32940.. 33329 




Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207 


,C2 


Gene No . 


6953 




Strand 






Start 


37565 




End 


39054 




Name . 


OJ991022 15. 0207. C2. 


06 . tm 


Method 


TBLASTX: Maize 




Start * 


33043 




End 


33378 




GI 


none 




Score 


302 




Exons 


33043. .33336, 33043. 


.33336, 


33337.. 33378 




Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207 


.C2 


Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2. 


o4 .gp 


Method 


AAT/GAP 




Start 


37385 




End 


37852 




GI 


76282 1.R1084 




Score 


852 




Exons 


37385. .37852 










GI Descrip. 


•4262149/gb|AAD14449 


I 7.0e- 


17 (AC005275) putative xyloglucan 




endotransglycosylase 


[Arabidopsis thaliana] ' 




Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207 


.C2 


Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


37507 




End 


38089 




GI 


none 




Score 


498 




Exons 


37507. .37527, 37565. 


.37909, 


37569. .37910, 37991 .. 38005, 






38030. .38089 










Seq. No. 


3276 




Seq. ID 


OJ991022_15.0207 


.C2 


Gene No. 


6953 




Strand 






Start 


37565 




End 


39054 




Name 


OJ991022 15. 0207. C2. 


o6.np 


Method 


AAT/NAP 




Start 


37559 




End 


39024 




GI 


4262149 




Score 


787 




Exons 


37559. .37720, 37754. 


.37936, 


38012. .38263, 38637 .. 38737, 





38856. .39024 



3402 



GI Descrip. (AC005275) putative xyloglucan endotransglycosylase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3276 
6953 
37565 

OJ991022_15 . 0207 . C2 . o9 . gs 

37565 

none 



Seq. ID OJ991022_15.0207.C2 
Strand 

End 39054 

Method GENSCAN 

End 39015 

Score . 62 



37565. .38280, 38633.-38737, 38856.. 39015 



Seq. No. 3276 

Gene No. 6953 

Start 37565 

Name OJ991022_15 . 0207 . C2 . o2 . tc 

Start 37577 

GI none 

Exons 37577. .37714, 37793 .. 37909, 
38031. .38261, 38631 .. 38774 , 



Seq. ID OJ991022_15.0207.C2 
Strand 

End 39054 

Method TBLASTX : Cress 

End 38946 

Score 108 
37824. .37910, 38030 38263, 
38638. .38739, 38854.. 38946 



ru 

Q 
Ly 
u 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3276 
6953 
37565 
OJ991022 
37577 
none 
37577. 
38028. 
38854. 



15.0207.C2.o2.ts 



37714, 37578. 
38261, 38030. 
38946 



,37715, 
,38263, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37793 

38631 



OJ991022 15. 0207. C2 



39054 

TBLASTX : Soybean 
38946 
123 

37909, 37821. .37910, 
38741, 38638. .38739, 



3276 Seq. ID 

6953 Strand 
37565 End 
OJ991022_15 . 0207 . C2 . o5 . gp Method 
37965 End 
71813_1.R1084 Score 
37965. .38263, 38 637 38737, 38856.. 39054 
» 6016845/dbj | AP000570 . 1 1 AP000570 6.0e-28 
DNA, chromosome 1, clone : P0711E10 ' 



OJ991022 15. 0207. C2 



39054 
AAT/GAP 
39054 
1010 

Oryza sativa genomic 



Seq. No. 3276 

Gene No. 6953 

Start 37565 

Name OJ991022_15 . 0207 . C2 . o5 . tm 

Start 38090 

GI none 

Exons 38090. .38263, 38091 .. 38261, 
38637..38738, 38 638 .. 38739, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



38129. .38275, 38631 
38854. .38946, 38897 



OJ991022_15.0207.C2 
39054 

TBLASTX: Maize 

38947 

290 

38780, 
38947 



Seq. No. 3277 Seq. ID 

Gene No. 6954 Strand 

Start 258 End 

Name OJ991022_15 . 0207 . C4 . ol . gs Method 

Start 258 End 

GI none Score 

Exons 258.. 410, 491.. 597 



OJ991022_15.0207.C4 
679 

GENSCAN 

597 

.62 



3403 



l!3 



rli 



Seq. No. 


3277 




Seq. ID 


OJ991022_15.0207.C4 




69S4 

w J ~J *i 




Qf rand 




Start 


258 




End 


679 


Name 


OJ991022 15. 0207. C4. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


487 




End 


679 


GI 


none 




Score 


177 


Exons 


487. .678, 491. .679 








Seq. No. 


3278 




Seq. ID 


OJ991022_15.0207.C5 




6955 




Strand 


+ 


Start 


277 




End 


623 


Name 


OJ991022 15. 0207. C5. 


ol.gs 


Method 


GEN SCAN 


Start 


277- 




End 


623 


GI 


none 




Score 


.67 


Exons 


277. .326, 386.-493, 


563. .623 






Seq. No. 


3279 




Seq. ID 


OJ991022_15.0207.C6 


VJ CMC IN U . 


6956 




Strand . 




Start 


164 




End 


681 


Name 


OJ991022 15. 0207. C6. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


159 




End 


482 


GI 


none 




Score 


71 


Exons 


159. .227, 238. .387, 


249. .395, 


264. .392, 408. .482 


Seq. No. 


3279 




Seq. ID 


OJ991022_15.0207.C6 


Gene No. 


6956 




Strand 




Start 


164 




End 


681 


Name 


OJ991022 15. 0207. C6. 


ol .gp 


Method 


AAT/GAP 


Start 


164 




End 


681 


GI 


uC-osflcypll0c07bl 




Score 


753 


Exons 


164. .518, 560. .681 








GI Descrip. 


, 4 680178/gb|AF111709.1|AF111709 5.0e-€ 


il Oryza sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes' 



/" Seq. No. 
I s * Gene No. 

Start 
ri Name 
|=5 Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



3279 Seq. ID 

6956 Strand 

164 - End 

OJ991022_15 . 0207 . C6 . ol . gs Method 

215 End 

none Score 
215. .341 



OJ991022_15.0207.C6 
681 

GENS CAN 

341 

.83 



OJ991022 15. 0207. C6 



3279 Seq, ID _ 

6956 Strand 
164 End 681 

OJ991022_15 . 0207 . C6 . ol . np Method AAT/NAP 

247 End 383 

6016874 Score 181 

247. .383 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



3280 
6957 
15 



Seq. ID 

Strand 

End 



OJ991022 15. 0207. C8 



52 



3404 



Name 


OJ991022 15. 0207X8. ol.gs 


Method 


GENSCAN 




Start 


15 


End 


52 




GI 


none 


Score 


-6 




Exons 


15. .52 








Seq. No. 


3281 


Seq. ID 


OJ991022JL5.0207. 


C9 


npnp No 


6958 


Strand 


+ 




Start 


4888 


End 


5274 




Name 


OJ991022 15.0207.C9.o3.gs 


Method 


GENSCAN 




Start 


4888 


End 


5274 




GI 


none 


Score 


.96 




Exons 


4888.-5274 








Seq. No. 


3281 


Seq. ID 


OJ991022_15.0207. 


C9 


Gene No. 


6959 


Strand 


+ 




Start 


8211 


End 


11314 




Name 


OJ991022 15.0207.C9.ol.np 


Method 


AAT/NAP 




Start 


8211 


End 


11314 




GI 


6686398 


Score 


1228 




Exons 


8211. .9483, 9617. .9819, 9866. 


.10005, 10084. .10294, 10377 


. .10614, 




10704. .10807, 10969. .11314 








GI Descrip. 


(AC007234) F1E22.15 [Arabidopsis thaliana] 




Seq. No. 








C9 


ftfariP No 


D-3DU 








Start 


- 

JJJ 




1 R97 

± O £. f 




Name 


OJ991022 15 0207 C9 ol as 


Method 


GENSCAN 




Start 


333 


End 


1827 




GI 


none 


Score 


.73 




Exons 


333.. 1584, 1751.. 1827 








Seq. No. 


3281 


Seq. ID 


OJ991022_15.0207. 


C9 


Genp No 


6961 


Strand 






Start 


5566 


End 


6013 




Name 


OJ991022 15.0207.C9.o4.gs 


Method 


GENSCAN 




Start 


5566 


End 


6013 




GI 


none 


Score 


.98 




Exons 


5566.. 5712, 57.17.. 6013 








Seq. No. 


3281 


Seq. ID 


OJ991022_15.0207. 


C9 


Gene No. 


6962 


Strand 






Start 


7767 


End 


9455 




Name 


OJ991022 15.0207.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


415 


End 


9455 




GI 


none 


Score 


56 




Exons 


415. .462, 417. .500, 471. .620, 


515. .598 


, 520. .600, 9228.. 


9455, 




9234.. 9440, 9253. .9453 








Seq. No. 


3281 


Seq. ID 


OJ991022_15.0207. 


C9 


Gene No. 


6962 


Strand 






Start 


7767 


End 


9455 




Name 


OJ991022 15.0207.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


681 


End 


8846 




GI 


.none 


Score 


159 




Exons 


681. .707, 732. .770, 774. .872, 


1011. .1115, 1161. .1250, 





1308. .1628,- 8316. .8585, 8348. .8560, 8607. .8702, 8654. .8680, 
8736. .8846 



3405 



Seq. No. 3281 

Gene No. 6962 

Start 7767 

Name OJ991022_15 . 0207 . C9 . o2 . tm 

Start 942 

GI none 

Exons 942. .1070,. 955 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1068, 1053.. 1262, 1057 



OJ991022_15.0207.C9 
9455 

TBLASTX: Maize 

8900 

56 

..1308, 1311. .1346, 



1380.. 1454, 1398.. 1469, 8400. 
8474. .8575, 8478. .8597, 8493. 
8787.. 8900, 8805.. 8879 



.8510, 8415. .8486, 8449. .8487, 
.8591, 8580. .8804, 8615. .8782, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3281 Seq. ID 

6962 Strand 

7767 End 

OJ991022_15.0207.C9.o2.ts Method 

1071 End 

none Score 



OJ991022_15.0207.C9 
9455 

TBLASTX : Soybean 

8783 

45 



1071. .1124, 1078. .1125, 1155. .1208, 1156. .1218, 1203. .1259, 
1398. .1481, 1476. .1577, 8292. .8393, 8388. .8540, 8393. .8476, 
8649. .8783 





Seq. No. 


3281 






Seq. ID 


OJ991022_15.0207.C9 


. n 


Gene No. 


6962 






Strand 




- — i 


Start 


7767 






End 


9455 


'f\ 


Name 


OJ991022 15 


.0207.C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5118 






End 


5320 


" 1 E 


GI 


none 






Score 


124 


;sJ 


Exons 


5118. .5228, 


5119. .5247, 


5244. 


.5318, 5248. .5319, 5249.. 5320 


. Li 

. -a 


Seq. No. 


3281 






Seq. ID 


OJ991022_15.0207.C9 




Gene No. 


6962 






Strand 






Start 


7767 






End 


9455 




Name 


OJ991022 15 


.0207.C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5543 






End 


5734 




GI 


none 






Score 


166 




Exons 


5543. .5734, 


5560. .5733 








J 


Seq. No. 


3281 






Seq. ID 


OJ991022_15.0207.C9 




Gene No. 


6962 






Strand 




3 


Start 


7767 






End 


9455 




Name 


OJ991022 15 


.0207.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


• 7767 






End 


8127 




GI 


LIB3431-014 


-P1-K1-B5 




Score 


576 




Exons 


7767. .8127 











GI Descrip. '1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] ■ 



Seq. No. 3281 

Gene No. 6963 

Start 9907 

Name OJ991022_15 . 0207 . C9 . ol . tm 

Start 9907 

GI none 

Exons 9907.. 10005, 10075 .. 10293, 
10396. .10614, 10420. ,10614, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 15.0207. C9 



11237 

TBLASTX: Maize 
11237 
89 

10083. .10289, 10394. .10594, 
10704. .10811, 10705. .10800, 



11000. .11197, 11004. .11198, 11121.. 11237 



3406 






Seq. No. 


3281 




Seq. ID 


OJ991022_15.0207 


.C9 




Gene No. 


6963 




Strand 








Start 


9907 




End 


11237 






Name 


OJ991022 15 0207 C9 


ol . tc 


Method 


TBLASTX: Cress 






Start 


9922 




End 


11228 






GI 


none 




Score 


95 






Exons 


9922.. 10005, 10075.. 


10293, 


10083. .10292, 10199. .10294, 








10370. .10600, 10375. 


.10611, 


10400. .10618, 10404. .10610, 








10414. .10614, 10704. 


.10829, 


10705. .10830, 10707. .10838, 








10708. .10830, 11004. 


.11228 










Seq. No. 


3281 




Seq. ID 


OJ991022_15.0207 


.C9 




Gene No. 


6963 




Strand 








Start 


9907 




End 


11237 






Name 


OJ991022 15 0207 C9 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


9934 




End 


11228 






GI 


none 




Score 


85 






Exons 


9934. .10005, 10072.. 


10308, 


10083. .10301, 10135. .10305, 








10370. .10600, 10375. 


.10566, 


10400. .10618, 10525. . 10614, 








10704. .10820, 10705. 


.10806, 


10705. . 10839, 11004. .11228, 








11081. .11158 










! s= e 




3281 




Seq. ID 


OJ991022_15.0207 


. C9 




Gene No. 


6963 




Strand 








Start 


9907 




End 


11237 




■-P- 


Name 


OJ991022 15. 0207. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




i y 


Start 


10081 




End 


10491 






GI 


none 




Score 


260 




: : 
: : 5 
•s ™ 


Exons 


10081. .10293, 10083. 


.10289, 


10370. .10489, 10384. .104 91 




'J 


Spa No 


3281 




Seq. ID 


OJ991022_15.0207 


.C9 


ru 


Gene No. 


6963 




Strand 








Start 


9907 




End 


11237 




c: 


Name 


OJ991022 15. 0207. C9. 


o2.tw 


Method 


TBLASTX: Wheat 




VI 


Start 


10492 




End 


10812 




•3 


GI 


none 




Score 


142 




hi 


Exons 


10492. .10611, 10493. 


.10600, 


10704. ..10811, 10705. .10812 




,1 3X 


Seq. No. 


3281 




Seq. ID 


OJ991022_15.0207 


. C9 


.: =1 


Gene No. 


6963 




Strand 








Start 


9907 




End 


11237 






Name • 


OJ991022 15. 0207. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


11015 




End 


11219 






GI 


none 




Score 


175 






Exons 


11015. .11218, 11016. 


.11219 










Seq. No. 


3282 




Seq. ID 


OJ991022_15.0207 


.C10 




Gene No. 


6964 




Strand 


+ 






Start 


1599 




End 


5386 






Name 


OJ991022 15. 0207. C10 


.ol.np 


Method 


AAT/NAP 






Start 


1599 


End 


5372 






GI 


4008008 




Score 


1530 






Exons 


1599.. 2900, 3246..3379, 3490.. 3619, 4059.. 4269, 4517.. 4754, 



4840. .4987, 5073. .5372 
GI Descrip. (AF084035) receptor-like protein kinase [Arabidopsis thaliana] 



3407 



Seq. No. 


3282 








Seq. ID 


OJ991022_15 . 0207 .C10 




\j V V? *i 








U Li. ul 1U 


+ 


Start 


1599 








End 


5386 


Name 


OJ991022 15. 


0207 


.C10.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1605 








End 


2051 


GI 


none 








Score 


177 


Exons 


1605. .1844, 


1869 


. .2051 








Seq. No. 


3282 








Seq. ID 


OJ991022JL5. 0207. C10 


Gene No. 


6964 








Strand 


+ 


Start 


1599 








End 


5386 


Name 


OJ991022 15. 


0207 


.ClO.ol . 


gp 


Method 


AAT/GAP 


Start 


1778 








End 


2239 


GI 


3761421 








Score 


812 


Exons 


1778. .2239 












GI Descrip. 


1272349 4.06 


!-18 


(U51740) 


secreted glycoprotein 3 [Ipomoea 




trifida] 












Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 


Gene No. 


6964 








Strand 


+ 


J Lai L 


± ~j j j 








End 


5386 


Name 


OJ991022 15. 


0207 


.C10.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2198 








End 


2660 


GI 


none 








Score 


84 


Exons 


2198. .2302, 


2199 


. .2267, 


2340. 


.2510, 2411.. 2512, 2507.. 2611, 




2508. .2612, 


2622 


. .2660 








Seq. No. 


3282 








Seq. ID 


OJ991022JL5. 0207. C10 












Strand 


+ 


Start 


1599 








End 


5386 


Name 


OJ991022 15. 


0207 


.C10.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2397 








End 


2744 


GI 


none 








Score 


172 


Exons 


2397. .2660, 


2703 


. .2744 








Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 




6964 
\j ^ \j i 








Strand 


+ 


Start 


1599 








End 


5386 


Name 


OJ991022 15. 


0207 


.C10.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2514 








End 


2819 


GI 


none 








Score 


72 


Exons 


2514. .2603, 


2619 


. .2777, 


2621. 


.2734, 2664. .2819 


Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 




\j y \) *i 








Strand 


+ 


Start 


1599 








End 


5386 


Name 


OJ991022 15. 


0207 


.ClO.oS. 


tm 


Method 


TBLASTX: Maize 


Start 


3443 








End 


3619 


GI 


none 








Score 


182 


Exons 


3443. .3619, 


3451 


. .3612 








Seq. No. 


3282 








Seq. ID 


OJ991022 15. 0207. C10 


Gene No. 


6964 








Strand 


+ 


Start 


1599 








End 


5386 


Name 


OJ991022 15. 


0207 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3539 








End 


' 5320 


GI 


none . 








Score 


90 



3408 



Exons 3539.. 3619, 3547.. 3618, 4059.. 4268, 4109.. 4267, 4507.. 4752, 

4515. .4751, 4843. .4965, 4843. .4947, 4844. .4966, 5082. .5285, 
5144. .5320 



Seq. No. 3282 

Gene No. 6964 

Start 1599 - 

Name OJ991022_15. 0207. CIO. ol.ts 

Start 4059 

GI none 

Exons 4059.. 4241, 4117.. 4251, 4118. 

4509. .4751, 4510. .4752, 4542. 



Seq. ID OJ991022_15. 0207. C10 

Strand + 

End 5386 

Method TBLASTX : Soybean 

End 5294 

Score 208 

4240, 4245. .4271, <4492. .4692, 
4754, 4840. .4947, 4841. .4942, 



5061.. 5264, 5069.. 5284, 5073.. 5294 





Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 




Gene No. 


6964 








Strand 


+ 




Start 


1599 








End 


5386 




Name 




n?n7 


LIU . UJ . 


Liu 


Method 


TBLASTX: Maize 




Start 


4059 








End 


4268 




GI 


none 








Score 


279 




Exons 


4059. .4268, 


4109. 


.4267 










Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 




Gene No. 


6964 








Strand 


+ 




Start ■ 


1599 








End 


5386 




Name 


OJ991022 15. 


0207. 


C10.o2. 


tw 


Method 


TBLASTX: Wheat 


i : n 

¥ 


0 4- a y-f- 
o Lai L 










End 


4578 


r: j : 


GI 


none 








Score 


249 




Exons 


4059. .4268, 


4115. 


.4261, 


4129. 


.4269, 4507. .4578 


=^ 


Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 




Gene No. 


6964 








Strand 


+ . 


I y 


Start 


1599 








End 


5386 


:i 


Name 


OJ991022 15. 


0207. 


C10.O2. 


tm 


Method 


TBLASTX: Maize 


i'T 


Start 


4543 








End 


4754 


'•: s5 




none 








Score 


299 


" h2 
! J. 


Exons 


4543..47S2, 


4545. 


.4754 








hJ 


Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 


U 


Gene No. 


6964 








Strand 


+ 




Start 


1599 








End 


5386 


□ 


Name 


OJ991022 15. 


0207. 


ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4579 








End 


5114 




GI 


none . 








Score 


243 




Exons 


4579. .4752, 


4581. 


.4751, 


4585. 


.4752, 4840. .4947, 4841. .4948, 






5073. .5114 














Seq. No. 


3282 








Seq. ID 


OJ991022_15. 0207. C10 




Gene No. 


6964 








Strand 


+ 




Start 


1599 








End 


5386 




Name 


OJ991022 15. 


0207. 


ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4816 








End 


5386 




GI 


none 








Score 


111 




Exons 


4816. .4953, 


4832. 


.4963, 


4839. 


.4952, 4841. .4963, 4958. .4987, 






5058. .5354, 


5059. 


.5295, 


5060. 


.5371, 5073. .5381, 5132. .5386 




Seq. No. 


3283 








Seq. ID 


OJ991022_15.0207.C11 



3409 



*!5f 

cn 
ru 

□ 



ry 



VJCilC liU • 


6965 




Strand 






Start 


274 




End 


1224 




Name * 


OJ991022 15. 


0207.Cll.ol.gs 


Method 


GENSCAN 




Start 


274 




End 


1224 




GI 


none 




Score 


.65 




Exons 


274. .427, 532. .860, 1060. .1224 






Seq. No. 


3283 




Seq. ID 


OJ991022 


_15.0207.C11 


Gene No. 


6966 




Strand 


+ 




Start 


1161 




End 


1288 




Name 


OJ991022 15. 


0207.Cll.ol.np 


Method 


AAT/NAP 




Start - 


1161 




End 


1288 




GI 


6721543 




Score 


108 




Exons 


1161. .1288 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3283 




Seq. ID 


OJ991022 


_15.0207.C11 


Gene No. 


6967 




Strand 






Start 


1800 




End 


6740 




Name 


OJ991022 15. 


0207.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1522 




End 


1975 




GI 


LIB3431-045- 


P1-N1-A10 


Score 


872 




Exons 


•1522. .1975 










GI Descrip. 


, 5441876/dbj 


|AP000367.1)AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone : P0437H03 ' (contig b) 1 




Seq. No. 


3283 




Seq. ID 


OJ991022 


_15.0207.C11 


Gene No. 


6967 




Strand 






Start 


1800 




End 


6740 




Name 


OJ991022 15. 


0207.Cll.o2.gs 


Method 


GENSCAN 




Start 


1800 




End 


6588 




GI 


none 




Score 


.52 




Exons 


1800. .I960, 


2111.. 2313, 2318. 


.2365, 2429. .2560, 


2651. .2688, 




2753. .2935, 


3028.. 3286, 3363. 


.3661, 3755. .4165, 


4250. .4586, 




4692. .4842, 


5218. .6588 








Seq. No. 


3283 




Seq. ID 


OJ991022 


_15.0207.C11 


Gene No. 


6967 




Strand 






Start 


1800- 




End 


6740 




Name 


OJ9S1022 15. 


0207.Cll.o2.np 


Method 


AAT/NAP 




Start 


2079 




End 


6740 




GI 


5441880 




Score 


3542 




Exons 


2079. .2313, 


2429.. 2560, 2651. 


.2674, 2710.. 2783, 


3028. .3286, 




3363. .3661, 


4250.. 4586, 4692. 


.4842, 5338. .5653, 


5912. .5943, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6388. .6740 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to. maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

OJ991022 15.0207.C11 



3283 
6967 
1800 

OJ991022_15.0207.Cll.o2.gp 
3036 

LIB3475-007-P1-K1-G8 
3036.. 3286, 3363.. 3535 

, 5441880/dbj |BAA82378.1t 5. Oe-75 (AP000367) EST C28952 (C62 94 5 ) 



Seq. ID 
Strand 

End 6740 

Method AAT/GAP 

End 3535 

Score 797 



3410 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


3283 








Seq. ID 


OJ991022_15.0207.C11 


Gene No. 


6967 








Strand 




Start 


1800 








End 


6740 


Name 


OJ991022 15. 


0207 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6158 








End 


6538 


GI 


none 








Score 


81 


F. von ^ 


6158 6334 


6188 


6334/ 


6219. 


.6338, 6332.. 6529, 6344... 6538 


Seq. No. 


3283 








Seq. ID 


OJ991022_15.0207.C11 


Gene No. 


6967 








Strand 




Start 


1800 








End 


6740 


Name 


OJ991022 15. 


0207 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6236 








End 


6670 


GI 


none 








Score 


151 


Exons 


6236... 6307, 


6371 


. .6670, 


6432. 


.6653 




Seq. No. 


3283 








Seq. ID 


OJ991022_15.0207.C11 


Gene No. 


6967 








Strand 




Start 


1800 








End 


6740 


Name 


OJ991022 15. 


0207 


.Cll.o3 


.gp 


Method 


AAT/GAP 


Start 


6358 








End 


6740 


GI 


5701669 








Score 


719 


Exons 


6358. .6740 













fs GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



3284 Seq. ID 

6968 Strand 

7996 End 

OJ991022_15 . 0207 . C12 . o2 . np Method 

7996 End 

4680184 Score 
7996. .9276, 9305. .9441 

(AF111709) unknown [ Or yz^a * sativa subsp.. indica] 



OJ991022_15.0207.C12 
+ 

9441 
AAT/NAP 
9441 . 
1224 



3284 Seq. ID OJ991022JL5 . 0207 . C12 

6969 Strand 

1 End 977 

OJ991022_15 . 0207 . C12 . ol . np Method AAT/NAP 

1 End 524 

5441880 Score 904 

1. .524 

(AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



3284 Seq. ID 

6969 Strand 

1 End 
OJ991022_15 . 0207 . C12 . ol . gs Method 

56 End 

none Score 
56. .977 



OJ991022_15.0207.C12 
977 

GENSCAN 

977 

.62 



3411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3284 Seq. ID OJ991022_15 . 0207 . C12 

6970 Strand 

1416 End 1581 

OJ991022JL5 . 0207 . C12 . ol . gp Method AAT/GAP 

1416 End 1581 

7406_1.R1084 Score 231 

1416. .1581 

1 1122315/emb | CAA63901 1 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] * 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



3284 
6971 
2333 

OJ991022JL5, 

2333 

none 

2333. .2618, 
5612. .5714, 
8537. .8719, 



0207.C12.o2.gs 



3137. .3306, 
5820. .5914, 
8739. .9319, 



3670. 
6261. 
9952. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3939, 



OJ991022 15.0207.C12 



10209 
GENSCAN 
10209 
.5 

4140. .4287, 



,6383, 8016, 
,10209 



.8221, 



4320. 
8281. 



4552, 
8471, 



Seq. No. 3284 Seq. ID 

Gene No. 6971 Strand 

Start 2333 End 

■Name OJ991022_15 . 0207 . C12 . o3 . gp ■ . Method 

Start 6139 End 

GI 4878407 Score 

Exons 6139.. 6566 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1 
DNA, chromosome 6, clone : P0514G12 



OJ991022_15 . 0207 .C12 

10209 
AAT/GAP 
6566 
653 



Oe-152 Oryza sativa genomic 



Seq. No. 
: y Gene No. 
J* Start 
U Name 

Start 
% ^ GI 
:is Exons 

•=\ Seq. No. 
\Z. Gene No. 
J Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3284 Seq. ID 

6972 Strand 

10469 End 
OJ991022_15 . 0207 . C12 . o3 . gs Method 

10469 End 

none Score 

10469. .10583, 10589.. 10740 



OJ991022_15.0207.C12 

10740 
GENSCAN 
10740 
-.55 



OJ991022 15.0207.C12 



3284 Seq. ID 

6972 Strand 
10469 . End 10740 

OJ991022_15. 0207.C12.o3.np . Method AAT/NAP 
10472 End 10604 

5922620 Score 171 

10472.. 10604 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 3285 Seq. ID 

Gene No. 6973 Strand 

.Start 726 End 

Name OJ991022_15 . 0207 . C13 . ol . np . Method 

Start 726 End 



OJ991022_15.0207.C13 
+ 

1398 

AAT/NAP 

1398 



3412 



GI 913141 Score 371 

Exons 726.. 1398 

GI Descrip. ARK3 product/receptor-like serine/threonine protein kinase ARK3 
[Arabidopsis thaliana, Columbia, Peptide, 851 aa] 



i,3 



ry 



Seq. No. 


3286 


Seq. ID 


OJ991022 


_15.0207.C14 


Gene No. 


6974 


Strand 


+ 




Start 


18 


End 


1092 




Name 


OJ991022 15.0207.C14.ol.gs 


Method 


GENSCAN 




Start 


18 


.End 


1092 




GI 


none 


Score 


.89 




Exons 


18.. 456, 743.. 936, 1063.. 1092 






Sea No 


3286 


Seq. ID 


OJ991022 


15 0207 C14 


Gene No. 


6975 


Strand 


+ 




Start 


3235 


End 


16704 




Name 


OJ991022 15-0207. C14.ol.np 


Method 


AAT/NAP 




Start 


3235 


End 


11947 




GI 


6686398 


Score 


2289 




Exons 


3235.. 3329, 5005. .6208, 6344 


..6534, 6575. .6711, 


6792. .7002, 




7097.. 7334, 7439. .7589, 7674 


..7978, 8764. .9965, 


10113. .10254, 




10420. .10598, 10702. .10912, 


11017. .11254, 11388 


. .11538, 




11648. .11947 








GI Descrip. 


(AC007234) F1E22.15 [Arabidopsis thaliana] 




Seq. No. 


3286 


Seq. ID 


OJ991022 


_15.0207.C14 


Gene No. 


6975 


Strand 


+ 




Start 


3235 


End 


16704 




Name 


OJ991022 15.0207.C14.o3.gs 


Method 


GENSCAN 




Start 


5266 


End 


7976 




GI 


none 


Score 


.81 




Exons 


5266.. 6208, 6338. .6454, 6518 


..6697, 7097. .7334, 


7439. .7589, 




7674. .7976 








Seq. No. 


3286 


Seq. ID 


OJ991022 


_15.0207.C14 


Gene No. 


6975 


Strand 


+ 




Start 


3235 


End 


16704 




Name 


OJ991022 15.0207.C14.o4.gs 


Method 


GENSCAN 




Start 


8705 


End 


15965 




GI 


none 


Score 


.81 




Exons 


8705.. 9953, 10420 .. 10598, 10669 .. 10912 , 


11164. . 


11254, 




11388. .11538, 12874. .12969, 


13676. .13879, 13946 






14117. .14313, 14778. .15131, 


15184. .15965 




Seq. No. 


3286 


Seq. ID 


OJ991022 


_15.0207.C14 


Gene No. 


6975 


Strand 


+ 




Start 


3235 


End 


16704 




Name 


OJ991022 15.0207.C14.o2.np 


Method 


AAT/NAP 




Start 


11786 


End 


15508 




GI 


4587577 


Score 


191 




Exons 


11786. .11808, 13594. .14168, 


15487. .15508 




GI Descrip. 


(AC006550) F10O3.17 [Arabidopsis thaliana] 




Seq. No. 


3286 


Seq. ID 


OJ991022^ 


_15.0207.C14 


Gene No. 


6975 


Strand 


■f 




Start 


3235 


End 


16704 




Name 


OJ991022 15.0207.C14.o6.np 


Method 


AAT/NAP 





3413 





Start 


13681 


End 


16704 








GI 


5545339 


Score 


77 








Exons 


13681. .13720, 16346. .16428, 


16571. .16704 








GI Descrip. 


(AB030083) lectin-like protein kinase 


[Populus nigra] 






Seq. No. 


3286 


Seq. ID 


OJ991022_ 


1 S 0901 


.C14 




Gene No. 


697S 

'J 


Strand 


+ 








Start 


J C *J J 


End 


16704 








Name 


O.TQQin?? IS 0701 P14 n4 nn 


Method 


AAT/NAP 








Start 


1 471 fi ~ 


End 


16704 








GI 




Score 


382 








Exons 


14716 Ifillft 1fi?7"3 16497 


16531. .16618, 16662. 


1 67H4 






GI Descrip. 


(AB000970) receptor kinase 


1 [Brassica 


rapa] 








Seq. No. 


3286 


Seq. ID 


OJ991022 


IS 0901 


.C14 




Gene No. 


6975 


Strand 


+ 








Start 


3235 


End 


16704 








Name 


OJ991022 15.0207.C14.o5.np 


Method 


AAT/NAP 








Start 


14737 


End 


16704 








GI 


3056587 


Score 


313 








Exons 


14737. .15846, 15874 .. 16067 , 


16282. .16430, 16525. 










16606. .16704 












GI Descrip. 


(AC004255) T1F9.8 [Arabidopsis thaliana] 






:. 1 


Seq. No. ✓ 


3286 


Seq. ID 


OJ991022_ 


1 S 0001 


-C14 


:;fi 


Gene No. 


6975 


Strand 


+ 






ru 


Start 


3235 


End 


16704 








Name 


OJ991022 15.0207.C14.o3.np 


Method 


AAT/NAP 








Start 


14827 


End 


15889 






J _ c 
: ; w 


GI 


6651318 


Score 


285 








Exons 


14827. .15889 










i : 1 s 


GI Descrip. 


(AF162910) S-locus related 


[Hirschf eldia incana] 








Seq. No. 


3286 


Seq. ID 


OJ991022_ 


15.0207 


.C14 


Us? 


Gene No. 


6976 


Strand 










Start 


2181 


End 


3767 








Name 


OJ991022 15.0207.C14.o2.gs 


Method 


GENSCAN 








Start 


2181 


End 


3767 








GI 


none 


Score 


.86 






r=i 


Exons 


2181. .2408, 2652. .2775, 3308. .3335, 3707. .3767 







Seq. No. . 3286 

Gene No. 6977 

Start 10737 

Name OJ991022_15 . 0207 . C14 . o2 . tc 

Start 6 

GI none 
Exons 



Seq. ID OJ991022_15.0207.C14 
Strand 

16702 

TBLASTX: Cress 
15640 
51 



End 

Method 
End 
Score 

6. .107, 105. .182, 300. .341, 5041. .5241, 5061. .5198, 5307. .5405, 
5314. .5397, 5443. .5553, 5698. .5787, 5803. .5862, 5866. .5892, 
8795. .9154, 9019. .9153, 9194. .9313, 9443.-9532, 9545. .9583, 
9608. .9634, 14 923 .. 15039, 15100 ... 15171, 15221 .. 15283, 
15305. .15373, 154 4 9 .. 15589, 15614. .15640 



Seq. No. 3286 

Gene No. 6977 

Start 10737 

Name OJ991022 15 . 0207 . C14 . o3 . ts 



Seq. ID .OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX : Soybean 



3414 



Start 
GI 

Exons 



111 End 15904 

none Score 77 

111. .200, 119. .193, 216. .368, 218. .367, 357. .404, 6022. .6069, 
6091.. 6156, 15710. .15748, 15779 .. 1584 1 , 15857.. 15904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3286 
6977 
10737 

OJ991022_15.0207.C14.o4.tm 

288 

none 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX : Mai ze 

End 15919 

Score 82 



288.-362, 5937. .6077, 5938. .6078, 6055. .6120, 6105. .6167, 
6109. .6168, 6117. .6167, 9676. .9849, 9701. .9862, 9706. .9789, 
9717. .9848, 9851. .9904, 9853. .9894, 15699 .. 15842, 15701 .. 15856, 
15714. .15869, 15715 15858 , 1584 5 .. 15919, 15860.. 15904 



ru 

Q 

! *3 



□ 

j. JL 

C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3286 
6977 
10737 

OJ991022_15.0207.C14.ol.tm 
829 
none 
829. . 
1662. 
2259. 
3750. 
4145. 
7087. 
7661. 
10488 
11033 
11389 
11798 



936, 843.. 929, 1322.. 154 
.1880, 1796. .1891, 1957. 
.2351, 3058. .3276, 3117. 
.3839, 3751. .3834, 3966. 
.4177, 4146. .4205, 6607. 
.7314, 7116. .7334, 7438. 
.7726, 7662. .7835, 7769. 
..10598, 10699. .10911, 1 
11203, 11034. .11231, 1 
11550, 11618. .11812, 1 
11851, 16364. .16426 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 " 

Method TBLASTX : Maize 

End 16426 

Score 113 
0, 1357.. 1533, 1661.. 1924, 
.2064, 1958. .2050, 2176. .2349, 
.3272," 3386.'. 3631, 3415.. 3633, 
.4139, 3974. .4027, 4070. .4150, 
.6711, 6783. .7001, 6848. .6946, 
.7521, 7439. .7546, 7440. .7535, 
.7849, 7845. .7904, 7848.-7877, 
0699.. 10911, 10701. .10940, 
1388.. 11495, 11388. .11528, 
1647. .11691, 11722. .11814, 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX: Soybean 

End 11860 

Score 96 



3286 
6977 
10737 

OJ991022_15.0207.C14.ol.ts 
855 
none 

855.-935, 86S..936, 1322. .1552, 1357. .1533, 1388. .1552, 
1638. .1880, 1652. .1834, 1668. .1886, 1793. .1891, 1957. .2064, 
1958.. 2050, 1958. .2092, I960.. 2061, 2176.. 2397, 2259. .2396, 
3058. .3276, 3117. .3272, 3386. .3631, 3394. .3630, 3455. .3637, 
3481. .3633, 3750. .3815, 3750. .3827, 3751. .3834, 3966.-4190, 
4040. .4186, 6640. .6711, 6783. .7001, 6848.-6949, 7087. .7314, 
7095. .7331, 7159. .7338, 7248. .7334, 7439.-7534, 7439.-7534, 
7440. .7541, 7661. .7885, 7662.-7889, 10527 .. 10598 , 10699 .. 10911 , 
10701. .10907, 10729. .10911, 11000 .. 11251, 11037 .. 11231, 
11387. .11488, 11388. .11489, 11388 .. 11501, 11389 .. 11490, 
11588. .11809, 11618. .11860 



Seq. No. 3286 

Gene No. 6977 

Start 10737 . 

Name OJ991022_15 . 0207 .C14 . ol . tc 

Start 856 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX : Cress 

End 11860 



3415 



GI 

Exons 



none Score 90 

856. .936, 864. .935, 1322. .1540, 1354. .1470, 1385. .1528, 
1637.. 1879, 1638.. 1880, 1668.. 1886, 1956.. 2024, I960.. 2064, 
1961.. 2065, 2185.. 2397, 2256.. 2405, 3058.. 3276, 3117.. 3275, 
3121.. 3288, 3386.. 3631, 3415.. 3630, 3750.. 3839, 3751.. 3840, 
3984. .4187, 4046. .4186, 6628. .6711, 6783. .7001, 6848. .6931, 
6870. .7016, 6877. .7008, 7087. .7314, 7116. .7331, 7442. .7531, 
7442. .7567, 7443. .7556, 7662. .7886, 10518 .. 10610, 10699 10911, 
10701. .10841, 10756. .10911, 10757 .. 10912, 11036 .. 11206, 
11037. .11231, 11054. .11254, 11082 .. 1124 9, 11391 .. 114 95, 
11392. .11496, 11633.. 11860 



Seq. No. 3286 

Gene No. 6977 

Start 10737 

Name OJ991022JL5 . 0207 . C14 . ol . tw 

Start 1328 

GI none 

Exons 1328.. 1570, 1357.. 1533, 1638. 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX : Wheat 

End 16702 

Score 266 



1757, 3064.. 3285, 3123. 



3203.. 3298, 3386.. 3508, 3418.. 3510, 3421.. 3510, 6789. 



.3284, 
,7001, 



6845. .6949, 7047.. 7211, 7087.. 7209, 10699 .. 10911 , 10701 10907 , 
11000. .11131, 11034. .11129, 16661. .16702 



Seq. No. 3286 
Gene No. 6977 
Start 10737 

Name OJ991022_15 . 0207 . C14 . o2 . tw 

Start 1757 
GI none 

Exons 1757.. 1879, 1758.. 1880, 1758. 

1961.. 2065, 2185.. 2226, 3511. 
3750. .3839, 3751.. 3876, 3975. 
7213. .7332, 7439.-7546, 7440. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 15.0207.C14 



11133. .11231, 11133. .11252, 11134 
11389. .11499 



16702 

TBLASTX: Wheat \ 
11499 
166 

1880, 1957.. 2064, 1958.. 2065, 
3630, 3512.. 3631, 3512.. 3631, 
4016, 7212.. 7331, 7213.. 7314, 
7583, 7674.. 7715, 11132 11251, 
11253, 11388. .11495, 



Seq. No. 3286 * 

Gene No. 6977 

Start 10737 

Name OJ991022_15 . 0207 . C14 . o2 . ts 

Start 5032 

GI none 
Exons 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX : Soybean 

End 15039 

Score 70 



5032. .5097, 5092. .5349, 5097. .5180, 5343. .5486, 5359. .5493, 



8858. .9037, 9023.. 9088, 9107, 
14923. .15039 



9232, 9109.. 9237, 14922 14 990, 



Seq. No. 3286 
Gene No. 6977 
Start 10737 

Name OJ991022_15 . 0207 . C14 . o2 . tm 

Start 5104 
GI none 

Exons 5104. .5214, 5112. .5189, 5119. 

5284. .5385, 5286.. 5489, 5287. 
8867. .8956, 8875.. 8952, 8878. 
8945. .9046, 8991.. 9047, 9023. 
9057.. 9236, 9073.. 9237, 9260. 



Seq. .ID OJ991022_15.0207.C14 
Strand 

End 16702 
Method TBLASTX : Mai ze 
End 15304 
Score 118 

.5190, 5191. .5313, 5211. .5291, 
.5502, 5509.. 5559, 5512.. 5556, 
.8976, 8938. .9024, 8941. .9048, 
.9220, 9046.. 9243, 9047.. 9232, 
.9337, 14922. .15047, 14 923 .. 15051, 



3416 



14929. .15051, 15100. .15141, 15114 .. 15164 , 15139 .. 15165, 
15194. .15304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 
Method ■ AAT/GAP 
End 11207 
Score 889 



3286 
6977 
10737 

OJ991022_15.0207.C14.ol.gp 
10737 

LIB3432-020-P1-K1-H1 
10737.. 11207 

'2735017 1.0e-40 (U82481) KI domain interacting kinase 1 [Zea 
mays] 1 



3286 
6977 
10737 

OJ991022_15 . 0207 .C14 . o3 . tm 

13751 

none 



Seq. ID OJ991022_15.0207.C14 
Strand 

End 16702 

Method TBLASTX : Mai ze 

End 14160 

Score 60 



13751. .13795, 13799 13867 , 13832 .. 14 029, 13858 .. 14028 , 
13945. .14031, 13998. .14030, 14107 .. 14 160, 14108.. 14158 



Seq. No. 


3286 


Seq. ID 


OJ991022_15.0207 


.C14 


Gene No. 


6977 


Strand 






Start 


10737 


End 


16702 




Name 


OJ991022 15.0207.C14.o4.ts 


Method 


TBLASTX: Soybean 






13880 


End 


14140 




GI 


none 


Score 


176 




Exons 


13880. .14062, 13882 .. 14019, 


14108. .14140 ■ 




Seq. No. 


3287 


Seq. ID 


OJ991022_15.0207 


.C15 


Gene No. 


6978 


Strand 


+ 




Start 


190 


End 


680 




Name 


OJ991022 15.0207.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


174 


End 


573 




GI 


none 


Score 


90 




Exons 


174. .254, 326. .466, 469. .558 


, 469.-573 






Seq. No. 


3287 


Seq. ID 


OJ991022__15.0207 


.C15 


Gene No. 


6978 


Strand 


+ 




Start 


190 


End 


680 




Name 


OJ991022 15.0207.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


183 


End 


558 




GI 


none 


Score 


93 




Exons 


183. .251, 192. .254, 350. .466 


, 468. .506, 


469. .558 




Seq. No. 


3287 


Seq. ID 


OJ991022_15.0207 


.C15 


Gene No. 


6978 


Strand 


+ 




Start 


190 


End 


680 




Name 


OJ991022 15.0207.C15.ol.np 


Method 


AAT/NAP 




Start 


190 


End 


680' 




GI 


3056590 


Score 


191 




Exons 


190.. 263, 335.. 680 








GI Descrip. 


(AC004255) T1F9.11 [Arabidopsis thaliana] 




Seq. No. 


3287 


Seq. ID 


OJ991022_15.0207 


.C15 


Gene No. 


6978 


Strand 


+ 





3417 



Start 
Name 
Start 
GI 

Exons 



190 End 

OJ991022_15 . 0207 . C15 . ol . tm Method 

192 - End 

none Score 



680 

TBLASTX: Maize 

565 

86 



192. .254, 326. .436, 469. .558, 485. .565 



Seq. No. 3287 

Gene No. 6978 

Start 190 

Name . OJ991022_15 .,0207 . C15 . ol . tw 

Start 332 

GI none 

Exons 332..436, 469.. 558 



Seq. ID OJ991022_15.0207.C15 

Strand + 

End 680 

Method TBLASTX : Wheat 

End 558 

Score 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3288 
6979 
79 

OJ991022_15.0207.C17.ol.tm 
55 

none 



Seq. ID OJ991022_15.0207.C17 

Strand + 

End 67 9 

Method TBLASTX : Mai ze 

End 516 

Score 111 • 



55. .192, 71. .202, 78. .191, 80. .202, 197. .226, 308. .505, 
310. .507, 313. .336, 323. .502, 382. .516 



4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991022_15.0207.C17 

Strand + . 

End 67 9 

Method AAT/NAP 

End 67 9 

Score 214 



3288 
6979 
79 

OJ991022_15.0207.C17.ol.np 
79 

3402758 

79..226, 323. .515, 626. .679 

(AL031187) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



3288 
6979 
79 

OJ991022_15 . 0207 . C17 . ol . ts 
79 

none 



Seq. ID OJ991022_15.0207.C17 

Strand + 

End 679 

Method TBLASTX : Soybean 

End 508 

Score 133 



79. .186, 80. .181, 319. .501, 323. .508 



Seq. No. 3288 

Gene No. 6979 

Start 79 

Name - OJ991022JL5 . 0207 . C17 . ol . gs 

Start 86 

GI none 

Exons 86.. 166 



Seq. ID OJ991022_15.0207.C17 

Strand + 

End 679 

Method GENSCAN 

End 166 

Score .43 



Seq. No. 3288 

Gene No. 6979 

Start 79 

Name OJ991022_15 . 0207 . C17 . ol . tc 

Start 289 

GI none 

Exons 289..474, 323.. 508 



Seq. ID OJ991022_15.0207.C17 

Strand + 

End 67 9 

Method TBLASTX : Cress 

End 508 - 

Score 184 



3418 




Seq. No. 


3289 


Seq. ID 


OJ991022_15.0207.C18 


bene wo . 


D?OU 


ouianu 


i 


Start 


271 


End 


345 


Name 


OJ991022 15.0207.C18.ol.gs 


Method 


GENSCAN 


Start 


271 


End 


345 


GI 


none 


Score 


.64 


Exons 


271. .345 






Seq. No. 


3290 


Seq. ID 


OJ991022_15.0207.C19 


bene ino . 




otranu 




Start 


12 


End 


502 


Name 


OJ991022 15.0207.C19.ol.gs 


Method 


GENSCAN 


Start 


12 


End 


502 


GI 


none 


Score 


.68 


Exons 


12.. 215, 409.. 502 






Seq. No. 


3291 


Seq. ID 


OJ991022_15.0207.C20 


Gene No. 


6982 


Strand 


+ 


O Lai t_ 


387 


End 


693 


Name 


OJ991022 15.0207.C20.ol.np 


Method 


AAT/NAP 


Start 


387 


End 


693 


GI 


4008010 


Score 


104 


Exons 


387.. 559, 601.. 693 






GI Descrip. 


(AF084036) receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


oz yz 


beq. iu 




Gene No. 




Strand 


+ 


OLQl l 


1 


End 


397 


Name 


OJ991012 16-0204. C3-ol-np 


Method 


AAT/NAP 


Start 


1 


End 


397 


GI 


6513858 


Score 


317 


Exons 


1. .397 






GI Descrip. 


(AF000001) topoisomerase B 


[Salmonella 


typhi] 


Seq. No. 


3292 


Seq. ID 


OJ991012_16.0204.C3 


oene ino • 


6983 


Strand 


+ 


Start 


1 


End 


397 


Name 


OJ991012 16.0204.C3.ol.gs 


Method 


GENSCAN 


Start 


51 


End 


387 


GI 


none 


Score 


.89 


Exons 


51. .387 






Seq. No. 


3293 


Seq. ID 


OJ991012_16.0204.C4 


bene lno . 


6984 


Strand 


+ 


Start 


3449 


End 


4495 


Name 


OJ991012 16.0204.C4.ol.gs 


Method 


GENSCAN 


Start 


3449 


End 


4495 


GI 


none 


Score 


.59 


Exons 


3449. .4495 






Seq. No. 


3293 


Seq. ID 


OJ991012_16.0204.C4 


Gene No. 


6984 


Strand 


+ 


Start 


3449 


End 


4495 


Name 


OJ991012 16.0204.C4.ol.np 


Method 


AAT/NAP 


Start 


3479 


End 


4483 


GI 


5487873 


Score 


493 


Exons 


3479. .4483 







3419 




GI Descrip. (AF110333) PrMC3 [Pinus radiata] 



Seq. No. 


3293 








Seq. ID 


OJ991012_16.0204 .C4 












Strand 


+ 


Start 


3449 








End 


4495 


Name 


OJ991012 16. 


0204 


.C4 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3503 








End 


4462 


GI 


none 








Score 


66 


Exons 


3503. .3592, 


3706 


. .3762, 


3725. 


.3916, 3835.-3879, 3944.. 4009 




3964. .4017, 


4073 


. .4144, 


4075. 


.4146, 4142. .4462, 4198. .4281 




4378. .4443 . 












Qorr Mo 
Octj. IN U • 










Seq. ID 


OJ991012__16.0204.C4 


Gene No. 


6984 








Strand 


+ 


Start 


3449 








End ' 


4495 


Name 


OJ991012 16. 


0204 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3503 








End 


3889 


GI 


none 








Score 


55 


Exons 


3503. .3553, 


3587 


. .3661, 


3592. 


.3675, 3709.. 3882, 3725.. 3883 




3818. .3889 












Opf-r Kin 










Seq. ID 


OJ991012_16.0204 .C4 


Gene No. 


6984 








Strand 


+ 


Start 


3449 








End 


4495 


Name 


OJ991012 16. 


0204 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3503 








End 


3862 


GI 


none 








Score 


56 


Exons 


3503. .3556, 


3602 


. .3661, 


3712. 


.3789, 3725.-3826, 3833.. 3862 




3835. .3861 












Seq. No. 


3293 








Seq. ID 


OJ991012_16.0204.C4 


Gene No. 


6984 








Strand 


+ 


Start 


3449 








End 


4495 


Name 


OJ991012 16. 


0204 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3629 








End 


4006 


GI 


none 








Score 


396 


Exons 


3629. .3661, 


3706 


. .4005, 


3725. 


.4006 




Seq. No. 


3293 








Seq. ID 


OJ991012_16.0204.C4 


Gene No. 


6984 








Strand 


+ 


Start 


3449 








End 


4495 


Name 


OJ991012 16. 


0204 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4142 








End 


4360 


GI 


none 








Score 


254 


Exons 


4142. .4360 












Seq. No. 


3293 








Seq. ID 


OJ991012_16.0204.C4 


Gene No. 


6984 








Strand 


+ 


Start 


3449 








End 


4495 


Name 


OJ991012 16. 


0204 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4205 








End 


4447 


GI 


none 








Score 


307 


Exons 


4205. .4447, 


4210 


. . 4446 








Seq. No. 


3294 








Seq. ID 


OJ991012_16.0204.C5 


Gene No. 


6985 








Strand 


+ 


Start 


505 








End 


1515 



3420 



Name 


OJ991012 16.0204.C5.ol.gs 


Method 


GENSCAN 




Start 


505 


End 


1512 




GI 


none 


Score 


1 




Exons 


505. .1512 








Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204 


.C5 


Gene No. 


6985 


Strand 


+ 




Start 


505 


End 


1515 




Name 


OJ991012 16.0204.C5.ol.np 


Method 


AAT/NAP 




Start 


523 


End 


1515 




GI 


5487873 


Score 


515 




Exons 


523. .1515 








GI Descrip. 


(AF110333) PrMC3 [Pinus radiata] 






Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204 


.C5 


CZp^TTif^ Mr) 


6986 


Strand 






Start 


3505 


End 


7426 




Name 


OJ991012 16.0204.C5.o2.gs 


Method 


GENSCAN 




Start 


3505 


End ' 


7426 




GI 


none 


Score 


.69 




Exons 


3505.. 4487, 7046.. 7268, 7280 


. .7426 






Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204 


.C5 


Gene No. 


6986 


Strand 


+ 




Start 


3505 


End 


7426 




Name 


OJ991012 16.0204.C5.o2.np 


Method 


AAT/NAP 




Start 


3526 


End 


4494 




GI 


542058 


Score 


481 




Exons 


3526. .4494 








GI Descrip. 


HSR203J protein - common tobacco gi | 444002 | emb | CAA54393 


1 




(X77136) HSR203J [Nicotiana 


tabacum] 






Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204 


-C5 


Gene No. 


6986 


Strand 


+ 




Start 


3505 


End 


7426 




Name 


OJ991012 16.0204.C5.ol.gp 


Method 


AAT/GAP 




Start 


3848 


End 


4366 




GI 


uC-osflm202113f08bl 


Score 


989 




Exons 


3848. .4366 








GI Descrip. 


, 542058/pir||S42807 1.0e-31 


HSR203J protein - common tobacco 




>gi_444002_emb_CAA54393_ (X77136) HSR203J [Nicotiana tabacum] 


Seq.. No. 


3294 


Seq. ID 


OJ991012_16.0204 


.C5 




6987 


Strand 


+ 




Start 


12951 


End 


13934 




Name 


OJ991012 16.0204.C5.o5.gs 


Method 


GENSCAN 




Start 


12951 


End 


13934 




GI 


none 


Score 


1 




Exons 


12951. .13934 








Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204 


.C5 


Gene No. 


6987 


Strand 


+ 




Start 


12951 


End 


13934 




Name 


OJ991012 16.0204.C5.o4.np 


Method 


AAT/NAP 




Start 


12957 


End 


13925 




GI 


5487873 


Score 


464 




Exons 


12957. .13925 









3421 



GI Descrip. 



(AF110333) PrMC3 [Pinus radiata] 





3294 


Seq. ID 


OJ991012_16.0204 


. C5 


Gene No. 


6987 


Strand 


+ 




Start 


12951 


End 


13934 




Name 


OJ991012 16.0204.C5.o3.np 


Method 


AAT/NAP 




Start 


12963 


End 


13922 




GI 


6523100 


Score 


331 




Exons 


12963. .13922 








GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204 


.C5 


Gene No. 


6988 


Strand 


+ 




Start 


24393 


End 


24505 




Name 


OJ991012 16.0204.C5.o6.np 


Method 


AAT/NAP 




Start 


24393 


End 


24505 




GI 


5922630 


Score 


188 




Exons 


24393. .24505 








GI Descrip. 


(AP000492) EST C98748 (E3038 ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016863 | dbj IBAA85206.il (AP000570) EST C98748 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


3294 


. Seq. ID 


OJ991012_16.0204.C5 


Gene No. 


6989 ' 


Strand 


+ 


Start 


28854 


End 


30538 


Name 


OJ991012 16.0204.C5.o8.gs 


Method 


GENSCAN 


Start 


28854 


End 


30538 


GI 


none 


Score 


.93 


Exons 


28854. .29198, 30050.. 30538 






Seq. No. 


3294 


Seq. ID 


OJ991012_16.0204.C5 


Gene No. 


6989 


Strand 


+ 


Start 


28854 


End 


30538 


Name 


OJ991012 16.0204.C5.o7.gp 


Method 


AAT/GAP 


Start 


28859 


End 


30149 


GI 


4 4 523 1.R1084 >:'..■: 


.Spore 


852 ■ 


Exons 


28859. .29198, 30050 .. 30149" 






GI Descrip. 


•3850579 3.0e-14 (AC005278) 


Strong similarity to gb_D14550 



extracellular dermal glycoprotein (EDGP) precursor from Daucus 
carota. ESTs gb_H37281, gb_T44167, gb_T21813, gb_N38437, 
gb_Z26470, gb_R65072, gb_N76373, gb_F15470, gb_Z35182, 
gb_H7 6373, gb_Z34 678 an' 



Seq. No. 3294 Seq. ID 

Gene No. 6990 Strand 

Start 6380 End 

Name OJ991012_16 . 0204 . C5 . o2 . gp Method 

Start 6380 End 

GI none Score 

Exons 6380.. 7132 



OJ991012_16.0204.C5 

7132 
AAT/GAP 
7132 
1320 



Seq. No. 3294 Seq. ID 

Gene No. 6991 Strand 

Start 9687 End 

Name OJ991012JL6 . 0204 . C5 . o3 . gs Method 



OJ991012_16.0204 .C5 

9902 
GENSCAN 



3422 




Start 


9687 




End 


9902 






GI 


none 




Score 


.65 






Exons 


9687.. 9693, 9823.. 9902 










Seq. No. 


3294 




Seq. ID 


OJ991012_ 


16.0204 


.C5 




6992 




Strand 








Start 


11459 




End 


12189 






Name 


OJ991012 16 0204 C5 


. o4 . qs 


Method 


GENSCAN 






Start 


11459 ~~ 




End 


12189 






GI 


none 




Score . 


.78 






Exons 


11459. .11907, 11974. 


. .12071, 


12082. .12157, 12177. 


.12189 




Seq. No. 


3294 




Seq. ID 


OJ991012_ 


16.0204 


.C5 


ocnc vi\j * 


6993 
\j z* «j 




Strand 








Start 


17267 




End 


26712 






Name 


OJ991012 16 0204 C5 




Method 


AAT/GAP 






Start 


17098 _ 

J. / \J Z? o 




End 


18221 








n on o 




Score 


1312 






Exons 


17098 17671 17974 


18048 


18170. .18221 






Seq. No. 


3294 




Seq. ID 


OJ991012_ 


16.0204 


.C5 


Gene No. 


6993 




Strand 








Start 


17267 




End 


26712 






Name 


OJ991012 16. 0204. C5. 


,o7 .gs 


Method 


GENSCAN 






Start 


17267 




End 


26712 






GI 


none 




Score 


.52 






Exons 


17267. .17671, 17974, 


. .18048, 


18170. .18277, 18354. 


.18446, 






18537. .18620, 19344. 


. .19420, 


19574. .19647, 19884. 


.19997, 






20163. .20242, 21208. 


. .21336, 


21752. .22144, 22989. 


.23259, 






25023. .25175, 25218. 


. .25493, 


25508. .25696, 26606. 


.26712 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3294 Seq. ID 

6993 Strand 
17267 End 26712 

OJ991012_1 6 . 0204 . C5 . o5 . np Method AAT/NAP 

17276 End 22024 

2661615 * Score 545 

17276. .17692, 18123. .18277, 1.8354 . . 184 46, 18537, 

19344. .19420*, 19571 ,. 19647, 19884.719997, 20163, 

20424. .20516, 21208 .. 21336, 21785.. 22024 



OJ991012 16. 0204. C5 



.18620,' 
.20242, 



GI Descrip. (AL009197) hypothetical protein [Schizosaccharomyces pombe] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



26712 
AAT/GAP 
21884 
1103 



Seq. No. 3294 
Gene No. 6993 
Start 17267 

Name OJ991012_1 6 . 0204 . C5 . o5 . gp 

Start 19571 

GI 33802_1.R1084 

Exons 19571. .19647, 19884 .. 19997, 

21208. .21336, 21752.. 21884 

GI Descrip. 1 5922630/dbj | BAA84 631 . 1 1 8.0e-10 (AP000492) EST 
corresponds to a region of the predicted gene.; 
protein [Oryza sativa] >gi_60168 63_dbj_BAA85206 
EST C98748 (E3038) corresponds to a region of the 
gene.; hypothetical protein [Oryza sativa] 1 



OJ991012 16. 0204. C5 



20163. .20242, 20424 .. 20516, 



C98748 (E3038) 
hypothetical 
1_ (AP000570) 
predicted 



Seq. No. 3294 Seq. ID OJ991012_16 . 0204 . C5 

3423 



Gene No. 6993 Strand 

Start 17267 End 26712 

Name OJ991012JL6 . 0204 .C5.o6.gp Method AAT/GAP 

Start 24358 End 24802 

GI 3761500 Score 756 

Exons 24358.. 24802 

GI Descrip. 5922630/dbj | BAA84 631 . 1 1 8.0e-10 (AP000492) EST C98748 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] >gi_6016863_dbj_BAA85206 . 1_ (APOOO570) 
EST C98748 (E3038) corresponds to a region of the predicted 
gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3294 
6994 
33027 

OJ991012_16 . 0204 . C5 . o2 . tm 

528 

none 



Seq. ID OJ991012_16.0204.C5 
Strand 

End 33560 

Method TBLASTX: Maize 

End 13214 

Score 130 



528. .644, 529. .645, 538. .648, 639. .779, 643. .780, 3501. .3599, 
3502. .3603, 3654. .3782, 3655. .3768, 3755. .3781, 12939 .. 13040, 
12959. .13030, 13059 13205, 13061 13144, 13157 .. 13213, 
13158. .13214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3294 
6994 
33027 

OJ991012_16.0204.C5.ol.tw 

529 

none 



Seq. ID OJ991012_16.0204.C5 
Strand 

End 33560 

Method TBLASTX : Wheat 

End 13358 

Score 403 



529. .924, 531. .605, 538. .660, 651. .809, 739.-852, 3466. .3600, 
3528. .3599, 3654. .3860, 3655. .3897, 12933 .. 13031 , 12950 .. 13039, 
13062. .13205, 13082 .. 13132 , 13173 .. 13358 , 13175 .. 13291 , 
13242. .13328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3294 
6994 
33027 

OJ991012__16.0204 .C5.ol.ts 

535 

none 



Seq. ID OJ991012_16.0204.C5 
Strand 

End 33560 

Method - TBLASTX: Soybean 

End 13915 

Score 87 



535. .600, 643. .714, 739. .942, 982. .1134, 993. .1136, 1189. .1479, 
1221. .1286, 1407. .1478, 3538. .3603, 3640. .3717, 3733. .3954, 
3741. .3860, 3946. .4056, 3954. .4052, 4051. .4149, 4147. .4452, 
4164. .4250, 4353. .4451, 12968 .. 13054, 12969 13055, 
13157. .13291, 13158. .13370, 13251 13364 , 13374 .. 134 84 , 
13412. .13483, 13467 .. 13517, 13584 13793 , 137 91 13889, 
13793.. 13915 



Seq. No. 3294 

Gene No. 6994 

Start 33027 

Name OJ991012_1 6 . 0204 . C5 . o2 . tc 

Start 733 

GI none 
Exons 



Seq. ID OJ991012_16.0204.C5 
Strand 

End 33560 

Method TBLASTX : Cress 

End 13502 

Score 122 



733. .885, 744. .809, 982. .1047, 3720. .3812, 3721. .3888, 
3955.. 4071, 13082. .13249, 13092 .. 13319, 13377.. 13502 



3424 



Seq. No. 3294 Seq. ID 

Gene No. 6994 Strand 

Start 33027 End 

Name OJ991012_16 . 0204 .C5.ol.tm Method 

Start 781 End 

GI none Score 
Exons 



OJ991012_16.0204.C5 
33560 

TBLASTX: Maize 

13616 

169 



781. .936, 982. .1056, 993. .1055, 3783. .3863, 3784. .3939, 
3954.. 4070, 3955.. 4071, 4120.. 4182, 13215 .. 13382 , 13248, 
13374. .13571, 134 12 13585, 13425 .. 13604 , 13569 .. 13616, 
13569. .13616 



13370, 



Seq. No. 3294 Seq. ID 

Gene No. 6994 Strand 

Start 33027 End 

Name OJ991012_1 6 . 0204 . C5 . o3 . tc Method 

Start 1189 End 

GI none Score 
Exons 



OJ991012_16.0204.C5 
33560 

TBLASTX: Cress 

13910 

188 



1189.. 1392, 1390.. 1503, 4147.. 4365, 13590.. 13910 



Seq. No. 
Gene No. 
Start 
Name 
s * Start 



: i : 

y 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3294 
6994 
33027 

OJ991012_16.0204.C5.o3.tm 

1237 

none 



Seq. ID OJ991012_16.0204.C5 
Strand 
End 

Method 
End 
Score 



33560 

TBLASTX: Maize 

13889 

257,.. .. 



1237.. 1479, 1242. .1292,- 1306. .1476, 4210. .'4452, 4222.. 4335, 
4332. .4448, 1364 4 .. 13787 , 13800. .13889 



3294 
6994 
33027 

OJ991012_16.0204.C5.o5.tm 

18378 

none 



Seq. ID OJ991012_16.0204.C5 
Strand 

End 33560 

Method TBLASTX : Mai ze 

End 19607 

Score 71 



18378. .18449, 18378 .. 184 61, 18379 .. 18462, 18386 .. 18463, 

18532. .18618, 18536 .. 18 625, 18537 .. 18626, 19341 .. 19418, 

19341. .19421, 19345. .19422, 19345 .. 19422, 1934 6 .. 19423, 

19566. .19604, 19569.. 19607 



Seq. No. 3294 

Gene No. 6994 

Start 33027 

Name OJ991012_16 . 0204 .C5 . o3 . ts 

Start 19596 

GI none 
Exons 



33560 

TBLASTX : Soybean 
20478 
128 

19596. .19649, 1974 4 .. 198 60, 19883 .. 19999, 19890 .. 20021, 
20156. .20242, 20162 20245, 20424 .. 20477, 20425. .20478 



Seq. ID OJ991012_16.0204.C5 
Strand 
End 

Method 
End 
Score 



Seq. No. 3294 Seq. ID 

Gene No. 6994. Strand 

Start 33027 End 

Name OJ991012_16 . 0204 . C5 . 06 . tm Method 

Start 19884 End 

GI none Score 
Exons 



OJ991012_16.0204.C5 
33560 

TBLASTX: Maize 

21331 

191 



19884. .19997, 19886 .. 19999, 19887 .. 20021, 20156 .. 20275, 
20162. .20245, 20164 .. 20265, 20382 .. 20519, 20424 .. 20519, 
20425. .20520, 21208 .. 21330, 21209.. 21331 



3425 




beq. no. 




beq. iu 


ujyyiuiz ib.uzufi 


C R 

. CD 


Gene No. 


6994 


Strand 






Start 


33027 


End 


33560 




Name 


OJ991012 16.0204.C5.o4.ts 


Method 


TBLASTX: Soybean 




Start 


21208 


End 


21342 




GI 


none 


Score 


159 




Exons 


21208. .21342, 21209.. 21337 








beq. no. 


*50 QA 


Seq. ID 


OJ991012_16.0204 


c r 
. CD 


Gene No. 


6994 


Strand 






Start 


33027 


End 


33560 




Name 


OJ991012 16.0204.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


30050 


End 


30556 




GI 


none 


Score 


217 




Exons 


30050. .30280, 30293 .. 30556, 


30304. .30525 




beq. no. 


"3 O QA 


Seq. ID 


OJ991012_16.0204 


fR 

. CD 


Gene No. 


6994 


Strand 






Start 


33027 


End 


33560 




Name 


OJ991012 16.0204.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


30167 


End 


30541 




GI 


none 


Score 


137 




Exons 


30167. .30268, 30217 .. 30258 , 


30287. .30541, 30304.. 30525 




O — — _ XT 

beq. no. 




beq. iu 


OJ991012_16.0204 


C R 

. CD 


Gene No. 


6994 


Q+- ranH 






Start 


33027 


End 


33560 




Name 


OJ991012 16.0204.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


30313 


End 


30541 




GI 


none 


Score 


233 




Exons 


30313. .30525, 30314.. 30541 








beq. no. 


"5 OQA 


Seq. ID 


OJ991012_16.0204 


r*R 
. CD 


Gene No. 


6994 


Strand 






Start 


33027 


End 


33560 




Name 


OJ991012 16.0204.C5.o9.gs 


Method 


GENSCAN 




Start 


33027 


End 


33560 




GI 


none 


Score * 


.97 




Exons 


33027.. 33560 








O XT a 

beq. No. 




Seq. ID 


OJ991012_16.0204 


. CD 


Gene No. 


6995 


Strand 


+ 




Start 


684 


End 


3073 




Name 


OJ991012 16-0204. C6.ol.gs 


Method 


GENSCAN 




Start 


684 


End 


3053 




GI 


none 


Score 


.54 




Exons 


684. .1331, 1383. .2219, 2244 


..2568, 292C 


. .3053 




Seq. No. 


3295 


Seq. ID 


OJ991012_16.0204 


.C6 


Gene No. 


6995 


Strand 


+ 




Start 


684 


End 


3073 




Name 


OJ991012 16.0204.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


990 


End 


1391 - 




GI 


none 


Score 


93 




Exons 


990. .1142, 1009. .1128, 1125 


..1376, 1132 


. .1375, 1134. .1391, 




1136. .1378, 1144. .1386 









3426 




OCU ■ LNU • 


3295 








Seq. ID 


OJ991012_16.0204 .C6 


Gene No. 


6995 ..- 








Strand 


+ 


Start 


684 " 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1307 








End 


1736 


GI 


none 








Score 


98 


Exons 


1307. .1390, 


1308 


. .1382, 


1383. 


.1445, 1440. .1736, 1472. .1723 


Cfsrr Mo 


3295 








Sea ID 


OJ991012 16 0204 C6 


Gene No. 


6995 








Strand 


+ " 


Start 


684 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6.ol. 


tc 


Method 


TRLA9TX * Crpqq 


Start 


1469 








End 


17 99 


GI 


none 








Score 


24 4 


Exons 


1469. .1621, 


1476 


. .1799, 


1679. 


.1798 




Seq. No. 


3295 








Seq. ID 


OJ991012 Ifi 0204 Cfi 




6995 








Strand 


+ ' _ 


Start 


684 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1497 








End 


3073 


GI 


6742729 








Score 


2390 


Exons 


1497. .3073 












GI Descrip. 


(AF121139) : 


RIM2 ; 


protein 


. [Oryza .sativa] 




Seq. No. 


3295 








Seq. ID 


OJ991012_16.0204.C6 


UCllC IN • 


O _7 J «J 








Strand 


+ 


Start 


684 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6.o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1605 








End 


2074 


GI 


none 








Score 


73 


Exons 


1605. .1661, 


1613 


. .1657, 


1659. 


.1763, 1673. .1759, 1767. .1865, 




1772. .1864, 


1775 


. .1867, 


1845. 


.2069, 1865. .2074, 1868. .2074 




3295 








Seq. ID 


OJ991012__16.0204.C6 


Gene No. 


6995 








Strand 


+ 


Start 


■684 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1650 








End 


2108 


GI 


none 








Score 


199 


Exons 


1650. .1904, 


1677 


. .1904, 


1914. 


.2108 






3295 








Seq. ID 


OJ991012_16.0204.C6 


Gene No. 


6995 








Strand 


+ 


Start 


684 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1938 








End 


2180 


GI 


none 








Score 


195 


Exons 


1938. .2180 












Seq. No. 


3295 








Seq. ID 


OJ991012_16.0204.C6 


Gene No. 


6995 








Strand 


+ 


Start 


684 








End 


3073 


Name 


OJ991012 16 


.0204 


.C6. o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2222 








End 


2615 


GI 


none- 








Score 


48 



3427 






.Exons 


2222. .2257, 


2260 


..2328, 2275. 


.2328, 2280.. 2342, 


2324. .2455 






2327. .2461, 


2334 


..2501, 2334. 


.2501, 2530.. 2607, 


2534. .2605 






2535. .2615 














Seq. No. 


3295 






Seq. ID 


OJ991012 


_16.0204.C6 




UCilC LNL/ • 


u y j j 






Strand 


+ 






Start 


684 






End 


3073 






Name 


OJ991012 16 


.0204 


.C6.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


2616 






End 


3073 






GI 


none 






Score 


584 






Exons 


2616. .2801, 


2621 


..3073, 2622. 


.3071 








Seq. No. 


3295 






Seq. ID 


OJ991012 


_16.0204 ,C6 






U ^ J J 






Strand 


+ 






Start 


684 






End 


3073 






Name 


OJ991012 16 


.0204 


.C6.o2. tm 


Method 


TBLASTX : 


Maize 




Start 


2664 






End 


2978 






GI 


none 






Score 


289 






Exons 


2664.. 2978, 


2675 


..2950 










Seq. No. 


3295 






Seq. ID 


OJ991012 


_16.0204 .C6 






D J J J 






Strand 


+ 






Start 


684 






End 


3073 






Name 


OJ991012 16 


.0204 


.C6.o2.tc 


Method 


TBLASTX: 


Cress 




Start . 


2909 






End 


3073 




rn 


GI 


none 






Score 


101 




rig 


Exons 


2909. .3052, 


2909 


..3073, 2913. 


.3071 






1. _i 


Seq. No. 


3296 






Seq. ID 


OJ991012 


_16.0204.C7 


1 ! i 
*t — 


OtSilC LNU. 


6996 






Strand 


- 




hj 


Start 


166 






End 


2450 




HI 


Name 


OJ991012 16 


.0204 


.C7 .ol.gs 


Method 


GEN SCAN 




I cr 


Start 


166 






End 


2450 






GI 


none 






Score 


.44 




.: n; 

I E 

;. -a 


Exons 


166. .294, 558. .1193, 1936. .2007, 2355. 


.2450 






Seq. No. 


3297 






Seq. ID 


OJ991012 


_16.0204.C8 


. ^ 


UCilC IN . 


6997 






'Strand 


+ 




'i — 
: 3 .^j 


Start ' v 


375 






End 


540 




; s=? 


Name 


OJ991012 16 


.0204 


.C8 .ol .gs 


Method 


GENSCAN 




: := 3 


Start 


375 






End 


540 






GI 


none 






Score 


.61 






Exons 


375. .540 














Seq. No. 


3297 






Seq. ID 


OJ991012 


_16.0204 .C8 




UCilC LNvJ • 


6998 






Strand 


- 






Start 


2365 






End 


3807 






Name 


OJ991012 16 


.0204 


.C8.o2.gs 


Method 


GENSCAN 






Start 


2365 






End 


3807 






GI 


none 






Score 


.6 






Exons 


2365. .2619, 


3010 


..3166, 3563. 


.3807 








Seq. No. 


3298 






Seq. ID 


OJ991012 


_16.0204 ,C9 




Gene No. 


6999 






Strand 


+ 






Start 


40 






End 


783 






Name 


OJ991012 16 


.0204 


.C9. ol.gs 


Method 


GENSCAN 






Start 


40 






End 


783 





3428 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



none 

40. .198, 542. .610, 730. .783 



Score 



.76 



Seq. ID OJ991012_16.0204.C9 
Strand +' 
End 11626 
Method AAT/NAP 
End 11585 
Score 1717 

7781. .7839, 8380. .8590, 8623. .9282, 9959. .10102, 10211. 
10435. .10550, 10637. .10804, 11187 .. 114 11, 11505. .11585 



3298 
7000 
7781 

OJ991012_16.0204.C9.ol.np 

7781 

3320104 



10363, 



GI Descrip. (AJ007366) calcium-dependent protein kinase [Zea mays] 



Seq. No. 3298 Seq. ID 

Gene No. 7000 Strand 

Start 7781 . End 

Name OJ991012_16 . 0204 . C9 . ol . gp Method 

Start 11161 End 

GI 428224 Score 

Exons 11161. .11411, 11505.. 11626 

GI Descrip. 1899175/gb | AAB4 9984 . 1 | 1.0e-42 (U90262) calcium-dependent 

calmodulin-independent protein kinase CDPK [Cucurbita pepo] 



OJ991012_16.0204.C9 
+ 

11626 
AAT/GAP 
11626 
550 



Seq. No. 


3298 




Seq. ID 


OJ991012 


_16.0204 


.C9 


Gene No. 


7001 




Strand 








Start 


1599 ' 




End 


2759 






Name 


OJ991012 16.0204.C9.o2.gs 


Method 


GEN SCAN 






Start 


1599 




End 


2759 






GI 


none 




Score 


.63 






Exons 


1599. . 


1682, 1887.. 2178, 2311 


..2459, 2559.-2759 






Seq. No. 


3298 




Seq. ID 


OJ991012 


_16.0204 


.C9 


Gene No. 


7002 




Strand 








Start 


8742 




End 


11623 






Name 


OJ991012 16.0204.C9.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


8742 




End 


11566 






GI 


none 




Score 


684 






Exons 


8742. . 


9290, 8825.. 9295, 8868 


..9323, 9182. .9304, 


9961. .10098, 




9972. . 


10100, 9974.. 10111, 10188. .10364, 


'10198. . 


10365, 






10198. 


.10383, 10432. .10542, 


10436. .10561, 10437 


. .10562, 






10630. 


.10671, 10637. .10810, 


10637. .10810, 11187 


. .11408, 






11210. 


.11410, 11225. .11371, 


11489. .11554, 11502 


. .11555, 






11504. 


.11566 










Seq. No. 


3298 




Seq. ID 


OJ991012 


_16.0204 


.C9 


Gene No. 


7002 




Strand 








Start 


8742 




End 


11623 






Name 


OJ991012 16.0204.C9.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


8781 




End 


11573 






GI 


none 




Score 


611 






Exons 


8781. . 


9290, 8825.. 9295, 9958 


..10098, 9972.. 10100, 9975. 


.1010 




10188. 


.10349, 10198. .10365, 


10436. .10561, 10437 


. .10562, 






10629. 


.10805, 10630. .10806, 


10631. .10810, 10637 


. .10810, 






11185. 


.11256, 11187. .11411, 


11187. .11411, 11311 


. .11412, 






11504. 


.11566, 11505.. 11573 










Seq. No. 


3298 




Seq. ID 


OJ991012 


_16.0204 


.C9. 



3429 



p 
ru 

! if 
.. „ 

ru 

i a 



Gene No. 










C 4- -i A 

otrana 




Start 


8742 








End 


11623 


Name 


OJ991012 16. 


0204 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8781 








End 


8960 


GI 


none 








Score 


190 


Exons 


8781. .8960, 


8818 


. .8925, 


8868. 


.8954 




Seq. No. 


3298 








Seq. ID 


OJ991012_16.0204.C9 


Gene No. 










Of V 1 /~J 

otrana 




Start 


8742 








End 


11623 


Name 


OJ991012 16. 


0204 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8950 








End 


9233 


GI 


none 








Score 


101 


Exons 


8950. .9213, 


8963 


. .9232, 


8964. 


.9233 




Seq. No. 


3298 








Seq. ID 


OJ991012_16.0204.C9 


Gene No. 


7002 








Strand 




Start 


8742 








End 


11623 


Name 


OJ991012 16. 


0204 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8963 








End 


11249 


GI 


none 








Score 


56 


Exons 


8963. .9016, 


8964 


. .8993, 


9003. 


.9101, 9015. .9074, 9096. .9113, 




9099. .9290, 


9119 


. .9283, 


9958. 


.10098, 


9972.. 10100, 10188. .10364, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10198. .10365, 10207. .10368, 10432 10569, 104 36 .. 10603, 
10437. .10562, 10631 10810, 10632 . . 10805, 10637 .. 108 10, 
11187. .11249 



OJ991012 16. 0204. C9 



3298 Seq. ID 

7002 Strand 
8742 End 
OJ991012_16.0204.C9.o3.tw Method 
9234 End 
none Score 
9234.. 9284, 9236.. 9283, 9957.. 10100, 

10188. .10361, 10198. .10371, 10198 .. 10371, 10217. .10384 



11623 

TBLASTX: Wheat 
10384 
84 

9958. .10098, 1004 3 .. 10102 , 



3298 
7002 
8742 

OJ991012_16.0204.C9.o2.tw 

10715 

none 

10715. .10810, 10729. .10785, 
11190. .11420, 11504. .11575, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11184. .11234, 
11505. .11576 



OJ991012 16. 0204. C9 



11623 

TBLASTX: Wheat 
11576 
106 

11187. .11411, 



3298 
7002 
8742 

OJ991012_16.0204 .C9.o2.tm 
11250 
none 

11250. .11411, 11250. .11417, 11251 
11504. .11599, 11505. .11606, 11564 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 16. 0204. C9 



11623 

TBLASTX: Maize 
11623 
227 

11412, 11502. .11543, 
11623, 11599. .11622 



Seq. No. 
Gene No. 
Start 



3299 
7003 
926 



Seq. ID 

Strand 

End 



OJ991012 16. 0204. C10 



4027 



3430 



Name 

Start 

GI 

Exons 



OJ991012_16 . 0204 . CIO . ol . gs Method GENSCAN 
926 End 4027 

none Score . 52 

926.. 1246, 1796.. 1930, 2063.. 2807, 3881.. 4027 



Seq. No. 3299 Seq. ID OJ991012_16 . 0204 . C10 

Gene No. 7004 Strand 

Start 5166 End 5226 

Name OJ991012_16 . 0204 . C10 . ol . gp Method AAT/GAP 

Start 5166 End 5226 

GI LIB3477-003-P1-K1-E9 Score 82 

Exons 5166.. 5226 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


3300 


Seq. ID 


OJ991012_16.0204.C11 


Gene No. 


7005 


Strand 


+ 


Start 


197 


End 


1319 


Name 


OJ991012 16.0204.Cll.ol.gs 


Method 


GENSCAN 


Start 


197 


End 


1319 


GI 


none 


Score 


.46 


Exons 


197. .276, 839. .1319 






Seq. No. 


3300 


Seq. ID 


OJ991012_16.0204.C11 


Gene No. 


7006 


Strand 




Start 


1 


End 


212 


Name 


OJ991012 16.0204.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


212 


GI 


4584539 


Score 


75 


Exons 


1. .212 






GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


3301 


Seq. ID 


OJ991012_16.0204.C12 


Gene No. 


7007 


Strand 


+ 


Start 


76 


End 


5139 


Name 


OJ991012 16.0204.C12.ol.gs 


Method 


GENSCAN 


Start 


76 


End 


5139 


GI 


none 


Score . 


.77 


Exons 


76.. 158, 1292.. 1420, 1866.. 


1972, 2176. 


.2319, 2445.-2552, 




2623. .2879, 3556. .3727, 3887. .3985, 4724. .4954, 5134. .5139 


Seq. No. 


3301 


Seq. ID 


OJ991012_16.0204.C12 


Gene No. 


7008 


Strand 




Start 


1886 


End 


2013 


Name 


OJ991012 16.0204.C12.ol.gp 


Method 


AAT/GAP 


Start 


1886 


End 


2013 


GI 


none 


Score 


223 


Exons 


1886.. 2013 






Seq. No. 


3301 


Seq. ID 


OJ991012_16.0204.C12 


Gene No. 


7009 


Strand 




Start 


3596 


End ' 


4968 


Name 


OJ991012 16.0204.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


3596 


End 


4968 


GI 


none 


Score 


124 



Exons 3596.. 3694, 3815.. 3922, 3819.. 3914, 4721.. 4867, 4722.. 4955, 



3431 




4730. .4954, 4756. .4968 



Seq. No. 


3301 






Seq. ID 


OJ991012_16.0204 


.C12 


Gene No. 


7009 






Strand 






Start 


3596 






End 


4968 




Name 


OJ991012 16 


.0204.C12.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3815 






End 


4921 




GI 


none 






Score 


121 




Exons 


3815. .3922, 


3816. .3914, 


4729 


..4815, 4730. .4921 




Seq. No. 


3301 






Seq. ID 


OJ991012_16.0204 


.C12 


Gene No. 


7009 






Strand 






Start 


3596 






End- 


4968 




Name 


OJ991012 16 


.0204.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3816 






End ' 


4954 




GI 


none 






Score 


124 




Exons 


3816. .3914, 


3818. .3922, 


4729 


..4809, 4730. .4954 




oeq. lno. 








Seq. ID 


OJ991122_12.0229 


.CI 


Gene No. 


7010 






Strand 


+ 




Start 


1 






End 


554 




Name 


OJ991122 12 


.0229. CI. ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


311 




GI 


6642658 






Score 


365 




Exons 


1. .311 












GI Descrip. 


(AC012395) 


putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


3302 






Seq. ID 


OJ991122_12.0229 


.CI 


Gene No. 


7010 






Strand 


+ 




Start 


1 






End 


554 




Name 


OJ991122 12 


.0229. CI. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3 






End 


323 




GI 


none 






Score 


344 




Exons 


3. .311, 4.. 


228, 5.. 310, 


24. . 


323 






Seq. No. 


3302 






Seq. ID 


OJ991122JL2.0229 


.CI 


Gene No. 


7010 






Strand 


+ 




Start 


1 






End 


554 




Name 


OJ991122 12 


.0229. CI. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3 






End 


313 




GI 


none 






Score 


495 




Exons 


3. .311, 5.. 


310, 8. .313 










Seq. No. 


3302 






Seq. ID 


OJ991122_12.0229 


.CI 


Gene No. 


7010 






Strand 


+ 




Start 


1 






End 


554 




Name 


OJ991122 12 


.0229. CI. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3 






End 


313 




GI 


none 






Score 


469 




Exons 


3. .311, 5.. 


310, 8.. 313 










Seq. No. 


3302 






Seq. ID 


OJ991122_12.0229 


.CI 


Gene No. 


7010 






Strand 


+ 




Start 


1 






End 


554 




Name 


OJ991122 12 


.0229. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


12 






End 


315 




GI 


none- 






Score 


333 





3432 



Exons 



12. .311, 35. .310, 95. .313, 124. .315 



Seq. No. 3302 . Seq. ID 

Gene No. 7010 Strand 

Start 1 End 

Name OJ991122_12 . 0229 . CI . ol . gp Method 

Start 101 End 

GI 3107858 Score 

Exons 101.. 312, 527.. 554 

GI Descrip. 4510406/gb | AAD214 93 . 1 | 1.0e-51 (AC006587) putative protein 
kinase [Arabidopsis thaliana) 



OJ991122_12.0229.C1 
+ 

554 

AAT/GAP 

554 

315 





Seq. No. 


3303 




Seq. ID 


OJ991122_12 


.0229. C2 




Gene No. 


7011 




Strand 








Start 


820 




End 


1329 






Name 


OJ991122 12.0229 


.C2.ol.gs 


Method 


GENSCAN 






Start 


820 




End 


1101 






GI 


none 




Score 


•* .83 






Exons 


820. .1101 












Seq. No. 


3303 




Seq. ID 


OJ991122_12 


.0229. C2 




Gene No. 


7011 




Strand 








Start 


820 




End 


1329 




DC 


Name 


OJ991122 12.0229 


.C2.ol.np 


Method 


AAT/NAP 






Start 


823 




End 


1329 




r J 


GI 


2498779 




Score 


353 




s • * 


Exons 


823.. 1101, 1246. 


.1329 








y 


GI Descrip. 


PIR7B PROTEIN gi 


I 629801|pir| 


IS47087 pir7b protein 


- rice 



gi|498745|emb|CAA84026| (Z34271) Pir7b [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3304 Seq. ID 

7012 Strand 
867 End 
OJ991122_12 . 0229 . C3 . ol . gp Method 
8 67 End 
63118JL.R1084 Score 
867. .1243 

• 2498778/ sp | Q40708 I PI7A_ORYSA 2.0e-36 PIR7A PROTEIN 

>gi_629799_pir S47086 pir7a protein - rice 

>gi_498744_emb_CAA84025_ (Z34271) Pir7a [Oryza sativa] 1 



OJ991122_12.0229.C3 
+ 

1243 
AAT/GAP 
1243 
729 



3304 
7013 
5615 

OJ991122_12.0229.C3.o3.gs 

5615 

none 

5615.. 5659, 5698.. 5769, 6012. 
6793. .7023 



Seq. ID OJ991122_12.0229.C3 

Strand . + 

End 7023 

Method GENSCAN 

End 7023 

Score .75 

.6225, 6370. .6485, 6517. .6735, 



Seq. No. 3304 Seq. ID 

Gene No. 7014 Strand 

Start 7776 End 

Name OJ991122_12 . 0229 . C3 . o4 . gs Method 

Start 7776 End 

GI none Score 

Exons 7776.. 7778, 8280.. 8357 



OJ991122__12.0229.C3 
+ 

8357 
GENSCAN 
8357 
.51 



3433 



Seq. No. 3304 Seq. ID 

Gene No. 7015 Strand 

Start 18268 End 

Name OJ991122_12 . 0229 .C3.o4 .gp Method 

Start 18268 End 

GI 77434_1.R1084 Score 

Exons 18268. . 18370 

GI Descrip. 1 2827528 /emb | CAA1 6536 . 1 1 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



OJ991122_12.0229.C3 
+ 

18370 
AAT/GAP 
18370 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3304 Seq. ID 

7016 Strand 

1 End 

OJ991122_12 . 0229 . C3 . o7 . np Method 

1 End 

4204303 Score 



OJ991122_12.0229.C3 

17782 
AAT/NAP 
17782 
660 



1..162, 10703. . 10790, 11216. . 11633, 13084 .. 13114 , 17647. .17782 
(AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. No. 3304 Seq. ID 

Gene No. 7016 Strand 

Start 1 End 

Name OJ991122JL2. 0.229. C3.ol.gs Method 

Start 894 * End 

GI none Score 

Exons 894.. 944, 1227.. 1373, 1721.. 2086 



OJ991122_12.0229.C3 

17782 
GEN SCAN 
2086 
.78 



Seq. No. 3304 

Gene No. 7016 

Start 1 

Name OJ991122_12 . 0229.C3.ol .np 

Start 1095 

GI 2498778 

Exons 1095.. 1373, 
GI Descrip. 



OJ991122 12. 0229. C3 



Seq. ID 
Strand 

End 17782 

Method AAT/NAP 

End 2077 

Score 755 
1735.. 2077 

PIR7A PROTEIN gi | 629799 | pir | | S47086 pir7a protein - rice 

gi|498744|'emb|CAA84025| (Z34271) Pir7a [Oryza sativa] 



1494 . . 1654, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3304 Seq. ID 

7016 Strand 

1 End 

OJ991122_12 . 0229 . C3 . o3 . np Method 

1095 End 

629800 Score 



OJ991122_12.0229.C3 

17782 
AAT/NAP 
2068 
818 



1095.. 1373, 1494.. 1640, 1721.. 2068 

pir7b protein - rice gi | 498747 | emb | CAA84024 | (Z34270) Pir7b 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



3304 
7016 
1 

OJ991122 

1095 

2498779 



12.0229.C3.o4.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_12.0229.C3 

17782 
AAT/NAP 
2086 
836 



1095. .1373,. 1494. .1640, 1721. .2086 

PIR7B PROTEIN gi | 629801 | pir | | S47087 pir7b protein - rice 



3434 




gi I 498745 |emb|CAA84026| (Z34271) Pir7b [Oryza sativa] 





Seq. No. 


3304 


Seq. ID 


OJ991122_12. 


0229. 


C3 




bene wo . 


7016 


Strand 










Start 


1 


End 


17782 








Name 


OJ991122 12.0229.C3.o2.gp 


Method 


AAT/GAP 








Start 


2715 


End 


4378 








GI 


498746 


Score 


1833 








Exons 


2715.. 3164, 3386.-3526, 4017 


. .4378 










GI Descrip. 


629800/pir| IS47.085 1.0e-132 


pir7b protein - rice 










>gi_498747_emb_CAA84024_ (Z34270) Pir7b [Oryza sativa] 






Seq. No. 


3304 


Seq. ID 


OJ991122_12. 


0229. 


C3 




Gene No. 


7016 


Strand 










Start 


1 


End 


17782 








Name 


OJ991122 12.0229.C3.o2.gs 


Method 


GEN SCAN 








Start 


2877 


End 


4394 








GI 


none 


Score 


.71 








Exons 


2877. .3164, 4017. .4394 












Seq. No. 


3304 


Seq. ID 


OJ991122_12 


0229. 


C3 




Gene No . 


7016 


Strand 










Start ■ 


1 


End 


17782 








Name 


OJ991122 12.0229.C3.o5.np 


Method 


AAT/NAP 








Start 


2880 


End 


4394 






a 


GI 


2498779 


Score 


1322 








Exons 


2880.. 3164, 3386.. 3526, 4017 


. .4394 








V 


GI Descrip. 


PIR7B PROTEIN gi | 629801 | pir | | S47087 pir7b protein - 


- rice 






gi|498745|emb|CAA84026| (Z34271) Pir7b 


[Oryza sativa] 






Seq. No. 


3304 


Seq. ID 


OJ991122_12 


0229. 


C3 




Gene No . 


7016 


Strand 








; y 


Start 


1 


End 


17782 








Name 


OJ991122 12.0229.C3.o6.np 


Method 


AAT/NAP 








Start 


5901 


End 


6873 






t — : 


'GI 


2498778 • 


Score 


1287 






*J 
-c 


Exons 


5901.. 6185, 6258.. 6395, 6508 


. .6873 








= db 


GI Descrip. 


PIR7A PROTEIN gi | 629799 | pir | | S4708 6 pir7a protein - 


- rice 


: 3 




gi | 498744 | emb | CAA84025 | (Z34271) Pir7a 


[Oryza sativa] 






Seq. No. 


3304 


Seq. ID 


OJ991122_12 


0229. 


C3 




Gene No. 


7016 


Strand 










otart 


1 


End 


17782 








Name 


OJ991122 12.0229.C3.o3.gp 


Method 


AAT/GAP 








Start 


6343 


End 


6892 








GI 


2427730 


Score 


791 








Exons 


6343.. 6395, 6508.. 6892 












GI Descrip. 


2498778/sp|Q40708 | PI7A ORYSA 2.0e-36 PIR7A PROTEIN 










>gi 629799 pir S47086 pir7a protein - 


rice 










>gi_498744_emb_CAA84025_ (Z34271) Pir7a [Oryza sativa] 






Seq. No. 


3304 


Seq. ID 


OJ991122_12. 


0229. 


C3 




Gene No. 


7016 


Strand 










Start 


1 


End 


17782 








Name . 


OJ991122- 12.0229.C3.o5.gs 


Method 


GENSCAN 








Start 


9962 


End 


13267 








GI 


none 


Score 


.85 







3435 



Exons 



9962.. 10790, 11216 11633, 13084.. 13267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3304 
7017 
19924 

OJ991122_12.0229.C3.o2.ts 
1500 



none 
1500. 
4194. 
6803. .6859 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1565, 1781.. 2062, 1785. .2060, 

4373, 4207. .4368, 6508.. 6858, 6539.. 6631, 6589.. 6708, 



OJ991122_12.0229.C3 
20406 

TBLASTX: Soybean 
6859 
210 

4038. .4163, 4093. .4146, 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI • 
Exons 



3304 
7017 
19924 

OJ991122_12.0229.C3.o2.tw 
1736 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 12. 0229. C3 



20406 

TBLASTX: Wheat 
6825 

none Score 152 

1736. .1927, 1751. .1927, 1905. .2030, 1922. .2029, 4035. .4166, 
4036. .4140, 4161. .4235, 4169. .4204, 4191. .4235, 4231. .4338, 
6526.-6723, 6527. .6718, 6718. .6825, 6784. .6825 



Seq. No. 

_ Gene No. 

3 . Start 

3 Name 

jl Start 

y gi 

a Exons 



X 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3304 
7017 
19924 

OJ991122_12.0229.C3.o2.tc 
1781 
none 

1781. .1930, 1782. .1910, 1931. .2119, 1947. .2060, 4053 
4054. .4146, 4194. .4238, 4239. .4373, 4255.-4368, 6542 
6544.. 6720, 6724.. 6858, 6803 



Seq. ID OJ991122_12.0229.C3 
Strand 

End 20406 

Method TBLASTX : Cress 

End 6858 

Score 100 



4163, 
6631, 



,6856 



3304 
7017 
19924 

OJ991122_12.0229.C3.o3.tm 
1799 



OJ991122 12.0229-C3 



none 
1799. 
4104. 
4243. 



Seq. ID 
Strand 
End 

Method 
End 
• Score 

1948, 1800.. 1949, 1934.. 2047, 1935.. 2048, 1940 
4166, 4105. .4146, 4176. .4235, 4191. .4256, 4242 
4356, 6595. .6708, 6649. .6744, 6730. .6843, 6784 



20406 

TBLASTX: Maize 

6843 

139 



.2050, 
.4406, 
.6840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3304 
7017 
19924 

OJ991122_12.0229.C3.ol.tc 
10736 



none 
10736. 
11320. 
11551. 



.10816, 11215, 
.11445, 11482. 
.11634, 11552, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11322, 11216. .11323, 11318 
11556, 11492. .11515, 11525 
11632 



OJ991122 12. 0229. C3 



20406 

TBLASTX: Cress 
11634 
114 

11437, 
11554, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3304 

7017 

19924 

OJ991122 

10748 



12.0229.C3.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991122_12.0229.C3 
20406 

TBLASTX: Maize 
11638 



3436 



GI none Score 352 

Exons 10748. .10816, 11183 .. 11455, 11215 .. 11454, 11482 11637 , 

11492. .11638 



Seq. No. 3304 

Gene No. 7017 

Start 19924 

Name OJ991122_12 .0229.C3.ol . ts 

Start 11236 

GI none 
Exons 



Seq. ID OJ991122_12.0229.C3 
Strand 

End 20406 

Method TBLASTX : Soybean 

End 11592 

Score 212 

11236. .11448, 11237. .11428, 11482 11592, 11492. .11590 



Hi 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3304 



Seq. ID OJ991122_12.0229.C3 



7017 Strand 

19924 End 20406 
OJ991122_12.0229.C3.o8.np " Method AAT/NAP 

19924 End 20406 

2244810 Score * ' 318 
19924. .20406 

(Z97336) CCAAT-binding transcription factor subunit A(CBF-A) 
[Arabidopsis thaliana] 



3304 
7017 
19924 

OJ991122_12.0229.C3.o2.tm 

20071 

none 

20071. .20343, 20084.. 20344 

3304 
7017 
19924 

OJ991122_12.0229.C3.o3.tc 

20071 

none 

20071. .20343, 20087.. 20344 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_12.0229.C3 
20406 

TBLASTX: Maize 

20344 

162 



OJ991122_12.0229.C3 
20406 

TBLASTX: Cress 

20344 

206 



3304 
7017 
19924 

OJ991 122_12 . 0229 . C3 . o3 . ts 
20071 
none 

20071. .20343, 20084 .. 20344 , 20207. .20344 



Seq. ID OJ991122_12.0229.C3 



Strand 
End 

Method 

End 

Score 



20406 

TBLASTX: Soybean 
20344 
207 



Seq. No. 


3304 


Seq. ID 


OJ991122J.2.0229. 


C3 


Gene No. 


7017 


Strand 






Start 


19924 


End 


20406 




Name 


OJ991122 12.0229.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


20077 


End 


20344 




GI 


none 


Score 


149 




Exons 


20077. .20343,' 20084 .. 2034 4 , 


20207. .20344 




Seq. No. 


3305 


Seq. ID 


OJ991122_12.0229. 


C5 


Gene No. 


7018 


Strand 


+ 




Start 


2878 


End 


6534 





3437 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991122_12.0229.C5.o3.np 

2878 

5042454 

2878.. 3017, 3348.-3454, 3510. 



Method AAT/NAP 
End 6534 
Score 3966 
.5221, 5862.. 6534 



(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 3305 Seq. ID 

Gene No. 7019 Strand 

Start 1137 End 

Name OJ991122_12 . 0229 . C5 . ol . gs Method 

Start 1137 End 

GI none Score 

Exons 1137.. 1670 



OJ991122_12.0229.C5 

3451 
GENSCAN 
1670 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3305 Seq. ID OJ991122_12 . 0229 . C5 

7019 Strand 

1137 End 3451 

OJ991122_12 . 0229 . C5 . ol . np Method AAT/NAP 

1241 End 1733 

3738293 Score 398 

1241. .1733 

(AC005309) putative CCAAT-box binding trancription factor 
[Arabidopsis thaliana] 



m 
iu 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3305 
7019 
1137 

OJ991122_12 . 0229 . C5.ol.gp 
1329 

LIB3434-023-P1-K1-B3 
1329. .1758 

'3738293 3.0e-35 (AC005309) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_12.0229.C5 

3451 
AAT/GAP 
1758 
804 



putative CCAAT-binding transcription 



factor subunit A (CBF-A) [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End*' 

Score 



OJ991122 12. 0229. C5 



3305 
7019 
1137 

OJ991122_12.0229.C5.o2.np 
1392 
5922623 

1392. .1413, 2606. .2681, 2849. .2996, 3371. .3451 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



3451 
AAT/NAP 
3451 
289 



Seq. No. 


3305 






Seq. ID 


OJ991122_12.0229 


.C5 


Gene No. 


7020 






Strand 






Start 


5691 






End 


7127 




Name 


OJ991122 12 


.0229.C5.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


1290 






End 


1575 ' 




GI 


none 






Score 


288 




Exons 


1290. .1574, 


1333. .1575 










Seq. No. 


3305 






Seq. ID 


OJ991122_12.0229 


.C5 


Gene No. 


7020. 






Strand 






Start 


5691 






End 


7127 




Name 


OJ991122 12 


.0229.C5.ol. 


.tm 


Method 


TBLASTX: Maize 





3438 



Start 1290 End 1574 

GI none Score 243 

Exons 1290.. 1574, 1309.. 1572 



Seq. No. 3305 

Gene No. 7020 

Start 5691 

Name OJ991122_12 . 0229.C5 .ol . ts 

Start 1290 

GI none 
Exons 



Seq. ID OJ991122_12.0229.C5 
Strand 
End 

Method 
End 
Score 



7127 

TBLASTX : Soybean 

1592 

260 



1290.. 1514, 1309.. 1518, 1515.. 1592, 1516.. 1578 





Seq. No. 


3305 








Seq. ID 


OJ991122_12.0229. 


C5 




Gene No. 


7020 








Strand 








Start 


5691 








End 


7127 






Name 


OJ991122 12 


.0229 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1299 








End 


1577 








none 








Score 


239 






Exons 


1299. .1577, 


1309 


.1575 












Seq. No. 


3305 








Seq. ID 


OJ991122_12.0229. 


C5 




Gene No. 


7020 








Strand 








Start 


5691 








End 


7127 




□ 


Name 


OJ991122 12 


.0229 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


4182 








End 


4574 






GI 


none 








Score 


58 






Exons 


4182. .4229, 


4236 


.4334, 


4253. 


.4333, 4301.. 4462, 4317.. 4574 




Seq. No. 


3305 








Seq. ID 


OJ991122JL2.0229. 


C5 


L U 


Gene No. 


7020 








Strand 








Start 


5691 








End 


7127 




': sf 


Name 


OJ991122 12 


.0229 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




! fc? 


Start 


4187 








End 


4472 






GI 


none 








Score 


193 






Exons 


4187. .4471, 


4224 


. 4472 










: i J 


Seq. No. 


3305 








Seq. ID 


OJ991122_12.0229. 


C5 




Gene No. 


-7020 








Strand 






.! SI 


Start 


5691 








End 


7127 




u 


Name 


OJ991122 12 


.0229 


C5.o4. 


np 


Method 


AAT/NAP 




n 

•tsr 


Start 


5691 






End 


7127 






GI 


5922623 








Score 


53 






Exons 


5691. .5721, 


6905 


.6983, 


7090. 


.7127 








GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 





gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 3306 Seq. ID 

Gene No. 7021 Strand 

Start 42 End 2084 

Name OJ991122_12 . 0229 .C6. ol .np Method AAT/NAP 

Start 42 End 639 

GI 5042454 Score 205 

Exons 42.. 181, 512.. 639 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ991122_12.0229.C6 
+ 



Seq. No. 



3306 



Seq. ID OJ991122 12. 0229. C6 



3439 






7091 


Strand 


+ 




Start 


42 


End 


2084 




Name 


OJ991122 12.0229.C6.ol.gs 


Method 


GENSCAN 




Start 


100 


End * 


2084 




GI 


none 


Score 


.73 




Exons 


100. .177, 409. .582, 840. .888 


, 1993.. 2084 




Seq. No. 


3307 


Seq. ID 


OJ991122 


12. 0229. C8 


Liene no. 


7099 


Strand 


+ 




Start 


5607 


End 


7370 




Name 


OJ991122 12.0229.C8.o2.gs 


Method 


GENSCAN 




Start 


5607 


End 


7370 




GI 


none 


Score 


.71 




Exons 


5607.. 5673, 5894.. 6004, 6075 


..6114, 6235.. 6340, 


7209. .7370 


Seq. No. 


3307 


Carr T n 
OcCJ • X U 


OJ991122_ 


12. 0229. C8 


Gene No. 


7023 








o tar l 


fi7 


FnH 


4087 




Name 


OJ991122 12.0229.C8.ol.gs 


1 ,JC LHUU 


GENSCAN 




Start 


676 


FnH 


4087 




GI 


none 


Score 


.57 




Exons 


676.-725, 1865. .1913, 3301.. 


3414, 3506 


..3518, 3762. .3868, 




4025. .4087 








Seq. No. 


3307 


Seq. ID 


OJ991122_ 


12.0229TC8 


Gene No. 


7023 


Strand 








67 fx 


End 


4087 




Name 


OJ991122 12.0229.C8.ol.np 


Method 


AAT/NAP 




Start 


2246 


End 


3671 




GI 


5852084 


Score 


80 




Exons 


2246. .2329, 3647. .3671 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


3307 


Seq. ID 


OJ991122_ 


12. 0229. C8 


Gene No. 


7023 


Strand 








676 


End 


4087 




Name 


OJ991122 12.0229.C8.o2.np 


Method 


AAT/NAP 




Start 


3529 


End 


4019 




GI 


6815109 


Score 


137 




Exons 


3529. .4019 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 


Gene No. 


7024 


Strand 


+ 




otar c 


1076 


End 


6248 




Name 


OJ991122 12.0229.C9.ol.gs 


Method 


GENSCAN 




Start 


.1076 


End 


6248 




GI 


none 


Score 


.5 




Exons 


1076.. 1251, 1702.. 1840, 2577 


..2929, 3756. .3899, 


3999. .4092 




4671.. 4856, 5089.. 5274, 5361 


..5447, 5990. .6076, 


6162. .6248 


Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 


Gene No. 


7024 


Strand 


+ 




Start 


1076 


End 


6248 




Name 


OJ991122 12.0229.C9.ol.gp 


Method 


AAT/GAP 




Start 


5990 


End 


6208 




GI 


3107786 


Score 


205 





3440 



Exons 



5990.. 6076, 6162.. 6208 



Seq. No. 3308 Seq. ID 

Gene No. 7025 Strand 

Start 74 67 End 

Name OJ991122_12 . 0229 . C9 . o2 . gp Method 

Start 74 67 End 

GI uC-osroM202001e01al Score 

Exons 7467.. 7902 

GI Descrip. '1161167 2.0e-24 (L42466) ethylene- forming enzyme [Picea 
glauca] 1 



OJ991122_12.0229.C9 
+ 

7902 
AAT/GAP 
7902 
848 



Seq. No. 3308 Seq. ID 

Gene No. 7026 Strand 

Start 9293 End 

Name OJ991122_12 . 0229 . C9 . o3 . gs Method 

Start 9293 End 

GI none Score 

Exons 9293.-9394, 9983.. 10159 



OJ991122_12.0229.C9 
+ 

10159 
GENSCAN 
10159 
.77 



Seq. No. 3308 Seq. ID 

Gene No. 7027 Strand 

Start 11492 End 

Name OJ991122__12.0229.C9.o4 .gp Method 

Start 11444 End 

GI uC-osflcyp055e02bl Score 

Exons 11444. .11533, 12539 12776, 12994.. 13036 

GI Descrip. '2384675 8.0e-33 (AF012659) putative potassium transporter 
AtKT4p [Arabidopsis thaliana] ' 



OJ991122_12.0229.C9 
+ 

16984 
AAT/GAP 
13036 
682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3308 Seq. ID 

7027 Strand 

11492 End 

OJ991122_12.0229.C9.o4 .gs Method 

11492 End 

none Score 

11492. .11533, 12539. .12776, 

14352. .14404, 15043 .. 15334 , 

16690. .16729, 16877. .16984 

3308 

7027 Strand 

11492 End 

OJ991122_12 . 0229 . C9 . o2 . np Method 

11780 End 

6513926 Score 



OJ991122_12.0229.C9 
+ 

16984 
GENSCAN 
16984 
.57 

12994. .13242, 13349 .. 13399, 
15461. .16480, 16566. .16605, 



Seq. ID OJ991122_12.0229.C9 
+ 

16984 
AAT/NAP 
16545 
2414 



11780. .11849, 12556. .12776, 12994 13242 , 1334 9 .. 13399, 

13974. .14234, 14352 .. 14 404 , 14883 .. 14 997 , 15080 .. 15334 , 
15461. .16545 

GI Descrip. (AC011664) putative potassium transporter [Arabidopsis thaliana] 



Seq. No. 3308 Seq. ID 

Gene No. 7028 Strand 

Start 22606 End 

Name OJ991 122_12 . 0229 . C9 . 06 . gs Method 

Start 22606 End 

GI none Score 



OJ991122_12.0229.C9 
+ 

29520 
GENSCAN 
29235 
.43 



3441 






Exons 


22606. .22750, 22887 .. 22987 , 


23271. .23391, 23462. 


.23687, 






24281. .24373, 25008 .. 25180, 


25894. .25992, 26270. 


.26367, 






26599. .26807, 27127 .. 27406, 


27496. .27567, 28756. 


.28872, 






29119. .29235 










Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 




Gene No. 


/Uzo 


Strand 


+ 






Start 


22606 


End 


29520 






Name 


OJ991122 12.0229.C9.o5.gp 


Method 


AAT/GAP 






Start 


24820 


End 


27170 






GI 


2427494 


Score 


675 






Exons 


24820. .24932, 25381 25442, 


26599. .26807, 27127. 


.27170 




Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 




Gene No. 


7028 


Strand 


+ 






Start 


22606 


End 


29520 






Name 


OJ991122 12.0229.C9.o6.gp 


Method 


AAT/GAP 






otart 


27185 


End 


29520 






GI 


14988 1.R1084 


Score 


1648 






Exons 


27185. .27406, 274 96 .. 27567, 


28756. .28872, 28969. 


.29034, 






29119. .29520 










GI Descrip. 


•82263/pir MS20014 4.0e-98 


ubiquinol — 


■cytochrome 


-c reductast 






1.10.2.2) cytochrome cl precursor (clone pC(l)3II) - potato 




Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12 . 0229 . C9 


"'is* 


Gene No. 


7029 


Strand 


+ 




m 


Start 


31487 


End 


32340 




i=! = 


Name 


OJ991122 12.0229.C9.o8.gs 


Method 


GENSCAN 




i J 
\"1 


■Start 


31487 


End 


32340 






GI 


none 


Score 


.63 




u 


Exons 


31487. .31491, 31530 .. 31738 , 


31800. .32198, 32291. 


.32340 


ru 


Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 




Gene No. 


7030 


Strand 








Start 


7575 


End 


9136 




i. J 


Name 


OJ991122 12.0229.C9.o2.gs 


Method 


GENSCAN 






Start 


7575 


End 


9099 






GI 


none 


Score. . 


■ 1 






Exons 


7575.. 8145, 8372.. 8619, 8818.. 9099 






.S =5. 

: i 


Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 


Q ■ 


Gene No. 


7030 


Strand 








otart 


7575 


End 


9136 






Name 


OJ991122 12.0229. C9.ol.np 


Method 


AAT/NAP 






Start 


7578 


End 


8907 






GI 


1161167 


Score 


638 






Exons 


7578. .8145, 8372. .8619, 8818. .8907 








GI Descrip. 


(L424 66) ethylene-f orming enzyme [Picea glauca] 






Seq. No. 


3308 


Seq. ID 


OJ991122_ 


12. 0229. C9 




Gene No. 


7030 


Strand 








Start 


7575 


End 


9136 






Name 


OJ991122 12.0229.C9.o3.gp 


Method 


AAT/GAP 






Start 


8435 


End 


9136 






GI 


54240 1.R1084 


Score 


951 






Exons 


8435.. 8619, 8818.. 9136 










GI Descrip. 


M454019/emb|CAA23072 | 6.0e 


-16 (AL035396) SRGl-like protein 



3442 




[Arabidopsis thaliana] ' 



Seq. No. 


3308 








Seq. ID 


OJ991122_12.0229.C9 


Gene No. 


7031 








Strand 




Start 


17598 








End 


32238 


Name 


A TAf\1 1 O O 1 O 

OJ991122 12 


noon 

. 0229 . 


C9 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3736 








End 


6349 


GI 


none 








Score 


128 


Exons 


3736. .3849, 


3771. 


.3848, 


3848. 


.3907, 3849.. 3905, 3850.. 3933 




3864. .3932, 


3991. 


.4104, 


4003. 


.4092, 4556.. .4651, 4669.. 4821 




4670. .4858, 


4671. 


.4859, 


4957. 


.5016, 4966. .4989, 5131. .5277 




5135. .5275, 


5142. 


.5276, 


5361. 


.5447, 5967. .6074, 5987. .6079 




6155. .6202, 


6156. 


.6212, 


6215. 


.6349, 6221.. 6349 


Seq. No. 


3308 **- 








Seq. ID 


OJ991122_12.0229.C9 


Gene No. 


7031 








Strand 




Start 


17598 








End 


32238 


Name 


OJ991122 12 


.0229. 


C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start - 


7542 








End 


8994 


GI 


none 








Score 


101 


Exons 


7542. .7895, 


7884. 


.8033, 


7906. 


.8034, 8371. .8655, 8809. .8871 




8947. .8994 












Seq. No. 


3308 








Seq. ID 


OJ991122_12.0229.C9 


Gene No. 


7031 








Strand 




Start 


17598 








End 


32238 


Name 


OJ991122 12 


.0229. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7578 








End 


7823 


GI 


none 








Score 


42 


Exons 


7578. .7625, 


7578. 


.7817, 


7579. 


.7785, 7683.. 7823 


Seq. No. 


3308 








Seq. ID 


OJ991122_12.0229.C9 


Gene No. 


7031 








Strand 




Start 


17598 








End 


32238 


Name 


OJ991122 12 


.0229. 


C9.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


7578 








End 


8138 


GI 


none 








Score 


93 


Exons 


7578. .7895, 


7884. 


.8138, 


7903. 


.8040 




Seq. No. 


3308 








Seq. ID 


OJ991122_12.0229.C9 


Gene No. 


7031 








Strand 




Start 


17598 








End 


32238 


Name 


OJ991122 12 


.0229. 


C9.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


7580 








End 


8144 


GI 


none 








Score 


37 


Exons 


7580. .7615, 


7581. 


.7889, 


7686. 


.7823, 7£ 


(78.. 8000, 7900.. 8001 




7978. .8037, 


7992. 


.8036, 


8064. 


.8144 




Seq. No. 


3308 








Seq. ID 


OJ991122_12.0229.C9 


Gene No. 


7031 








Strand 




Start 


17598 








End 


32238 


Name 


OJ991122 12 


.0229. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7827 








End 


8138 


GI 


none 








Score 


187 


Exons 


7827. .7871, 


7872. 


.8138 








Seq. No. . 


3308 








Seq. ID 


OJ991122_12.0229.C9 



3443 



bene no . 


' 7031 






Strand 








Start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


o9.ts 


Method 


TBLASTX: 


Soybean 




Start 


8372 






End 


9051 






GI 


none 






Score 


119 






Exons 


8372. . 


8488, 8374.. 8619, 8809 


..8865, 8950. .8991, 


9010. .9051 


Seq. No. 


3308 






Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


7031 






Strand 








start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


8374 






End 


9063 






GI 


none 






Score 


142 






Exons 


8374. . 


8574, 8381.. 8488, 8812 


..8862, 8816. .8845, 


8878. .8958, 




8947. . 


8988, 8947.. 8991, 9010 


. .9063 








Seq. No. 


3308 






Seq. ID 


OJ991122 


i z . u z z y 


• y 


Gene No. 


7031 






Strand 








Start 


17598- 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


12524 






End 


12750 






GI 


none 






Score 


329 






Exons 


12524. 


.12748, 12541. 


. 1Z / DU , 


12542. .12748 






Seq. No. 


3308 






Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


7031 






Strand 








Start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


Ol . tc 


Method 


TBLASTX : 


Cress 




Start 


12541 






End 


16554 






GI 


none 






Score 


95 






Exons 


12541. 


.12750, 12542. 


. iz / y o , 


12565. .12639, 12685 


. .12777, 






12980. 


.13084, 12993. 


.13088, 


13130. .13240, 13131 


. .13241, 






13976. 


.14236, 14002. 


.14244, 


14347. .14388, 14348 


. .14410, 






14877. 


.14957, 14906. 


1 A Q R n 

. 14 you , 


15069. .15293, 15076 


i ^^^^ 






15076. 


.15327, 15090. 


. loooo , 


15457. .16059, 15459 


. .15989, 






16312. 


.16548, 16356. 


. lOOOZ, 


16429. .16554 






Seq. No. 


3308 






Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene N6. 


7031 






Strand 








Start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


olO.ts 


Method 


TBLASTX: 


Soybean 




Start 


12563 






End 


13241 






GI . 


none 






Score 


288 






Exons 


12563. 


.12772, 12565. 


.12774, 


12683. .12775, 12972 


. .13088, 






12983. 


.13081, 13059. 


.13241, 


13064 . .13240 






Seq. No. 


3308 






Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


7031 






Strand 








Start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


olO.tm 


Method 


TBLASTX: 


Maize 




Start 


12980 






End 


13228 






GI 


none 






Score 


299 






Exons 


12980. 


.13201, 12993. 


.13202, 


13197. .13226, 13202 


. .13228 




Seq. No. 


3308 






Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


7031 






Strand 








Start 


17598 






End 


32238 







3444 






Name 


OJ991122 12. 0229. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


12989 






End 


13389 






GI 


none 






Score 


175 






Exons 


12989. 


.13135, 12993. 


.13190, 


13059. .13241, 13130. .13240, 








13133. 


.13246, 13306. 


.13389 










Seq. No. 


3308 






Seq. ID 


OJ991122_12.0229 


.C9 




uene ino . 


7031 






Strand 








Start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. Cft. 


o7.ts 


Method 


TBLASTX : Soybean 






Start 


13978 






End 


14410 






GI 


none 






Score 


309 






Exons 


13978. 


.14244, 13991. 


.14236, 


14348. .14410 






Seq. No. 


3308 






Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 






Strand 








Start 


17598 






End 


32238 






Name 


OJ991122 12. 0229. C9. 


o3. tm 


Method 


TBLASTX: Maize 






C +- -j y~+- 

OCalL 


14021 






End 


15198 






GI 


none 






Score 


283 






Exons 


14021. 


.14104, 14026. 


.14235, 


14027. .14236, 14028 .. 14234 , 








14029. 


.14235, 14342. 


.14410, 


14347. .14406, 14348 .. 14410, 








14349. 


.14450, 14350. 


.14463, 


14877. .14996, 14882 .. 15028 , 








14887. 


.14997, 15075. 


.15197, 


15076. .15198 




=3 


Seq. No. 


3308 






Seq. ID 


OJ991122_12.0229 


.C9 


- : i 


bene lno . 


7031 






Strand 








Start 


17598 






End 


32238 




,% 


Name 


OJ991122 12. 0229. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 






Start 


14868 






End 


15338 






GI 


none 






Score 


112 






Exons 


14868. 


.14996, 15075. 


.15338, 


15076. .15336 






Seq. No. 


3308 






Seq. ID 


OJ991122_12.0229 


.C9 


s 


Gene No. 


7031 






Strand 








Start 


17598 






End 


32238 




"J 


Name 


OJ991122 12. 0229. C9. 


ol . tm 


Method 


TBLASTX: Maize 




= & 


Start 


15198 






End 


17133 






GI 


none 






Score 


186 






Exons 


15198. 


.15332, 15198. 


. IjjjC) , 


15199. .15336, 15200 .. 15337 , 




:=? 




15459. 


.15542, 15459. 


.15788, 


15460. .15789, 15724 .. 15792 , 








15784. 


.15813, 15788. 


.15826, 


15790. .15822, 15812 .. 15868 , 








15813. 


.16064, 15814. 


.16065, 


15814. .16068, 15888. .16085, 








15905. 


.16105, 16082. 


.16189, 


16083. .16526, 16108 .. 16569, 








16113. 


.16262, 16120. 


.16563, 


16981. .17073, 17107.. 17133 






Seq. No. 


3308 






Seq. ID 


OJ991122_12.0229 


.C9 




bene ino . 


7031 






Strand 








Start 


17598 






End 


32238 






Name . 


OJ991122 12. 0229. C9. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


15456 






End 


16056 






GI 


none 






Score 


680 






Exons 


15456. 


.15989, 15457. 


.16056, 


15775. .16026 






Seq. No. 


3308 






Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 






Strand 








Start 


17598 






End 


32238 





3445 



Name 


OJ991122 12. 0229. C9. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16144 




End 


16548 






GI 


none 




Score 


98 






Exons 


16144. .16281, 16273. 


.16548, 


16356. .16547 






Seq. No. 


3308 




Seq. ID 


OJ991122 


JL2.0229 


.C9 


Gene No . 


/UJ1 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


16267 




End 


16548 






GI 


none 




Score 


235 






Exons 


16267. .16548, 16300. 


.16542, 


16398.. 16544 






Seq. No. 


3308 




Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


nTQQ1 1 "59 19 H99Q PQ 


o5 . qs 


Method 


GENSCAN 






Start 


17 598 ^.-^ 




End 


21976 






GI 


none ' 




Score 


.85 






Exons 


17598. .17816, 17908. 


.18084, 


18505. .18683, 18842 


. .19019, 






19628. .19891, 20343. 


.20584, 


20658. .20955, 21665 


. .21821, 






21912. .21976 












Seq. No. 


3308 




Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


. 7031 




Strand 








Of 3 vf 


1 1 RQO 




End : 


32238 






Name 


OJ991122 12. 0229. C9. 


o9.tm 


Method 


TBLASTX: 


Maize 




Start 


17621 




End 


17968 






GI 


none 




Score 


193 






Exons 


17621. .17815, 17629. 


.17817, 


17634. .17816, 17905 


. .17967, 






17909. .17968 












Seq. No. 


3308 




Seq. ID 


OJ991122 


_12.0229 


.C9 


Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


o3 . np 


Method 


AAT/NAP 






Start 


17634 




End 


30785 






GI 


4262148 . 




Score 


1915 






Exons 


17634. .17816, 17908. 


,18084, 


18505. .18626, 18791 


. .19019, 






19446. .19556, 19628. 


.19891, 


20343. .20584, 20658 


. .20799, 






21686. .21821, 21912. 


.22039, 


22197. .22229, 22917 


. .22995, 






23366. .23521, 25896. 


.25938, 


30654.. 30785 







GI Descrip. (AC005275) predicted protein of unknown function [Arabidopsis 
thaliana] 



Seq. No. 3308 Seq. ID 

Gene No. 7031 Strand 

Start 17598 End 

Name OJ991122_12 . 0229 . C9 . 08 . ts Method 

Start 17634 End 

GI none Score 

Exons 17634. .17816, 17668 .. 17817 , 17881 

17909. .18085, 18505 .. 18648 , 18509 



OJ991122 12. 0229. C9 



32238 

TBLASTX : Soybean 
18649 
106 

18081, 17905. .18084, 
18649 



Seq. No. 
Gene No. 
Start 



3308 
7031 
17598 



Seq. ID 

Strand 

End 



OJ991122 12. 0229. C9 



32238 



3446 





Name 


OJ991122 12. 0229. G9. 


o4 . tc 


Method 


TBLASTX: Cress 






Start 


17730 




End 


18085 






GI 


none 




Score 


49 






Exons 


17730. .17816, 17740. 


.17817, 


17905. .18084, 17909.. 18085 






Seq. No. 


3308 




Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


06 . ts 


Method 


TBLASTX : Soybean 






Start 


18652 




End 


20441 






GI 


none 




Score 


125 






Exons 


18652. .18708, 18804. 


.19010, 


18804. .19010, 18812. .19018, 








19440. .19556, 19441. 


.19557, 


19453. .19557, 19598 .. 19912 , 








19621. .19806, 19626. 


.19889, 


20340. .20441 






Seq. No. 


3308 




Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0.229. C9. 


o5. tm 


Method 


TBLASTX: Maize 






Start 


18658 




End 


19022 






GI 


none 




Score 


81 






Exons 


18658. .18711, 18659. 


.18709, 


18795. .19019, 18795.. 19022 






Seq. No. 


3308 




Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


oll.tm 


Method 


TBLASTX: Maize 




! ! f 


Start 


19464 




End 


19758 






GI 


none 




Score 


119 




13 


Exons 


19464. .19556, 19465. 


.19557, 


19465. .19557, 19598 19756, 








19621. .19758, 19626. 


.19757 








I sJ 
' i E 
=# 


Seq. No. 


3308 




Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


ol2.tm 


Method 


TBLASTX: Maize 




' hi 


Start • 


19776 




End 


20483 






GI 


none 




Score 


137 






Exons 


19776. .19892, 19782. 


.19892, 


19784. .19912, 20330 .. 2047 6, 




b s£ 

SB? 




20340. .20483, 20344. 


.20391, 


20430. .20480 




!3 


Seq. No. 


3308 




Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


oll.ts 


Method 


TBLASTX : Soybean 






Start 


20658 




End 


20916 






GI 


none 




Score 


69 






Exons 


20658. .20738, 20658. 


.20738, 


20659. .20886, 20659 .. 2091 6, 








20786. .20902 












Seq. No. 


3308 




Seq. ID 


OJ991122_12.0229 


.C9 




Gene No. 


7031 




Strand 








Start 


17598 




End 


32238 






Name 


OJ991122 12. 0229. C9. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


26603 




End 


29262 






GI 


none 


.26647, 


Score 


39 






Exons 


26603. .26647, 26615. 


26649. .26807, 26656 .. 26808 





3447 



27128. .27412, 27140 27406, 274 93 27570, 274 93 27564 , 

27494. .27565, 28745 28873, 28745 .. 28849, 28752 28871 , 

28756. .28875, 28914 .. 29033, 28936 .. 29037, 28967 29032 , 

28969. .29037, 29114 .. 29242, 29118 .. 29240, 29119 .. 29262, 
29120. .29257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3308 
7031 
17598 
OJ991122 
26641 
none 
26641 
27127 
27494 



12.0229.C9.o2.ts 



26808, 26646. .26813, 
27402, 27128. .27412, 
27601, 27503. .27565, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_12.0229.C9 
32238 

TBLASTX : Soybean 

28818 

217 



26661. .26807, 26698 .. 26808 , 
27489. .27566, 274 93 .. 27570, 
28755. .28817, 28762.. 28818 



t a =i 



Seq. No. 3308 
Gene No. 7031 
Start 17598 

Name OJ991122_12 . 0229 .C9 . o2 . tc 

Start 26694 
GI none 

Exons 26694. .26807, 26695 26808 , 

27493. .27606, 27494 27580, 
28755. .28868, 28756 28875, 
28967. .29032, 28968 29033, 
29115. .29204, 29119 .. 29211 , 



Seq. ID OJ991122_12.0229.C9 
Strand 

End 32238 

Method TBLASTX : Cress 

End 29232 

Score 185 
27127. .27402, 27128 27412, 
27504. .27596, 28751 .. 28873, 
28766. .28921, 28955 29032 , 
28969. .29037, 29100 2918 9, 
29119. .29232 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3308 Seq. ID OJ991122_12 . 0229 . C9 

7031 Strand 

17598 End 32238 

OJ991122_12 . 022 9 . C9 . o7 . gp Method AAT/GAP 

29775 End 30181 

3762432 Score 684 

29775. .30181 

1402888/emb|CAA66819| 7.0e-09 (X98130) unknown [Arabidopsis 
thaliana] 



: ^ Seq. No. 
\i Gene No. 
□ Start 
i]3 Name 

Start 

GI 

Exons 



3308 Seq. ID 

7031 Strand 

17598 End 

OJ991122_12.0229.C9.o5.np Method 

29924 End 

1402888 Score 



OJ991122_12.0229.C9 

32238 
AAT/NAP 
32034 
740 



29924. .30161, 30312 30473, 30657 .. 30816, 30905 .. 30979, 
31070. .31196, 31543. .31722, 31861.. 32034 



GI Descrip. (X98130) unknown [Arabidopsis thaliana] 



Seq. No. 3308 

Gene No. 7031 

Start 17598 

Name OJ991122_12 . 0229 . C9 . o7 . gs 

Start 29927 

GI none 
Exons 



Seq. ID OJ991122_12.0229.C9 



Strand 
End 

Method 

End 

Score 



32238 
GEN SCAN 
30998 
.88 



29927. .30178, 30317 .. 304 4 9, 30624 .. 30816, 30905.. 30998 



Seq. No. 



3308 



Seq. ID OJ991122_12.0229.C9 



3448 






Gene No. 


7031 


Strand 








Start 


1 Id9o 


T-> «-» 

End 


oZZ Jo 






Name 


OJ991122 12.0229.C9.ol2.ts 


Method 


TBLASTX: 


Soybean 




Start 


29936 


End 


30148 






GI 


5126733 


Score 


204 






Exons 


29936. .30148 










GI Descrip. 


_ 










Seq. No. 


3308 


Seq. ID 


OJ991122 


_12.0229.C9 




Gene No. 


7031 


Strand 








Start 


17598 


End 


32238 






Name 


OJ991122 12.0229.C9.ol3.ts 


Method 


TBLASTX : 


Soybean 




Start 


30362 


End 


31681 






GI 


none 


Score 


68 






Exons 


30362. .30433, 30701 .. 30784 , 


30903. .30950, 31068 


. .31199, 






31579. .31680, 31583.. 31681 










Seq. No. 


3308 


Seq. ID 


OJ991122 


_12.0229.C9. 




Gene No. 


7031 


Strand 








Start 


17598 


End 


32238 






Name 


OJ991122 12.0229.C9.ol3.tm 


Method 


TBLASTX: 


Maize 




Start 


30764 


End 


31713 






GI 


none 


Score 


56 






Exons 


30764. .30817, 30898 .. 30954 , 


30903. .30956, 31020 


. .31199, 






31063. .31167, 31537. .31713, 


31541.. 31696 






Seq. No. 


3308 


Seq. * ID 


OJ991122 


_12.0229.C9 




Gene No. 


7031 


Strand 






y 


Start 


17598 


End 


32238 






Name 


OJ991122 12 . 0229.C9.o8 .gp 


Method 


AAT/GAP 






Start 


31513 


End 


31636 






GI 


LIB3433-005-Q6-K1-G6 


Score 


132 




: \ : 


Exons 


31513. .31636 










GI Descrip. 


'1402888/emb|CAA66819| 5.0e 


-17 (X98130) 


unknown 


[Arabidopsi, 


! 

(J 




thaliana] 1 










Seq. No. 


3308 


Seq. ID 


OJ991122 


_12.0229.C9 




Gene No. 


7031 


Strand 








Start 


17598 


End 


32238 






Name 


OJ991122 12.0229.C9.o9.gp 


Method 


AAT/GAP 






Start 


31728 


End 


32238 




=3 


GI 


2431501 


Score 


645 






Exons 


31728. .31763, 31885.. 32238 










Seq. No. 


3309 


Seq. ID 


OJ991122 


_12. 0229. C10 




Gene No. 


7032 


Strand 


+ 






Start 


2042 


End 


2968 






Name 


OJ991122 12.0229.C10.ol.gs 


Method 


GENSCAN 






Start 


2042 


End 


2968 






GI 


none 


Score 


.7 






Exons 


2042.. 2142, 2830.. 2968 










Seq. No. 


3309 


Seq. ID 


OJ991122 


_12. 0229. C10 




Gene No. 


7033 


Strand 


+ 






Start 


7534 


End 


7911 






Name 


OJ991122 12.0229.C10.o3.gs 


Method 


GENSCAN 






Start 


7534 


End 


7911 





3449 





GI 


none 




Score 


.98 






Exons 


7534. .7911 












Seq. No. 


3309 




Seq. ID 


OJ991122 


_12. 0229. C10 




Gene No. 


7034 




Strand 


+ 






Start 


10375 




End 


16837 






Name 




. o4 . gs 


Method 


GENSCAN 






Start 


10375 




End 


16837 






GI 


none 




Score 


.78 






Exons 


10375. .10497, 10506. 


.10622, 


11185. .11327, 11565 


. . 11652, 






11714. .11871, 12054. 


.12177, 


13506. .13593, 14599 


. .14795, 






14949. .15138, 15341. 


.15565, 


15677. .15732, 16262 


. .16837 




Seq. No. 


3309 




Seq. ID 


OJ991122 


_12. 0229. C10 




Gene No. 


7034 




Strand 


+ 






Start 


10375 




End . 


16837 






Name 


ATQQ1 1 OO 10 AOOQ r*i n 

ujyyj-izz . uzzy .Liu 


. o 1 . np 


Method 


AAT/NAP 






Start 


13473 




End 


16813 






GI 


6642658 




Score 


1038 






Exons 


13473. .13624, 14634. 


.14789, 


14940. .15138, 15341 


. .15732, 






16262. .16491, 16693. 


.16813 










GI Descrip. 


(AC012395) putative 


protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


3309 




Seq. ID 


OJ991122 


_12. 0229. CIO 


□ 


Gene No. 


7034 




Strand 


+ 






Start 


10375 




End 


16837 






Name 


OJ991122 12. 0229. CIO 


.o2.gp 


Method 


AAT/GAP 




: ; i - 


Start 


15522 




End 


16454 




: is 
,S St 


GI 


3107858 




Score 


680 






Exons 


15522. .15732, 16262. 


.16454 








: . : 


GI Descrip. 


4510406/gb|AAD21493. 


11 l.Oe- 


-51 (AC006587) putative protein 



kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3309 
7035 
3129 

OJ991122_12. 0229. CIO. ol.gp 
3129 

21604_1.R1084 
3129. .3816, 3971.. 4066, 



OJ991122 12. 0229. C10 



Seq. ID _ 
Strand 

End 6373 
Method AAT/GAP 
End 5361 
Score 1872 
5140. .5361 

•3850579 3.0e-14 (AC005278) Strong similarity to gb_D14550 
extracellular dermal glycoprotein (EDGP) precursor from Daucus 
carota. ESTs gb_H37281, gb_T44167, gb_T21813, gb_N38437, 
gb_Z26470, gb_R65072, gb_N76373, gb_F15470, gb_Z35182, 
gb_H76373, gb_Z34678 an' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3309 Seq. ID 

7035 Strand 

3129 End 

OJ991122_12 . 0229 . CIO . o2 . gs Method 

3475 End 

none Score 



OJ991122_12. 0229. C10 

6373 
GENSCAN 
6373 
.49 



3475. .3654, 3971. .4066, 5060. .5103, 5449. .5656, 5930. .6027, 
6157. .6197, 6363.. 6373 



Seq. No. 
Gene No. 



3309 
7036 



Seq. ID 
Strand 



OJ991122 12. 0229. C10 



3450 








1 1 a **i 

I / *i J 1 


End 


20310 






Name 


OJ991122 12.0229.C10.o2.tm 


Method 


TBLASTX: Maize 






Start 


3420 


End 


4069 






GI 


none 


Score 


45 






Exons 


3420.. 3464, 3428.-3463, 3469 


..3687, 3469. .3840, 3470. .3841, 






3470.. 3844, 3721.. 3846/ 3962 


..4069, 3984. .4061 






Seq. No. 


3309 


Seq. ID 


OJ991122_12.0229 


.CIO 




bene wo. 


/UjD 


Strand 








Start 


17431 


End 


20310 






Name 


OJ991122 12. 022-9. C10. o3.ts 


Method 


TBLASTX : Soybean 






Start 


3594 


End 


3766 






GI 


none 


Score 


102 






Exons 


3594.. 3698, 3595.. 3765, 3599 


..3766, 3599.. 3766 






Seq. No. 


3309 


Seq. ID 


OJ991122_12.0229 


.C10 




bene wo. 


/UJD 


Strand 








Start 


17431 


End 


20310 






Name 


OJ991122 12.0229.C10.o5.tm 


Method 


TBLASTX: Maize 






Start 


7534 


End 


7845 






GI 


none 


Score 


190 






Exons 


7534. .7734, 7560. .7754, 7716 


..7844, 7717. .7845 






Seq. No. 


3309 


Seq. ID 


OJ991122_12.0229 


.C10 




bene wo. 


/UjD 


Strand 






» 


Start 


17431 


End 


20310 - 




m 


Name 


OJ991122 12.0229.C10.o2.ts 


Method 


TBLASTX : Soybean 






Start 


7536 


End 


7845 




i ir? 


GI 


none 


Score 


143 






Exons 


7536.. 7658, 7540.. 7683, 7684 


..7845, 7731. .7844 




l,U 

*: s$ 


Seq. No. 


3309 


Seq. ID 


OJ991122_12.0229 


.C10 


ru 


uene wo . 


/ UJD 


Strand 








Start 


17431 


End 


20310 






Name 


OJ991122 12.0229.C10.o3.tc 


Method 


TBLASTX: Cress 






Start 


7540 


End 


7892 






GI 


none 


Score 


116 






Exons 


7540.. 7704, 7713.. 7892, 7714 


. .7845 






Si 

: : 


Seq. No. 


3309 


Seq. ID 


OJ991122JL2.0229 


.C10 


Si =5 


Gene No. 


7036 


. Strand 






=1 

i- -i 


Start 


17431 


End 


20310 






Name 


HTQQ1 1 99 19 H99Q Pin r\1 he 
\JdyyL±£.£ IZ.UZ^y.LlU.OJ.. LS 


Method 


TBLASTX : Soybean 






Start 


14646 


End 


16831 






GI 


none 


Score 


175 






Exons 


14646. .14789, 14 669 .. 14788, 


14936. .15133, 14937 15143, 








15339. .15731, 15340 .. 15732, 


15357. .15734, 16261 .. 164 55, 








16262. .16456, 16670. .16831, 


16726. .16821 






Seq. No. 


3309 


Seq. ID 


OJ991122_12.0229 


.C10 




Gene No. 


7036 


Strand 








Start 


17431 


End 


20310 






Name 


OJ991122 12.0229.C10.ol.tc 


Method 


TBLASTX: Cress 






Start 


14672 


End 


16831 






GI 


none 


Score 


153 






Exons 


14672. .14788, 14 673 .. 14789, 


14890. .14904, 14 937 15143, 








14951. .15127, 15339. .15449, 


15339. .15503, 15340 15504 , 





3451 



15498. .15593, 15505 .. 15606, 15507 15605, 15645 .. 15722, 
15646. .15723, 16256 16324 , 16303 16335, 16319 .. 16462, 
16351. .16440, 16727.. 16831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3309 Seq. ID 

7036 Strand 

17431 End 

OJ991122_12 . 0229 . CIO . o3 . tm Method 

14679 End 

none Score 



OJ991122_12. 0229. C10 
20310 

TBLASTX: Maize 

15151 

185 



14679. .14798, 14 687 .. 14797 , 14 913 .. 15140, 14 94 6 .. 15140, 
14948. .15151, 14950.. 15141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3309 Seq. ID 

7036 Strand 

17431 End 

OJ991122_12 . 0229 . C10 . ol . tm Method 

15272 End 

none Score 



OJ991122_12. 0229. C10 
20310 

TBLASTX: Maize 

16743 

647 



15272. .15667, 15328 .. 15732 , 15339 .. 15734 , 15339 .. 15731, 
16261. .16563, 16262 .. 16564 , 16550 .. 16582, 16601 .. 16696, 
16602. .16727, 16624 .. 16743, 16673.. 16741 



Seq. No. 3309 
Gene No. . 7036 

Start- 17431 

Name OJ991122_12 . 0229. C10 .ol . tw 

Start 15364 

GI none 
Exons 



Seq. ID OJ991122_12. 0229. C10 

Strand ,.7 

End .-203 10 

Method TBLASTX : Wheat 

End 15736 

Score 90 



15364. .15426, 15375 .. 15437 , 154 33 .. 15732 , 154 56 .. 15731, 
15516. .15734, 15545.. 15736 



Seq. No. 3309 

Gene No. 7036 

Start 17431 

Name OJ991122_12.0229.C10.o5.gs 

Start 17431 

GI none 

Exons 17431. .17516, 17940 .. 18103, 
20045. .20206, 20284.. 20286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_12. 0229. C10 

20310 
GEN SCAN 
20286 
.8 



18257. ; 18345, ' 18602. .187 96, 



OJ991122 12. 0229. C10 



Seq. No. 3309 Seq. ID 

Gene No. 7036 * Strand 

Start 17431 End 20310 

Name OJ991122_12. 0229. C10. o3.gp Method AAT/GAP 

Start 17729 End 20310 

GI 10839_1.R1084 Score 1550 

Exons 17729. .18103, 18257 .. 18345, 

20284.. 20310 

GI Descrip. • 4510406/gb | AAD214 93 . 1 | 1.0e-51 (AC006587) putative protein 
kinase [Arabidopsis thaliana] ' 



18602. .18796, 20045 .. 20206, 



Seq. No. 3309 Seq. ID 

Gene No. 7036 Strand 

Start 17431 End 

Name OJ991122_12 . 0229 . C10 . o4 . tm Method 

Start ' 17750 End 



OJ991122_12. 0229. C10 
20310 

TBLASTX: Maize 
18797 



3452 



GI 

Exons 



none Score 49 

17750. .17788, 17751. .17783, 17887. .18105, 17909. .17968, 

17924. .18130, 17953. .18099, 18017 .. 18109, 18257 .. 1834 6, 

18258. .18347, 18259 18348, 18271 .. 18348, 18583 18717 , 

18599. .18796, 18600.. 18797 



Seq. No. 3309 

Gene No. 7036 

Start 17431 

Name - OJ991122_12 . 0229 .C10 . o2 . tc 

Start 18599 

GI none 
Exons 



Seq. ID OJ991122_12. 0229. C10 
Strand 
End 

Method 
End 
Score 



20310 

TBLASTX: Cress 

20310 

91 



18599. .18796, 18 601 .. 187 62, 18651 .. 18797, 20039 .. 20116, 
20043. .20108, 20103 .. 20207 , 20117 .. 20206, 20275.. 20310 



Seq. No. 3309 Seq. ID OJ991122_12 . 0229 .C10 

Gene No. 7036 Strand 

Start 17431 End 20310 

Name OJ991122_12 . 0229 .C10 . o2 . np Method AAT/NAP 

Start 18636 End 20106 

GI 3881594 Score 92 

Exons 18636. .18796, 20048.. 20106 

GI Descrip. (Z99288) cDNA EST yk665a6.3 comes from this gene [Caenorhabditis 
elegans] 



Seq. No. 3309 

Gene No. 7036 

Start 17431 

Name OJ991122_12 . 0229 . C10 . 06. tm 

Start 19863 

GI none 

Exons 19863. .19961, 20012 20209, 
20281. .20310 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991122_12. 0229. C10 
20310 

TBLASTX: Maize 

20310 

185 



20039. .20206, 20062 .. 20208 , 



l L Seq. No. 3310 Seq. ID 

□ Gene No. 7037 Strand 

i% j Start 22 End 
U Name OJ991122_12 . 0229 . Cll . ol . gs Method 

Start . 22 End 

GI . none ^ Score 
isa * Exons 22.. 351 



OJ991122_12. 0229. Cll 
+ 

351 

GENSCAN 

351 

.89 



Seq. No. 3311 Seq. ID OJ991122_12 . 0229 . C12 

Gene No. 7038 Strand + 

Start 1749 End 2795 

Name OJ991122_12 . 0229. C12 . ol . np Method AAT/NAP 

Start 1749 End 2795 

GI 6907106 Score 426 

Exons 1749.. 2156, 2318.. 2577, 2650.. 2795 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 3311 

Gene No. 7039 

Start 4000 

Name OJ991122_12 . 0229 . C12 . o2 . gs 

Start 4000 



Seq. ID OJ991122_12.0229.C12 
Strand + 
End 6919 
Method GENSCAN 
End ' 6919 



3453 





GI 


none 








Score 


.64 






Exons 


4000. .4006, 


4767. 


.5033, 


5884. 


.6318, 6506. .6584, 


6791. .6867, 






6909. .6919 
















Seq. No. 


3311 








Seq. ID 


OJ991122 


_12.0229.C12 




Gene No. 


7040 








Strand 


+ 






Start 


12538 








End 


13166 






Name 


OJ991122 12. 


0229. 


C12.o6 


.gp 


Method 


AAT/GAP 






Start 


12538 








End 


13166 






GI 


none 








Score. 


1161 






Exons 


12538. .13166 














Seq. No. 


O JXX 








Seq. ID 


OJ991122 


_12.0229.C12 




Gene No. 


1 C\ A 1 








Strand 








Start 


ID 








End 


3249 






Name 


C\ TQQ1 1 9 9 10 

uj y y i xzz xz . 


uzz y . 


C12.ol 


.gs 


Method 


GENSCAN 






Start 


X 0 








End 


3249 






GI 


none 








Score 


.44 






Exons 


16. .85, 158. 


.340, 


1729. 


.2848, 


2892. .3026, 3184. 


.3249 




Seq. No. 


i 








oeq. XL) 


r> TQQ 1 10 9 

uj yyx xzz 


_12.0229.C12 




Gene No. 


/ Ufi 1 








Strand 








Start 


lb 








ijiia 


jz h y 






Name 


n TQQ1 1 OO 1 o 

uj y y x xzz xz . 


OOO Q 

uzz y . 


C12.ol 


.gp 


Mecnoa 


7\ 7\ T 1 /P7\D 




!. -i 


Start 


Q 1 










4 u y 






GI 


none 








Score 


596 




Lit 


Exons 


81. .409 














i'i i 

i y 


Seq. No. 










Seq. ID 


OJ991122 


_12.0229.C12 


!- -I 


Gene No. 


I \JH Z - 








Strand 






Ly 


Start 


do i y 








End 


6372 






Name 


Pi TQQ1 10 0 10 

uj yy xxzz xz . 


uzz y . 


C12.04 


.gp 


Method 


AAT/GAP 




"l =r 


Start 


Do / y 








End 


6372 




: ts 


GI 


none 








Score 


928 






Exons 


CQTQ (TOT) 

Do / y . . dj / z 














'"4 


Seq. No. 


3311 








Seq. ID 


OJ991122 


_12.0229.C12 


I s - 


Gene No. 


/ U fl j 








Strand - 








Start 


/ jU O 








- End 


7830 


- 


i;3 


Name 


ATQQ1 1 OO 10 

.ujyyxxzz xz. 


A 9 9 Q 

Uzzy . 


C12.o5 


.gp. 


Method 


AAT/GAP 




Start 


7506 






End 


7830 






GI 


3761588 








Score 


580 






Exons 


7506. .7830 
















Seq. No. 


3311 








Seq. ID 


OJ991122 


_12.0229.C12 




Gene No. 


7044 








Strand 








Start 


13020 








End 


17511 






Name 


OJ991122 12. 


0229. 


CIZ . Oo 


. tm 


Method 


TBLASTX : 1 


Maize 




Start 


2357 








End 


2699 






GI 


none 








' Score 


50 






Exons 


2357. .2404, 


2358. 


.2420, 


2370. 


.2405, 2404. .2457, 


2408. .2563, 






2409. .2474, 


2528. 


.2587, 


2562. 


.2588, 2568.. 2600, 


2639. .2698, 






2640. .2699 
















Seq. No. 


3311 








Seq. ID 


OJ991122 


_12.0229.C12 




Gene No. 


7044 








Strand 








Start 


13020 








End 


17511 





3454 




Name 


OJ991122 12.0229.C12 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


12732 




End 


14169 






GI 


none 




Score . 


57 






Exons 


12732. .12827, 12741. 


.12878, 


12845. .12877, 12873. 


.12899, 






12874. .12915, 12983. 


.13120, 


12988. .13128, 12993. 


.13130, 






13059. .13130, 13210. 


.13251, 


13216. .13299, 13217. 


.13300, 






13269. .13301, 13424. 


.13504, 


13441. .13503, 13443. 


.13505, 






13444. .13506, 14044. 


.14133, 


14045. .14134, 14131. 


.14169 




Seq. No. 


3311 




Seq. ID 


OJ991122_ 


12.0229. 


C12 


Gene No. 


7044 




Strand 








Start 


13020 




End 


17511 






Name 


OJ991122 12.0229.C12 


. o3 . np 


Method 


AAT/NAP 






Start 


13020 




End 


17388 






GI 


6688926 




Score 


300 






Exons 


13020. .13101, 13195. 


.13348, 


14064 . .14150, 14547. 


.14622, 






14707. .14822, 15430. 


.15511, 


16047. .16117, 17331. 


.17388 




GI Descrip. 


(AJ251365) VAP27 [Nicotiana 


plumbaginif olia] 






Seq. No. 


3311 




Seq. ID 


OJ991122_ 


12.0229. 


C12 


Gene No. 


7044 




Strand 








Start 


13020 




End 


17511 






Name 


OJ991122 12.0229.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14179 




End 


17386 






GI 


none 




Score 


116. 






Exons 


14179. .14289, 14186. 


.14287, 


14227. .14295, 14228. 


.14296, 






14248. .14292, 14297. 


.14344, 


14341. .14622, 14350. 


. 14616, 






14453. .14620, 14701. 


.14823, 


14712. .14825, 14713. 


. 14823, 






14714. .14824, 15426. 


.15509, 


15431. .15514, 15431. 


.15508, 






16046. .16117, 16047. 


.16136, 


16048. .16125, 17330. 


.17386, 






17332. .17379 












Seq. No. 


3311 




Seq. ID 


OJ991122_ 


12.0229. 


C12 


Gene No. 


7044 




Strand 








btart 


13020 




End 


17511 






Name 


OJ991122 12.0229.C12 


. o7 . gp 


Method 


' AAT/GAP 






Start 


14706 




End 


■17511 






GI 


32228 1.R1084 




Score 


812 






Exons 


14706. .14822, 15430. 


.15511, 


16047. .16117, 17331. 


.17511 




GI Descrip. 


'3063471 4.0e-29 (AC003981) 


F22013.33 


[Arabidopsis thaliana] 


Seq. No. 


3311 




Seq. ID 


OJ991122_ 


12.0229. 


C12 


Gene No. 


7044 




Strand 








Start 


13020 




End 


17511 






Name 


OJ991122 12.0229.C12 


. o4 . gs 


Method 


GENSCAN 






Start 


15864 




End 


17379 






GI 


none 




Score 


.89 






Exons 


15864. .15931, 17331. 


.17379 










Seq. No. 


3312 




Seq. ID 


OJ991122_ 


12.0229. 


C13 


Gene No. 


7045 




Strand 








Start 


4392 




End 


' 6039 






Name 


OJ991122 12.0229.C13 


. o2 . gs 


Method 


GENSCAN 






Start 


4392 




End 


5666 






GI 


none 




Score 


.98 






Exons 


'4392. .5666 













3455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3312 Seq. ID 

7045 Strand 

4392 End 
OJ991122_12.0229.C13.ol.np Method 

4398 End 

3850579 Score 

4398.. 5569, 5958.. 6039 



OJ991122_12.0229.C13 

6039 
AAT/NAP 
6039 
407 



(AC005278) Strong similarity to gb|D14550 extracellular dermal 
glycoprotein (EDGP) precursor from Daucus carota. ESTs 
gbiH37281 / gb|T44167, gbIT21813 / gb|N38437, gb|Z26470, 
gb|R65072, gb|N76373, gb|F15470, gb|Z35182, gb|H76373, gb|Z34678 
an. . . 



Seq. No. 3312 
Gene No. 7046 
Start 8532 

Name OJ991122_12.. 0229 . C13 . ol . tm 

Start 4392 
GI none 
Exons 4 392. 

4776. 

8625. 



Seq. ID OJ991122_12.0229.C13 
Strand 

End 908 9 

Method TBLASTX: Maize 
End 8922 
Score 96 

,4538, 4393. .4539, 4398. .4526, 4473. .4643, 4614. .4718, 
,4826, 8465. .8593, 8532. .8606, 8541. .8645, 8542. .8643, 
,8831, 8626. .8889, 8838. .8921, 8839. .8922 



Seq. No. 3312 

•Gene No. 7046 

Start 8532 

Name OJ991122_12 . 0229.C13 .ol . ts 

Start 4443 

GI none 
Exons 



Seq. ID OJ991122_12.0229.C13 
Strand 
End 

Method 
End 
Score 



9089 

TBLASTX : Soybean 

8945 

78 



4443. .4529, 4614. .4718, 4767. .4850, 4857. .4928, 4929. .4982, 
5019. .5192, 5226. .5324, 8535. .8612, 8676. .8840, 8856. .8945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3312 
7046 
8532 

OJ991122_12.0229.C13.o2.tm 

4854 

none 



Seq. ID OJ991122_12.0229.C13 
Strand 
End 

Method 
End 
Score 



9089 

TBLASTX: Maize 
5567 

57. 



4854. .4928, 4995.. 5042, 5007.. 5042, 5046.. 5171, 5047.. 5118, 
5172. .5267, 5185.. 5268, 5251.. 5286, 5499.. 5567 



Seq. No. . 3312 Seq. ID 

Gene No. 7046 Strand 

Start 8532 End 

Name OJ991122_12 . 0229 . C13 . o3 . gs Method 

Start 8532 End 

GI none Score 

Exons 8532.. 9089 



OJ991122_12.0229.C13 

9089 
GENSCAN 
9089 
1 



Seq. No. 3313 Seq. ID 

Gene No. 7047 Strand 

Start 6 End 

Name OJ991122_12 . 0229 . C14 . ol . gs Method 

Start 6 End 

GI none Score 

Exons 6. .53, 122. .235, 281. .289 



OJ991122_12.0229.C14 
+ 

289 

GENSCAN 

289 

.77 



3456 




Seq. No. 


3313 






Seq. ID 


OJ991122 


_12.0229.C14 


Gene No . 


7048 






Strand 


+ 




Start 


6616 






End 


7209 




Name 


OJ991122 12 


.0229.C14.o4. 


gs 


Method 


GENSCAN 




Start 


6616 






End 


7209 




GI 


none 






Score 


.85 




Exons 


6616. .6670, 


7136. .7209 










Seq. No. 


3313 






Seq. ID 


OJ991122 


_12.0229.C14 


Gene No. 


7.049 






Strand 






Start 


1197 






End 


Z 4 bo 




Name 


OJ991122 12 


.0229.C14.ol 


np 


Method 


AAT/NAP 




Start 


1197 






End 


2465 




GI 


285741 






Score 


395 




Exons 


1197. .2465 












GI Descrip. 


(D14550) EDGP precursor 


[Daucus carota] 






Seq. No. 


3313 






• Seq. ID 


OJ991122 


_12.0229.C14 


Gene No. 


7050 






Strand 






Start 


3920 






End 


el cno 
obUZ 




Name 


OJ991122 12 


.0229.C14.o3 


np 


Method 


AAT/NAP 




Start 


3920 






End 


5602 




GI 


6907086 






Score 


1087 




Exons 


3920 . . 4299, 


4 523 . . 4754 , 


4818. 


.5602 






GI Descrip. 


(AP00.1129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


3313 






Seq. ID 


OJ991122 


_12.0229.C14 


Gene No. 


7050 






Strand 






Start 


3920 






End 


5602 




Name 


OJ991122 12 


.0229.C14.o3 


gs 


Method 


GENSCAN 




Start 


4849 






End 


5420 




GI 


none 






Score 


.8 




Exons 


4849. . 5288, 


5315 . . 5420 










Seq. No. 








Seq. ID 


OJ99112'2 


_12.0229.C14 


Gene No. 


7051 






Strand 






Start 


6307 






End 


8948 




Name 


OJ991122 12 


.0229.C14.ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


1200 






End 


8817 




GI 


none 






Score 


83 




Exons 


1200. .1313, 


1200. .1358, 


1359. 


.1523, 1363. .1485, 


1560. .1631, 




1597. .1632, 


8370. .8522, 


8372. 


.8521, 8540. .8701, 


8540. .8710, 




8544. .8711, 


8729. .8815, 


8730. 


.8816, 8788. .8817 




Seq. No. 


3313 






Seq. ID 


OJ991122 


_12.0229.C14 


Gene No. 


7051 






Strand 






Start 


6307 






End 


8948 




Name 


OJ991122 12 


.0229.C14.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1215 






End 


8726 




GI 


none 






Score 


94 




Exons 


1215. .1325, 


1308. .1553, 


1309. 


.1524, 1575. .1649, 


1603. .1674, 




8399. .8509, 


8540. .8710, 


8541. 


.8726 






Seq. No. 


3313 






Seq. ID 


OJ991122 


_12.0229.C14 


Gene No. 


7051 






Strand 






Start 


6307 






End 


8948 




Name 


OJ991122 12 


.0229.C14.o4. 


np 


Method 


AAT/NAP 





3457 






Start 


6307 


End 


8948 






GI 


4680186 


Score 


164 






Exons 


6307.. 6725, 7198.. 7256, 8408. 


.8479, 8825.. 8948 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


3313 


Seq. ID 


OJ991122_12 


.0229.C14 




Gene No. 


7051 


Strand 


- 






Start 


6307 


End 


8948 






Name 


OJ991122 12 . 0229 . C14 . oo . gs 


Method 


GEN SCAN 






Start 


O O 1 o 


hna 


8806 






GI 


none 


Score 


.58 






Exons 


8372.. 8806 










Seq. No. 


3313 


Seq. ID 


OJ991122_12 


.0229. C14 




Gene No. 


7051 


Strand 


- 








6307 


End 


8948 






Name 


OJ991122 12.0229.C14.o5.np 


Method 


AAT/NAP 






Start 


8381 


End 


8948 






GI 


285741 


Score 


198 






Exons 


8381. .8948 










GI Descrip. 


(D14550) EDGP precursor [Daucus carota] 








Seq. No. 


3314 


Seq. ID 


OJ991122_12 


.0229. C15 


.5 C™ 


Gene No. 


7052 


Strand 


+ 




Start 


2034 


End 


3377 






• Name 


OJ991122 12.0229.C15.o2.gs 


Method 


GEN SCAN 






Start 


2034 


End 


3377 






GI 


none 


Score 


.49 




! Li 

Q 


Exons 


2034.. 2083, 3114.. 3160, 3298. 


.3377 








Seq. No. 


3314 


Seq. ID 


OJ991122_12 


.0229.C15 




Gene No. 


7053 


Strand 


+ 




i" f : 


Start 


10854 


End 


11258 






Name 


OJ991122 12.0229.C15.o5.gp 


Method 


AAT/GAP 






Start 


10854 


End 


11258 




'; e: 


GI 


uC-osrocyp008g08al 


Score 


719 






Exons 


10854.. 11258 








!:=i 


GI Descrip. 


'285741/dbj |BAA03413| 2.0e-15 


(D14550) 


EDGP precursor [Daucus 


!- 




carota] 1 










Seq. No. 


3314 


Seq. ID 


OJ991122_12 


.0229.C15 


□ 


Gene No. 


7054 


Strand 


+ 






Start 


14185 


End 


14374 






Name 


OJ991122 12.0229.C15.o7.gp 


Method 


AAT/GAP 






Start 


14185 


End 


14374 






GI 


3766626 


Score 


211 






Exons 


14185. .14374 










GI Descrip. 


5257255/dbj IAP000364 . 1 | AP000364 1.0e-51 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 








Seq. No. 


3314 


Seq. ID 


OJ991122JL2 


.0229.C15 




Gene No. 


7055 


Strand 








Start 


50 


End 


502 






Name 


OJ991122 12.0229.C15.ol.gs 


Method 


GENSCAN 






Start 


50 


End 


502 






GI 


none 


Score 


.8 






Exons 


50. .502 









3458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3314 Seq. ID OJ991122_12 . 0229 . C15 

7056 Strand 

4873 End 6167 

OJ991122_12 . 0229 . C15 . ol . gp Method AAT/GAP 

4707 End 5230 

3760985 Score 926 

4707. .5230 

3850579 3.0e-14 (AC005278) Strong similarity to gb_D14550 
extracellular dermal glycoprotein (EDGP) precursor from Daucus 
carota. ESTs gb_H37281, gb_T44167, gb_T21813 / gb_N38437, 
gb_Z26470, gb_R65072, gb_N76373, gb_F15470, gb_Z35182, 
gb_H7 6373, gb_Z34 67 8 an 



Seq. No. 3314 Seq. ID 

Gene No. 7056 Strand 

Start 4873 End 

Name OJ991122_12 . 0229 . C15 . o3 . gs Method 

Start 4873 End 

GI none Score 

Exons 4873.. 6147 



OJ991122_12.0229.C15 
6167 

GENSCAN. 

6147 

1 





Seq. No. 


3314 










Seq. ID 


OJ991122_12 . 0229. C15 




Gene No. 


7056 










Strand 


— 




Start . 


4873 










End 


6167 




Name 


OJ991122 12 


.0229. 


C15. 


o2 


.gp 


Method 


AAT/GAP 




Start 


5869 










End 


6167 




GI 


287003 










Score 


574 


ry 

u 


Exons 


5869. .6167 














U 


Seq. No. 


3314 










Seq. ID 


OJ991122_12.0229.C15 




Gene No. 


7057 










Strand 




ry 


Start 


7663 










End 


8976 




Name 


OJ991122 12 


.0229. 


C15. 


o3 


.gp 


Method 


AAT/GAP 


ss, 


Start 


7522 










End 


7840 


!, J 


GI 


none 










Score 


590 


'U E 

u 


Exons 


7522. .7840 
















Seq. No. 


3314 










Seq. ID 


OJ991122_12.0229.C15 


:* "j 


Gene No. 


7057 










Strand 




:- 2$ 


Start 


7663 










End 


8976 




Name 


OJ991122 12 


.0229. 


C15. 


o4 


.gs 


Method 


GENSCAN 




Start 


7663 










End 


8922 




GI 


none 










Score 


1 




Exons 


7663. .8922 
















Seq. No. 


3314 










Seq. ID 


OJ991122_12.0229.C15 




Gene No. 


7057 










Strand 






Start 


7663 










End 


8976 




Name 


. OJ991122 12 


.0229. 


C15. 


o4 


.gp 


Method 


AAT/GAP 




Start 


7952 










End 


8976 




GI 


24706 1.R1084 








Score 


1956 




Exons 


7952. .8976 
















GI Descrip. 


, 285741/dbj 


IBAA03413I 


8 


.0e-19 


(D14550) 


EDGP precursor [Daucus 






carota] 1 
















Seq. No. 


3314 










Seq. ID 


OJ991122_12.0229.C15 



3459 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



7058 ■ Strand 

10981 End 

OJ991122_12 . 0229 . C15 . o2 . ts Method 

4861 End 

none * Score 



18965 

TBLASTX : Soybean 

11901 

84 



4861. .4992, 4877. .5002, 5024. .5113, 5068. .5112, 5116. .5205, 
5129.. 5170, 5536.. 5679, 5935. .5976, 597i..6051, 7669.-7794, 
7897. .8019, 8267. .8296, 8315. .8413, 8464. .8595, 8525. .8596, 
10993. .11154, 10994. .11158, 11161 .. 11205, 11224 .. 11343, 
11225. .11308, 11623.. 11901 



Seq. No. 3314 

Gene No. 7058 

Start 10981 

Name OJ991122_12 . 0229 . C15 . o2 . tc 

Start 4870 

GI none 

Exons 4870.. 4992, 4877.. 5002, 5047. 

7660.. 7701, 7717.. 7815, 7825. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 12.0229.C15 



18965 

TBLASTX: Cress 
11793 
81 

.5112, 5048. .5113, 5128. .5205, 
.7881, 8482.. 8595, 10993 .. 11205, 



10994. .11206, 11224. .11337, 11626.. 11793 



Seq. No. 3314 
Gene No. 7058 
Start 10981 

Name OJ991122_12 . 0229 . C15 . ol . tm 

Start 4873 
GI none 
Exons 4873.. 

5245. . 

7720. . 

10993. 

11329. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991122 12.0229.C15 



4992, 4880.. 5014, 4937 
5328, 5246.. 5314, 5263 
7800, 7825.. 8010, 7829 
.11115, 10994. .11116, 11101 
.11409, 11330. .11395 



18965 

TBLASTX: Maize 
11409 
116 

5002, 5032.. 5205, 5036.. 5206, 
5328, 7675. .7698, 7715. .7798, 
8005, 8032. .8100, 8033. .8089, 
11325, 11102. .11308, 



Seq. No. 3314 

Gene No. 7058 

Start 10981 

Name OJ991122JL2 . 0229. C15 .oS.gs 

Start 10981 

GI none 
Exons 



Seq. ID OJ991122_12.0229.C15 
Strand 

End 18965 

Method GENSCAN 

End .18965 

Score .44 



10981. .12132, 12612. .12699, 13009 .. 13128 , 144 98 .. 14 620, 
14984. .15248, 16281 .. 16566, 17299. . 18462, 18733. .18965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3314 Seq. ID 

7058 Strand 

10981 End 
OJ991122_12.0229.C15.ol.np Method 

10987 End 

285741 Score 
10987.. 12183 

(D14550) EDGP precursor [Daucus carota] 



OJ991122_12.0229.C15 

18965 
AAT/NAP 
12183 
518 



3314 Seq. ID 

7058 Strand 

10981 End 

OJ991122_12.0229.C15.ol.tw Method 

13654 End 

none Score 



OJ991122_12.0229.C15 
18965 

TBLASTX: Wheat - 

16092 

151 



3460 



Exons 



13654. .13740, 13654 13746," 13732 .. 13845, 13762 .. 13854 , 

13762. .13854, 13976 .. 14179, 14051 .. 14 176, 14057 14 182, 

15337. .15435, 15412 .. 15624 , 154 15 .. 15699, 154 69 15792 , 

15781. .16056, 15784. .16092, 15826.. 16083 



Seq. No. 3314 Seq. ID 

Gene No. 7058 Strand 

Start 10981 End 

Name OJ991122_12 . 0229 . C15 . o3 . ts Method 

Start 13666 End • 

GI none Score 

Exons 13666. .13854, 13738 13872 , 13982 .. 14 182 , 13982 

15277. .15411, 15304. .15414, 15415 .. 15714 , 15442 

15514. .15780, 15655. . 15783, 15745 16083, 15781 

15883. .16092, 15943 .. 16110, 16093.. 16155 



OJ991122 12.0229.C15 



18965 

TBLASTX : Soybean 
16155 
41 

14179, 
15768, 
16071, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3314 Seq. ID OJ991122_12 . 0229 . C15 

7058 Strand 

10981 End 18965 

OJ991122_12.0229.C15.o6.gp Method AAT/GAP 

13708 End 14145 

uC-osrocyp008b05bl Score 827 

13708. .14145 

f 5257255/dbj IAP000364 .1IAP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



ru 

Id 

ru 
b 



Seq. No. 


3314 




Seq. ID 


OJ991122_12.0229. 


C15 


Gene No. 


7058 




Strand 






Start 


10981 




End 


18965 




Name 


OJ991122 12.0229.C15 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13732 




End 


16182 




GI 


none 




Score 


99 




Exons 


13732. .13848, 13985. 


.14176, 


15319. .15624, 15325 15531, 






15352. .15558, 15364. 


.15501, 


15505. .15696, 15505 .. 15627 , 






15517. .15636, 15574. 


.15633, 


15649. .15876, 1564 9 .. 15780, 






15676. .15837, 15718. 


.15972, 


15721. .15855, 15781 .. 15909, 






15862. .16044, 15862. 


.15972, 


15907. .16002, 15913. .16182, 






15922. .16095, 15961. 


.16125, 


15997. .16161 




Seq. No. 


3314 




Seq. ID 


OJ991122_12.0229. 


C15 


Gene No. 


7058 




Strand 






Start 


10981 




End 


18965 




Name 


OJ991122 12.0229.C15 


. o3 . np 


Method 


AAT/NAP 




Start 


15567 




End 


18358 




GI 


2792220 




Score 


447 




Exons 


15567. .15746, 16266. 


. 16526, 


17295. .17795, 17833.. 18358 




GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


3314 




Seq. ID 


OJ991122_12.0229. 


C15 


Gene No. 


7058 




Strand 






Start 


10981 




End 


18965 




Name 


OJ991122 12.0229.C15 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17815 




End 


18177 




GI 


none 




Score 


64 




Exons 


17815. .18111, 18085. 


.18177 








Seq. No. 


3315 




Seq. ID 


OJ991012_15.0225. 


CI 



3461 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7059 Strand + 

1 End 631 

OJ991012_15 . 0225 .CI . ol . np Method AAT/NAP 

1 End 631 

4454464 Score 283 

1..126, 237. .299, 415. .508, 589. .631 

(AC006234) putative secretory carrier-associated membrane 
protein [Arabidopsis thaliana] 



Seq. No. 


3315 








Seq. ID 


OJ991012 15.0225. 


CI 


Gene No. 


7060 








Strand 






Start 


79 








End 


511 




Name 


OJ991012 15.0225 


.CI 


.ol . tw 




Method 


TBLASTX: Wheat 




Start 


1 








End 


277 




GI 


none 








Score 


63 




Exons 


1..120, 2. .130, 


3. . 


128, 224.. 


277 






Seq. No. 


3315 








Seq. ID 


OJ991012_15.0225. 


CI 


Gene No. 


7060 








Strand 






Start 


79 








End 


511 




Name 


OJ991012 15.0225 


.CI 


.ol. tc 




Method 


TBLASTX: Cress 




Start 


2 








End 


509 




GI 


none 








Score 


54 




Exons 


2. .115, 2. .127, 


3. . 


128, 215.. 


304, 420.. 


509, 455.. 508 




Seq. No. 


3315 








Seq. ID 


OJ991012_15.0225. 


CI 


Gene No. 


7060 








Strand 






Start 


79 








End 


511 




Name 


OJ991012 15.0225 


.CI 


. ol . tm 




Method 


TBLASTX: Maize 




Start 


2 








End 


509 




GI 


none 








Score 


178 




Exons 


2. .127, 3. .128, 


224 


. .307, 


419 


..508, 426. .509 




Seq. No. 


3315 








Seq. ID 


OJ991012JL5.0225. 


CI 


Gene No. 


7060 








Strand 






Start 


79 








End 


511 




Name 


OJ991012 15.0225 


.CI 


.ol.ts 




Method 


TBLASTX : Soybean 




Start 


2 








End 


511 




GI 


none 








Score 


174 




Exons 


2. .127, 3. .128, 


215 


. .304, 


235 


..300, 420. .509, 428. .511 




Seq. No. 


3315 








Seq. ID 


OJ991012_15.0225. 


CI 


Gene No. 


7060 








Strand 






Start 


79 








End 


511 




Name 


OJ991012 15.0225 


.CI 


.ol.gs 




Method 


GENSCAN 




Start 


79 








End 


117 




GI 


none 








Score 


.85 




Exons 


79. .117 














Seq. No. 


3316 








Seq. ID 


OJ991012JL5.0225. 


C2 


Gene No. 


7061 








Strand 


+ 




Start 


612 








End 


690 




Name 


OJ991012 15.0225 


.C2 


. ol .gs 




Method 


GENSCAN 




Start 


612 








End 


690 




GI 


none 








Score 


.58 




Exons " 


612. .690 















3462 



Seq. No. 3317 Seq. ID 

Gene No. 7062 Strand 

Start 154 End 

Name OJ991012_15 . 0225 . C3 . ol . gs Method 

Start 154 End * 

GI none Score 
Exons 



OJ991012_15.0225.C3 
+ 

760 

GENSCAN 

760 

.47 



154. .176, 246. .404, 410. .576, 687. .760 



Seq. No. 3317 Seq. ID 

Gene No. 7063 Strand 

Start 1633 End 

Name OJ991012_15 . 0225 . C3 . o2 . gs Method 

Start 1633 End 

GI none Score 

Exons 1633.. 1725, 2257.. 2421 



OJ991012_15.0225.C3 
+ 

2421 
GENSCAN 
2421 
.68 





Seq. No. 


3318 


Seq. ID 


OJ991012_ 


_15.0225 


.C4 




Gene No. 


7064 


Strand 


+ 








Start 


1248 


End 


1361 








Name 


OJ991012 15.0225.C4.o2.np 


Method 


AAT/NAP 








Start 


1248 


End 


1361 








GI 


1008044 


Score 


95 








Exons 


1248. .1361 












GI Descrip. 


(D13109) rpoB protein [Oryza 


sativa] 








'be? 
i. _j 


Seq. No. 


3318 


Seq. ID 


OJ991012 


_15.0225 


.C4 


.{sa- 


Gene No. 


7065 


Strand 


+ 






u- 


Start 


3414 


End 


3507 






ry 


Name 


OJ991012 15.0225.C4.o3.np 


Method 


AAT/NAP 






□ 


Start 


3414 


End 


3507 








GI 


4680183 


Score 


116 






-.3 


Exons 


3414. .3507 










ru 


GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 






Seq. No. 


3318 


Seq. ID 


OJ991012 


_15.0225 


.C4 




Gene No. 


7066 


Strand 


+ 






s 

' "J 


Start 


4204 


End 


10153 






Ij-H. 


Name . 


OJ991012 15.0225.C4.o4.np 


Method 


AAT/NAP 








Start 


4204 


End 


5704' 








GI 


6815109 


Score 


480 








Exons 


4204.. 5003, 5167.. 5381, 5413. 


.5704 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 







Seq. No. 3318 Seq. ID 

Gene No. 7066 Strand 

Start 4204 End 

Name OJ991012_15 . 0225 . C4 . o5 . np Method 

Start 5343 End 

GI 5042454 Score 

Exons 5343.. 5512, 7339.. 7530, 10115.. 10153 
GI Descrip. 



OJ991012_15.0225.C4 
+ 

10153 
AAT/NAP 
10153 
77 * 



(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 3318 

Gene No. 7066 

Start 4204 

Name OJ991012_15 . 0225 . C4 . o4 . gs 

Start 7170 



Seq. ID OJ991012_ 

Strand +- 

End 10153 

Method GENSCAN 

End 7804 



15. 0225. C4 



3463 



GI 

Exons 



none Score .79 

7170. .7217, 7339.-7446, 7646. .7804 



Seq. No. 


3318 


Seq. ID 


OJ991012_15.0225.C4 


Gene No . 


7067 


Strand 




Start 


1 


End 


369 


Name 


OJ991012 15.0225.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


348 


GI 


3047076 


Score 


199 


Exons 


1. .348 






GI Descrip. 


(AF058914) contains similarity to SRF- 


-type transcription factors 




DNA-binding and dimerization domains 


(PFam: transcript fact.hmm, 




score 37.47) [Arabidopsis 


thaliana] 




Seq. No. 


3318 


Seq. ID 


OJ991012_15.0225.C4 


Gene No. 


7067 


Strand 


- 


Start 


1 


End 


369 


Name 


OJ991012 15.0225. C4.ol.gs 


Method 


GEN SCAN 


Start 


58 


End 


369 


GI 


none 


Score 


.8 


Exons 


58. .369 






Seq. No. 


3318 


Seq. ID 


OJ991012 15. 0225. C4 


Gene No. 


7068 


Strand 




Start 


2687 


End 


2791- 


Name 


OJ991012 15.0225.C4.ol.gp 


Method 


AAT/GAP 


Start 


2687 


End 


2791 


GI 


uC-osflcyp088bl2bl 


Score 


140 


Exons 


2687. .2791 






GI Descrip. 


'5257255/dbj | AP000364.il AP000364 3.0e- 


-36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


3318 


Seq. ID 


OJ991012_15.0225.C4 


Gene No. 


7069 


Strand 


- 


Start 


8103 


End 


8558 


Name 


OJ991012 15.0225.C4.o5.gs 


Method 


GENSCAN 


Start 


8103 


End 


8558 


GI 


none 


Score 


.49 


Exons 


8103. .8474, 8553. .8558 






Seq. No. 


3318 


Seq. ID 


OJ991012_15.0225.C4 


Gene No. 


7070 


Strand 


- 


Start 


9878 


End 


10243 


Name 


OJ991012 15.0225.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


4 


End 


372 


GI 


none 


Score 


67 


Exons 


4. .198, 101. .202, 226. .372, 239. .355 




Seq. No. 


3318 


Seq. ID 


OJ991012__15.0225.C4 


Gene No. 


7070 


Strand 




Start 


.9878 


End 


10243 


Name 


OJ991012 15.0225.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


56 


End 


375 


GI 


none 


Score 


61 


Exons 


56. .145, 71. .199, 83. .361, 


199. .375 




Seq. No. 


3318 


Seq. ID 


OJ991012_15.0225.C4 



3464 




Gene No. 


/u/u 


btrana 




Start 


9878 


End 


10243 


Name 


OJ991012 15.0225.C4.o6.gs 


Method 


GENSCAN 


Start 


9878 


End 


10243 


GI 


none 


Score 


.7 


Exons 


9878.. 9920, 10236.. 10243 






Seq. No. 


3319 


Seq. ID 


OJ991012 15.0225 


Gene No. 


7071 


Strand 


- 


Start 


176 


. End 


307 


Name 


OJ991012 15.0225.C5.ol.np 


Method 


AAT/NAP 


Start 


176 


End 


307 


GI 


134153 


Score 


77 


Exons 


176. .307 






GI Descrip. 


NADP-DEPENDENT D-SORBITOL-6- 


PHOSPHATE 


DEHYDROGENASE 



(ALDOSE-6-PHOSPHATE REDUCTASE [NADPH] ) gi | 217951 1 dbj I BAA01853 | 
(D11080) NADP-dependent D-sorbitol-6-phosphate dehydrogenase 
[Malus domestica] gi 13688805 (AF057134) NADP-dependent sorbitol 
6-phosphate dehydrogenase [Malus domestica] 

gi I 445618 Iprf | 1 1909365A NADP sorbitol phosphate dehydrogenase 
[Malus domestica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3319 Seq. ID OJ991012_15 . 0225 . C5 

7072 Strand 

494 End 561 

OJ991012_15 . 0225 .C5.ol.gp Method AAT/GAP 

494 End 561 

LIB3477-003-P1-K1-E9 Score 104 

494. .561 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3319 Seq. ID OJ991012_15 . 0225 . C5 

7073 Strand 

3364 End 6142 

OJ991012_15.0225.C5.o3.gp " -Method AAT/GAP 

2083 End 2682 

3761363 Score 851 

2083. .2682 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 3319 

Gene No. 7073 

Start 3364 

Name OJ991012_15 . 0225 . C5 . o2 . np 

Start 2641 

GI 6063554 

Exons 2641.. 2811, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3883. .3970, 4124. .4388, 



OJ991012_15.0225.C5 

6142 
AAT/NAP 
4659 
185 
4468. .4659 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



3319 
7073 
3364 



Seq. ID 

Strand 

End 



OJ991012 15. 0225. C5 



6142 



3465 




Name 


OJ991012 15.0225.C5.o2.gs 


Method 


GENSCAN 




Start 


3364 


End 


6142 




GI 


none 


Score 


.44 




Exons . 


3364. .3478, 3895.. 4257, 4349 


..4606, 5220.. 5326, 


6006. .6142 


Seq. No. 


3320 


oeq. ±u 


C\ TQQ1 fl1 o 


_15.0225.C6 


Gene No. 




ouianu 


+ 




Start 


5405 




a a a *3 




Name 


OJ991012 15.0225.C6.o2.gs 


rie tnoa 






Start 


5405 


End 


6443 




GI 


none 


Score 


.75 




Exons 


5405. .5981, 6049. .6443 








Seq. No. 


3320 


Seq. ID 


OJ991012 


_15.0225.C6 


Gene No. 


/U Id 


Strand 


+ 




Start 


7246 


End 


17075 




Name 


OJ991012 15.0225.C6.o3.gs 


Method 


GENSCAN 




Start 


7246 


End ' 


9243 




GI 


none 


Score 


".87 




Exons 


7246. .7421, 7695. .7780, 8352 


..8506, 9031. .9243 




Seq. No. 


3320 


Seq. ID 


OJ991012 


_15.0225.C6 


Gene No. 


7075 


Strand 


+ 




Start 


7246 


End 


17075 




Name 


OJ991012 15.0225.C6.ol.np 


Method 


AAT/NAP 




Start 


8992 


End 


17075 




GI 


6523547 . 


Score 


401 




Exons 


8992.. 9109, 13296. .13413, 16017.. 17075 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvo: 




carteri f. nagariensis] 








Seq. No. 


3320 


Seq. ID 


OJ991012 


JL5.0225.C6 


Gene No. 


7075 


Strand 


+ 




Start 


7246 


End 


17075 




Name 


OJ991012 15.0225.C6.ol.gp 


Method 


AAT/GAP 




Start 


9095 


End 


9438 




GI 


2280868 


Score 


669 




Exons 


9095. .9438 








Seq. No. 


3320 


Seq. ID 


OJ991012 


_15.0225.C6 


Gene No . 


7076 


Strand 


+ 




Start 


18743 


End 


52472 




Name 


OJ991012 15.0225.C6.o6.gs 


Method 


GENSCAN 




Start 


18743 


End 


20520 




GI 


none 


Score 


.67 




Exons 


18743. .19284, 19298 .. 194 63, 


20341. .20520 




Seq. No. 


3320 


Seq. ID 


OJ991012 


_15.0225.C6 


Gene No. 


7076 


Strand 


+ 




Start . 


18743 


End 


52472 




Name 


OJ991012 15.0225.C6.o3.np 


Method 


AAT/NAP 




Start 


18863 


End 


52431- 




GI 


3063699 


Score 


147 




Exons 


18863. .18976, 19239 .. 19560, 


25809. .25967, 50113 


. .50207, 




52367. .52431 








GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 



3466 



Seq. No. 3320 

Gene No. 7076 

Start 18743 

Name OJ991012_15.0225.C6.ol0.gs 

Start 42li3 

GI none 

Exons 42113. .42238, 42330 42430, 
46763. .47002, 47618.. 47809 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_ 
+ 

52472 
GENSCAN 
47809 
.7 



15. 0225. C6 



44208. .44305, 4 6510 .. 46658, 



Seq. No. 3320 . Seq. ID OJ991012_15 . 0225 . C6 

Gene No. 7076 Strand + 

Start 18743 End 52472 

Name OJ991012_15.0225.C6.o3.gp Method AAT/GAP 

Start 50039 End 50743 

GI - 25157_1.R1084 Score 1083 

Exons 50039. .50544, 50684.. 50743 

GI Descrip. ■ 4206195/gb I AAD11583. 1 1 AAD11583 2.0e-13 (AF071527) hypothetical 
protein [Arabidopsis thaliana] >gi_4262169_gb_AAD144 69_ 
(AC0G5275) hypothetical protein [Arabidopsis thaliana] ' 





Seq. No. 


3320 






Seq. ID 


OJ991012 


15.0225. 


C6 




Gene No. 


7076 






Strand 


+ 








Start 


18743 






End 


52472 








Name 


OJ991012 15. 0225. C6 


. o5 .np 


Method 


AAT/NAP 








Start 


"50089 






End 


52162 






'"I 


GI 


6862947 




Score 


880 








Exons 


50089. 


.50544, 50684 


. .50824, 


50922. .51035, 51132. 


.51305, 








51841. 


.51956, 52072 


. .52162 












GI Descrip. 


(AC019018) unknown protein 


[Arabidopsis thaliana 


] 




. 1 


Seq. No. 


3320 






Seq. ID 


OJ991012_ 


15.0225. 


C6 




Gene No. 


7076 






Strand 


+ 








Start 


18743 






End 


52472 








Name 


OJ991012 15. 0225. C6 


. oil . gs 


Method 


GENSCAN 








Start 


50101 






End 


52192 






I' • 


GI 


none 






Score 


. 64 






c 

. E 
IX 


Exons 


50101. 


.50544, 50684 


. .50824, 


50922. .51035, 51132. 


.51305, 








51841. 


.51956, 52072 


. .52192 










-J * 


Seq. No. 


3320 






Seq. ID 


OJ991012_ 


15.0225. 


C6 




Gene No. 


7076 






Strand 


+ 






d? 


Start 


18743 






End 


52472 








Name 


OJ991012 15. 0225. C6 


.o4 .gp 


Method 


AAT/GAP 








Start 


50778 




End 


52472 








GI 


101 2. 


R1084 




Score 


1359 








Exons 


50778. 


.50824, 50922 


. .51035, 


51132. .51305, 51841. 


.51956, 





52072. .52135, 52221.. 52472 
GI Descrip. ' 4206195/gb | AAD11583 . 1 | AAD11583 9.0e-23 (AF071527) hypothetical 
protein [Arabidopsis thaliana] >gi_4262169_gb_AAD14 4 69_ 
(AC005275) hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 3320 Seq. ID 

Gene No. 7077 Strand 

Start 11921 End 

Name OJ991012_15 . 0225 . C6 . o4 . gs Method 

Start 11921 End 

GI none Score 



OJ991012_15.0225.C6 

13428 
GENSCAN 
13428 
.64 



3467 





Exons 


11921. . 


12009, 12418. 


.12522, 


13021. .13207, 13324. 


.13428 






Seq. No. 


3320 






Seq. ID 


OJ991012_ 


15.0225. 


C6 




Gene No. 


7078 






Strand 










C4- -t v»+- 


14239 






End 


17509 








Name 


OJ991012 15. 0225. C6. 


o5 . gs 


Method 


GENSCAN 








Start 


14239 






End 


17509 








GI 


none 






Score 


.44 








Exons 


14239. . 


14410, 14987. 


.15038, 


15157. .15262, 16568. 


.17211, 








17461. . 


17509 














Seq. No. 


3320 






Seq. ID 


OJ991012_ 


15.0225. 


C6 




Gene No. 


7079 






Strand 










OLalL 


17863 






End 


25331 








Name 


OJ991012 15. 0225. C6. 


o2*.np 


Method 


AAT/NAP 








Start 


17863 






End 


25331 








GI 


4680183 




Score 


196 








Exons 


17863. . 


17952, 18559. 


.18634, 


25228. .25331 . 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq. No. 


3320 






Seq. ID 


OJ991012_ 


15.0225. 


C6 




Gene No. 


7080 






Strand 










Start 


26328. 






End 


50800 








Name 


OJ991012 15. 0225. C6. 


08 .gs 


Method 


GENSCAN 








Start 


26328 






End 


38900 






J 


C T 


none 






Score 


.63 






n 


Exons 


26328. . 


26493, 26574. 


.26686, 


27345. .274! 


32, 28127. 


.28170, 








29374. . 


29698, 30121. 


.30189, 


30660. .30748, 32387. 


.32397, 




ii 




34690. . 


34959, 35289. 


.35501, 


36251. .36402, 36653. 


.36814, 




■ i 




36961. . 


37108, 37237. 


.37313, 


37470. .37540, 37894. 


.38325, 




j 




38429. . 


38900 












! E 
LS 


Seq. No. 


3320 






Seq. ID 


OJ991012_ 


15.0225. 


C6 




Gene No. 


7080 






Strand 








1 


Start 


26328 






End 


50800 






J 


Name 


OJ991012 15. 0225. C6. 


o4 . np 


Method 


AAT/NAP 








Start 


31800 






End 


50800 






J. 


GI 


6175155 




Score - 


789 








Exons 


31800. . 


31842, 36625. 


.36814, 


36961. .37108, 37237. 


.37313, 




3 




37470. . 


37540, 37647. 


.37733, 


37894. .38298, 46058. 


.46335, 




■% 




46780. . 


46829, 50015. 


.50154, 


50211. .50517, 50641. 


.50800 






GI Descrip. 


(AC010796) putative protein 


kinase [Arabidopsis 


thaliana] 



Seq. No. 3320 Seq. ID OJ991012_15 . 0225 . C6 

Gene No. 7080 Strand 

Start 26328 End 50800 

Name OJ991012_15 . 0225 . C6 . o2 . gp Method AAT/GAP 

Start 35897 End 35996 

GI LIB3477-003-P1-K1-E9 Score 94 

Exons 35897.. 35996 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 
Start 



3320 
7080 
26328 



Seq. ID 

Strand 

End 



OJ991012 15. 0225. C6 



50800 



3468 




Name 


OJ991012 15. 0225. C6. 


o9.gs 


Method 


GEN SCAN 






Start 


39871 




End 


41750 






GI 


none 




Score 


.61 






Exons 


39871. .40021, 41138. 


.41272, 


41519. .41618, 41657 


. .41750 




Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 


Gene No. 


7081 




Strand 








Start 


53007 




End 


58692 






Name 


OJ991012_15.0225.C6. 


o5 . ts 


Method 


TBLASTX: 


Soybean 




o rar r 


jUOj / 




End 


37720 






GI 


none 




Score 


66 






Exons 


30657. .30758, 36960. 


.37106, 


36961. .37107, 36961 


. .37107, 






37004. .37108, 37016. 


.37138, 


37225. .37308, 37236 


. .37313, 






37237. .37314, 37459. 


.37536, 


37467. .37553, 37645 


. .37719, 






37646. .37720 












Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 


Gene No. 


7081 




Strand 








Start 


53007 




End- 


58692 






Name 


OJ991012_15.0225.C6. 


o3 . tm 


Method 


TBLASTX: 


Maize 




o tar l 


^n £££ 




End 


38194 






GI 


none 




Score 


79 






Exons 


30666. .30749, 36650. 


.36814, 


36961. .37107, 37007 


. .37108, 






37234. .37314, 37236. 


.37316, 


37236. .37316, 37459 


. .37536, 






37467. .37535, 37628. 


.37714, 


37645. .37722, 37889 


. .38014, 






37895. .38194, 37956. 


.38183 










Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 


Gene No. 


7081 




Strand 








o ran, 


jjUU / 




End 


58692 






Name 


OJ991012 15. 0225. C6. 


06. tm 


Method 


TBLASTX : 


Maize 




Start 


34701 




End 


34978 






GI 


none 




Score 


50 






Exons 


34701. .34958, 34743. 


.34796, 


34747. .34959, 34852 


. .34962, 






34895. .34978, 34899. 


.34961 










Seq. No. 


3320 




Seq. ID 


OJ991012 


JL5.0225 


.C6 


Gene No. 


7081 




Strand 








C 4- -j y-+- 






End' 


58692 






Name 


OJ991012 15. 0225. C6. 


ol.tc 


- Method 


TBLASTX: 


Cress 




Start 


37645 




End 


38191 






GI 


none 




Score 


46 






Exons 


37645. .37755, 37891. 


.37938, 


37892. .38014, 37892 


. .38188, 






37965. .38186, 38090. 


.38191 










Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 


Gene No . 


/ Uo 1 




Strand 








Start 


53007 




End 


58692 






Name 


OJ991012 15. 0225. C6. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


37886 




End 


38188 






GI 


none 




Score 


187 






Exons 


37886. .38188, 37959. 


.38186 










Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 


Gene No. 


7081 




Strand 








Start 


53007 




End 


58692 






Name 


OJ991012 15. 0225. C6. 


o2. tw 


Method 


TBLASTX: 


Wheat 





3469 



Start 37967 End 

GI none Score 

Exons 37967. .38191, 37968.. 38186 

Seq. No. 3320 Seq. ID 

Gene No. 7081 Strand 

Start 53007 End 

Name OJ991012_15 . 0225 . C6 . o5 . tm Method 

Start 42089 End 

GI none Score 
Exons " 



38191 
169 



OJ991012_15.0225.C6 
58692 

TBLASTX: Maize 

44367 

114 



42089. .42232, 42094 .. 42129, 42166 .. 42234 , 42328.-42432, 
42330. .42431, 44185 .. 44325, 44202 .. 4 4324 , 44206 .. 44367, 
44207. .44359 



Seq. No. 3320 
Gene No. 7081 
Start 53007 

Name OJ99-1012_15 . 0225 . C6 . ol . tw 

Start 42128 
GI none 
Exons 42128. 

42329. 

44202. 



,42238, 42166. 
.42433, 42329. 
.44306, 44936. 



.42240, 
.42430, 
.45097, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 15. 0225. C6 



58692 

TBLASTX: Wheat 
45102 
151 

42312. .42428, 42327 42431, 
42370. .42435, 44 185 .. 44304 , 
44953. .45102, 44954. .45094 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Se.q. No. 
Gene No. 
Start 



3320 Seq. ID 

7081 " Strand 

53007 End 
OJ991012_15.0225.C6.o4 .tm Method 
50254 End, 
none Score 

50254. .50361, 50263 .. 50484 , 

50672. .50740, 50680.. 50736 

3320 Seq. ID 

7081 Strand 
53007 End 
OJ991012_15.0225.C6.ol.ts Method 
50449 End 
none Score 

50449. .50544, 50672 .. 50824 , 

50918. .51010, 50919.. 51035 

3320 
7081 
53007. 

OJ991012_15.0225.C6.ol.tm 
50743 
none 

50743. .50823, 50744 .. 50824 , 
50919. .51035, 50919 .. 51035 ,. 
51127. .51300, 51131. .51304, 
51823. .51957, 51840 .. 51959, 
52075. .52137, 52220 .. 52333, 

3320 Seq. ID 

7081 Strand 
53007 End 



OJ991012_15.0225.C6 
58692 

TBLASTX: Maize 
50740 
129 

50446. .5054 4, 50472. .5054 3, 



OJ991012_15.0225.C6 
58692 

TBLASTX: Soybean 
51035 
120 

50680. .50823, 50681. .508 60, 



Seq. ID OJ991012_15.0225.C6 
Strand 

End 58692 
Method TBLASTX : Mai ze 
End 52335 
Score 131 
50744. .50836, 50918 .. 51034 , 
50927. .51037, 51126 51302, 
51131. .51304, 51141. .51305, 
51844. .51960, 52061 .. 52132, 
52288. .52335 



OJ991012 15. 0225. C6 



58692 



3470 






Name 


OJ991012 15. 0225. C6. 


o4 . ts 


Method 


TBLASTX : 


Soybean 






Start 


51134 




End 


52135 








GI 


none 




Score 


73 








Exons 


51134. .51304, 51137. 


.51223, 


51141. .51305, 51817 


. .51957, 








51840. .51959, 51840. 


.51956, 


52061. .52135, 52075 


. .52104 






Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 




Gene No. 


7081 




Strand 










Start 


53007 




End 


58692 








Name 


OJ991012 15. 0225. C6. 


o!2 .gs 


Method 


GENSCAN 








Start 


53007 




End 


58190 








GI 


none 




Score 


.69 








Exons ' 


53007. .53369, 53871. 


.54149, 


54321. .54402, 54835 


. .55001, 








55119. .55227, 55233. 


.55477, 


55807. .56109, 56394 


. .56555, 








56998. .57207, 57994. 


.58190 












Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 




Gene No. 


7081 




Strand 










Start 


53007 




End 


58692 








Name 


OJ991012 15. 0225. C6. 


o6.np 


Method 


AAT/NAP 








Start 


53025 




End 


58692 








GI 


6714410 




Score 


870 








Exons 


53025. .53369, 53871. 


.54149, 


55696. .56112, 57001 


. .57207, 








57994. .58224, 58664. 


.58692 












GI Descrip. 


(AC012328). unknown protein 


[Arabidopsis thaliana] 




n 


Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 




Gene No. 


7081 




Strand 








1 


Start 


53007 




End 


58692 








Name 


OJ991012 15. 0225. C6. 


o2.tm 


Method 


TBLASTX: 


Maize 




i| 


Start 


53151 




End 


55773 






" 


GI 


none 




Score 


86 








Exons 


53151. .53309, 53191. 


.53289, 


53208. .53309, 53209 


. .53310, 








53301. .53372, 53329. 


.53370, 


53868. .54152, 53869 


. .54147, 








53880. .54152, 55691. 


.55771, 


55696. .55773, 55696 


. .55773 




J 


Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 




Gene No. 


7081 




Strand 








3 


Start 


53007 




End 


58692 








Name 


OJ991012 15. 0225. C6. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




J 


Start 


53259 




End 


57144 








GI 


none 




Score 


136 








Exons 


53259. .53372, 53868. 


.54140, 


53956. .54141, 57037 


. .57144 






Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 




Gene No. 


7081 




Strand 










Start 


53007 




End 


58692 








Name 


OJ991012 15. 0225. C6. 


o5.gp 


Method 


AAT/GAP 








Start 


54859 




End 


55307 








GI 


2427727 




Score 


775 








Exons 


54859. .55307 














Seq. No. 


3320 




Seq. ID 


OJ991012 


_15.0225 


.C6 




Gene No. 


7081 




Strand 










Start 


53007 




End 


58692 








Name 


OJ991012 15. 0225. C6. 


o2.tc 


Method 


TBLASTX : 


Cress 






Start ' „ 


55858 




End 


57207 







3471 






GI 


none 




Score 


72 






Exons 


55858. .56004, 55868. 


.55963, 


56062. .56112, 57013 .. 57207 , 








57020. .57205 












Seq. No. 


3320 




Seq. ID 


OJ991012_15.0225. 


C6 




Gene No. 


7081 




Strand 


- 






Start 


53007 




End 


58692 






Name 


OJ991012 15. 0225. C6. 


06 .gp 


Method 


AAT/GAP 






Start 


56236 




End 


56373 






GI 


3107799 




Score 


259 






Exons 


56236. .56373 












Seq. No. 


3321 




Seq. ID 


OJ991012_15.0225. 


C7 




Gene No. 


7082 




Strand 


- 






Start 


461 




. End 


499 






Name 


OJ991012 15. 0225. C7. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


4 




End 


180 






GI 


none 




Score 


140 






Exons 


4. .180, 6. .164 












Seq. No. 


3321 




Seq. ID 


OJ991012_15.0225. 


C7 




Gene No. 


7082 




Strand 


- 






Start 


461 




End 


499 






Name 


OJ991012 15. 0225. C7. 


ol .gs 


Method 


GEN SCAN 






Start 


461 




End 


499 




. =1 


GI 


none 




Score 


.76 




rn 

i;i = 


Exons 


461. .499 










:z : c 

i y 


Seq. No. 


3322 




Seq. ID 


OJ991012_15.0225. 


C8 




Gene No. 


7083 




Strand 


+ 




: c 

i=y 


Start 


137 




End 


308 




"izS 


Name 


OJ991012 15. 0225. C8. 


ol.gs 


Method 


GEN SCAN 




Pis 


Start 


137 




End 


308 




i y 


GI 


none 




Score 


.73 




is 

Q ■ 


Exons 


137.. 308 










"4 


Seq. No. 


3323 




Seq. ID 


OJ991012_15.0225. 


C9 




Gene No. 


. 7084 




Strand 


- 




: n 


Start 


1077 




End 


1584 




": sr 


Name 


OJ991012 15. 0225. C9. 


ol.gp 


Method 


AAT/GAP 






Start 


1077 


End 


1584 






GI 


none 




Score 


968 






Exons 


1077. .1584 












Seq. No. 


3324 




Seq. ID 


OJ991012_15.0225. 


Cll 




Gene No. 


7085 




Strand 


+ 






Start 


92 




End 


3498 






Name 


OJ991012 15.0225.C11 


.ol.gs 


Method 


GENS CAN 






Start 


92 




End 


3407 






GI 


none 




Score 


.8 






Exons 


92. .236, 942.. 1023, 


2955. .3183, 3267.. 


3407 






Seq. No. 


3324 




Seq. ID 


OJ991012_15.0225. 


Cll 




Gene No. 


7085 




Strand 


+ 






Start 


92 




End 


3498 






Name 


OJ991012 15.0225.C11 


.ol.np 


Method 


AAT/NAP 






Start 


1775 


End 


3498 





3472 




GI 


1091678 






Score 


1138 


Exons 


1775. .3498 










GI Descrip. 


activator-like tfansposable element [Pennisetum glaucum] 


Seq. No. 


3324 






Seq. ID 


OJ991012_15 . 0225 .CI 1 


Gene No. 


7085 






Strand 


+ 


Start 


92 






End 


3498 


Name 


OJ991012_15 . 


0225.Cll.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


2012 






End 


2217 


GI 


none 






Score 


244 


Exons 


2012 . . 2212, 


2030. .2209, 


2041 . 


.2217 




Seq. No. 


3324 






Seq. ID 


OJ991012_15.0225.C11 


Gene No. 


7085 






Strand 


+ 


Start 


92 






End 


3498 


Name 


OJ991012_15 . 


0225.Cll.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


2218 






End 


3171 


GI 


none 






Score 


35 


Exons 


2218 . .2277, 


2279. .2389, 


2279. 


.2392, 2382,. 2480, 2383.. 2526, 




2533. .2574, 


2578. .2772, 


2579. 


.2785, 2659.. 2793, 2790.. 2936, 




2947. .2994, 


2951. .2995, 


2991. 


.3170, 2992. .3171 


Seq. No. 


3325 






Seq. ID 


OJ991012_15 . 0225 .C12 


Gene No. 


7086 






Strand 


+ 


Start 


307 






End 


808 


Name 


OJ991012 15. 


0225.C12.ol. 


.gs 


Method 


GEN SCAN 


Start 


307 






End 


808 


GI 


none 






Score 


.51 


Exons 


307. .310, 783. .808 








Seq. No. 


3325 






Seq. ID 


OJ991012_15.0225.C12 


Gene No. 


7087 






Strand 




Start 


2806 






End 


3088 


Name 


OJ991012 15. 


0225.C12.o2. 


.gs 


Method 


GENSCAN 


Start 


2806 






End 


3088 


GI 


none 






Score 


.79 


Exons 


2806. .3008, 


3031. .3088 








Seq. No. 


-3:326 






Seq. ID 


OJ991012_15.0225.C13 


Gene No. 


7088 






Strand 


+ 


Start 


168 






End 


935 


Name 


OJ991012 15. 


0225.C13.ol. 


.gs 


Method 


GENSCAN 


Start 


168 






End 


935 


GI 


none 






Score 


.76 


Exons 


168.. 255, 74 


8. .935 








Seq. No. 


3326 






Seq. ID 


OJ991012_15.0225.C13 


Gene No. 


7089 






Strand 


■ + 


Start 


3301 






End 


4908 


Name 


OJ991012 15. 


0225.C13.>o2. 


,gs. 


Method 


GENSCAN 


Start 


3301 






End 


4908 


GI 


none 






Score 


.64 


Exons 


3301. .3583, 


3865. .3983, 


4108. 


.4338, 4659. .4908 


Seq. No. 


3327 






Seq. ID 


OJ991012_15.0225.C14 


Gene No. 


7090 






Strand 


+ 


Start 


1 






End 


1399 



3473 



Name' OJ9910X2_15 . 0225 .C14 . ol .np Method AAT/NAP 

Start 1 End 1399 

GI 6714341 Score 138 

Exons 1..29, 1190.. 1399 

GI Descrip. (AC016162) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 
thaliana] 

Seq. No. 3327 . Seq. ID OJ991012_15 . 0225 . C14 

Gene No. 7091 Strand + 

Start 5006 End 5138. 

Name OJ991012_15 . 0225 .C14 .ol .gp Method AAT/GAP 

Start 5006 End 5138 

GI LIB3474-009-P1-K1-F11 Score 229 

Exons 5006.. 5138 

GI Descrip. 1 4455244/emb i CAB36743 . 1 1 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 

Seq. No. 3327 Seq. ID OJ991012_15 . 0225 . C14 

Gene No. 7092 Strand + 

Start 8834 End 12407 

Name OJ991012_15 . 0225 . C14 . o2 . gp Method AAT/GAP 

Start 8519 End 8955 

GI 24878_1.R1084 Score 746 

Exons 8519.. 8955 

GI Descrip. 1 5822826/dbj I AB028602 . 1 1 AB028 602 2.0e-40 Oryza sativa Dl gene 
for alpha-subunit of GTP-biriding protein, wild type, partial- 
sequence' 

Seq. No. 3327 Seq. ID OJ991012_15 . 0225 . C14 

Gene No. 7092 Strand + 

Start 8834 End 12407 

Name OJ991012_15 . 0225 . C14 . o3 .np Method AAT/NAP 

Start 8529 End 11877 

GI 6014904 Score 277 

Exons 8529. .8737, 9043. .9189, 10572 10669, 10761 .. 10860, 11752.. 11877 

GI Descrip. DAG PROTEIN, CHLOROPLAST PRECURSOR gi 1 1200205 | emb | CAA650 64 | 
(X95753) DAG [Antirrhinum majus] 

Seq. No. 3327 Seq. ID OJ991012JL5 . 0225 . C14 

Gene No. 7092 Strand + 

Start 8834 End 12407 

Name OJ991012_15 . 0225 . C14 . o3 . gs Method GENSCAN 

Start 8834 End 12407 

GI none Score .72 

Exons 8834.. 9189, 9523.. 9591, 10572 .. 10696, 12241.. 12407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



3327 Seq. ID OJ991012_15 . 0225 . C14 

7093 Strand 

1 End 8350 

OJ991012_15 . 0225 . C14 . o2 . np Method AAT/NAP 

1 End 8350 

5852180 Score 531 

1..27, 2326. .2471, 2610. .3048, 3478.-3574, 7593. .8350 

(AL117265) zhbOOOlO.I [Oryza sativa] 



3327 
7093 



Seq. ID OJ991012_15.0225.C14 
Strand 



3474 




Start 


1 






End 


8350 




Name 


OJ991012 15 


.0225.C14.o2 


. gs 


Method 


GENSCAN 




Start 


7371 






End 


8217 




GI 


none 






Score 


.73 




Exons 


7371. .7475, 


7546. .7722, 


7762. 


.7988, 8088.. 8217 




Seq. No. 


3327 






beq. lu 




.C14 


Gene No. 








b trana 






Start 


8972 






fcjna 






Name 


OJ991012 15 


.0225.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8972 






End 


9195 




GI 


none 






Score 


356 




Exons 


8972. .9184, 


8983. .9195 










Seq. No. 


3327 






Seq. ID 


OJ991012_15.0225 


.C14 


Gene No. 


7094 






Strand 






Start 


8972 






End 


13145 




Name 


OJ991012 15 


.0225.C14.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


8978 






End 


13145 




GI 


none 






Score 


318 




Exons 


8978. .9187, 


8992. .9189, 


9035. 


.9193, 10570. .10668, 10581 


. .10691, 



10754 . .10825, 10756 .. 10824 , 10759 .. 10836, 13077. .13145 



Seq. No. 


3327 




Seq. ID 


OJ991012_15.0225 


.C14 


Gene No. 


7094 




Strand 






Start 


8972 




End 


13145 




Name 


OJ991012 15.0225.C14 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


10564 




End 


10836 




GI 


none 




Score 


115 




Exons 


10564. .10668, 10754. 


.10828, 


10756. .10827, 10759.. 10836 




Seq. No. 


3327 




Seq. ID 


OJ991012_15.0225 


.C14 


Gene No. 


7094 




Strand 






Start 


8972 




End 


13145 




Name 


OJ991012 15.0225.C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10564 




End 


10828 




GI 


none 




Score 


126 




Exons 


10564. .10668, 10754. 


.10828, 


10765. .10827 




Seq. No. 


3328 




Seq. ID 


OJ991012_15.0225 


.C15 


Gene No. 


7095 




Strand 


+ 




Start 


762 




End 


1465 




Name 


OJ991012 15.0225.C15 


. ol . gp 


Method 


AAT/GAP 




Start * 


762 




End 


1465 




GI 


none 




Score 


485 




Exons 


762. .898, 1328. .1465 










Seq. No. 


3328 




Seq. ID 


OJ991012JL5.0225 


.C15 


Gene No. 


7096 




Strand . 






Start 


596 




End 


1796 




Name 


OJ991012 15.0225.C15 


.ol.gs 


Method 


GENSCAN 




Start 


596 


End 


1796 




GI 


none 




Score 


.4 




Exons 


596. .918, 1718. .1796 










Seq. No. 


3329 




Seq. ID 


OJ991012_15.0225 


.C16 


Gene No. 


7097 




Strand 







3475 





Start 


875 


End 


1262 




Name 


OJ991012 15.0225.C16.ol.gs 


Method 


GENSCAN 




Start 


875 


End 


1262 




GI 


none 


Score 


.52 




Exons 


875. .957, 1179. .1262 








Seq. No. 


3330 


Seq. ID 


OJ991012_15.0225.C17 




Gene No. 


7098 


Strand 


+ 




Start 


619 


End 


737 




Name 


OJ991012 15.0225.C17.ol.gp 


Method 


AAT/GAP 




Start 


619 


End 


737 




GI 


none 


Score 


163 




Exons 


619. .737 








Seq. No. 


3330 


Seq. ID 


OJ991012_15.0225.C17 




Gene No. 


7099 


Strand 


+ 




btart 


2567 


End 


3170 




Name 


OJ991012 15.0225.C17.ol.np 


Method 


AAT/NAP 




Start 


2567 


End 


3^170 




GI 


4633273 


Score 


71 




Exons 


2567.. 2704, 2746. .3170 








GI Descrip. 


(AF115549) Wiskott-Aldrich Syndrome protein [Homo sapiens] 




Seq. No. 


3330 ' 


Seq. ID 


OJ991012_15.0225.C17 


3 


Gene No. 


7100 


Strand 


+ 


3 


Start 


3425 


End 


3476 




Name 


OJ991012 15.0225.C17.o3.gp 


Method 


AAT/GAP 


. s 

y 


Start 


3425 


End 


3476 


GI 


uC-osflcyplllc03al 


Score 


83 


si 


Exons 


3425. .3476 






y 


GI Descrip. 


'6069643/dbj | AP000616.il AP000616 4 . Oe- 


11 Oryza sativa genomii 


j? 




DNA, chromosome 6, clone : P0514G12 ' 




i i 

=? 


Seq. No. 


3330 


Seq. ID 


OJ991012_15.0225.C17 


=1 


Gene No. 


7101 


Strand 


+ 




Start 


3597 


End 


7712 


s 


Name 


OJ991012 15.0225.C17.o4.gp 


Method 


AAT/GAP 




Start 


3597 


End 


7712 


1 


GI 


17621 1.R1084 


Score 


1277 




Exons 


3597.. 3723, 4033.. 4103, 5828.' 


.5917, 7307.. 7712 


ST 
Si 


GI Descrip. 


M454466/gb|AAD20913| 3.0e-13 


(AC006234) unknown protein 


s$ 




[Arabidopsis thaliana] ■ 








Seq. No. 


3330 


Seq. ID 


OJ991012_15.0225.C17 




Gene No. 


7102 


Strand 






Start 


8174 


End 


8640 




Name 


OJ991012 15.0225.C17.o2.gs 


Method 


GENSCAN 




Start 


8174 


End 


8640 




GI 


none 


Score 


.48 




Exons 


8174. .8210, 8241. .8300, 8453., 


.8640 






Seq. No. 


3331 


Seq. ID 


OJ991012_15.0225.C19 




Gene No. 


7103 


Strand 


+ 




Start 


82 


End 


426 




Name 


OJ991012 15.0225.C19.ol.gp 


Method 


AAT/GAP 




Start 


82 


End 


347 




GI 


none 


Score 


451 



3476 



Exons 



82. .347 



Seq. No. 


3331 








Seq. ID 


OJ991012 15.0225 


Gene No. 


7103 








Strand 


+ 


Start 


82 








End 


426 


Name 


OJ991012 15 


.0225. 


C19.ol 


,gs 


Method 


GENSCAN 


Start 


112 








End 


426 


GI 


none 








Score 


.87 


Exons 


112. .426 












Seq. No. 










Seq. ID 


OJ991012_15.0225 


Gene No. 


7104 








Strand 


+ 


Start 


1 








End 


1362 


Name 


OJ991012 15 


.0225. 


C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1362 


GI 


5734732 








Score 


102 


Exons 


1.-73, 1101 


..1166, 1279 


. .1362 






GI Descrip. 


(AC007259) 


Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


3332 








Seq. ID 


OJ991012_15.0225 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15 


.0225. 


C20.o2 


. tw 


Method 


■ TBLASTX: Wheat 


Start 


8 








End 


4660 


GI 


none 








Score 


52 


Exons 


8. .76, 1101 


. . 1178 


, 1103 


. .1162, 


1273. . 


1353, 1281.. 1337, 




4568. .4660, 


4568. 


.4657 








Seq. No. 


3332 








Seq. ID 


OJ991012 15.0225 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15 


.0225. 


C20.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1101 








End 


4705 


GI 


none 








Score 


80 


Exons 


1101. .1166, 


1273. 


.1353, 


1281. . 


1343, 3942.. 3983, 4354. .4 




4359. .4442, 


4390. 


.4443, 


4561. . 


4659, 4565. .4660, 4676. .4 


Seq. No. 


3332 








Seq. ID 


OJ991012_15.0225 


Gene No. 


7105 








Strand 


+ ■ 


Start 


1893 








End 


4750 


Name 


OJ991012 15 


.0225. 


C20.ol 


. gs 


Method 


GENSCAN 


Start 


1893 








End 


4659 


GI - 


* none 








Score 


.9 


Exons 


1893. .1962, 


2241. 


.2396, 


3312. . 


3430, 3732.-3794, 4036. .4 




4370. .4432, 


4566. 


.4659 








Seq. No. 


3332 








Seq. ID 


OJ991012 15.0225 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15 


.0225. 


C20.ol 


.gp 


Method 


AAT/GAP 


Start 


2242 








End 


3792 


GI 


2309765 








Score 


697 


Exons 


2242. .2396, 


3365. 


.3430, 


3528. . 


3640, 3732.. 3792 


Seq. No. 


3332 








Seq. ID 


OJ991012 15.0225 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 



3477 



• • 

Name OJ991012_15. 0225.C20 .o2 . np Method AAT/NAP 

Start 2339 End 4750 

GI 4454464 Score 418 

Exons 2339.-2396, 3533.. 3640, 3732.. 3794, 3936.-3969, 4067.. 4189, 

4370. .4432, 4566. .4750 
GI Descrip. (AC006234) putative secretory carrier-associated membrane 

protein [Arabidopsis thaliana] 



Seq. No. 


3332 








Seq. ID 


OJ991012_15.0225.C20 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15. 


0225 


C20 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3554 








End 


4191 


GI 


none 








Score 


87 


Exons 


3554. .3640, 


3562 


.3630, 


3724. 


.3804, 3725. .3796, 4033. .4182, 




4065. .4187, 


4065 


.4190, 


4066. 


.4191 




Seq. No. 


3332 








Seq. ID 


OJ991012_15.0225.C20 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15. 


0225 


C20.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3614 








End 


4214 


GI 


none 








Score 


39 


Exons 


3614. .3640, 


3725 


.3796, 


3730. 


.3804, 3927.. 3977, 4065.. 4166, 




4065. .4214, 


4066 


.4191 








Seq. No. 


3332 








Seq. ID 


OJ991012_15.0225.C20 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15. 


0225 


C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3930 








End 


4588 


GI 


none 








Score 


45 


Exons 


3930. .3977, 


3934 


.3975, 


4065. 


.4190, 4065. .4190, 4066. .4191, 




4405. .4443, 


4565 


.4588 








Seq. No. 


3332 








Seq. ID 


OJ991012_15.0225.C20 


Gene No. 


7105 








Strand 


+ 


Start 


1893 








End 


4750 


Name 


OJ991012 15. 


0225 


C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4047 








End 


4194 


GI 


none 








Score 


195 


Exons 


4047. .4190, 


4066 


.4191, 


4069. 


.4194 




Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 


Gene No. 


7106 








Strand 


+ 


Start 


4108 








End 


14114 


Name 


OJ991012 15. 


0225 


C21.ol 


.gs 


Method 


GENSCAN 


Start 


4108 








End 


14114 


GI 


none 








Score 


.5 


Exons 


4108. .5962, 


7179 


.7222, 


7664 . 


.7870, 7924.. 10290, 10369 11981, 




12008. .14114 










Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 


Gene No. 


7106 








Strand 


+ 


Start 


4108 








End 


14114 


Name 


OJ991012 15. 


0225 


C21.ol 


.np . 


Method 


AAT/NAP 


Start 


8447 








End 


14111 



3478 



GI 6498441 Score 7140 

Exons 8447.. 9511, 9842.. 10305, 10369 10742, 10926. . 11060, 

11235. .11645, 11874. .12179, 12339 .. 13736, 13830.. 14111 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 




Gene No. 


7107 








Strand 






Start 


14740 








End 


18378 




Name 


OJ991012 15 


.0225 


.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4375 








End 


5769 






none 








Score 


37 




Exons 


4375. .4419, 


4389 


. .4616, 


4417. 


.4626, 4435. .4617, 4447.. 4605, 






4474. .4626, 


4522 


. .4626, 


4696. 


.4929, 4696.. 4971, 4924.. 5769, 






4939. .5262, 


4975 


. .5241, 


5082. 


.5516, 5488.. 5655 




Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 




Gene No. 


7107 








Strand 






Start 


14740 








End 


18378 




Name 


OJ99101<£ 15 




. C^l . O 7 


. tw 


Method 


TBLASTX: Wheat 




Start 


4429 








End 


9336 




GI 


none 








Score 


139 


,3 a. 


Exons 


4429. .4608, 


4696 


. .5016, 


4903. 


.5373, 4973.. 5029, 5094.. 5147, 


■ ^ 




5190. .5315, 


9244 


. .9336 










Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 


\ : j E 

! k? 


Gene No. 


7107 








Strand 




i!3 


Start 


i a ^ a ri 
14 /40 








End 


18378 


! . E 


Name 


OJ991012 15 


.0225 


.C21.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


4432 








End 


5406 


W 


GI 


none 








Score 


76 


fjj 


Exons 


4432. .4602, 


4897 


. .5043, 


5053. 


.5340, 5347. .5406 


~, 


Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 


'•= JET 


Gene No. 


7107 








Strand 






Start 


1 A 1 A O 








End 


18378 




Name 


OJ991012 15 


.0225 


.C21.o5 


.ts 


Method 


TBLASTX : Soybean 


j 


Start 


4438 








End 


5277 




GI 


none 








Score 


114 


! ; s? 
.s 


Exons 


4438. .4611, 


4696 


. .4971, 


4941. 


.5264, 4942.. 5277 




Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 




Gene No. 


7107 








Strand 






Start 


14740 








End 


18378 




Name 


OJ991012 15 


.0225 


.C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


5311 








End 


5850 




GI 


none 








Score 


370 




Exons 


5311. .5850, 


5322 


. .5528, 


5730. 


.5846 






Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225.C21 




Gene No. 


7107 








Strand 






Start 


14740 








End 


18378 




Name 


OJ991012 15 


.0225 


.C21.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5545 








End 


6073 




GI 


none 








Score 


450 




Exons 


5545. .6072, 


"5601 


. .5960, 


5854. 


.6069, 5948.. 6073 



3479 






Seq. No. 


O "5 O "3 

3333 








Seq. ID 


r\ TOQ1 m 0 it r\ooc 


. czi 




Gene No. 


7107 








Strand 








Start 


14740 








End 


18378 






Name 


OJ991012 15. 


0225 


.C21.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


5781 








End 


6072 






GI 


none 








Score 


295 






Exons 


5781. .5972, 


5791 


. .6072 












Seq. No. 


3333 








Seq. ID 


ojyyiuiz id.vzzd 


001 
. CZl 




Gene No. 


7107 








Strand 








Start 


14740 








End 


18378 






Name 


OJ991012 15. 


0225 


.C21.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


5851 








End 


6072 






GI 


none 








Score 


261 






Exons 


5851. .6072, 


5854 


. .6069 












Seq. No. 


*5 "5 *5 "!J 

3333 








Seq. ID 


OJ991012_15.0225 


.C21 




Gene No. 


7107 








Strand 








Start 


14740 








End 


18378 






Name 


OJ991012 15. 


0225 


.C21.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


8599 








End 


8988 






GI 


none 








Score 


54 






Exons 


8599. .8643, 


8650 


. .8748, 


8667. 


.8747, 8715. .8954, 8731. .8988 


w 


Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225 


. L/Z 1 


rn 


Gene No. 


7107 








Strand 








Start 


14740 








End 


18378 




! M 

.: K 


Name 


OJ991012 15. 


0225 


.C21.o6. 


tm 


Method 


TBLASTX: Maize 




i: J 


Start 


8638 








End 


8886 




LJ 


GI 


none 








Score 


197 






Exons 


8638.-8886, 


8640 


. .8885 










ry 


Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225 


.C21 


i: 

a. 


Gene No. 


7107 








Strand 






i G 


Start 


14740 








End 


18378 




"< J 


Name 


OJ991012 15. 


0225 


.C21.o3. 


tw 


Method 


TBLASTX: Wheat 




L JL 


Start 


9726 








End 


18378 




1.3 


GI 


none 








Score 


402 




Exons 


9726. .9899, 


9727 


. .10212, 


9921 


. .10181, 


18322. .18378 




I! J 


Seq. No. 


3333 








Seq. ID 


OJ991012JL5.0225 


.C21 




Gene No. 


7107 








Strand 








Start 


14740 








End 


18378 






Name 


OJ991012 15. 


0225 


.C21.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


10377 








End 


10839 






GI 


none 








Score 


179 






Exons 


10377. .10835 


, 10377. .10832, 10378 .. 10839, 10378.. 10833 






Seq. No. 


3333 








Seq. ID 


OJ991012_15.0225 


.C21 




Gene No. 


7107 








Strand 








Start 


14740 








End 


18378 






Name 


OJ991012 15. 


0225 


.C21.o4. 


ts 


Method 


TBLASTX : Soybean 






Start 


10417 








End 


10782 






GI 


none 








Score 


117 






Exons 


10417. .10641 


, 10648. .107 


82 









3480 




Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225.C21 


Gene No. 


"7i m 




Strand 




Start 


14740 




End 


18378 


Name 


OJ991012 15.0225.C21 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


10507 




End 


10864 


GI 


none 




Score 


392 


Exons 


10507. .10863, 10542. 


.10853, 


10628. .10864 


Seq. No. 


3333 






n.TQQim? is n??s r?i 


Liene wo . 


Tim 




Strand 




Start 


14740 




End 


18378 


Name 


QJ991012 15.0225.C21 


. o4 . tm 




TRT.A9TX • i 7p 
1 0 lino l /\ . lmcix i>c 


Start 


10890 




EjI l\J. 


11974 


GI 


none 








Exons 


10890. .11255, 10891. 


.11274 






Seq. No. 


3333 




otsq • J. u 


OTQQ1019 IS 09?S C91 




7i m 
/ iy / 




Strand 




Start 


14740 




End 


18378 


Name 


OJ991012 15.0225.C21 


.o2. tw 




1 DbnO 1A • VV i I C u L. 


Start 


10947 




t-tl lli 


1 1 ^67 


GI 


none 




Score 


4 O O 


Exons 


10947. .11342, 10948. 


.11367 






Seq. No. 


3333 






n.TQQim? is n??s c?i 


bene wo . 


Tim 

/1U / 




Strand 




Start 


14740 




End 


18378 


Name 


OJ991012 15.0225.C21 


,o2.ts 


Method 


TBLASTX: Soybean 


Start 


11026 




End 


11397 


GI 


none 




Score 


281 


Exons 


11026. .11397, 11043. 


.11186 






Seq. No. 


3333 




Seq. .ID 


OJ991012_15.0225.C21 


Gene No. 


7107 




Strand 




o tar u 


14 740 

Xfi / f± U 




End 


18378 


Name 


OJ991012 15.0225.C21 


.08 .tw 


Method 


TBLASTX: Wheat 


Start 


12051 




End 


12473 


GI 


none 




Score 


141 


Exons 


12051. .12263, 12066. 


.12194, 


12116. .12211, 12201. .12290, 




12209. .12289, 12324. 


.12473, 


12333. .12458, 12335. .12472 


Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225.C21 


bene ino * 


71 fi7 




Strand 




Start 


14740 




End 


18378 


Name 


OJ991012 15.0225.C21 


.o9.tw 


Method 


TBLASTX: Wheat 


Start 


12476 




End 


12788 


GI 


none 




Score 


183 


Exons 


12476. .12652, 12525. 


.12788 






Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225.C21 


Gene No. 


7107 




Strand 




Start 


14740 




End 


18378 


Name 


OJ991012 15.0225.C21 


.o3. tm 


Method 


TBLASTX: Maize 


Start 


12981 




End 


13304 


GI 


none 




Score 


365 


Exons 


12981. .13304, 13010. 


.13291 







3481 




Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225 


.C21 


Gene No. 


7107 




Strand 






Start 


14740 




End 


18378 




Name 


OJ991012 15.0225.C21 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13118 




End 


13499 




GI 


none 




Score 


373 




Exons 


13118. .13468, 13119. 


.13499 








Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225 


.C21 


Gene No. 


7107 




Strand 






Start 


14740 




End 


18378 




Name 


OJ991012 15.0225.C21 


. o5 . tw 


-Method 


TBLASTX: Wheat 




Start 


13500 




End 


14102 




GI 


none 




Score 


266 




Exons 


13500. .13790, 13505. 


.13783, 


13887. .1394 6, 13976. .14098, 






13977.. 14102 










Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225 


.C21 


Gene No. 


7107 




Strand 






Start 


14740 




End 


18378 




Name 


OJ991012 15.0225.C21 


.o2 .gs 


Method 


GENSCAN 




Start 


14740 




End 


17986 




GI 


none 




Score 


.61 




Exons 


14740. .15099, 15201. 


.16106, 


16201. .16603, 16706. .17771, 






17838. .17986 










Seq. No. 


3333 




Seq. ID 


OJ991012_15.0225 


.C21 


Gene No. 


7107 




Strand 






Start 


14740 




End 


18378 




Name 


OJ991012 15.0225.C21 


.o2 .np 


Method 


AAT/NAP 




Start 


14743 




End 


17967 




GI 


6907089 




Score 


4345 




Exons 


14743. .16603, 16706. 


.17967 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3334 




Seq. ID 


OJ991012_15.0225 


.C22 


Gene No. 


7108 




Strand 


+ 




Start 


1 




End 


324 




Name 


OJ991012 15.0225.C22 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


324 




GI 


5042454 




Score 


77 




Exons 


1..50, 267. .324 










GI Descrip. 


(AC007789) putative ; 


polyprotein [Oryza 


sativa] 




Seq. No. 


3334 




Seq. ID 


OJ991012_15.0225 


.C22 


Gene No. 


7109 




Strand 


+ 




Start 


271 




End 


1020 




Name 


OJ991012 15.0225.C22 


. ol . gs 


Method 


GENSCAN 




Start 


271 




" End 


1020 




GI 


none 




Score 


.85 




Exons 


271. .441, 976. .1020 










Seq. No. 


3334 




Seq. ID 


OJ991012__15.0225 


.C22 


Gene No. 


7110 




Strand 






Start 


1 




End 


474 




Name 


.OJ991012 15.0225.C22 


. o2 . np 


Method 


AAT/NAP 




Start 


V-i • 




End 


474 





3482 



# • 

GI 5922623 Score 63 

Exons 1..67, 381.. 474 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] ■ 

gi| 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ991012 15.0225.C22 



Seq. No. 3334 Seq. ID 

Gene No. 7111 Strand 

Start 1342 End 

Name OJ991012_15 . 0225 . C22 . ol . tm Method 

Start 1342 End 

GI none Score 

Exons 1342. .1692, 1487. .1693, 1664. .1858, 1690. .1857, 1956. .2054, 
1957. .2055 



9355 

TBLASTX: Maize 

2055 

221 



Seq. No. 3334 Seq. ID OJ991012_15 . 0225 .C22 

Gene No. 7111 Strand 

Start 1342 End 9355 

Name OJ991012_15 . 0225 . C22 . o3 . np Method AAT/NAP 

Start 1342 End 2345 

GI 5734618 Score 632 

Exons 1342.. 1853, 1940.. 2345 

GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F5H14 genomic sequence; unknown protein (AC006234) [Oryza 
sativa] 



Seq. No. 3334 

Gene No. 7111 

Start 1342 

Name OJ991012_15 . 0225 . C22 . o2 . gs 

Start 1342 

GI none 
Exons 



Seq. ID OJ991012_15.0225.C22 
Strand 

End 9355 

Method GENSCAN 

End 9277 

Score . 67 



1342. .1853, 1940. .2357, 5615. .5980, 6147. .6351, 6731. .7080, 



7158. .7256, 7338. .7683, 7727, 
9109. .9277 



.7932, 8025.. 8092, 8549.-8845, 



; Seq. No. 3334 Seq. ID 

t Gene No. 7111 Strand 

3 Start 1342 End 

3 Name OJ991012_15 . 0225 . C22 . ol . ts Method 

3 Start 1522 End 

GI none Score 

Exons. 1522. .1845, 1523. .1846 



OJ991012_15.0225.C22 
9355 

TBLASTX : Soybean 

1846 

237 



Seq. No. 


3334 








Seq. ID 


OJ991012_15.0225 


.C22 


Gene No. 


7111 








Strand 






Start 


1342 








End 


9355 




Name 


OJ991012 15 


0225 


.C22.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2028 








End 


2324 




GI 


none 








Score 


148 




Exons 


2028. .2153, 


2160 


. .2324 










Seq. No. 


3334 








Seq. ID 


OJ991012_15.0225 


.C22 


Gene No. 


7111 








Strand 






Start 


1342 








End 


9355 




Name • 


OJ991012 15. 


0225 


.C22.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


2061 








End 


2365 





3483 






GI 


none 


Score 


76 




Exons 


2061.. 2144, 2062.. 2136, 2161. 


.2361, 2161.. 2250, 2166.. 2321, 






2174. .2365, 2278. .2364 








Seq. No. 


3334 


Seq. ID 


OJ991012_15.0225.C22 




Gene No. 


7111 


Strand 






Start 


1342 


End 


9355 




Name 


OJ991012 15.0225.C22.o4.np 


Method 


AAT/NAP 




Start 


6135 


End 


9355 




GI 


6815062 


Score 


3317 




Exons 


6135.. 6367, 6422.. 6442, 6741. 


.7080, 7158.. 7256, 7338.-7683, 






7727.. 7932, 8025.. 9355 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 






sativa] 








Seq. No. 


3334 


Seq. ID 


OJ991012_15.0225.C22 




Gene No. 


7111 


Strand 






Start 


1342 


End 


9355 




Name 


OJ991012 15. 0225.C22.o3.tm 


Method 


TBLASTX: Maize 




Start 


6997 


End 


8198 




GI 


none 


Score 


67 




Exons 


6997.. 7095, 7338.-7634, 7726. 


.7752, 7759. .7926, 7759. .7926, 


_ 

J 




8007.. 8084, 8094.. 8135, 8157. 


.8198 




J 


Seq. No. 


3334 


Seq. ID 


OJ991012_15.0225.C22 


i : 


Gene No. 


7111 


Strand 




It 


Start 


1342 


End 


9355 


=~ 


Name 


OJ991012 15.0225.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


8856 


End 


9355 


y 


GI 


none 


Score 


174 


; : 


Exons 


8856.. 8936, 8942.. 9220, 8943. 


.9221, 9245.-9355 




Seq. No. 


3335 


Seq. ID 


OJ991012_15.0225.C23 




Gene No. 


7112 


Strand 






Start 


170 


End 


419 


4 


Name 


OJ991012 15.0225.C23.ol.tm 


Method 


TBLASTX: Maize 


& 


Start 


170 


End 


419 




GI 


none 


Score 


180 




Exons 


170. .331, 171. .419, 228. .359 








Seq. No. 


3336 


Seq. ID 


OJ991022_17.0225.C1 




Gene No. 


7113 


Strand 


+ 




Start 


1 


End 


2468 




Name 


OJ991022 17.0225.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2468 




GI 


6434420 


Score 


597 




Exons 


1..90, 126. .730, 763. .942, 2446. .2468 






GI Descrip. 


(AL132908) predicted using Genefinder; 


preliminary prediction 






[Caenorhabditis elegans] 








Seq. No. 


3336 


Seq. ID 


OJ991022_17.0225.C1 




Gene No. 


7113 


Strand 


+ 




Start 


1 


End 


2468 




Name 


OJ991022 17.0225.Cl.ol.gs 


Method 


GEN SCAN 




Start 


116 


End 


2000 




GI 


none 


Score 


.68 



3484 



Exons 



116. .552, 709.. 980, 1031. .1112, 1142. .1324, 1489. .1553, 
1631. .1698, 1880. .2000 



Seq. No. 3336 Seq. ID 

Gene No. 7113 Strand 

Start 1 End 

Name OJ991022_17 . 0225 . CI . ol . tc Method 

Start 171 End 

GI none Score 
Exons 



OJ991022_17.0225.C1 
+ 

2468 

TBLASTX: Cress 

633 

142 



171. .368, 384. .590, 389. .535, 420. ..632, 595. .633 



Seq. No. 3336 Seq. ID 

Gene No. 7113 Strand 

Start 1 End 

Name OJ991022_17 . 0225 . CI . ol . tm Method 

Start 171 End 

GI none Score 

Exons 171.. 590, 401.. 532, 441.. 584 



OJ991022_17.0225.C1 
+ 

2468 

TBLASTX: Maize 

590 

439 



Seq. No. 
Gene No. 
Start- 
Name 
» Start 

i GI 

Exons 

|j Seq. No. 

=: Gene No. 

.1 Start 

J Name 

3 Start 

LI GI 
Exons 



3336 Seq. ID 

7113 Strand 

1 End 

OJ991022_17 . 0225 . CI . ol . ts Method 

171 End 

none Score 



OJ991022_17.0225.C1 
+ 

2468 

TBLASTX : Soybean 

633 

146 



171. .368, 384. .590, 389. .535, 441. .617, 595.-633 



3336 Seq. ID 

7113 Strand 

1 End 

OJ991022_17 . 0225 . CI . o3 . tm Method 

671 End 

none Score 

671. .712, 673. .720, 673. .714, 679. .906, 708. .920, 714 
817. .906 



OJ991022_17.0225.C1 
+ 

2468 

TBLASTX: Maize 
920 
64 

857, 



Seq. No. 3336 

Gene No. 7113 

Start 1 

Name OJ991022_17 . 0225 . CI . o2 . tm 

Start 1028 

GI none 
Exons 



Seq. ID OJ991022_17.0225.C1 

Strand + 

End 24 68 

Method TBLASTX: Maize 

End 1700 

Score 144 



1028. .1153, 1030. .1149, 1134. .1223, 1150. .1323, 1150. .1320, 
1483.. 1551, 1486. .1548, 1488. .1556, 1490. .1552, 1491. .1553, 
1619. .1696, 1629. .1697, 1674. .1700 



Seq. No. 3337 Seq. ID 

Gene No. 7114 Strand 

Start 1 End 

Name OJ991022_17 . 0225 .C2 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..126 



OJ991022_17.0225.C2 
+ 

126 

AAT/GAP 

126 

236 



Seq. No. 
Gene No. 
Start 



3337 
7115 
76 . 



Seq. ID OJ991022_17 .0225 .C2 
Strand + 
End 856 



3485 




Name 


OJ991022 17.0225.C2.ol. 


gs 


Method 


GENSCAN 


Start 


76 




End 


856 


GI 


none 




Score 


.89 


Exons 


76. .287, 445. .856 








Seq. No. 


3337 




Seq. ID 


OJ991022_17.0225.C2 


Gene No. 


7116 




Strand 


+ 


Start 


1025 




End 


1241 


Name 


OJ991022 17.0225.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


85 




End 


629 


GI 


none 




Score 


208 


Exons 


85. .288, 133. .288, 436. 


.618, 


441. . 614, 


443. .622, 444. .629 


Seq. No. 


3337 




Seq. ID 


OJ991022_17.0225.C2 


Gene No. 


7116 




Strand 


+ 


Start 


1025 




End 


1241 


Name 


OJ991022 17.0225.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


743 




End 


1230 


GI 


none 




Score 


154 


Exons 


743. .940, 769. .942, 770 


i. .946, 


802. .942, 


974. .1075, 999. .101 




1071. .1145, 1072. .1161, 


1073. 


.1153, 1156.. 1206, 1157.. 1213, 




1164.. 1229, 1198. .1230 








Seq. No. 


3337 




Seq. ID 


OJ991022_17.0225.C2 


Gene No. 


7116 




Strand 


+ 


Start 


1025 




End 


1241 


Name 


OJ991022 17.0225.C2.o2. 




Method 


AAT/GAP 


Start 


1025 




End 


1241 


GI 


427145 




Score 


380 


Exons 


1025. .1241 








Seq. No. 


3338 




Seq. ID 


OJ991022_17.0225.C3 


Gene No. 


7117 




Strand 


+ 


Start 


772 




End 


4161 


Name 


OJ991022 17.0225.C3.ol. 


gs 


Method 


GENSCAN 


Start 


772 




End 


4161 


GI 


none 




Score 


.89 


Exons 


772. .792, 1227. .1328, 1428. .1508, 1610. 


.1756, 1879.. 1950, 




2255.-2373, 4092.. 4161 








Seq. No. 


3338 




Seq. ID 


OJ991022_17.0225.C3 


Gene No. 


7117 




Strand 


+ 


Start 


772 




End 


4161 


Name 


OJ991022 17.0225.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1218 




End~ 


3120 


GI 


none 




Score 


49 


Exons 


1218. .1247, 1272. .1328, 


1440. 


.1463, 2297.. 2371, 2488.. 2607, 




2492. .2608, 2515. .2610, 


2863. 


.2907, 3016.. 3120 


Seq. No. 


3338 




Seq. ID 


OJ991022_17.0225.C3 


Gene No. 


7117 




Strand 


+ 


Start 


772 




End 


4161 


Name 


OJ991022 17.0225.C3.ol. 


gp 


Method 


AAT/GAP - 


Start 


1891 




End 


3392 


GI 


5455384 




Score 


1242 


Exons 


1891.. 1950, 2256.. 2373, 


2494. 


.2607, 2862.. 2907, 3037.. 3392 


GI Descrip. 


3169171/gb|AAC17814.1| 


9.0e-31 (AC004401) putative serine 



3486 




carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443. 1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 



Seq. No. 


3338 






Seq. ID 


OJ991022_17. 


0225. 


C3 


Gene No. 


7117 






Strand 


+ 






Start 


772 






End 


4161 






Name 


OJ991022 17. 


0225.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2209 






End 


2608 






bl 


none 






Score 


130 






Exons 


2209. .2367, 


2255. .2371, 


2491. 


.2607, 2492.. 2608 






Seq. No. 


3339 






Seq. ID 


OJ991022_17. 


0225. 


C4 


Gene No. 


7118 






Strand 


+ 






Start 


4619 






End 


5835 






Name 


OJ991022 17. 


0225.C4.o2. 


gs 


Method 


GENSCAN 






Start 


4619 






End 


5835 






GI 


none 






Score 


.92 






Exons 




J4l / . . JJJD; 


c. n pi 


.5662, 5725.. 5835 






Seq. No. 


3339 






Seq. ID 


OJ991022_17. 


0225. 


C4 


Gene No. 


7119 






Strand 








Start 


36 






End 


2826 






Name 


OJ991022 17. 


0225.C4.ol. 


gs 


Method 


GENSCAN 






Start 


36 






End 


2826 






GI 


none 






Score 


.81 






Exons 


36.. 204, 322 


..511, 546. 


.661, 


976. .1237 


, 1861. .1980, 


2237. . 




2466. .2589, 


2817. .2826 












Seq. No. 


3339 






Seq. ID 


OJ991022_17. 


0225. 


C4 


Gene No. 


7119 






Strand 








Start 


36 






End 


2826 






Name 


OJ991022 17. 


0225.C4.ol. 


np 


Method 


AAT/NAP 






Start 


1373 






End 


2664 






GI 


5777617 






Score 


105 






Exons 


1373. .1555, 


2540. .2664 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


3339 






Seq. ID 


OJ991022_17; 


0225. 


C4 


Gene No. 


7120 






Strand 








Start 


6239 






End 


6765 






Name 


OJ991022 17. 


0225.C4.o3. 


gs 


Method 


GENSCAN 






Start 


6239 






End 


6765 






C T 


none 






Score 


.73 






Exons 


6239. .6347, 


6620. .6765 












Seq. No. 


3340 






Seq. ID 


OJ991022_17. 


0225. 


C5 


Gene No. 


7121 






Strand 


+ 






Start 


46 






End 


1049 






Name. 


OJ991022 17. 


0225.C5.ol. 


gs 


Method 


GENSCAN 






Start 


46 






End 


1049 






GI 


none 






Score 


.9 






Exons 


46.. 532, 955 


. .1049 












Seq. No. 


3340 






Seq. ID 


OJ991022_17. 


0225. 


C5 


Gene No. 


7122 






Strand 


+ 






Start 


3550' 






End 


5037. 







3487 



\ 




Name 


OJ991022_17.0225.C5.bl.np 


Method 


AAT/NAP 


Start 




End 


5022 


GI 


2388565 


Score 


720 


Exons 


239S..2469, 3731.. 3870, 3966. 


.4134, 4222. .4427, 4531. .4774, 




4866. .5022 






GI Descrip. 


(AC000098) Similar to Prunus 


pectinesterase (gb|X95991) . 




[Arabidopsis thaliana] 






Seq. No. 


3340 


Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


f.LZZ 


Strand 


+ 


Start 


3550 


End 


5037 


Name 


OJ991022 17.0225.C5.o2.gs 


Method 


GENSCAN 


Start 


3550 


End 


5037 


GI 


none 


Score 


.91 


Exons 


3550. .3569, 3966. .4134, 4531. 


.4778, 4866.. 5037 


Seq. No. 


3340 


Seq. ID 


OJ991022_17.0225.C5 


bene no . 


/ LZ 3 


Strand 


+ 


Start 


6308 


End 


7271 


Name 


OJ991022 17.0225.C5.o3.gs 


Method 


GENSCAN 


Start 


6308 


End 


7051 


GI 


none 


Score 


.94 


Exons 


6308. .7051 






Seq. No. 


3340 


Seq. ID 


OJ991022 17. 0225. C5 


Gene No. 


7123 


Strand 


+ 


btart 


6308 


End 


7271 


Name 


OJ991022 17.0225.C5.o2.np 


Method 


AAT/NAP 


Start 


6311 


End 


7271 


GI 


3341686 


Score 


458 


Exons 


6311.. 6850, 6959.. 7051, 7223. 


.7271 




GI Descrip. 


(AC003672) putative glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


3340 


Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7124 


Strand 




Start 


5343 


End 


5551 


Name 


OJ991022 17.0225.C5.ol.gp 


Method 


AAT/GAP 


Start 


5343 


End 


5551 


GI 


4138298 


Score 


301 


Exons 


5343. .5551 






GI Descrip. 


4138299/emb|CAA75509| 4.0e-97 


(Y15219) 


transcriptional activator 




[Oryza sativa subsp. indica] 






Seq. No. 


3340 


Seq. ID 


OJ991022_17.0225.C5 


Gene No . 


7125 


Strand 




Start 


6461 


End . 


6663 


Name 


OJ991022 17.0225.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3961 


End 


4424 


GI 


none 


Score 


69 


Exons 


3961.. 4125, 4221.. 4301, 4222. 


.4305, 4308. .4424, 4361. .4411 


Seq. No. 


3340 


Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 


Strand 




Start 


6461 


End 


6663 


Name 


OJ991022 17.0225.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


4221 


End 


4731 


GI 


none 


Score 


81 



3488 




Exons 


4221. .4304, 


4222, 


. .4302, 


4301. 


.4411, 4305. .4427, 4308. .4433 




4557. .4640, 


4573, 


. .4644, 


4612. 


.4731 




Seq. No. 


3340 








Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 








Strand 




Start 


6461 








End 


6663 


Name 


OJ991022 17 


.0225.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4221 








End 


4441 


GI 


none 








Score 


93 


Exons 


4221. .4289, 


4222, 


. .4305, 


4301. 


.4441, 4305. .4424 


Seq. No. 


3340 








Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 








Strand 




Start 


6461 








End 


6663 


Name 


OJ991022 17 


.0225.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4584 








End 


5007 


GI 


none 








Score 


170 


Exons. 


4584. .4739, 


4585, 


. .4737, 


4740. 


.4781, 4866. .4958, 4867. .5007 


Seq. No. 


3340 








■ Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 








Strand 




Start 


6461 








End 


6663 


Name 


OJ991022 17 


.0225, 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4647 








End 


5007 


GI 


none- 








Score 


104 


Exons 


4647. .4736, 


4648, 


. .4737, 


4737. 


.4772, 4861. .5007, 4866. .4958 


Seq. No. 


3340 








Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 








Strand 




Start 


6461 








End 


6663 


Name 


OJ991022 17 


.0225, 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6334 








End 


6601 


GI 


none 








Score 


56 


Exons 


6334. .6378, 


6371, 


. .6601, 


6373. 


.6495 




Seq. No. 


3340 








Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 








Strand 




Start 


6461 








End 


6663 


Name 


OJ991022 17 


.0225, 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6371 








End 


6508 


GI 


none 








Score 


195 


Exons 


6371. .6508, 


6379, 


. .6495 








Seq. No. 


3340 








Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7125 








Strand 




Start 


6461 








End 


6663 


Name 


OJ991022 17 


.0225. 


.C5.o2. 


gp 


Method 


AAT/GAP 


Start 


6461 








End 


6663 


GI 


5005472 








Score 


334 


Exons 


6461. .6663 












Seq. No. 


3340 








Seq. ID 


OJ991022_17.0225.C5 


Gene No. 


7126 








Strand 




Start 


6737 








End 


7050 


Name 


OJ991022 17 


.0225. 


,C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6737 








End 


7050 


GI 


none 








Score 


293 



3489 



Exons 


6737. .6949, 


6745.. 7047, 6751 


. .7050 




Seq. No. 


3341 




Seq. ID 


OJ991022_17.0225.C6 


Gene No. 


7127 




Strand 


+ 


Start 


1 




End 


3737 


Name 


OJ991022 17 


.0225.C6.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1773 


GI 


3341686 




Score 


610 


Exons 


1..220, 316 


..553, 1696. .1773 






GI Descrip. 


(AC003672) 


putative glucosyl trans f erase [Arabidopsis thaliana] 


Seq. No. 


3341 




Seq. ID 


OJ991022 17. 0225. Co 


Gene No. 


7127 




Strand 


+ 


Start 


1 




End 


3737 


Name 


OJ991022 17 


.0225.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


80 




End 


553 


GI 


none 




Score 


182 


Exons 


80. .223, 82 


..216, 313.. 552, 


318. .551, 


392 . . 553 


Seq. No. 


3341 




Seq. ID 


OJ991022_17.'0225.C6 


Gene No. 


7127 




Strand 


+ 


Start 


1 




End 


3737 


Name 


OJ991022 17 


.0225.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


315 




End 


1742 


GI 


none 




Score 


383 


Exons 


315. .551, 316. .552, 318. .560 


; 323. .580 


, 1673. .1741, 1674. .1742 


Seq. No. 


3341 




Seq. ID 


OJ991022_17.0225.C6 


Gene No. 


7127 




Strand 


+ 


Start 


1 




End 


3737 


Name 


OJ991022 17 


. 0225.C6.ol.gs 


Method 


GEN SCAN 


Start 


508 




End 


3737 


GI 


none 




Score 


. 51 


Exons 


508. .553, 714. .737, 1696. .1859, 1964.. 


2074 , 2749 . . 2795, 




3584. .3737 








Seq. No. 


3342 




Seq. ID 


OJ991022_17 . 0225 . C7 


Gene No. 


7128 




Strand 


+ 


Start 


2025 




End 


2432 


Name 


OJ991022 17 


.0225.C7.ol.gs 


Method 


GENSCAN 


Start 


2025 




End 


2432 


GI 


none 




Score 


.67 


Exons 


2025. .2032, 


2222. .2432 






Seq. No. 


3342 




Seq. ID 


OJ991022_17.0225.C7 


Gene No. 


7129 




Strand 




Start 


2886 




• End 


3401 


Name 


OJ991022 17 


.0225.C7.o2.gs 


Method 


GENSCAN 


Start 


2886 




End 


3401 


GI 


none 




Score 


.89 


Exons 


2886. .3116, 


3345. .3401 






Seq. No. 


3343 




Seq. ID 


OJ991022_17.0225.C8 


Gene No. 


7130 




Strand 


+ 


Start 


3878 




End 


4999 


Name 


OJ991022 17 


.0225.C8.ol.gp 


Method 


AAT/GAP 


Start- 


3857 




End 


4201 



3490 



\ 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflM202049d04bl Score 654 

3857. .4201 

, 3169171/gb|AAC17814.1| 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] ' 



3343 Seq. ID 

7130 Strand 

3878 End 

OJ991022_17 . 0225 . C8 . o2 . gs Method 

3878 End 

none Score 
3878. .4999 



OJ991022_17.0225.C8 
+ 

4999 
GENSCAN 
4999 
.91 



Q 
'■3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3343 
7130 
3878 

OJ991022_17 . 0225 . C8 :ol . np 

3941 

4928399 

3941. .4131, 4192. .4514, 4545. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4855, 



OJ991022 
+ 

4999 
AAT/NAP 
4996 
296 
4892. .4996 



17. 0225. C8 



(AF132014) RING-H2 zinc finger protein ATL4 [Arabidopsis 
thaliana] 



3343 Seq. ID 

7130 Strand 

3878 End 

OJ991022_17 . 0225 . C8 . o2 . gp Method 

4531 End 

2442769 Score 
4531. .4847 



OJ991022_17.0225.C8 
+ 

4999 
AAT/GAP 
4847 
563 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3343 Seq. ID 

7131 Strand 
618 End 
OJ991022_17 . 0225 . C8 . ol . gs Method 
618 End 
none Score 
618.. 910, 1202.. 1355 

3344 Seq. ID 

7132 Strand. 
1 End 
OJ991022_17.0225.C9.ol.np Method 
1 End 
6063557 Score 
1..304, 543. .690, 2685. .2723 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



OJ991022_17.0225.C8 

1355 
GENSCAN 
1355 
.52 



OJ991022_17.0225.C9 
+ 

2723 
AAT/NAP 
2723 
355 



3344 Seq. ID 

7132 Strand 

1 End 

OJ991022_17 .0225.C9.ol.gs Method 

132 End 

none Score 
132. .338 



OJ991022_17.0225.C9 
+ 

2723 
GENSCAN 
338 
.91 



3491 



3=$ 



Con Ma 








* \J £. £. *J 


P9 


Gene No. 


7133 


Strand 








Start 


627 


End 


2723 






Name 


OJ991022 17.0225.C9.o2.gs 


Method 


GEN SCAN 






Start 


627 


End 


2677 






GI 


none 


Score 


.9 






Exons 


627.. 919, 1162.. 1282, 1830. 


.1850, 2567. 


.2677 






Seq. No. 


3344 


Seq. ID 


OJ991022_17 


.0225 


.C9 


Gene No. 


7133 


Strand 








Start 


627 


End 


2723 






Name 


OJ991022 17.0225.C9.o2.np 


Method 


AAT/NAP 






Start 


1197 


End 


2723 






GI 


6598839 


Score 


228 






Exons 


1197. .1229, 1794. .1850, 2051. .2107, 2180. .2265, 2373. .2439, 




2687. .2723 










GI Descrip. 


(AC010795) unknown protein 


[Arabidopsis 


thaliana]. 






Seq. No. 


3344 


Seq. ID 


OJ991022_17 


.0225 


.C9 


Gene No. 


7133 


Strand 








Start 


627 


End 


2723 






Name 


OJ991022 17.0225.C9.ol.gp 


Method 


AAT/GAP 






Start 


1398 


End 


2404 






GI 


35170 1.R1084 


Score 


1329 






Exons 


1398. .1850, 2051. .2265, 2373. .2404 








GI Descrip. 


' 4314356/gb|AAD15567| 5.0e- 


15 (AC00634C 


) putative 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



anthocyanidin-3-glucoside rhamnosyltransf erase [Arabidopsis 
thaliana] ' 



3344 
7133 
627 

OJ991022_17, 

2235 

none 

2235. .2267, 
2373. .2468, 
2567. .2713 



0225.C9.ol.tm 



2235. 
2374. 



.2267, 2237 
.2475, 2375 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2284, 2365 
.2428, 2565 



OJ991022 17. 0225. C9 



2723 

TBLASTX: Maize 
2716 
55 

2427, 2372. 
2702,. 2567. 



.2452, 
.2716, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3345 
7134 
1 

OJ991022_17. 0225. C10. ol.np 
1 

6598839 



OJ991022 17. 0225. C10 



Seq. ID _ 
Strand 

End 3128 
Method AAT/NAP 
End 3128 
Score 355 

1..189, 291. .367, 577. .711, 1182. .1319, 2184. .2231, 3043. .3128 
(AC010795) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991022_17. 0225. C10 
Strand 
End 

Method 
End 
Score 



3345 
7134 
1 

OJ991022_17. 0225. C10. ol.tm 
1 

none 

1..207, 1..189, 3. .206, 288 . . 34 1 , . 28 9 . . 366, 289. .384, 575. .712, 
576. .713, 1158. .1304, 1183. .1326, 1194. .1310, 1744. .1767, 



3128 

TBLASTX: Maize 

2254 

166 



3492 



X 

1768.. 1809, 2140.. 2253, 2180.. 2254 



Seq. No. 


3345 


Seq. ID 


OJ991022_ 


_17. 0225. C10 


Gene No. 


7134 


Strand 


- 




Start 


1 


End 


3128 




Name 


OJ991022 17.0225.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


697 




GI 


2310587 


Score 


727 




Exons 


1..189, 291. .367, 577. .697 








Seq. No. 


3345 


Seq. ID 


OJ991022 


_17. 0225. C10 


Gene No. 


7134 


Strand 






Start 


1 


End 


3128 




Name 


OJ991022 17.0225.C10.ol.gs 


Method 


GENSCAN 




Start 


707 


End 


2641 




GI 


none 


Score 


.72 




Exons 


707. .745, 1195. .1286, 1565.. 


1597, 2184 


..2296, 2334. .2641 


Seq. No. 


3346 


Seq. ID 


OJ991022 


17 022S Cll 


Gene No. 


7135 


Strand 


+ 




Start 


549 


End 


1251 




Name 


OJ991022 17.0225.Cll.ol.gs 


Method 


GENSCAN 




Start 


549 


End 


1251 




GI 


none 


Score 


.54 




Exons 


549. .743, 760. .1251 








Q a rr Kirs 
OcCj. IN U • 


3 OH D 


Seq. ID 


OJ991022 


17 022S Cll 


Gene No. 


7136 


Strand 


+ 




Start 


3847 


End 


7545 




Name 


OJ991022 17.0225.Cll.o3.gs 


Method 


GENSCAN 




Start 


3847 


End 


7545 




GI 


none 


Score 


.74 




Exons 


3847. .4398, 4653. .4745, 4801 


..5014, 5364.. 5536, 


6208. .6237, 




7453. .7545 










3346 


Seq. ID 


OJ991022 


_17. 0225. Cll 


Gene No. 


'7137 


Strand 






Start 


1731 


End 


4373 




Name 


OJ991022 17.0225.Cll.ol.np 


Method 


AAT/NAP 




Start 


1731 


End 


4373 




GI 


4239845 


Score 


481 




Exons 


1731. .1814, 3904. .4373 








GI Descrip. 


(AB015855) transcription factor TEIL [Nicotiana 


tabacum] 


Seq. No. 


3346 


Seq. ID 


OJ991022_ 


_17. 0225. Cll 




7138 


Strand 






Start 


4665 


End 


6351 




Name 


OJ991022 17.0225.Cll.o2.np 


Method 


AAT/NAP 




Start 


4665 


End 


6351 




GI 


4106690 


Score 


86 




Exons 


4665.. 4980, 6241.. 6351 








GI Descrip. 


(AL035065) putative urea active transporter [Schizosaccharoi 




pombe] 








Seq. No. 


3346 


Seq. ID 


OJ991022_ 


_17. 0225. Cll 


Gene No. 


7139 


Strand 






Start 


7347 


End 


7508 





3493 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991022_17 .0225.Cll.ol.tc 

3967 

none 

3967. .4164, 3968. .4099, 4161. 

3346 
7139 
7347 

OJ991022_17 . 0225 . CI 1 . ol . ts 

3967 . 

none 

3967.. 4098, 3968.. 4099, 4059. 
4162. .4347, 4174. .4362 

3346 
7139 
7347 

OJ991022_17. 0225. Cll. ol.tm 

3967 

none 

3967. .4104, 3968. .4105, 4108. 
4162. .4347 



Method TBLASTX : Cress 
End 434 9 

Score 143 
.4349, 4174. .4347 

Seq. ID OJ991022_17.0225.C11 
Strand 

End 7508 

Method TBLASTX : Soybean 

End 4362 

Score 170 

.4118, 4105. .4164, 4155. .4349, 



Seq. ID OJ991022_17.0225.C11 
Strand 

End 7508 

Method TBLASTX : Mai ze 

End 434 9 

Score 204 

.4164, 4161. .4238, 4161. .4349, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3346 Seq. ID OJ991022_17 . 0225 . Cll 

7139 Strand 

7347 End 7508 

OJ991022_17 . 0225 . Cll . ol . gp Method AAT/GAP 

7347 End 7508 

533_1.R1084 Score 169 

7347. .7386, 7409.. 7508 

, 113172/sp| P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3347 
7140 
84 

OJ991022_17.0225.C12.ol.gs 
84 

none 



Seq. ID OJ991022_17.0225.C12 

Strand + 

End 9410 

Method GENSCAN 

End 9410 

Score .51 



84. .276, 976. .1062, 1340. .1392, 1527. .1587, 1824. .2873, 
4323. .4345, 4497. .4583, 4599. .4634, 4681. .4851, 4951. .5203, 
6125. .6288, 6449. .6493, 6734. .6799, 6884. .7075, 7943. .8095, 
8125. .8321, 9281. .9410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



3347 Seq. ID 

7140 Strand 

84 End 
OJ991022_17 . 0225 . C12 . ol . np Method 

1904 End 

2832696 Score 
1904. .2953 

(AL021713) putative protein [Arabidopsis thaliana] 



OJ991022_17.0225.C12 
+ 

9410 
AAT/NAP 
2953 
872 



3347 
7141 



Seq. ID 
Strand 



OJ991022 17.0225.C12 



3494 



Start 


11100 








End 


11280 


Name 


OJ991022 17. 


0225 


.C12.o2 


. gs 


Method 


GENS CAN 


Start 


11100 








End 


11280 


GI 


none 








Score 


.62 


Exons 


11100. .11153 


1, 11179.. 11280 






Seq. No. 


3347 








Seq. ID 


OJ991022_17.0225.C12 


Gene. No . 


7142 








Strand 




Start 


11812 








End 


12179 


Name 


OJ991022 17. 


0225 


.C12.o2 


.gp 


Method 


AAT/GAP 


Start 


11812 








End 


12179 


GI 


4714691 








Score 


682 


Exons 


11812. .12179 










Seq. No. 


3347 








Seq. ID 


OJ991022_17.0225.C12 


Gene No . 


7143 








Strand 




Start 


12294 








End 


12552 


Name 


OJ991022 17. 


0225 


.C12 ,o2 


. tc 


Method 


. TBLASTX: Cress 


Start 


1859 ~~ 








End 


2056 


GI 


none 








Score 


252 


Exons 


1859. .2056, 


1861 


. .2034 








Seq. No. 


3347 








Seq. ID 


OJ991022_17 .0225.C12 


Gene No. 


7143 








Strand* 




Start 


12294 








End 


12552 


Name 


OJ991022 17. 


0225 


.C12.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1865 








End 


2236 


GI 


none 








Score 


212 


Exons 


1865.. 2059, 


1882 


. .2058, 


1895. 


.2071, 2117. .2221, 2126. .2236, 




2146. .2235 












Seq. No. 


3347 








Seq. ID 


OJ991022_17.0225.C12 


Gene No. 


7143 








Strand 




Start 


12294 








End 


12552 


Name 


OJ991022 17. 


0225.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1931 








End 


2431 


GI 


none 








Score 


211 


Exons 


1931. .2101, 


1936 


. .2103, 


1937. 


.2059, 2083.. 2304, 2104. .2301, 




2105. .2341, 


2114 


. .2341, 


2281. 


.2430, 2282.. 2431 


Seq. No. 


3347 








Seq. ID 


OJ991022_17.0225.C12 


Gene No . 


7143 








Strand 




Start 


12294 








End 


12552 


Name 


OJ991022 17. 


0225 


.C12.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2120 








End 


2359 


GI 


none 








Score 


205 


Exons 


2120. .2359, 


2182 


. .2340 








Seq. No. 


3347 








Seq. ID 


OJ991022_17.0225.C12 


f!pnp No 


7143 








Strand 




Start 


12294 








End 


12552 


Name 


OJ991022 17. 


0225 


.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2237 








End 


2872 


GI 


none 








Score 


114 


Exons 


2237. .2359, 


2239 


. .2340, 


2293. 


.2862, 2306.. 2872, 2387.. 2863 


Seq. No. 


3347 








Seq. ID 


OJ991022_17.0225.C12 



3495 



Gene No 


7143 




Strand 






Start 


12294 




End 


12552 




Name 


OJ991022 17.0225.Cl2.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2375 




End 


2812 




GI 


none 




Score 


452 




Exons 


2375.. 2812, 2383.. 2811 










Seq. No. 


3347 




Seq. ID 


OJ991022_17 .0225 


.C12 


Gene No . 


7143 




Strand 






Start 


12294 




End 


12552 




Name 


OJ991022 17.0225.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2432 




End 


2650 




GI 


none 




Score 


190 




Exons 


2432.. 2650, 2437.. 2649 










Seq. No. 


3347 




Seq. ID 


OJ991022_17.0225 


.C12 


Gene No. 


7143 




Strand 






Start 


12294 




End 


12552 




Name 


OJ991022 17.0225.C12.o2' 


. tm 


Method 


TBLASTX: Maize 




Start 


2651 




End 


2931 




GI 


none 




Score 


42 




Exons 


2651.. 2677, 2676.-2732, 


2678. .2911, 2680. .2931, 2681. .2881, 




2781. .2909 










Seq. No. 


3347 




Seq. ID 


OJ991022_17.0225 


.C12 


Gene No . 


7143 




Strand 






Start 


12294 




End 


12552 




Name 


OJ991022 17.0225.C12.o3 


.gs 


Method 


GEN SCAN 




Start 


12294 




End 


12552 




GI 


none 




Score 


.85 




Exons 


12294. .12403, 12456.. 12552 








Seq. No. 


3348 




Seq. ID 


OJ991022_17.0225 


.C13 


Gene No. 


7144 




Strand 






Start 


1 




End 


524 




Name 


OJ991022 17.0225.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


349 




GI 


3341680 




Score 


117 




Exons 


1. .349 










GI Descrip. 


(AC003672) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


3348 




Seq. ID 


OJ991022_17.0225 


.C13 


Gene No . 


7144 




Strand 






Start 


1 




End 


524 




Name 


OJ991022 17.0225.C13.ol 


.gs 


Method 


GENSCAN 




Start 


14 




End 


355 




GI 


none 




Score 


.55 




Exons 


14. .164, 192. .355 










Seq. No. 


3348 




Seq. ID 


OJ991022_17.0225 


.C13 


Gene No. 


7144 




Strand 






Start 


1 




End 


524 




Name 


OJ991022 17.0225.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


169 




End 


524 




GI 


none 




Score 


634 




Exons 


169. .524 











3496 





Seq. No. 


3348 


Seq. ID 


OJ991022_ 


17.0225.C13 




Gene No. 


7145 


Strand 








Start 


1685 


End 


2744 






Name 


OJ991022 17.0225.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


98 


End 


362 






GI 


none 


Score 


78 






Exons 


98. .169, 99. .155, 107. .178, 141. .179, 


272 . - 319, 


297 . . 320, 






311. .361, 312. .362 










Seq. No. 


3348 


Seq. ID 


OJ991022_ 


17.0225.C13 




Gene No. 


7145 


Strand 


- 






Start 


1685 


End 


2744 






Name 


OJ991022 17.0225.C13.o2.gs 


Method 


GEN SCAN 






Start 


1685 


End 


2744 






GI 


none 


Score 


.93 






Exons 


1685. .1912, 2505. .2744 










Seq. No. 


3349 


Seq. ID 


OJ991022_ 


17.0225.C14 




Gene No. 


7146 


Strand 


+ 






Start 


1185 


End 


5237 






Name 


OJ991022 17.0225.C14.ol.gs 


Method 


GENSCAN 






Start 


1185 


End 


5237 






GI 


none 


Score 


.91 






Exons 


1185.. 1293, 1497.. 1676, 3788. 


.3910, 4123. .4522, 


4608. .4721, 






5077.. 5237 










Seq. No. 


3349 


Seq. ID 


OJ991022_ 


_17.0225.C14 




Gene No. 


7146 


Strand 


+ 






Start 


1185 


End 


5237 




0 


Name 


OJ991022 17.0225.C14.o2.np 


Method 


AAT/NAP 




u 


Start 


2679 


End 


4522 




S3- 


GI 


2245022 


Score 


89 




:=i : 


Exons 


2679. .2711, 4194.. 4313, 4353. 


.4522 






• y 


GI Descrip. 


(Z97341) hypothetical protein 


[Arabidopsis thaliana] 


. _ 

U 


Seq. No. 


3349 


Seq. ID 


OJ991022_ 


17.0225.C14 


*« 


Gene No. 


7147 


Strand 








Start 


1 


End 


2489' 






Name 


. OJ991022 17.0225.C14.ol.np 


Method 


AAT/NAP 




*: sf 
sr. 


Start 


1 


End 


2489 




•3 =5 


GI 


6721547 


Score 


94 




,sa i 


Exons 


1..89, 2395. .2489 










GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. 


(AB013448) 




Seq. No. 


3350 


Seq. ID 


OJ991022_ 


17.0225.C15 




Gene No. 


7148 


Strand 


+ 






Start 


116 


End 


654 






Name 


OJ991022 17.0225.C15.ol.gs 


Method 


GENSCAN 






Start 


116 


End 


654 






GI 


none 


Score 


.85 






Exons 


116. .164, 464. .654 










Seq. No. 


3351 


Seq. ID 


OJ991022_ 


17.0225.C17 




Gene No. 


7149 


Strand 


+ 






Start 


1458 


End 


1515 






Name 


OJ991022 17.0225.C17.ol.gp 


Method 


AAT/GAP 






Start 


1458 


End 


1515 





3497 



♦ • 

GI 16490_1.R1084 Score 90 

Exons 1458.. 1515 

GI Descrip. ' 4584525/ emb | CAB40756 . 1 1 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] ' 



Seq. No. 


3351 




Seq. ID 


OJ991022 


1 "7 

_17 


.0225. C17 


Gene No. 


7150 




Strand 


+ 






Start 


1876 




End 


4687 






Name 


/■x Tft ft 1 ft ft ft 1 ~7 

OJ991022 17 


.0225.C17.ol.np 


Method 


AAT/NAP 






Start 


1876 . 




End 


4687 






GI 


6539570 




Score 


177 






Exons 


1876. .2079, 


2315.. 2382, 4653. 


.4687 








GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


3351 




Seq. ID 


OJ991022 


17 


.0225 .C17 


Gene No. 


7151 




Strand 








Start 


246 




End 


672 






Name 


OJ991022 17 


.0225.C17.ol.gs 


Method 


GENSCAN 






Start 


246 




End 


672 






GI 


none 




Score 


.62 






Exons 


246.. 303, 605.. 672 










Seq. No. 


3351 




Seq. ID 


OJ991022 


_17 


. 0225 .C17 


Gene No. 


7152 




Strand 








Start 


1885 




End 


3776 






Name 


OJ991022 17 


.0225.C17.o2.gs 


Method 


GENSCAN 






Start 


1885 




End 


3776 






GI 


none 




Score 


.59 






Exons 


1885. .2211, 


3705. .3776 










Seq. No. 


3352 




Seq. ID 


OJ991022_ 


_17 


.0225. C18 


Gene No. 


7153 




Strand 


+ 






Start 


739 




End 


2333 






Name 


OJ991022 17 


.0225.C18.ol.gs 


Method 


GENSCAN 






Start 


739 




End 


2333 






GI 


none 




Score 


.7 






Exons 


739.. 758, 888.. 1059, 2145.. 2333 








Seq. No. 


3352 




Seq. ID 


OJ991022 


JL7 


.0225. C18 


Gene No. 


7154 




Strand 


+ 






Start 


4273 




End 


7507 






Name 


OJ991022 17 


.0225.C18.o2.gs 


Method 


GENSCAN 






Start 


4273 




End 


7149 








none 




Score 


.87 . 






Exons 


4273. .4429, 


4797. .4880, 4957. 


.5174, 5640.. 6196, 


6270. .7149 


Seq. No. , 


3352 




Seq. ID 


OJ991022 


_17 


0225. C18 


Gene No. 


7154 




Strand 


+ 






Start 


4273 




End 


7507 






Name 


OJ991022 17 


.0225.C18.ol.np 


Method 


AAT/NAP 






Start 


4312 




End 


7122 






GI 


4455276 




Score 


1485 






Exons 


4312. .4429, 


4996. .5174, 5640. 


.6196, 6270.. 7122 






GI Descrip. 


(AL035527) 


peptide transporter-like protein [Arabidopsis 



thaliana] 



Seq. No. 3352 Seq. ID OJ991022_17 . 0225 . C18 



3498 



-\, 



♦ 




Gene No. 7154 Strand + 

Start 4273 End 7507 

Name OJ991022_17 . 0225 .C18 . o2 .gp Method AAT/GAP 

Start 6963 End 7507 

GI 18443_1.R1084 Score 910 

Exons 6963.. 7507 

GI Descrip. 1 445527 6/emb | CAB36812 . 1 | 3.0e-26 (AL035527) peptide 

transporter-like protein [Arabidopsis thaliana] 1 



Seq. No. 


3352 


Seq. ID 


OJ991022 17 


0225 


. C18 


Gene No. 


7155 


Strand 


+ 






btart 


O / DD 


End 


8908 






Name 


OJ991022 17 


. 0225 . C18 . o2 . np Method 


AAT/NAP 






Start 


8765 ■ 


End 


8908 






GI 


6815099 


Score 


106 






Exons 


8765. .8908 










GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


3352 


Seq. ID 


OJ991022_17 


0225 


.C18 


Gene No. 


7156 


Strand 








Start 


6536 


End 


6949 






Name 


OJ991022 17 


. 0225.C18.ol.gp Method 


AAT/GAP 






Start 


6536 


End 


6949 






GI 


4714603 


Score 


790 






Exons 


6536. .6949 










GI Descrip. 


4455276/emb 


ICAB36812.il 3.0e-26 (AL035527) peptide 







Z U Seg.'No. 
□ Gerfe No. 

Stjsjrt 
*i Name 
li Sta^t 

ru gi w 

EXO&S 

n i.5 

:. : is t s 

'•-J \ u 

; j; Seq. No. 



Gene'lJNo. 
Start* 
Name *"4 
Starts 
GI g 
Exons 

'•■■£3 



transporter-like protein [Arabidopsis thaliana] 



3352 
7157 
7941 

OJ991022_17 .0225.C18.ol.ts 

4330 

none 

4330. .4428, 4941. .5171, 5715. 
6337.. 6483, 6502.. 6705, 6739. 

3352 
7157 
7941 

OJ991022_17.0225.C18.ol.tc 
4342 
none 
4342; 
6041. 
6739. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 17.0225.C18 



11008 

TBLASTX: Soybean 
6993 
100 

5966, 5726.-5926, 6027.. 6152, 
6993 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 17.0225.C18 



,4428, 4959. .5174, 5069 
,6097, 6265.. 6294, 6340. .6477, 6345 
,6993, 6750.. 6992 



11008 

TBLASTX: Cress 
6993 
75 

5149, 5715.. 6152, 5768.. 5926, 
6488, 6502.. 6705, 



Seq. No. 3352 Seq. ID 

Gene No. 7157 Strand 

Start 7941 End 

Name OJ991022_17 . 0225 . C18 . o2 . tm Method 

Start 5733 End 

GI none Score 

Exons 5733.. 6143, 5756.. 5908 



OJ991022_17.0225.C18 
11008 

TBLASTX: Maize 

6143 

236 



Seq. No. 
Gene No. 



3352 
7157 



Seq. ID 
Strand 



OJ991022 17.0225.C18 



3499 



Start 
Name 
Start 
GI 

Exons 



7941 End 

OJ991022_17 . 0225 . C18 . ol . tm Method 

6333 End 

none Score 



11008 

TBLASTX: Maize 

6998 

164 



6333. .6467, 6334. .6477, 6490. .6621, 6619. .6696, 6739. .6996, 
6744. .6998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3352 
7157 
7941 

OJ991022_17 . 0225 . C18 . ol . tw 
6745 
none 

6745.-6993, 6751.. 6903, 6753.. 7064 



Seq. ID OJ991022_17.0225.C18 
Strand 

End 11008 

Method TBLASTX: Wheat 

End 7064 

Score 244 



3352 
7157 
7941 

OJ991022_17.0225.C18.o3".gs 

7941 

none 



Seq. ID OJ991022_17.0225.C18 
Strand 

End 11008 

Method GENSCAN 

End 11008 

Score .54 



7941. .8141, 9029. .9084, 10660 .. 107 61, 10894. .11008 



3353 
7158 
2013 

OJ991022__17.0225.C19.ol.gs 

2013 

none 



Seq. ID OJ991022_17.0225.C19 

Strand + 

End 8437 

Method GENSCAN 

End 8383 

Score .78 



2013. .2072, 2306. .2389, 2515. .2622, 3518. .3606, 3713. .3849, 
3934. .3983, 4234. .4369, 4465. .4580, 4900. .4938, 5189. .5434, 
6414. .6449, 6645. .6713, 7168. .7230, 7307. .8383 



3353 
7158 
2013 

OJ991022_17.0225.C19.ol.np 

6402 

5730067 



Seq. ID OJ991022_17.0225.C19 

Strand + 

End 84 37 

Method AAT/NAP 

End 8437 

Score 1007 



6402.. 6449, 6642.. 6696, 7157.. 7261, 7314.. 8437 
Snf2-related CBP activator protein 

gi t 5106572 | gb | AAD39760 . 1 1 AF143946_1 (AF143946) transcriptional 
activator SRCAP [Homo sapiens] 



Seq. No. 


3353 








Seq. ID 


OJ991022_17.0225.C19 


Gene No. 


7158 








Strand 


+ 


Start 


2013 








End 


8437 


Name 


OJ991022 17 


.0225 


.C19.ol, 


.ts 


Method 


TBLASTX : Soybean 


Start 


7772 








End 


8362 


GI 


none 








Score 


153 


Exons 


7772. .7912, 


7813 


. .7929, 


7931. 


.8362, 7933. .8061, 8170. .8322 


Seq. No. 


3353 








Seq. ID 


OJ991022_17.0225.C19 


Gene No. 


7158 








Strand 


+ 


Start 


2013 








End 


8437 


Name 


OJ991022 17 


.0225 


.C19.ol, 


.tm 


Method 


TBLASTX :Maize 


Start 


7772 








End 


8362 



3500 



GI 


none * ^ 


Score 


514 




Exons 


7772. .8362, 7796.-7996/ 7813. 


.8058, 8098.. 8331 




Seq. No. 


n n C A 

3354 


Seq. ID 


OJ991112 


07 . 0211 . CI 


Gene No. 


7159 


Strand 


+ 




Start 


320 


End 


365 




Name 


OJ991112_07 .0211.Cl.ol.gs 


Method 


GENSCAN 




Start 


O O rt 

320 


End 


365 




GI 


none 


Score 


. 64 




Exons 


■son o /- c 

320 . . 365 








Seq. No. 


3355 


Seq. ID 


OJ991112 


_07 . 0211 . C2 


Gene No. 


7160 


Strand 


+ 




Start 


111 


End 


458 




Name 


OJ991112 07 . 0211 . C2 . ol . gs 


Method 


GENSCAN 




Start 


111 


End 


458 




GI 


none 


Score 


. 67 




Exons 


111 . . 253, 34 9. .458 








Seq. No. 


3356 


Seq. ID 


OJ991112 


07 . 0211 .C3 


Gene No. 


7161 


Strand 


+ 




btart 


564 


End 


12793 




Name 


OJ991112 07.0211.C3.ol.np 


Method 


AAT/NAP 




Start 


564 


End 


4493 




GI 


3645898 


Score 


466 




Exons 


564. .603, 1815. .2750, 2793. .3312, 4418 


. .4493 




GI Descrip. 


(U68408) in-frame stop codon; 


possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


3356 


Seq. ID 


OJ991112_ 


07. 0211. C3 


Gene No. 


7161 


Strand 


+ 




Start 


564 


End 


12793 




Name 


OJ991112 07.0211.C3.ol.gs 


Method 


GENSCAN 




Start 


1776 


End 


7472 




GI 


none 


Score 


.71 




Exons 


1776. ,2465, 2649. .3008, 4772. 


.5320, 5596.. 5776, 


6307. .7472 


Seq. No. 


3356 


Seq. ID 


OJ991112_ 


07. 0211. C3 


Gene No. 


7161 


Strand 


+ 




Start 


564 


End 


12793 




Name 


OJ991112 07.0211.C3.o2.np 


Method 


AAT/NAP 




Start 


6953 


End 


12793 




GI 


4206306 


Score 


1262 




Exons 


6953.. 7014, 8717.. 11478, 12716.. 12793 






GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


3356 


Seq. ID 


OJ991112_ 


_07.0211.C3 


Gene No. 


7161 


Strand 


+ 




Start 


564 


End 


12793 




Name 


OJ991112 07.0211.C3.o2.gs 


Method 


GENSCAN 




Start 


7911 


End 


11541 




GI 


none 


Score 


.7 




Exons 


7911. .8425, 8541. .8692, 8738. 


.9013, 9056.. 9626, 


9757. .9790, 




10255. .11541 








Seq. No. 


3356 


Seq. ID 


OJ991112_ 


_07.0211.C3 


Gene No. 


7162 


Strand 


+ 





3501 



Start 


17213 


End 


20298 


Name 


OJ991112 07 .0211 .C3.o4 .no 


Method 


AAT/NAP 


Start 


17213 


End 


20298 


GI 


6630685 


Score 


4408 


Exons 


17213. .17284, 17575.. 20298 






GI Descrip. 


(AP000969) Similar to copia- 


-type pol polyprotein. (AF10571 1 




[Oryza sativa] 






Seq. No. 


3356 


Seq. ID 


OJ991112_07.0211.C3 


(Ipnp No 


7163 


Strand 


+ 


Start 


24919 


End 


25967 


Name 


OJ991112 07.0211.C3.o5.gs 


Method 


GENSCAN 


Start 


24919 


End 


25967 


GI 


none 


Score 


.92 


Exons 


24919. .25040, 25874.. 25967 






Seq. No. 


3356 


Seq. ID 


OJ991112_07.0211.C3 


Gene No. 


7164 


Strand 


+ 


Start 


40813 


End 


45449 


Name 


OJ991112 07.0211.C3.o2.gp 


Method 


AAT/GAP 


Start 


40813 


End 


45449 


GI 


24743 1.R1084 


Score 


820 


Exons 


40813. .40937, 43442 .. 43513, 


45168. .45449 


GI Descrip. 


, 4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



similar sequence .to Pib gene 1 



3356 
7165 
59510 

OJ991112_07.0211.C3.o8.np 

58314 

6498441 

58314. .58351, 59889 .. 60504 , 
61920. .62054, 62229. . 62952, 
(AP000815) EST C72786(E2258 
predicted gene.; Similar to 
retrotransposon RetroSorl. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

60836 

63124 



OJ991112_07.0211.C3 
+ 



64899 
AAT/NAP 
64896 
6331 
61299, 61363, 
64521, 64615. 



.61736, 
.64896 



) corresponds to a region of the 
Sorghum bicolor Gypsy-Ty3 type 
(AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3356 
7165 
59510 

OJ991112_07.0211.C3.ol0.gs 
59510 
none 

59510. .59521, 59630 .. 59701, 5974 9 .. 59818 , 59911 
60860. .61299, 61363 .. 62212, 62348.. 64899 



Seq. ID OJ991112_07.0211.C3 
Strand + 

64899 
GENSCAN 
64899 
.63 



End 

Method 

End 

Score 



60774, 



Seq. No. 3356 Seq. ID 

Gene No. 7166 Strand 

Start 22671 End 

Name OJ991112_07 . 0211 .C3 . o5 .np Method 

Start 22671 End 

GI 5821153 Score 

Exons 22671. .22908, 23702 .. 23920, 25398 .. 25581, 29912 .. 30082, 
32700.. 32727 

GI Descrip. (AB016092) RNA binding protein [Homo sapiens] 



OJ991112_07.0211.C3 

33084 
AAT/NAP 
32727 
80 



3502 




Seq. No. 


3356 




Seq. ID 


ojyy i l 12 


U / . U211 




Gene No. 


7166 




Strand 








Start 


22671 




End 


33084 






Name 


OJ991112 07. 0211. C3. 


o6.gs 


Method 


GENSCAN 






Start 


26614 




End 


33084 






GI 


none 




Score 


.42 






Exons 


26614 .. 26624 / 27576. 


. 27601, 


27714. .27897 , 28473 


. . Zo /Uo, 






29231 29328, 29744. 


.29831, 


30018. .30375, 30610 


. . 30893, 






31401 .. 32438/ 32741. 


o o ~t o a 

. 32786, 


32845. .33084 






Seq. No. 


3356 




Seq. ID 


OJ991112 


U / . 0211 


. Co 


Gene No. 


7166 




Strand 








Start 


22671 




End 


33084 






Name 


OJ991112 07. 0211. C3. 


06 . np 


Method 


AAT/NAP 






Start 


28114 




End 


32463 






GI 


2586082 




Score 


4192 






Exons 


28114. .29878, 29927. 


.32463 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


3356 




Seq. ID 


OJ991112 


07 . 0211 


. C3 


Gene No. 


7167 




Strand 








Start 


34116 




End 


39424 






Name 


OJ991112 07 . 0211 .C3. 


o7 .gs 


Method 


GENSCAN 






Start 


34116 _ 




End 


39424 






GI 


none 




Score 


.77 






Exons 


34116 34225. 35406 


.35463, 


35534. .35757, 35837 


~3 C O O f 

. . 35886, 






39245. .39334, 39384. 


.39424 










Seq. No. 


3356 




Seq. ID 


OJ991112 


07 . 0211 


. Ci 


Gene No. 


7167 




Strand 








O 4- 4- 

otart 


34116 




End 


39424 






Name 


OJ991112 07. 0211. C3. 


ol.gp 


Method 


AAT/GAP 






Start 


34255 




End 


34501 






GI 


3761181 




Score 


409 






Exons 


34255. .34501 












GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 










Seq. No. 


3356 




Seq. ID 


OJ991112 


_07.0211 


.C3 


Gene No. 


7168 




Strand 








Start 


52406 




End 


53153 






Name 


OJ991112 07. 0211. C3. 


o9.gs 


Method 


GENSCAN 






Start 


52406 


End 


53153 






GI 


none 




Score 


.8 






Exons 


52406. .52741, 52752. 


.53153 










Seq. No. 


3356 




Seq. ID 


OJ991112_ 


_07.0211 


.C3 


Gene No. 


7169 




Strand 








Start 


65522 




End 


67707 






Name 


OJ991112 07. 0211. C3. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


1881 




End 


2276 






GI 


none 




Score 


250 






Exons 


1881. .1979, 1889. .1981, 1890 


. .2276 








Seq. No. 


3356 




Seq. ID 


OJ991112_ 


_07.0211 


.C3 


Gene No. 


7169 




Strand 








Start 


65522 




End 


67707 







3503 



Name 


OJ991112 07. 


0211 . 


C3.ol2.tm 


, Method 


TBLASTX : Mai ze 




Start 


2034 






End 


2435 




GI 


none 






Score 


212 




Exons 


2034 . .2435, 


2070. 


.2285 








Seq. No. 


3356 






Seq. ID 


y-v v ^ ^ rt rt *f rt rt *1 *i 

OJ991112_07 . 0211 


.C3 


Gene No. 


7169 






Strand 






Start 


65522 






End 


67707 




Name 


OJ991112_07 . 


0211 . 


C3.o9.ts 


Method 


TBLASTX : Soybean 




Start 


8043 






End 


61170 




GI 


none 






Score 


197 




Exons 


8043. . 8441, 


60742 


..60930, 60994.. 61170 






Seq. No. 


3356 






Seq. ID 


OJ991112_07 .0211 


.C3 


Gene No. 


7169 






Strand 






Start 


65522 






End 


67707 




Name 


OJ991112_07. 


0211. 


C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8752 






End. 


61833 




GI 


none 






Score 


316 




Exons 


rt r rt rt ^ rt l" 1 

8752 . . 9195, 


8802. 


.9116, 9004. 


.9192, 9138.. 9203, 61370.. 


61813, 




61371 . . 61826 


, 61372. .61833, 61372.. 61827 




Seq. No. 


3356 






Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 






Strand 






Start 


65522 






End 


67707 




Name 


OJ991112_07 . 


0211. 


C3.o8. ts 


Method 


TBLASTX : Soybean 




Start 


8791 






End 


61776 




GI 


none 






Score 


135 




Exons 


8791. . 9015, 


8802. 


.8981, 9022. 


.9156, 61411. .61635, 61642 


. . 61776 


Seq. No. 


3356 






Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 






Strand 






Start 


65522 






End 


67707 




Name 


OJ991112 07. 


0211. 


C3.o7.tm 


Method 


TBLASTX: Maize 




Start 


8881 






End 


61845 




GI 


none 






Score 


245 




Exons 


rt rt rt ^ rt rt ^ rt 

8881 . . 9210, 


8895. 


.9110, 61501 


. .61845, 


61536. .61844 




Seq. No. 


3356 






Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 






Strand 






Start 


65522 






End 


67707 




Name 


OJ991112__07 . 


0211. 


C3.o3. tm 


Method 


TBLASTX: Maize 




Start 


9226 






End 


62232 




GI 


none 






Score 


545 




Exons 


rt rt rt rt rt ^ 

9226. . 9687, 


9226. 


.9615, 9375. 


.9686, 61846. .62232, 61995 


. . 62228 


Seq. No. 


3356 






Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 






Strand 






Start 


65522 






End 


67707 




Name 


OJ991112_07. 


0211. 


C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9331 






End 


62361 




GI 


none 






Score 


247 




Exons 


9331. .9693, 


9375. 


.9689, 9655. 


.9756, 9684.. 9752, 61941.. 


62336, 




61942. .62361 












Seq. No. 


3356 






Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 






Strand-." 







3504 



Start 
Name 
Start 
GI 

Exons 



65522 

OJ991112_07.0211.C3.o5. ts 

9373 

none 



End 67707 

Method TBLASTX : Soybean 

End 62391 

Score 215 



9373.. 9654, 9411.. 9659, 9655.. 9843, 9699.. 9830, 62020 62391 , 
62037. .62180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3356 
7169 
65522 

OJ991112_07.0211.C3.o4.ts 

9993 

none 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX : Soybean 

End 63357 

Score 152 



9993.. 10145, 9994.. 10131, 10152 .. 10406, 10153 .. 10404 , 
62947. .63045, 63112.. 63357 



Seq. No. 3356 

Gene No. 7169 

Start 65522 

Name OJ991112_07 . 0211 . C3 . o9 . tw 

Start 10026 

GI none 
Exons 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX : Wheat 

End 63258 

Score 102 



10026. .10127, 10027. .10128, 10168 10308 , 10170 .. 10307 , 
62800. .63021, 62824 .. 63048 , 62844 63065 , 63109 .. 63258 , 
63120.. 63257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

^Name 

Start 

GI 

Exons 



3356 
7169 
65522 

OJ991112_07.0211.C3.o8.tm 

10693 

none 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX: Maize 

End 64089 

Score 208 



10693. .11025, 63766. .64089, 63795.. 64076 



3356 
7169 
65522 

OJ991112_07.0211.C3.o8.tw 

10699 

none 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX : Wheat 

End 64160 

Score 169 



10699. .11001, 11032. .11088, 63775 .. 64 158 , 63795 .. 64082 , 
64104. .64160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3356 
7169 
65522 

OJ991112_07.0211.C3.o6.ts 

10858 

none 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX : Soybean 

End 64302 

Score 215 



10858. .11256, 63958. .64083, 64105 .. 64 197 , 64213.. 64302 



3356 
7169 
65522 

OJ991112_07.0211.C3.ol.tm 

11164 

none 



Seq. ID OJ991112__07.0211.C3 
Strand 

End 67707 

Method TBLASTX: Maize 

End .64386 

Score 8 8 



.3505 



Exons 



11164. .11334, 17781. .18053, 
18529. .18570, 30424 .. 307 17, 
64228. .64386 



17783. .18 652, - : 17788. .18525, 
30524. .30706, 30835 30900, 



Seq. No. 


3356 




Seq. ID 


OJ991112J)7.0211 


.C3 


Gene.. No . 


7169 




Strand 






Start" 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


17047 




End 


17386 




GI 


none 




Score 


90 




Exons 


17047 17124 17047 


. 17118, 


17057. .17119, 17132. .17371, 






17144. .17386, 17149. 


.17385 








Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17162 




End 


31577 




GI 


none 




Score 


60 




<L-J jTk. i £ 


17162 17206 31190 


31363 


31195. .31560, 31215. .31577 




Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


17387 




End 


17779 




GI 


none 




Score 


88 




Exons 


17387. .17506, 17395. 


.17502, 


17506. .17778, 17511. .17777, 






17513... 17779 










Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17554 




End 


64359 




GI 


none 




Score 


266 




Exons 


17554. .17778, 17555. 


.17794, 


17739. . 176 


146, 17805.'. 17849, 






17834 17857. 17863 


. 18114 , 


17864. .18115, 30574. .30714, 






64231.. 64359 










Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


o7.ts 


Method 


TBLASTX : Soybean 




Start 


17735 




End 


31125 




GI 


none 




Score 


84 




Exons 


17735. .17857, 30712. 


.30885, 


30904 . .31035, 31030. .31125 




Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


17960 




End 


30705 




GI 


none 




Score 


309 




Exons 


17960. .18421, 17980. 


.18270, 


30274.. 30705 




Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 



3506 




Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07 .0211. C3, 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


17996 




End 


30720 




GI 


none 




Score 


231 




Exons 


17996. . 18418/ 30256, 


. . 30720 








Seq. No. 


3356 




Seq. ID 


OJ991112_07 . 0211 


. C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112_07.0211.C3. 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


18122 




End 


30573 




GI 


none 




Score 


45 




Exons 


18122. .18166, 18197, 


. . 18418, 


30244. .30573, 30252 .. 30398, 






30422. .30571 










Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112_07.0211.C3, 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


18655 




End 


29652 




GI 


none 




Score 


186 




Exons 


18655. . 18975, 18659, 


. . 18976, 


18661. .18978, 294 45 29528, 






29529. .29648, 29530 . 


. .29652 








Seq. No. 


3356 




Seq. ID 


OJ991112_07.021I 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07 .0211. C3, 


,ol . ts 


Method 


TBLASTX : Soybean 




Start 


18686 




End 


29648 




GI 


5509260 




Score 


230 




Exons 


18686. . 18901, 18686, 


. . 18916, 


18910. .19185, 18911. .19246, 






18926. . 19249, 19237 , 


. .19290, 


19242. .19292, 2 9139 .. 2 9237, 






29170. .29238, 29235, 


. .29648, 


29242. .29511 




GI Descrip. 












Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112 07. 0211. C3. 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


18827 




End 


29489 




GI 


none 




Score 


85 




Exons 


18827. . 18901, 18930. 


. . 19136, 


18932. .19246, 18934 .. 19242, 






18935. . 19249, 18993. 


, .19250, 


19237. .19263, 29157 .. 29222, 






29235. .29489, 29347 . 


, .29484 








Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


,C3 


Gene No . 


7169 




Strand 






Start 


65522 




End 


67707 




Name 


OJ991112JD7 . 0211.C3. 


,o2 . tc 


Method 


TBLASTX: Cress 




Start 


18893 




End 


29513 




GI 


none 




Score 


202 




Exons 


18893. .19174, 18895. 


.19134, 


29256. .29513, 29266.. 29502 




Seq. No. 


3356 




Seq. ID 


OJ991112_07.0211 


.C3 


Gene No. 


7169 




Strand 






Start 


65522 




End 


67707 





3507 



u 

La 



Name 


OJ991112 07. 0211. C3 


.06. tm 


Start 


19096 






GI 


none 






Exons 


19096. 


.19311, 19097 


. .19312, 




19236. 


.19529, 19237 


. .19530, 


Seq. No. 


3356 






Gene No. 


7169 






Start 


65522 






Name 


OJ991112 07.0211.C3.o4.tw 


Start 


19468 






GI 


none 






Exons 


19468. 


.19596, 19611 


. .19703, 




28525. 


.28962, 28526 


. .28957 


Seq. No. 


3356 






Gene No. 


7169 






Start 


65522 






Name 


OJ991112 07. 0211. C3 


.o2.tm 


Start 


19626 






GI 


none 






Exons 


19626. 


.19709, 19634 


. .19714, 




20115. 


.20348,^ 28123 


. .28335, 




28424. 


.28645 




Seq. No. 


3356 






Gene No. 


7169 






Start 


65522 






Name 


OJ991112 07. 0211. C3 


.o2.ts 


Start 


19644 






GI 


none 






Exons 


19644. 


.19706, 19738 


. .20031, 




28165. 


.28761, 28172 


. .28567, 


Seq. No. 


3356 






Gene No. 


7169 






Start 


65522 






Name 


OJ991112 07. 0211. C3 


.o3 . tc 


Start 


19825 






GI 


none 






Exons 


19825. 


.19911, 19915 


. .20049, 




28135. 


.28332, 28360 


. .28488, 


Seq. No. 


3356 






Gene No. 


7169 






Start 


65522 






Name 


OJ991112 07. 0211. C3 


,ol4 . tw 


Start 


19915 






GI 


none 






Exons 


19915. 


.20040, 20059 


. .20247, 


Seq. No. 


3356 






Gene No. 


7169 






Start 


65522 






Name 


OJ991112 07. 0211. C3 


. oil . tm 


Start 


31195 






GI 


none 







Method TBLASTX : Maize 
End 29327 
Score 200 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX : Wheat 

End 28962 

Score 86 
19729. .19773, 19825 .. 19878 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
19695. .20336, 
28271. .28354, 



OJ991112 07. 0211. C3 



67707 

TBLASTX: Maize. 
28773 
112 

19696. .20319, 
28351. .28773, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19746 

28634 



OJ991112 07. 0211. C3 



67707 

TBLASTX: Soybean 
28761 
54 

20030, 20050. .20283, 
28759 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20067. .20228, 
28603. .28782 



OJ991112 07. 0211. C3 



67707 

TBLASTX: Cress 
28782 
61 

20068. .20280, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_07.0211.C3 

67707 

TBLASTX: Wheat 

28488 

99 



OJ991112_07.0211.C3 
67707 

TBLASTX: Maize 

31485 

219 



3508 



Exons 


31195.. 31485 




Seq. No. 


3356 




Gene No. 


7169 




Start 


65522 




Name 


OJ991112 07. 0211. C3 


,ol2. tw 


Start 


31897 




GI 


none 




Exons 


31897 . . 32145, 31925 


. .32059 


Seq. No. 


3356 




Gene No. 


7169 




Start 


65522 




Name 


OJ991112_07.0211.C3 


.o9.tm 


Start 


31942 




GI 


none 




Exons 


31942. .32244, 31946 


. . 32209, 




32262.. 32342 




Seq. No. 


3356 




Gene No. 


7169 




Start 


65522 




Name 


OJ991112 07. 0211. C3 


. o!3 . tm 


Start 


40797 




GI 


none 




Exons 


40797 . . 40940, 40797 


. . 40940, 




43441. .43515, 43442 


. . 43540, 




45227 . . 45277, 45270 


. . 45335, 


Seq. No. 


3356 




Gene No. 


7169 




Start 


65522 




Name 


OJ991112_07 . 0211 . C3 


. o5.tw 


Start 


60720 




GI 


none 




Exons 


60720. . 60893, 60721 


. . 61206, 


Seq. No. 


3356 




Gene No . 


7169 




Start 


65522 




Name 


OJ991112 07.02ll.C3 


. ol3 . tw 


Start 


63261 




GI 


none 




Exons 


63261. . 63437, 63274 


. . 63462, 


Seq. No. 


3356 




Gene No . 


7169 




Start 


65522 




Name 


OJ991112 07. 0211. C3 


.oll.gs 


Start 


65522 




GI 


none 




Exons 


ODO^i. .D/lUo, O/ZUO 


. . d / jo y , 


Seq. No. 


3356 




Gene No. 


7169 




Start 


65522 




Name 


OJ991112 07. 0211. C3 


. o9.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112J37.0211.C3 
67707 

TBLASTX: Wheat 

32145 

80 



OJ991112_07.0211.C3 
67707 

TBLASTX: Maize 

32367 

177 



32098. .32244, 32260 .. 32367, 



Seq. ID OJ991112_07.0211.C3 
Strand 

End 67707 

Method TBLASTX : Mai ze 

End 45369 

Score 206 
40849. .40941, 4342 9 .. 43512, 
45166. .45267, 45168 .. 45275, 
45277. .45369, 45277. .45369 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_07.0211.C3 
67707 

TBLASTX: Wheat 

61206 

409 



60915. .61175 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_07.0211.C3 
67707 

TBLASTX: Wheat 

63573 

194 



63313. .63573 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ991112_;07.0211.C3 

67707 
GENSCAN 
67660 
.62 



67493. .67660 



Seq. ID 

Strand 

End 

Method 



OJ991112_07.0211.C3 

67707 
AAT/NAP 



3509 



: 5! ~ 



Us? 



Start 


65525 


End 


67707 


GI 


6907089 


Score 


2555 


Exons 


65525. .67389, 67493.. 67707 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No, 


3357 


Seq. ID 


OJ991112 


Gene No. 


7170 


Strand 




Start 


1 


End 


1331 


Name 


OJ991112 07.0211.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


912 


GI 


6907089 


Score 


1486 


Exons 


1. .912 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3357 


Seq. ID 


OJ991112 


Gene No. 


7170 


Strand 




Start 


1 


End 


1331 


Name 


OJ991112 -07.0211.C4.ol.gs 


Method 


GEN SCAN 


Start 


13 


End 


1331 


GI 


none 


Score 


. 92 


Exons 


13. .931, 1102. .1217, 1272. 


.1331 




Seq. No. 


3358 


Seq. ID 


OJ991112 


Gene No. 


7171 


Strand 


+ 


Start 


133 


End 


1364 


Name 


OJ991112 07.0211.C5.ol.gs 


Method 


GENSCAN 


Start 


133 


End 


1364 


GI 


none 


Score 


. 64 


Exons 


133.. 207, 559.. 729, 1353.. 


1364 




Seq. No. 


3358 


Seq. ID 


OJ991112 


Gene No. 


7172 


Strand 


+ 


Start 


11970 


End 


17512 


Name 


OJ991112 07.0211.C5.o3.gs 


Method 


GENSCAN 


Start 


11970 


End 


17512 


GI 


none 


Score 


.49 



Exons 



11970. .12263, 13237. .13300, ' 14405. .14433, 14506 .. 14529, 
14875. .15193, 15274 15718, 15917 .. 16025, 16483 .. 16642, 
16711. .16766, 16901. .16962, 17014 .. 17209, 17354.. 17512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3358 Seq. ID 

7173 Strand 

1937 End 

OJ991112_07 . 0211 . C5 . o2 . gs Method 

1937 End 

none Score 



OJ991112_07.0211.C5 

10278 
GENSCAN 
10272 
.47 



1937. .2169, 2402. .2530, 3374. .3605, 4941. .5063, 5130. .5287, 
5756. .5880, 6611. .6761, 6785. .7154, 7550. .8194, 8432. .8511, 
9224. .9448, 9561. .9978, 10072. .10272 



3358 Seq. ID 

7173 Strand 

1937 End 

OJ991112_07 . 0211 . C5 . ol . np Method 

2109 End 

2213632 Score 

2109.. 2640, 3480;. 3709 



OJ991112_07.0211.C5 

10278 
AAT/NAP 
3709 
531 



3510 




GI Descrip. (AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. No. 


3358 


Seq. ID 


OJ991112_ 


07.0211 


.C5 


Gene No. 


7173 


Strand 








Start 


1937 


End 


10278 






Name 


OJ991112 07.0211.C5.o2.np 


Method 


AAT/NAP 






Start 


4902 


End 


10278 






GI 


2586082 


Score 


4147 






Exons 


4902.. 6365, 7392.. 7535, 7607 


. .10278 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


3358 


Seq. ID 


OJ991112_ 


07. 0211 


.C5 


Gene No. 


7174 


Strand 








Start 


14331 


End 


27828 






Name 


OJ991112 07.0211.C5.o3.np 


Method 


AAT/NAP 






Start 


14331 ~ 


End 


18380 






GI 


5902445 


Score 


1427 






Exons 


14331 14410. 16500 18380 










GI Descrip. 


(AB030283) GAG-POL brecursor 


[Oryza sativa] 






Seq. No. 


3358 


Seq. ID 


OJ991112_ 


07.0211 


.C5 


Gene No. 


7174 


Strand 








Start 


14331 


End 


27828 






Name 


OJ991112 07.0211.C5.o4 as 


Method 


GENSCAN 






Start 


17816 _ 


End 


20554 






GI 


none 


Score 


.5 






Exons 


17816 18019. 18156 18286. 


18360. .18406, 18559. 


.18802, 






19125 19227 19897 20039 


20091. .20204, 20319. 


.20503, 






20505 20554 










Seq. No. 


3358 


Seq. ID 


OJ991112_ 


07. 0211 


.C5 


Gene No. 


7174 


Strand 








Start 


14331 


End 


27828 






Name 


OJ991112 07 . 0211 .C5 .o4 .np 


Method 


AAT/NAP 






Start 


18447 ~~ 


End 


22659 






GI 


5902444 


Score 


688 






Exons 


18447 20061 20305 20549 


22515. .22659 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


JJJO, 


Seq. ID 


OJ991112_ 


07.0211 


.C5 


Gene No . 


7174 


Strand 








Start 


14331 


End 


27828 






Name 


OJ991112 07.0211.C5.ol.gp 


Method 


AAT/GAP 






Start 


21628 


End 


27282 






GI 


3004 1.R1084 


Score 


1074 






Exons 


21628. .21687, 26748.. 27282 










GI Descrip. 


, 4508079/gb|AAD21423.1| l.Oe 


-46 (AC005882) 66284 


[Arabidop: 




thaliana] 1 










Seq. No. 


3358 . 


Seq. ID 


OJ991112_ 


07.0211 


.C5 


Gene No. 


7174 


Strand 








Start 


14331 


End 


27828 






Name 


OJ991112 07. 02-11. C5.o6.gs 


Method 


GENSCAN 






Start 


26800 


End 


27810 






GI 


none 


Score 


.41 






Exons 


26800.. 27810 











3511 



Seq. No. 3358 Seq. ID 

Gene No. 7174 Strand 

Start 14331 End 

Name OJ991112_07 . 0211 . C5 .o5 . np Method 

Start 26803 End 

GI 4508079 Score 

Exons 26803. .27828 

GI Descrip. (AC005882) 66284 [Arabidopsis thaliana] 



OJ991112_07.0211.C5 

27828 
AAT/NAP 
27828 
1018 



Seq. No. 3358 Seq. ID OJ991112_07 . 0211 . C5 

Gene No. 7174 ' Strand 

Start 14331 End 27828 

Name OJ991112_07 . 0211 .C5 .o2 . gp Method AAT/GAP 

Start 27284 End 27822 

GI 48919_1.R1084 Score 1045 

Exons 27284. .27822 

GI Descrip. 1 4508079/gb | AAD21423 . 1 | 2.0e-38 (AC005882) 66284 [Arabidopsis 
thaliana] 1 



Seq. No. 


3358 








Seq. ID 


OJ991112 


_07.0211.C5 


Gene No . 


7175 








Strand 






Start 


28906 








End 


33510 




Name 


OJ991112 07 


.0211. 


C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2144 








End 


2619 




GI 


none 








Score 


73 




Exons 


2144. .2215, 


2144. 


.2209, 


2211. 


.2252, 2213. .2251, 


2249; .2284 




2282. .2308, 


2304. 


.2618, 


2307. 


.2423, 2314. .2619, 


2446. .2619 


Sea No 


3358 








Seq. ID 


OJ991112 


07 0211 C5 


Gene No. 


7175 








Strand 






Start 


28906 








End 


33510 




Name 


OJ991112 07 


.0211. 


C5.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2156 








End 


2576 




GI 


none 








Score 


96 




Exons 


2156. .2284, 


2166. 


.2273, 


2238. 


.2288, 2239..2274, 


2304. .2381 




2307. .2381, 


2314. 


.2382, 


2318. 


.2386, 2374. .2553, 


2391. .2555 




2391. .2576, 


2401. 


.2565 










Seq. No. 


3358 








Seq. ID 


OJ991112 


_07.0211.C5 


Gene No. 


7175 








Strand 






Start 


28906 








End 


33510 




Name 


OJ991112 07 


.0211. 


C5.o2. 


tc 


Method 


TBLASTX : 


Cress 


Start 


4926 








End 


5570 




GI 


none 








Score 


67 




Exons 


4926. .5120, 


5119. 


.5277, 


5154. 


.5276, 5286.. 5375, 


5391. .5570 


Seq. No. 


3358 








Seq. ID 


OJ991112 


_07.0211.C5 


Gene No. 


7175 








Strand 






Start 


28906 








End 


33510 




Name 


OJ991112 07 


.0211. 


C5.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


4935 








End 


5549 




GI 


none 








Score 


39 




Exons 


4935. .5549, 


4960. 


.5127, 


5034. 


.5288, 5179. .5355, 


5422. .5547 


Seq. No. 


3358 








Seq. ID 


OJ991112 


_07.0211.C5 


Gene No. 


7175 








Strand 






Start 


28906 








End 


33510 





3512 



Name 


OJ991112 07 


.0211. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4959 








End 


5423 


GI 


none 








Score 


96 


Exons 


4959. .5246, 


4960. 


.5145, 


4962. 


.5186, 5197. .5247, 5247. .5369, 




5248. .5382, 


5253. 


.5381, 


5361. 


.5423 




Seq. No. 


3358 








Seq. ID 


OJ991112_07.0211.C5 




7175 








Strand 


- 


Start 


28906 








End 


33510 


Name 


OJ991112 07 


.0211. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5313 








End 


5750 


GI 


none 








Score 


213 


Exons 


5313. .5750, 


5314. 


.5745, 


5316. 


.5750 




Seq. No. 


3358 








Seq. ID 


OJ991112_07.0211.C5 




7175 








Strand 


- 


Start 


28906 








End 


33510 


Name 


OJ991112 07 


.0211. 


C5.o7. 


tm 


.Method 


TBLASTX: Maize 


Start 


5424 






- 


End 


5616 


GI 


none 








Score 


194 


Exons 


5424. .5615, 


5425. 


.5616 








Seq. No. 


3358 








Seq. ID 


OJ991112_07.0211.C5 




7175 








Strand 


- 


Start 


28906 








End 


33510 


Name 


OJ991112 07 


.0211. 


C5.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5616 








End 


5864 


GI 


none 








Score 


198 


Exons 


5616. .5864 












Seq. No. 


3358 








Seq. ID 


OJ991112_07.0211.C5 


Gene No. 


7175 








Strand 




Start 


28906 








End 


33510 


Name 


OJ991112 07 


.0211. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


5685 








End 


6122 


GI 


none 








Score 


45 


Exons 


5685. .6011, 


5731. 


.5778, 


5836. 


.6012, 6027.. 6122, 6031.. 6099 



"'hi 

Seq. No. 
h'J Gene No. 
□ Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene . No. 



3358 
7175 
28906 

OJ991112_07. 

5751 

none 

5751. .5927, 
6176. .6244 

3358 
7175 
28906 

OJ991112_07. 

5829 

none 

5829. .6011, 

3358 
7175 



0211.C5.o7.tw 
5919.. 6017, 6027, 



0211.C5.o3. ts 



5890. .6012, 6015. 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 

Method TBLASTX : Wheat 

End 6244 

Score 69 

.6173, 6031.. 6096, 6175.. 6243, 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 

Method TBLASTX : Soybean 

End 6152 

Score 75 
.6152, 6019. .6129 

Seq. ID OJ991112_07.0211.C5 
Strand 



3513 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



28906 

OJ991112_07, 

6036 

none 

6036. .6173, 

3358 
7175 
28906 

OJ991112_07, 

8066 

none 

8066. .8422, 

3358 
7175 
28906 

OJ991112_07. 

8078 

none 

8078. .8542, 

3358 
7175 
28906 

OJ991112_07. 

8096 

none 

8096. .8512 

3358 
7175 
28906 

OJ991112_07. 

8108 

none 

8108. .8419, 

3358 
7175 
28906 

OJ991112_07. 

8534 

none 

8534 . .8704, 

3358 
7175 
28906 

OJ991112_07. 

9013 

none 

9013. .9366, 

3358 
7175 
28906 



0211.C5.o3.tc 
6175. .6291 

0211.C5.o5.tw 
8244. .8435 

0211.C5-ol.tc . 
8259. .8537 

0211.C5.o5.ts 



0211.C5.o8.tm 



8244. .8426, 8441, 



0211.C5.o6.ts 



8726. .8857, 8852, 



0211.C5.ol.tw 



9018. .9383 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8530 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8947 

Seq. ID 

Strand 

End 

Method 

End 

Score 



33510 

TBLASTX: Cress 

6291 

128 



OJ991112_07.0211.C5 
33510 

TBLASTX: Wheat* 

8435 

73 



OJ99ill2_07.0211.C5 
33510 

TBLASTX: Cress 

8542 ■ 

71 



OJ991112_07.0211.C5 
33510 

TBLASTX : Soybean 

8512 

246 



OJ991112_07.0211.C5 
33510 

TBLASTX: Maize 

8530 

68 



OJ991112_07.0211.C5 
33510 

TBLASTX : Soybean 

8947 

69 



OJ991112_07.0211.C5 
33510 

TBLASTX: Wheat 

9383 

219 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 



3514 



Name 

Start 

GI 

Exons 



OJ991112J)7.0211.C5.o9.tm Method 
9013 End 
none Score 
9013.. 9231, 9018.. 9308, 9019.. 9306 



Seq. No. 3358 

Gene No. 7175 

Start 28906 

Name OJ991112_07 . 0211 .C5 .ol0 . tw 

Start 9712 

GI none 

Exons 9712.. 9936 



TBLASTX: Maize 

9308 

88 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 

Method TBLASTX : Wheat 

End 9936 

Score 199 



Seq. No. 3358 

Gene No. 7175 

Start - 28906 

Name OJ991112 J)7 . 02 11 . C5 . o5 . tm 

Start 9757 

GI none 
Exons 



.Seq. ID OJ991112J)7.0211.C5 

Strand - * * 

End 33510 

Method TBLASTX : Mai ze 

End 10182 

Score 121 



9757. .10059, 9812. .10018, 10067 10153, 10075. .10182 



Seq. No. 3358 

Gene No. 7175 

Start 28906 

'*t Name OJ991112_07 . 0211 .C5 . 08 . tw 

! ]f Start 16887 

Cn GI none 
rll Exons 



Seq. ID OJ991112JI7.0211.C5 
Strand 

End 33510 

Method TBLASTX : Wheat 

End 27562 

Score 47 



16887. .16952, 16887 .. 17042, 17057 .. 17293, 17064 . . 17237 , 
27437. .27562 



' s ~ Seq. No. 3358 

! '~ Gene No. 7175 

rU Start 28906 

» Name OJ991112_07 . 0211 .C5 . o9 . tw 

□ Start 17439 

:." j GI none 

. ~~ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991112J37.0211.C5 
Strand 

End 33510 

Method TBLASTX : Wheat 

End 17808 

Score 72 



17439. .17537, 17441 .. 17524, 17532 .. 17762, 17535 .. 17 690, 
17536. .17802, 17536 .. 17808 , 17740.. 17802 ~ 



Seq. No. 3358 

Gene No. 7175 

Start 28906 

Name OJ991112 J) 7 . 0211 . C5 . 06 . tm 

Start 17974 

GI none 
Exons 



Seq. ID OJ991112JI7.0211.C5 
Strand 

End 33510 

Method TBLASTX : Mai ze 

End 18305 

Score 118 



17974. .18126, 18108 18305, 18109 .. 18264 , 18132. .18275 



3358 
7175 
28906 

OJ991112J7.0211.C5.o2.tw 

17980 

none 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 

Method TBLASTX : Wheat 

End 18434 

Score 119 



17980. .18126, 17981. .18127, 18001 .. 18138, 18106 184 17 , 
18108.. 18434 



Seq. No. 



3358 



Seq. ID OJ991112JD7.0211.C5 



3515 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

jff Seq. No. 

Gene No. 
S LJ Start 
Name 
Start 
GI 

Exons 



Id 



7175 
28906 

OJ991112_07.0211.C5.o6.tw 

18616 

none 

18616. .18723, 18627 18788, 
18909. .19070, 18910.. 19065 

3358 
7175 
28906 

OJ991112_07 . 0211 . C5 . ol . tm 

26792 

none 

26792. .27271, 26794 27264 , 
27628. .27720, 27629.. 27712 

3358 
7175 
28906 

OJ991112_07.0211.C5.o2.ts 

26923 

none 

26923. .27219, 26933 .. 27217 , 

3358 
7175 
28906 

OJ991112_07.0211.C5.o4.ts 

27223 

none 

27223. .27390, 27224 27391 , 
27403. .27510, 27404.. 27493 



Strand 

End 33510 
Method TBLASTX : Wheat 
End 19070 
Score 60 
18762. .18851, 18800 .. 18850 , 



Seq. ID OJ991112_07.0211.C5 
Strand. 

End 33510 

Method TBLASTX : Maize 

End 27720 

Score 534 
26818. .27636, 2681 9 .. 27 637 , 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 

Method TBLASTX : Soybean 

End 27219 

Score 256 
26938.. 27219 

Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 . 

Method TBLASTX : Soybean 

End 27510 

Score 165 
27334. .27399, 27400 .. 27432 , 



i;3 Seq. No. 

■' k ~t Gene No. 

, "f Start 

Name 

hJ Start 

□ GI 

; E n Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI • 



3358 
7175 
28906 

OJ991112_07.0211.C5.o7.ts 

27511 

none 

27511. .27633, 27512 .. 27634, 

3358 
7175 
28906 

OJ991112_07.0211.C5.o7.gs 

28906 

none 

28906.128941, 29063 .. 29149, 
32100. .32132, 32888.. 32992 

3358 
7175 
28906 

OJ991112_07.0211.C5.o6.np 

31721 

5902448 



Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 
Method . TBLASTX: Soybean 
End 27720 
Score 92 
27640. .27720 

Seq. ID OJ991112_07.0211.C5 
Strand 

End 33510 

Method GENSCAN 

End 32992 

Score . 63 
29972. .30046, 31014 31157 , 



Seq. ID OJ991112_07.02ll.C5 
Strand 

End 33510 

Method AAT/NAP 

End 33510 

Score 331 



3516 



Exons 

GI Descrip. 



31721. .31834, 32996.. 33510 
(AB030283) orf3 [Oryza sativa] 



Seq. No. 3359 

Gene No. 7176 

Start 115 

Name OJ991112_07 . 0211 . C7 . ol . gp 

Start 115 

GI LIB3431-002-P1-N1-A10 

Exons 115.. 443 

GI Descrip. 1 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ991112_07.0211.C7 

Strand + 

End 521 

Method AAT/GAP 

End 443 

Score 64 4 



Seq. No. 


3359 


Seq. ID 


OJ991112_07 


.0211 


.C7 


Gene No. 


7176 


Strand 


+ 






Start 


115 


End 


521 






Name 


OJ991112_07 .0211.C7.ol.gs 


Method 


. GENSCAN 






Start 


261 


End 


521 






GI 


none 


Score 


.54 






Exons 


261. .521 










Seq. No. 


3360 


Seq. ID 


OJ991112_07 


.0211 


.C8 


Gene No. 


7177 


Strand 








Start 


1 


End 


695 






Name 


OJ991112_07 . 0211 ,C8 .ol .np 


Method 


AAT/NAP 






Start 


1 


" End 


695 






GI 


6692258 


Score 


69 






Exons 


1..231, 677. .695 










GI Descrip. 


(AC010870) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


3360 


Seq. ID 


OJ991112_07 


.0211 


.C8 


Gene No. 


7177 


Strand 








Start 


1 


End 


695 






Name 


OJ991112 07.0211.C8.ol.gs 


Method 


GENSCAN 






Start 


31 


End 


206 






GI 


none 


Score 


.94 






Exons 


31. .206 










Seq. No. 


3360 


Seq. ID 


OJ991112_07 


.0211 


-C8 


Gene No. 


7177 


Strand 








Start 


1 


End 


695 






Name 


OJ991112 07.0211.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


73 


End 


205 






GI 


none 


Score 


148 






Exons 


73. .204, 77. .205 










Seq. No. 


3361 


Seq. ID 


OJ991022_09 


.0210 


.CI 


Gene No. 


7178 


Strand 


+ 






Start 


634 


End 


1002 






Name 


OJ991022 09.0210.Cl.ol.gs 


Method 


GENSCAN 






Start 


634 


End 


1002 






GI 


none 


Score 


.51 






Exons 


634. .713, 885. .1002 










Seq. No. 


3362 


Seq. ID 


OJ991022_09 


.0210 


.C3 


Gene No. 


7179 


Strand 


+ 






Start 


-1 


End 


302 







3517 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method AAT/NAP 
End 302 
Score 104 

302 

hypothetical protein [Oryza sativa 



OJ991022_09.0210.C3-ol.np 
1 

5922619 
1..42, 195 
(AP000492) 



gi | 6016852 | r dbj i BAA85195 . 1 1 
[Oryza sativa] 

3362 
7180 
2347 

OJ991022_09.0210.C3.ol.gs 

2347 

none 

2347. .2769 



(AP000570) hypothetical protein 



Seq. ID OJ991022_09.0210.C3 

Strand + 

End ; 2769 

Method GEN SCAN 

End 2769 

Score . 8 



Seq. No. 3362 Seq. ID 

Gene No. 7181 Strand 

Start 3270 End 

Name OJ991022_09 . 0210 . C3 . o2 . gs Method 

Start 3270 End 

GI none Score 

Exons 3270.. 3535 



OJ991022_09.0210.C3 
+ 

3605 
GENSCAN 
3535 
.48 



Z Seq. No. 
Gene No. 
IP; Start 
fy Name 
rl Start 

LJ GI 
'Z Exons 

'"[f GI Descrip. 

\ y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



.3362 Seq. ID OJ991022_09 . 0210 . C3 

7181 Strand ■"+ 
3270 End 3605 
OJ991022_0 9 . 0210 . C3 . o3 . np Method AAT/NAP 
3270 End 3605 
3915111 Score 453 
3270. .3605 

TRANS-CINNAMATE 4 -MONOOXYGENASE (CINNAMIC ACID 4 -HYDROXYLASE) 
. (CA4H) (C4H) (P450C4H) (CYTOCHROME P450 73) 

gi 1 1044868 | emb | CAA63172 | (X92437) cinnamic acid 4-hydroxylase 
[Glycine max] 

3362 Seq. ID OJ991022_09 . 0210 . C3 

7182 Strand 

441 End 523 

OJ991022_09 . 02 10 . C3 . o2 . np Method AAT/NAP 

441 End 523 

6630699 Score 70 

441. .523 

(AP000969) hypothetical protein [Oryza sativa] 



gi|6721536|dbj IBAA89566. 
[Oryza sativa] 



1| (AP001073) hypothetical protein 



3362, Seq. ID 

7183 Strand 

3240 End 

OJ991022_09.0210.C3.ol.tw Method 

3240 End 

none Score 



OJ991022_09.0210.C3 
3605 

TBLASTX: Wheat 

3605 

308 



3240.. 3398, 3269.. 3532, 3348.. 3533, 3535.. 3603, 3537.. 3605 



3362 
7183 



Seq. ID 
Strand 



OJ991022 09. 0210. C3 



3518 



Start 
Name 
Start 
GI 

Exons 



3240 

OJ991022_09.0210.C3.ol.tm 

3269 

none 

3269.-3532, 3348.. 3533, 3462. 
3535. .3600 



End 

Method 

End 

Score 



3605 

TBLASTX: Maize 

3600 

314 



,3533, 3531.. 3548, 3532.. 3600, 



i s !i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



3362 
7183 
32.40 

OJ991022_09.0210.C3.ol.ts 

3321 

none 



Seq. ID OJ991022_09.0210.C3 



Strand 
End 

Method 

End 

Score 



3605 

TBLASTX : Soybean 

3604 

285 



3321.. 3398, 3348. .3533, 3386.. 3529, 3535.. 3603, 3542.. 3604 



3362 
7183 
3240 

OJ991022__09 . 0210 . C3 . ol . tc 

3348 

none 



Seq. ID OJ991022_09.0210.C3 



Strand 

End. 

Method 

End 

Score 



3605 

TBLASTX: Cress 

3604 

275 



3348.-3566, 3389. .3520, 3535. .3603, 3545. .3604 



Seq v ID 

Strand 

End 

Method' 

End 

Score 



OJ991022_ 
+ 

1097 ' 
AAT/NAP 
1094 
1313 



09. 0210. C4 



3363 
7184 

1 • 

OJ991022_09.0210.C4.ol.np 
1 

1351206 
1..190, 287. .420, 497. .1094 

TRANS -CINNAMATE 4 -MONOOXYGENASE (CINNAMIC ACID 4 -HYDROXYLASE) 
(CA4H) (C4H) (P450C4H) (CYTOCHROME P450 73) 
gi I 629663 1 pir | | S44169 trans-cinnamate 4-monooxygenase (EC 
1.14.13.11) cytochrome P450 73 - Madagascar periwinkle 
gi|2129922|pir| IS68204 trans-cinnamate 4-monooxygenase (EC *" 
1.14.13.11) - Madagascar periwinkle gi | 473229 | emb | CAA83552 | 
(Z32563) cinnamate 4-hydroxyl 



3363 
7184 
1 

OJ991022 
60 

none 
60. .190, 

3363 
7185 
3645 

OJ991022_09.0210.C4.ol.tc 
3 

none 



09.0210.C4.ol.gs 



287. .420, 505. .1097 



Seq. ID OJ991022_09.0210.C4 

Strand + 

End 1097 

Method GENSCAN 

End 1097 

Score .88 



Seq. ID OJ991022_09.0210.C4 



Strand 
End 

Method 

End 

Score 



+ 

6360 

TBLASTX: Cress 

1088 

285 



3. .191, 285. .437, 293.-367, 483. .542, 493. .543, 546. .749, 
549. .800, 617. .799, 858. .1088, 860. .1075 



3363 
7185 



Seq. ID OJ991022_09.0210.C4 
Strand + 



3519 




Start 


3645 








End 


6360 


Name 


OJ991022 09 


.0210 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3 








End 


1100 


GI 


none 








Score 


297 


Exons 


3.. 191, 271 


. .321 


, 285.. 


320, 


296. .367, 


312. .437, 483. .542, 




493.-543, 537. .764, 549 


>. .800 


, 617. .799 


, 860. .1075, 861. .IK 


Seq. No. 


3363 








Seq. ID 


OJ991022_09. 0210.C4 


Gene No. 


7185 








Strand 


+ 


Start 


3645 








End 


6360 


Name 


OJ991022 09 


.0210 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3 








End 


1098 


GI 


none 








Score 


250 


Exons 


3.. 200, 324 


..437, 329.. 


367, 


483. .542, 


493. .543, 546. .764, 




548. .1075, 


549. . 


800, 858.. 1085, 975.. 1082, 1006.. 1098 


Seq. No. 


3363 








Seq. ID 


OJ991022_09.0210.C4 


Gene No. 


7185 








Strand 


+ 


Start 


3645 








End 


6360 


Name 


OJ991022 09 


.0210 


.C4 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


878 








End 


1085 


GI 


none 








Score 


258 


Exons 


878 . . 1066, 


879. . 


1085 








Seq. No. 


3363 








Seq. ID 


OJ991022_09.0210.C4 


Gene No. 


7185 








Strand 


+ 


Start 


3645 








End 


6360 


Name 


OJ991022 09 


.0210 


.C4.o2. 


gs 


Method 


GENS CAN 


Start 


3645 








End 


6360 


GI 


none 








Score 


.63 


Exons 


3645. .3681, 


3943 


. .4074, 


5242 


..5303, 5843. .5994, 6201. .6360 


Seq. No. 


3363 








Seq. ID 


OJ991022_09.0210.C4 


Gene No. 


7185 








Strand 


+ 


Start 


3645 








End 


6360 


Name 


OJ991022 09 


. 0210 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3942 








End 


4152 


GI 


none 








Score 


199 


Exons 


. 3942. .4088, 


3943 


. .4104, 


3949 


..4095, 4093. .4152 


Seq. No. 


3363 








Seq. ID 


OJ991022_09.0210.C4 


Gene No. 


7185 








Strand 


+ 


Start 


3645 








End 


6360 


Name 


OJ991022 09 


.0210 


.C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3948 








End 


4076 


GI 


none 








Score 


198 


Exons 


3948. .4076, 


3949 


. .4074 








Seq. No. 


3363 








Seq. ID 


OJ991022_09.0210.C4 


Gene No. 


7185 








Strand 


+ 


Start 


3645 








End 


6360 


Name 


OJ991022 09 


.0210 


.C4.o2. 


np 


Method 


AAT/NAP 


Start 


3949 








End 


6360 


GI 


4895220 








Score 


527 


Exons 


3949. .4074, 


5205 


. .5303, 


5843 


..5994, 62 


88. .6360 



GI Descrip. (AC007660) unknown protein [Arabidopsis thaliana] 



3520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3364 Seq. ID 

7186 Strand 

1 End 

OJ991022_09 . 0210 . C5 . ol . np Method 

1 End 

4895220 Score 



OJ991022_09.0210.C5 
+ 

3918 
AAT/NAP 
3918 
992 



1..51, 179. .300, 935. .1062, 1439. .1589, 1671. .1781, 1884. .2000, 
2082.. 2171, 2434.-2487, 3118.. 3193, 3291.. 3390, 3624.. 3918 



GI Descrip. (AC007660) unknown protein [Arabidopsis thaliana] 



Seq. No. 3364 

Gene No. 7186 

Start 1 

Name OJ991022_09 . 0210 . C5 . ol . gs 

Start 192 

GI none 
Exons 



Seq. ID OJ991022_09:0210.C5 



Strand 
End 

Method 

End 

Score 



+ 

3918 
GEN SCAN 
3390 
.85 



192. .300, 935. .1014, 1195. .1276, 1450. .1589, 1671. .1781, 
1884.. 2000, 2082.. 2171, 2592.. 2666, 3118.. 3193, 3291.. 3390 



m 
ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3364 
7186 
1 

OJ991022_09.0210.C5.ol.gp 
232 

uC-osflcyp078d08bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

232.. 300, 935.. 1014, 1195.. 1276, 1450. 
' 4895220/gb|AAD32806.1|AC007660_7 2.0e-58 (AC007660) unknown 
protein [Arabidopsis thaliana] 1 



OJ991022_09.0210.C5 
+ 

3918 
AAT/GAP 
1791 
881 

.1589, 1671. .1791 



!=!i 
■ b? 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



3364 
7186 
1 

OJ991022 

1459 

none 



09.0210.C5.o2.tm 



Seq. ID OJ991022_09.0210.C5 

Strand + 

End 3918 

Method TBLASTX: Maize 

End 1709 

Score 205 



1459. .1587, 1460. .1591, 1461. .1595, 1667. .1708, 1671. .1709 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



3364 
7186 
1 

OJ991022 

1670 

none 



09.0210.C5.ol.ts 



Seq. ID OJ991022_09.0210.C5 

Strand + 

End 3918 

Method TBLASTX : Soybean 

End 1985 

Score 142 



1670. .1783, 1671. .1784, 1691. .1792, 1872. .1985, 1883. .1981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3364 
7186 
1 

OJ991022_09. 

1710 

none 

1710. .1775, 
1868. .2023, 
2078. .2167, 
2437. .2490, 
3117. .3212, 
3290. .3394, 



0210.C5.ol.tm 



1710.. 1775, 1711. 

1868.. 2002, 1884. 

2079.. 2174, 2083. 

2589.-2666, 2590. 

3118.. 3228, 3283. 
3294. .3389 



Seq. ID OJ991022_09.0210.C5 

Strand + 

End 3918 

Method TBLASTX: Maize 

End 3394 

Score 106 

.1785, 1712. .1795, 1712. .1786, 
.2024, 1884.. 2066, 2066. .2170, 
.2175, 2427. .2489, 2436. .2489, 
.2670, 2595. .2666, 3117. .3194, 
.3381, 3286. .3390, 3287. .3385, 



3521 



Seq. No. 3364 

Gene No. 7186 

Start 1 

Name OJ991022JD9 . 0210 . C5 . o2 . gp 

Start 2426 End 

GI 58765_1.R1084 Score 

Exons 2426.. 2487, 2592.. 2666, 3118.. 3193, 

GI Descrip. 1 4895220/gb | AAD32806 . 1 ! AC007660_7 6. 

protein [Arabidopsis thaliana] 1 



Seq. ID OJ991022_09.0210.C5 

Strand + 

End 3918 

Method AAT/GAP 



3390 
507 
3291. .3390 

Oe-36 (AC007660) unknown 



Seq. No. 3365 Seq. ID 

Gene No. 7187 Strand 

Start 82 End 

Name OJ991022_09 . 0210 . C6 . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82..68S 



OJ991022_09.0210.C6 
+ 

691 

GENSCAN 

685 

.94 



U 

.: — 

ru 



Seq. No. 3365 

Gene No. 7187 

Start 82 

Name OJ99.1022_09 . 02 10 . C6 . ol . tm 

Start 416' ' 

GI none / 
Exons * 416.. 691, 482.. 691 

Seq. No. 3366 

Gene No. 7188 

Start 1573 

Name OJ991022_09 . 0210 . C8 . ol . gs 

Start 1573 

GI none 

Exons 1573.. 1851 



Seq. ID OJ991022_09.0210.C6 

Strand + 

End 691 

Method TBLASTX : Mai ze 

End 691 

Score 211 



Seq. ID OJ991022_09.0210.C8 
Strand 

End 1851 

Method GENSCAN 

End 1851 

Score . 6 



Q 



Seq. No. 3367 

Gene No. 7189 

Start 767 

Name OJ991022J59 . 02 10 . C9 . ol . gs 

Start 767 

GI none 
Exons 



Seq. ID OJ991022_09.0210.C9 



Strand 
End 

Method 

End 

Score 



+ 

4831 
GENSCAN 
3936 
.62 



767. .808, 1239. .1530, 1954. .2005, 2738.-2853, 3443. .3936 



Seq. No. 3367 

Gene No. 7189 

Start 767 

Name OJ991022_09 . 0210 . C9 . o3 . np 

Start 2347 

GI 6907086 

Exons 2347..2383, 3279.. 3916, 3974.. 4242, 4468.. 4831 
GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991022_09. 0210.C9 

Strand + 

End 4831 

Method AAT/NAP 

End 4831 

Score 719 



Seq. No. 3367 

Gene No. 7190 

Start 457 

Name OJ991022_09. 0210 . C9 . ol . 

Start 457 



np 



Seq. ID 

Strand 

End 

Method 
End 



OJ991022_09.0210.C9 
917 

AAT/NAP 
917 



3522 



GI . 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3342234 Score 40 

457. .737, 837. .917 

(U93909) nuclear antigen EBNA-1 [Cercopithecine herpesvirus 15] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 09. 0210. C9 



3367 
7191 
1008 

OJ991022_09.0210.C9.o2.np 
1008 
4539658 
1008.. 1156, 2413.. 2467 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



2467 
AAT/NAP 
2467 
120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



W Seq. No. 
hj Gene No. 
);n Start 
r| h Name 
[Ji Start 

! = 1 gi 

Exons 

GI Descrip. 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



3368 
7192 
64 

OJ991022_09. 0210. C10. ol.gs 
64 

none 

64. .124, 460. . 637, 674. .2426, 2441. .3107, 3171 
4685.. 6250, 6260.. 6706 



Seq. ID OJ991022_09. 0210. C10 
Strand + 

6706 
GEN SCAN 
6706 
.46 



"End 
Method 
End 
Score 



4562, 



09. 0210. C10 



3368 Seq. ID OJ991022_ 

7192 Strand +- 

64 End 6706 

OJ991022_09 . 0210 . C10 . ol . np Method AAT/NAP 
1250 End 6703 

6498441 Score 7142 

1250. .2314, 2644. .3107, 3171. .3544, 3728. .3862, 4037. .4759, 
4931.. 6328, 6422.. 6703 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



3368 Seq. ID 

7193 Strand 

9551 End 

OJ99l62S_09 . 0210 . C10 . o4 . np Method 

9551 End 

3600061 Score" 



OJ991022_09. 0210. C10 
+ 

15143 
AAT/NAP 
14673 
101 



9551. .9574, 13566 .. 13635, 14534. .14673 

(AF080120) contains similarity to DNA binding proteins 
-[Arabidopsis thaliana] gi I 4850286 1 emb | CAB43042 . 1 1 (AL049876) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


3368 




Seq. ID 


OJ991022 


_09. 


.0210 


.C10 


Gene No. 


7193 




Strand 


+ 








Start 


9551 




End 


15143 








Name 


OJ991022 09. 0210. C10. 


.o3.gs 


Method 


GENSCAN 








Start 


12989 




End 


15143 








GI 


none 




Score 


.93 








Exons 


12989. .13368, 13549.. 


,13635, 


14534. .15143 








Seq. No. 


3368 




Seq. ID 


OJ991022 


_09. 


,0210 


.C10 


Gene No. 


7194 




Strand 


+ 








Start 


15208 




End 


15603 









3523 





Name 


OJ991022 09.0210.C10.ol.gp 


Method 


AAT/GAP 




Start 


15208 


End 


15603 




GI 


LIB3433-003-Q6-K6-B7 


Score 


697 




Exons 


15208. .15603 




* 




GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 6.0e- 


28 Oryza sativa genom: 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


3368 


Seq. ID 


OJ991022_09 . 0210 . C10 




Gene No. 


7195 


Strand 






Start 


7329 


End 


12347 




Name 


OJ991022 09.0210.C10.o2.gs 


Method 


GENSCAN 




Start 


7329 


End 


12238 




GI 


none 


Score 


.58 




Exons 


7329.. 7873, 7924.. 9188, 9283 


..9451, 9479. .9681, 9823. .10289, 






10401. .10563, 11360. .11561, 


11695. .11777, 12192.. 12238 




Seq. No. 


3368 


Seq. ID 


OJ991022_09. 0210. C10 




Gene No . 


7195 


Strand 






Start 


7329 


End 


12347 




Name 


OJ991022 09.0210.C10.o2.np 


Method 


AAT/NAP 




Start 


7332 


End 


10544 




GI 


6907089 


Score 


4449 




Exons 


7332.. 9188, 9283.. 10544 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


■0 


Seq. No. 


3368 


Seq. ID 


OJ991022_09. 0210. C10 


l.\ I 


Gene No. 


7195 


Strand 




m 
• =? 


Start 


7329 


End 


12347 




Name 


OJ991022 09.0210.C10.o3.np 


Method 


AAT/NAP 




Start 


9645 


End 


12347 


••■3 


GI 


5922623 


Score 


180 




Exons 


9645. .9681, 11360 .. 11436, 11624 .. 1177 6, 12262. .12347 


\\\ 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gil 6016856 |dbj | BAA85199.il (AP000570) 


hypothetical protein 


^ J 




[Oryza sativa] 






I s * 


Seq. No. 


3368 


Seq. ID 


OJ991022_09. 0210. C10 


r •=% 


Gene No. 


7196 


Strand 






Start 


16686 


End 


16903 


; ; 1 

'•SB? 


Name 


OJ991022 09.0210.C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


1402 


End 


1791 




GI 


none 


Score 


44 




Exons 


1402. .1446, 1453. .1551, 1470 


..1550, 1518. .1757, 1534. .1791 




Seq. No. 


3368 


Seq. ID 


OJ991022_09. 0210. C10 




Gene No. 


7196 


Strand 






Start 


16686 


-End 


16903 




Name 


OJ991022 09. 0210. C10. o4 .tm 


Method 


TBLASTX: Maize 




Start 


1426 


End 


1689 




GI 


none 


Score 


200 




Exons 


1426. .1689, 1443. .1688 








Seq. No. 


3368 


Seq. ID 


OJ991022_09. 0210. C10 




Gene No. 


7196 


Strand 






Start 


16686 


End 


16903 




Name 


OJ991022 09.0210.C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2528 


End 


10955 



3524 




GI 


none 










Score 


400 




Exons 


2528. 


.2701, 


2529. 


.3014, 


2723. 


.2983, 10899.. 10955 




Seq. No. 


3368 










Seq. ID 


OJ991022_09.0210. 


C10 


Gene No . 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09, 


,0210. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3179 










End 


3641 




GI 


none 










Score 


582 




Exons 


3179. 


.3634, 


3180. 


.3641, 


3180. 


.3635 






Seq. No. 


3368 










Seq. ID 


OJ991022 09.0210. 


C10 


Gene No . 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09. 


.0210. 


C10.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


3219 










End 


3584 




GI 


none 










Score 


114 




Exons 


3219. 


.3443, 


3450. 


.3584 










Seq. No. 


3368 










Seq. ID 


OJ991022 09.0210. 


C10 


Gene No . 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09. 


.0210. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3309 










End 


3665 




GI 


none 










Score 


388 




Exons 


3309. 


.3665, 


3344. 


.3655, 


3549. 


.3665 






Seq. No. 


3368 










Seq. ID 


OJ991022 09.0210. 


C10 


Gene No . 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09, 


.0210. 


C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3692 










End 


4076 




GI 


none 










Score 


361 




Exons 


3692. 


.4057, 


3693. 


.4076 










Seq. No. 


3368 










Seq. ID 


OJ991022 09.0210. 


C10 


Gene No . 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09, 


.0210. 


C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3749 










End 


4169 




GI 


none 










Score 


491 




Exons 


3749. 


.4144, 


3750. 


.4169 










Seq. No. 


3368 










Seq. ID 


OJ991022 09.0210. 


C10 


Gene No . 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09. 


,0210. 


ClO.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3828 










End 


4199 




GI 


none 










Score 


281 




Exons * 


3828. 


.4199, 


3845,. 


.3988 










Seq. No. 


3368 










Seq. ID 


OJ991022_09.0210. 


C10 


Gene No. 


7196 










Strand 






Start 


16686 










End 


16903 




Name 


OJ991022 09. 


0210. 


C10.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4631 










End 


5065- 




GI 


none 










Score 


235 





3525 




Exons 


4631 . .4882, 


4631 . . 4828, 


4696. 


.4881, 4916. .5065, 4927. .5064 


Seq. No. 


3368 






Seq. ID 


OJ991022_09. 0210. C10 


Gene No. 


7196 






Strand 




Start 


16686 






End 


16903 


Name 


OJ991022 09. 


0210. C10. o2 


-ts 


Method 


TBLASTX : Soybean 


Start 


4754 






End 


5320 


GI 


5666795 






Score 


67 


Exons 


4754. .4852, 


4928. .5065, 


5120. 


.5320 




GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 


Seq. No. 


3368 






Seq. ID 


OJ991022 09. 0210. C10 


Gene No. 


7196 






Strand 




Start 


16686 






End 


16903 


Name 


OJ991022 09. 


0210. C10. 08 


. tw 


Method 


TBLASTX: Wheat 


Start 


5068 






End 


5362 


GI 


none 






Score 


186 


Exons 


5068. .5166, 


5120. .5362 








Seq. No. 


3368 






Seq. ID 


OJ991022_09 . 0210 . C10 


Gene No. 


7196 






Strand 




Start 


16686 






End 


16903 


Name 


OJ991022 09. 


0210. C10. o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5573 






End 


5916 


GI 


none 






Score 


358 


Exons 


5573.-5896, 


5602. .5883, 


5767. 


.5916 




Seq. No. 


3368 






Seq, ID 


OJ991022^09. 0210 .C10 


Gene No. 


7196 






Strand 




Start 


16686 






End 


16903 


Name 


OJ991022 09. 


0210. C10. o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


5710 






End 


6091 


GI 


none 






Score 


364 


Exons 


5710. .6060, 


5711. .6091 








Seq. No. 


3368 






Seq. ID 


OJ991022_09. 0210. C10 


Gene No. 


7196 






Strand 




Start 


16686 






End 


16903 


Name 


OJ991022 09. 


0210. C10. o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


6092 






End 


9510 


GI 


none 






Score 


251 


Exons 


6092. .6382, 


6097. .6375, 


6568. 


.6690, 6569.-6694, 9427.. 9510 


Seq. No. 


3368 






Seq. ID 


OJ991022JD9. 0210. C10 


Gene No. 


7196 






Strand 




Start 


16686 






End 


16903 


Name 


OJ991022 09. 


0210. C10. 06 


.np' 


Method 


AAT/NAP 


Start 


16686 






End 


16903 


GI 


6069646 






Score 


128 



Exons 16686.. 16903 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 

Seq. No. 3369 Seq. ID OJ991022_09 . 0210 . Cll 



3526 



Gene No.' 7197 Strand 

Start 10 End 885 

Name OJ991022_09.0210.Cll.ol.gs Method GEN SCAN 

Start 10 End 885 

GI none Score . 82 

Exons 10.. 300, 825.. 885 



Seq. No. 


3369 




Seq. ID 


OJ991022 


Gene No. 


7198 




Strand 




Start 


2410 




. End 


2851 


Name 


OJ991022 09 


.0210.Cll.o2.gs 


Method 


GENSCAN 


Start 


2410 




End 


2851 


GI 


none 




Score 


. 63 


Exons 


2410. .2437, 


2746. .2851 







Seq. No. 3370 Seq. ID 

Gene No. 7199 Strand 

Start 184 End 

Name OJ991022_09 . 0210 . C12 . ol . gs Method 

Start 184 End 

GI none Score 

Exons 184.. 945 



OJ991022_09.0210.C12 
+ 

945 

GENSCAN 

945 

.98 



Seq. No. 


3370 








Seq. ID 


OJ991022_09.0210 


.C12 


Gene No."- . 


7200 








Strand - 






Start 


1394 








End 


3971 




Name 


OJ991022 09 


.0210 


.C12.o2 


.gs 


Method 


GENSCAN 




Start 


1394 








End 


2722 






none 








Score 


.99 




Exons 


1394. .2201, 


2325 


. .2722 










Seq. No. 


3370 








Seq. ID 


OJ991022_09.0210 


.C12 


Gene No. 


7200 








Strand 


+ 




Start 


1394 








End 


3971 




Name 


OJ991022 09 


.0210.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1562 








End 


1882 




GI 


none 








Score 


182 




Exons 


1562. .1882, 


1636 


. .1827 










Seq. No. 


3370 








Seq. ID 


OJ991022_09.0210 


.C12 


Gene No. 


7200 








Strand 


+ 




Start 


1394 








End 


3971 




Name 


OJ991022 09 


.0210 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1727 








End 


2155 




GI 


none 








Score 


370 




Exons 


1727. .2053, 


1735 


. .2052, 


2057. 


.2155, 2071. .2154 




Seq. No. 


3370 








Seq. ID 


OJ991022_09.0210 


.C12 


Gene No. 


7200 








Strand 


+ 




Start 


1394 








End 


3971 




Name 


OJ991022 09 


.0210 


.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1772 








End 


3971 




GI 


2213632 








Score 


777 




Exons 


1772. .2519, 


3944 


. .3971 










GI Descrip. 


(AC000103) 


P21J9 


.24 [Arabidopsis thaliana] 




Seq. No. 


3370 








Seq. ID 


OJ991022_09.0210 


.C12 



3527 




Gene No. 


7200 - 








Strand 


+ 




Start 


1394 








End 


3971 




Name 


OJ991022 09. 


0210. 


C12.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


1886 








End 


2293 




GI 


none 








Score 


223 




Exons 


1886. .2050, 


1888. 


.2046, 


2057. 


.2293, 2074. .2292 




Seq. No. 


3370 








Seq. ID 


OJ991022_09.0210 


.C12 


Gene No. 


7200 








Strand 


+ 




Start 


1394 








End 


3971 




Name 


OJ991022 09. 


0210. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2156 








End 


2494 




GI 


none 








Score 


222 




Exons 


2156. .2389, 


2248. 


.2388, 


2429. 


.2494, 2429. .2491 




Seq. No. 


3370 








Seq. ID 


OJ991022 09.0210 


.C12 


Gene No. 


7200 








Strand 


+ 




Start 


: 1394 








End 


3971 




Name 


OJ991022 09. 


0210. 


C12.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


2294 








End 


2506 




GI 


none 








Score 


198 




Exons 


2294. .2506, 


2296. 


.2490, 


2369. 


.2491 






Seq. No. 


3371 








Seq. ID 


OJ991022 09.0210 


.C13 




7201 








Strand 


+ 




Start 


. 14990 








End 


15639 




Name 


OJ991022 09. 


0210. 


C13.o4. 


gs 


Method 


GENSCAN 




Start 


14990 








End 


15639 




GI 


none 








Score 


.63 




Exons 


14990. .15197, 15417.. 15639 








Seq. No. 


3371 








Seq. ID 


OJ991022_09.0210 


.C13 


Gene No. 


7202 








Strand 






Start 


508 








End 


4138 




Name 


OJ991022 09. 


0210. 


C13.ol. 


gs 


Method 


GENSCAN 




Start 


508 








End 


4138 




GI 


none 








Score 


.8 




Exons 


508. .682, 722. .782, 2530 


i. .4138 






Seq. No. 


3371 








Seq. ID 


OJ991022_09.0210 


-C13 


Gene No. 


7203 








Strand 






Start 


4492 








End 


15653 




Name 


OJ991022 09. 


0210. 


C13.o2. 


gs 


Method 


GENSCAN 




Start 


4492 








End 


11485 




GI 


. none 








Score 


.74 




Exons 


4492. .4635, 


6492. 


.6667, 


6882. 


.6975, 7069.. 7202, 7568.. 7757, 




9331. .9952, 


10962 


. .11099 


11196.. 11485 






Seq. No.' 


3371 








Seq. ID 


OJ991022_09.021O 


.C13 


Gene No. 


7203 








Strand 






Start 


4492 








End 


15653 




Name 


OJ991022 09. 


0210. 


C13.ol. 


np 


Method 


AAT/NAP 




Start 


7222 








End 


15653 




GI 


2317934 








Score 


173 




Exons 


7222. .7869, 


9533. 


.9888, 


15089 


. .15653 







GI Descrip. (U97553) unknown [murine herpesvirus 68] 



3528 




Seq. No. 


3371 


Seq. ID 


OJ991022_ 


09. 


0210 


.C13 


Gene No. 


7203 


Strand 










Start 


4492 


End 


15653 








Name 


OJ991022 09.0210.C13.o3.gs 


Method 


GENSCAN 








Start 


12045 


End 


14159 








GI 


none 


Score 


.61 








Exons 


12045. . 12221, 12413. .12529, 


13809. .13871, 13989. 


. .14159 




Seq. No. 


3372 


Seq. ID 


OJ991022_ 


_09. 


0210 


.C14 


Gene No. 


7204 , 


Strand 


+ 








Start 


226 


End 


864 








Name 


OJ991022_09. 0210.C14 .ol . gs 


Method 


GENSCAN 








Start 


226 


End 


864 








GI 


none 


Score 


.54 








Exons 


226. . 388, 725 . . 864 












Seq. No. 


3372 


Seq. ID 


OJ991022_ 


09. 


0210 


. C14 


Gene No. 


7205 


Strand 


+ 








Start 


8645 


End 


9705 








Name 


OJ991022 09 . 02 10. CI 4 .o3 .gs 


Method 


GENSCAN 








Start 


8645 


End 


9705 








GI 


none 


Score 


.85 








Exons 


8645.. 8720, 8825.. 9143, 9320 


..9349, 9480. .9705 








Seq. No. 


3372 


Seq. ID 


OJ991022_ 


_09. 


0210 


.-CI 4 


Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022_09. 02 10. CI 4 ,o2 .gs 


Method 


GENSCAN 








Start 


1219 


End 


7653 








GI 


none 


Score 


.61 








Exons 


1219. .1789, 7490. .7653 












Seq. No. 


3372 


Seq. ID 


OJ991022_ 


09. 


0210 


. C14 


Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022 09.0210.C14.ol.np 


Method 


AAT/NAP 








Start 


1548 


End 


17169 








GI 


188864 


Score 


206 








Exons 


1548.. 1727, 9427.. 9631, 12130. . 12179, 


15315. .15441, 








15478. .16227, 17114. .17169 












GI Descrip. 


(M74027) mucin [Homo sapiens 


] 










Seq. No. 


3372 


Seq. ID 


OJ991022_ 


_09. 


0210 


. C14 


Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022 09.0210.C14.o4.gs 


Method 


GENSCAN 








Start 


10162 


End 


12364 








GI 


none 


Score 


.83 








Exons 


10162. .10416, 10812. .11006, 


12296. .12364 








Seq. No. 


3372 


Seq. ID 


OJ991022_ 


_09. 


0210 


.C14 


Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022 09.0210.C14.o3.np 


Method 


AAT/NAP 








Start 


10163 


End 


22545 








GI 


4938502 


Score 


62 








Exons 


10163. .10421, 15605. .15763, 


19518. .19580, 22486. 


. .22545 





3529 



GI Descrip. (AL0784 65) putative protein [Arabidopsis thaliana] 





Seq. No. 


3372 


Seq. ID 


OJ991022 


_09.0210 


.C14 




Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022 09.0210.C14.ol.gp 


Method 


AAT/GAP 








Start 


12519 


End 


12950 








GI 


LIB3479-006-Q6-K1-B11 


Score 


600 








Exons 


12519. .12950 












GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 1 . Oe- 


110 Oryza 


sativa 1 


genomic 






DNA, chromosome 6, clone : P0538C01 1 










Seq. No. 


3372 


Seq. ID 


OJ991022 


_09.0210 


.C14 




Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022 09.0210.C14.o2.np 


Method 


AAT/NAP 








Start 


17504 


End 


21181 








GI 


6063557 


Score 


352 








Exons 


17504. .17676, 17 925 18103, 


18645. . 18706, 21157 


. . 21181 






GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sativa] 






Seq. No. 


3372 


Seq. ID 


OJ991022 


09.0210 


.C14 




Gene No. 


7206 


Strand 










Start 


1219 


End 


23102 








Name 


OJ991022 09.0210.C14 .06. gs 


Method 


GENSCAN 






^ 


Start 


18998 


End 


23102" 








GI 


none 


Score 


.89 






ru 


Exons 


18998. .19580, 1964 1 .. 19812, 


20408. .20518, 20648 


. .20676, 








22486. .22593, 22870. .23102 










; : 
! f5 


Seq. No. 


3373 


Seq. ID 


OJ991022 


_09.0210 


.C16 




Gene No. 


7207 


Strand 








i M 


Start 


11 


End 


145 






•3 


Name 


OJ991022 09.0210.C16.ol.gs 


Method 


GENSCAN 






i=~ 

: s 


Start 


' 11 


End 


145 






•:sr 

it £ 


GI 


none 


Score 


.77 






•y 


Exons 


11. .145 










. 


Seq. No. 


3374 


Seq. ID 


OJ991022 


_09.0210 


.C17 


Q 


Gene No. 


7208 


Strand 


+ 








Start 


2697 


End 


4723 








Name 


OJ991022 09.0210.C17.ol.gp 


Method 


AAT/GAP , 








Start 


2651 


End 


3426 








GI 


none 


Score . 


1083 








Exons 


2651.. 2986, 3201.. 3426 












Seq. No. 


3374 


Seq. ID 


OJ991022 


_09.0210 


.C17 




Gene No. 


7208 


Strand 


+ 








Start 


2697 


End 


4723 








Name 


OJ991022 09.0210.C17.o2.gs 


Method 


GENSCAN 








Start 


2697 


End 


4692 








GI 


none 


Score 


.62 








Exons 


2697..2986, 3075. .3696, 4495 


. .4692 










Seq. No. 


3374 


Seq. ID 


OJ991022_ 


_09.0210 


.C17 




Gene No. 


7208 


Strand 


+ 








Start 


2697 


End 


4723 







3530 



Name 


OJ991022 09. 


0210.C17.o3.gp 


Method 


AAT/GAP 


Start 


4302 




End 


4723 


GI 


37688 1.R1084 


Score 


840 


Exons 


4302. .4723 








GI Descrip. 


'1420932/gbi 


U61383IORU61383 7 


.0e-21 Oryza rufipogon 




4 - coumara te~ 


■CoA ligase qene, 


intron 1, 


partial sequence' 


Seq. No. 


3374 




Seq. ID 


OJ991022_09.0210.C17 


Gene No . 


7209 




Strand 


- 


Start 


3988 




End 


4315 


Name 


OJ991022 09. 


0210.C17.o2.gp 


Method 


AAT/GAP 


Start 


3988 




End 


4315 


GI 


6025053 




Score 


565 


Exons 


3988. .4315 








Seq. No. 


3374 




Seq. ID 


OJ991022_09.0210.C17 


Gene No. 


7210 




Strand 




Start 


5210 




End 


7228 


Name 


OJ991022 09. 


0210.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


4519 




End 


7228 


GI 


none 




Score 


63 


Exons 


4519. .4557, 


4643.. 4708, 5918. 


.5977, 5931. .5984, 6091. .6141, 




6099. .6140, 


6489.-6659, 6489. 


.6629, 6490.. 6660, 6491.. 6637, 




6538. .6657, 


6828.. 6881, 6839. 


.6889, 6840. .6878, 6841. .6879, 




6858. .7115, 


6883.. 7155, 6883. 


.7107, 6885.. 7169, 7154.. 7222, 




7160. .7228 








Seq. No. 


3374 




Seq. ID 


OJ991022_09.0210.C17 


Gene No. 


7210 




Strand 




Start 


5210 




End 


7228 


Name 


OJ991022 09. 


0210.C17.o2.np 


Method 


AAT/NAP 


Start 


5210 




End 


7190 


GI 


1143711 




Score 


297 


Exons 


5210. .5233, 


6093.. 6136, 6488. 


.6658, 6842. .7190 


GI Descrip. 


(U13631) non-green plastid inner envelope membrane protein 




precursor [Brassica oleracea] 






Seq. No. 


3374 




Seq. ID 


OJ991022_09.0210.C17 


Gene No . 


7210 




Strand 




Start 


5210 




End 


7228 


Name 


OJ991022 09. 


0210.C17.o3.gs 


Method 


GENSCAN 


Start 


6433 




End 


7184 


GI 


none 




Score 


.57 


Exons 


6433. .6452, 


6488.. 6658, 6842. 


.7184 




Seq. No. 


3374 




Seq. ID 


OJ991022_09.0210.C17 


Gfine No 


7210 




Strand 




Start 


5210 




End 


7228 


Name 


OJ991022 09. 


0210.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


6898 




End 


7151 ■ 


GI 


none 




Score 


119 


Exons 


6898. .7134, 


6903. .7151 






Seq. No. 


3375 




Seq. ID 


OJ991022_09.0210.C18 


Gene No. 


7211 




Strand 




Start 


1351 




End 


2957 


Name 


OJ991022 09. 


0210.C18.ol.gp 


Method 


AAT/GAP 



3531 



Start 1141 End 1829 

GI 38905_1.R1084 Score 715 

Exons 1141.. 1455, 1750.. 1829 

GI Descrip. ■ 4895232/gb | AAD32818 . 1 | AC007660_19 8.0e-21 (AC007660) 
hypothetical protein [Arabiciopsis thaliana] ' 





Seq. No. 


3375 


Seq. ID 


OJ991022_09.0210.C18 




Gene No. 


7211 


Strand 






Start 


1351 


End 


2957 




Name 


OJ991022_09.0210.C18 .ol.gs 


Method 


GENSCAN 




Start 


1351 


End 


2790 




GI 


none 


Score 


.71 




Exons 


1351.. 1455, 1750.. 1813, 2232. 


.2323, 2722.. 2790 




Seq. No. 


3375 


Seq. ID 


OJ991022_09.0210.C18 




Gene No. 


7211 


Strand 






Start 


1351 


End 


2957 




Name 


OJ991022_09.0210.C18 .ol.np 


Method 


AAT/NAP 




Start 


1354 


End 


2957 




GI 


4895232 


Score 


402 




Exons 


1354. .1455, 1750. .1813, 2232. 


.2323, 2722.. 2790, 2907.. 2957 




GI Descrip. 


(AC007660) putative methionyl 


-tRNA synthetase [Arabidopsis 






thaliana] 






Q 


Seq. No. 


3376 - 


Seq. ID 


OJ991022_09.0210.C19 


.= =1 


Gene No. 


7212 


Strand 




;:!! 


Start 


1 


End 


946 


ru 


Name 


OJ991022 09.0210.C19.ol.gp 


Method 


AAT/GAP 


Q 


Start 


1 


End 


934 




GI 


uC-osflcypl72hl0bl 


Score 


340 




Exons 


1..27, 359. .475, 878. .934 








GI Descrip. 


M895232/gb|AAD32818.1|AC007660 19 8.1 


De-22 (AC007660) 


•: M 




hypothetical protein [Arabiciopsis thaliana] 1 


'5 3 


Seq. No. 


3376 


Seq. ID 


OJ991022_09.0210.C19 




Gene No. 


7212 


Strand 






Start 


1 


End 


946 




Name 


OJ991022 09.0210. C19. ol.gs 


Method 


GENSCAN 




Start 


197. 


End 


946 


l 2S \ 


GI 


none 


Score 


.88 


fi 


Exons 


197. .211, 359. .475, 878. .946 








Seq. No. 


3377 


Seq. ID 


OJ991102_08.0216.C1 




Gene No. 


7213 


Strand 






Start 


382 


End 


445 




Name 


OJ991102 08. 0216. CI. ol.gs 


Method 


GENSCAN 




Start 


382 


End 


445 




GI 


none 


Score 


.69 




Exons 


382. .445 







Seq. No. 3378 Seq. ID OJ991102 

Gene No. 7214 - Strand + 

Start 1401 End 1478 

Name OJ991102_08 . 0216 . C2 . o2 . np Method AAT/NAP 

Start 1401 End 1478 

GI 6630699 Score 80 

Exons 1401.. 1478 



08. 0216. C2 



3532 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



cs. 
si 

I'll Seq. No. 

rU Gene No. 

Q Start 

i , i Name 
Start 

i y Exons 

is GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj iBAA89566.1| (AP001073) hypothetical protein 
[Oryza sativa] 



3378 Seq. ID 

7215 Strand 

5637 End 

0 J9 9 1 1 0 2_0 8.0216.C2.o4.np Method 

5637 End 

6815099 Score 
5637.. 5668, 68'l9..6942 
(AP001081) hypothetical protein [Oryza sativa] 



OJ991102_08.0216.C2 
+ 

6942 
AAT/NAP 
6942 
75 



3378 Seq. ID 

7216 Strand 

1 End 1341 

OJ991102_08 .0216.C2.ol.np Method AAT/NAP 

1 End 1341 

5922620 Score 473 

1..170, 411. .444, 1080. .1104, 1150. .1263, 1303. 



OJ991102 08. 0216. C2 



,1341 



the 



(AP000492) EST D15357 (G0514 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 
gi 16016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991102 08. 0216. C2 



1724 
AAT/NAP 
1724 
78 



3378 
7217 
1617 

OJ991102_08.0216.C2.o3.np 
1617 
5922619 
1617. .1724 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 

3378 Seq. ID OJ991102_08 . 0216 . C2 

7218 Strand 

7690 End 7861 

OJ991102_08 . 0216 . C2 . o2 . gp Method AAT/GAP 

7690 End 7861 

10431_1.R1084 Score 297 

7690. .7861 

1 125 61 98 /dbj | D637 11 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence ' 



Seq. No. 


3379 




Seq. ID 


OJ991102 


_08, 


,0216, 


.C3 


Gene No. 


7219 




Strand 


+ 








Start 


316 




End 


803 








Name 


OJ991102" 


08.0216.C3.ol.gs 


Method 


GENSCAN 








Start 


316 




End 


803 








GI 


none 




Score 


.7 








Exons 


316. .463, 


688. .803 












Seq. No. 


3380 




Seq. ID 


OJ991102_ 


_08. 


.0216. 


.C4 


Gene No. 


7220 




Strand 











3533 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1641 End 3211 

OJ991102_08 . 0216 . C4 . ol . np Method AAT/NAP 

468 End 3211 

6539570 Score 186 

468. .517, 1403. .1501, 2762. .2839, 3025.. 3211 
(AP000836) hypothetical protein [Oryza sativa] 



3380 Seq. ID 

7220 Strand 

1641 End 

OJ991102_08.0216.C4 .ol.gs Method 

1641 End 

none Score 

1641.. 1845, 2773.. 2793, 3029.. 3162 



OJ991102_08.0216.C4 

3211 
GENSCAN 
3162 
.54 



3381 Seq. ID OJ991102_08 . 0216 . C5 

7221 Strand + 

1 End 1416 

OJ991102_08.0216..C5.ol.np Method AAT/NAP 

1 End 1413 

5922619 Score 92 

1..68, 1306. .1413 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016852 |dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



3381 Seq. ID 

7221 Strand 

1 End 

OJ991 102_08 . 0216 . C5 . ol . gs Method 

477 End 

none Score 

477. .646, 1306. .1416 



OJ991102_08.0216.C5 
+ 

1416 
GENSCAN 
1416 
.51 



3382 
7222 
1 

OJ991102_08.0216.C7.ol.gp 
1 

14916_1.R1084 

1..58, 152. .210, 309. .367, 
1104.. 1211, 2624.. 2702 
, 4510381/gb|AAD214 69.1| 1.0e-4 4 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End. 
Score 
586. . 663, 



OJ991102_ 
+ 

3449 
AAT/GAP 
2702 
1074 
751. .850, 



08. 0216. C7 



951. .1022, 
(AC007017) unknown protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



3382 
7222 
1 

OJ991102_08.0216.C7.ol.np 
1 

4510381 



Seq. ID OJ991102_08.0216.C7 



Strand 
End 

Method 

End 

Score 



+ 

3449 
AAT/NAP 
2962 
318 



1..58, 588. .663, 751. .850, 951. .1022, 1104. .1211, 2624. .2962 
(AC007017) unknown protein [Arabidopsis thaliana] 



3382 
7222 
1 



Seq. ID 

Strand 

End 



OJ991102_ 
+ 

3449 



08. 0216. C7 



3534 



Name 

Start 

GI 

Exons 



OJ991 102_08 021 6 . C7 . ol . gs Method GENSCAN 

586 End 3449 

none Score .54 

586. .663, 751. .850, 951. .1022, 2624. .2714, 3406. .3449 



Seq. No. 


3382 




Seq. ID 


OJ991102_08 .0216 


Gene No. 


7222 




Strand 


+ 


Start 


1 




End 


344 9 


Name 


OJ991102_08 . 0216.C7 .o2.gp 




Method 


AAT/GAP 


Start 


2662 




End 


3115 


GI 


none 




Score 


815 


Exons 


2662 . . olio 








Seq. No. 


3382 




Seq. ID 


OJ991102_08'.0216 


Gene No. 


7223 




Strand 




Start 


6726 




End 


7289 


Name 


OJ991102 08.0216.C7.ol.tm 




Method 


TBLASTX: Maize 


Start 


22 . 




End 


3337 


GI 


none 




Score 


51 


Exons 


22. .60, 24. .59, 138. .203, 


148 


..213, 308 


!. .331, 311. .334, 




326. .367, 587. .664, 624.. 


668, 


752. .856, 


753.. 779, 826.. 




948. .1022, 948. .1019, 949 


..1023, 949. .1026, 1098. .1214, 



1099. .1215, 1102. .1209, 1103. .1210, 2607. .2888, 2621. .3127, 

2621. .3127, 2710. .3129, 3122. .3169, 3128. .3169, 3170. .3196, 

3171. .3200, 3171. .3200, 3172 .. 3204 , 3197 .. 3316, 3201. .3317, 

3201.. 3320, 3202.. 3318, 3257.. 3337 



I s ! £ 

■ ™ 





Seq. No. 


3382 






Seq. ID 


OJ991102_08.0216 


.C7 


: i | 


Gene No. 


- 7223 






' Strand 








Start 


6726 






End 


7289 






Name 


OJ991102 


08. 0216. C7. 


ol.tc 


Method 


TBLASTX: Cress 




n = 


Start 


806 






End 


1184 






GI 


none 






Score 


65 




•7 cr 


Exons 


806. .856, 


948. .1022, 


1098. 


.1184, 1103. 


.1177 






Seq. No. 


3382 






Seq. ID 


OJ991102_08.0216 


.C7 




Gene No. 


' 7223 






Strand 






":sS 


Start 


6726 






End 


7289 






Name 


OJ991102 


08. 0216. C7. 


o2.np 


Method 


AAT/NAP 






Start 


6726 






End 


7289 






GI 


5042454 






Score 


95 





Exons 6726.. 6779, 7014.. 7057, 7248.. 7289 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ991102_08.0216.C8 



Seq. No. 3383 

Gene No;. 7224 

Start 1 

Name OJ991102_08 . 0216 . C8 . ol . np 

Start 1 

GI 4680179 

Exons 1..27, 86.. 3150 . 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

4647 
AAT/NAP 
3150 
4991 



Seq. No. 3383 , 

Gene No. 7224 

Start 1 

Name OJ991102_08 . 0216 . C8 . ol . gs 



Seq. ID OJ991102_08.0216.C8 

Strand + 

End 4647 

Method GENSCAN 



3535 



ru 

□ 



Start 


143 


End 


4647 




GI 


none 


Score 


. 64 




Exons 


143.. 924, 1027.. 3015, 3854.. 


4097, 4189 


. . 4.285, 4330, 


. .4538,- 




4637. .4647 








Seq. No. 


3383 


Seq. ID 


OJ991102_08 , 


, 0216. C8 


Gene No. 


7225 


Strand 


+ 




Start 


7343 


End 


10483 




Name 


OJ991102 08.0216.C8.o2.np 


Method 


AAT/NAP 




Start 


7343 


End 


10480. 




GI 


6907089 


Score 


4640 




Exons 


7343.. 8603, 8698.. 10480 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3383 


Seq. ID 


OJ991102 08, 


. 0216. C8 


Gene No. 


7225 


Strand 


+ 




Start 


7343 


End 


10483 




Name 


OJ991102 08.0216.C8.o3.gs 


Method 


GEN SCAN 




Start 


7598 


End 


10483 




GI 


none 


Score 


. 94 




Exons 


7598.. 7739, 7757.. 8603, 8698 


. .10483 






Seq. No. 


3383 


Seq. ID 


OJ991102_08 , 


. 0216. C8 


Gene No. 


7226 


Strand 






Start 


709 


End 


1489 




Name 


OJ991102 08.0216.C8.ol.gp 


Meth6d 


AAT/GAP 




Start 


709 


End 


1489 




GI 


4107134 


Score 


1163 




Exons 


709. .1489 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680179/gb|AAD27547.1|AF111709_l 3.0e-97 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 



3383 
7227 
4823 

OJ991102_08 . 0216. C8 . o2 . gs 

4823 

none 



Seq. ID OJ991102__08.0216.C8 
Strand 

End 7434 

Method GENS CAN 

End 7434 

Score .75 



4823.. 4904, 5388.. 5506, 5913. .'60,49, 6663.. 6739, 7298.. 7434 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 7434 

Method AAT/GAP 

End 6361 

Score 163 



3383 
7227 
4823 

OJ991102_08.0216.C8.o2.gp 
6254 

uC-osflcypl72a09al 
6254. .6361 

, 5803242/dbj IAP000399.1 IAP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



3383 
7228 
11114 

OJ991102_08.0216.C8.o4.tm 

445 

none 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Maize 

End 14701 

Score 165 



445. .690, 14345. .14650, 14345 .. 14701, 14355. .14666 



3536 




Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


7228 






Strand 






Start 


11114 






End 


15935 




Name 


OJ991102_08 . 0216. 


C8 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


445 






End 


14832 




GI 


none 






Score 


137 




Exons 


445.. 663, 14369.. 


14830, 


14375 


. . 14830, 


14376. .14831, 14389. 


Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


7228 






Strand 






Start 


11114 






End 


15935 




Name 


OJ991102 08.0216. 


C8.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


4 90 






End 


14791 




GI 


none 






Score 


110 




Exons 


490. .624, 14426.. 


14560, 


14567 


. . 14791 






Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


7228 






Strand 






Start 


11114 






End 


15935 




Name 


OJ991102 08.0216. 


C8.oll 


. tw 


Method 


TBLASTX : Wheat 




Start 


673 






End 


792 




GI 


none 






Score 


177 




Exons 


673.. 792, 681.. 791 










Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


7228 






Strand 






Start 


11114 






End 


15935 




Name 


OJ991102 08.0216. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


736 






End 


14290 




GI 


none 






Score 


57 




Exons 


736. .768, 738. .764, 772 


. . 825, 


779. .919, 784. .1101, 880.. 


li: 




888.. 1130, 13919. 


.14290 










Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


7228 






Strand 






Start 


11114 






End 


15935 




Name 


OJ991102 08.0216. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


793 






End 


14261 




GI 


none 






Score 


149 




Exons 


793.. 1146, 13866. 


.14261 


, 13877.. 14260 






Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


- 7228 






Strand 






Start 


11114 






End 


15935 




Name 


OJ991102 08.0216. 


C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


901 






End 


14318 




GI 


none 






Score 


107 




Exons 


901.. 1116, 13934. 


.14317 


, 13953.. 14318 






Seq. No. 


3383 






Seq. ID 


OJ991102_08.0216. 


C8 


Gene No. 


7228 






Strand 






Start 


' 11114 






End 


15935 




Name 


OJ991102 08.0216. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat ■ 




Start 


1147 






End 


1656 




GI 


none 






Score 


624 




Exons 


1147.. 1656, 1155. 


.1565, 


1186. 


.1569 







3537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3383 
7228 
11114 

OJ991102_08, 

1153 

none 

1153. .1398 



0216.C8.o3.ts 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Soybean 

End 1398 

Score 209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3383 
7228 
11114 

OJ991102_08. 

1219 

none 

1219. .1572, 



0216.C8.o2. tm 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Mai ze 

End 1579 

Score 477 



1221. .1565, 1380. .1577, 1427. .1579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3383 
7228 
11114 

OJ991102_08, 

1660 

none 

1660. .2139, 



0216.C8.o3.tw 



1693. .2106, 1884. 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Wheat 

End 12091 

Score 594 
.2138, 11975. .12091 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3383 
7228 
11114 

OJ991102_08, 

1846 

none 

1846. .2019, 

3383 
7228 
11114 

OJ991102_08. 

1927 

none 

1927. .2187, 

3383 
7228 
11114 

OJ991102_08. 
•1986 
none 

1986. .2273, 



0216.C8.ol.tc 



2020.. 2163, 2022. 



0216.C8.o2.ts 



1932. .2186 



0216.C8.o3.tm 



1987. .2277 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Cres s 

End 2163 

Score 89 
.2162 

Seq. ID OJ991102_08.0216.C8 

Strand ' - 

End 15935 ' 

Method TBLASTX : Soybean 

End 2187 

Score 299 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Mai ze 

End 2277 

Score 390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3383 
7228 
11114 

OJ991102_08, 

2146 

none 

2146. .2772, 



0216.C8.ol.tw 



Seq. ID OJ991102_08.0216.C8 
Strand 

End 15935 

Method TBLASTX : Wheat 

End 11809 

Score 732 



2148;. 2771, 11480 .. 11596, 11651. .11809 



3538 



Seq. No. 


3383 


Seq. ID 


OJ991102_08 .0216. 


C8 


Gene No. 


7228 


Strand 






Start 


11114 


End 


15935 




Name 


OJ991102 08. 


021 6 . C8 . ol . tm Method 


TBLASTX: Maize 




Start 


2326 


End 


2913 




GI 


none 


Score 


226 




Exons 


2326. .2487, 


2334. .2480, 2485. .2913, 2487. .2912 




Seq. No. 


3383 


Seq. ID 


OJ991102 08.0216. 


C8 


Gene No. 


7228 


Strand 






Start 


11114 


End 


15935 




Name 


OJ991102 08. 


021 6 . C8 . 08 . tw Method 


TBLASTX: Wheat 




Start 


2772 


End 


3140 




GI 


none 


Score 


325 




Exons 


2772. .2972/ 


2773. .3105, 3087. .3140 






Seq. No. 


3383 


Seq. ID 


OJ991102 08.0216. 


C8 


Gene No. 


7228 


Strand 






Start 


11114 


End 


15935 




Name 


OJ991102 08. 


0216.C8.o6.tw Method 


TBLASTX: Wheat 




Start 


5341 


End 


15482 




GI 


none 


Score 


166 




Exons 


5341. .5442, 


14996. .15481, 15027.. 15287 


, 15309. .15482 




Seq. No. 


3383 


Seq .• I D 


OJ991102_08.0216. 


C8 


Gene No. 


7228 


Strand 






Start - 


11114 


End 


15935 




Name 


OJ991102 08. 


021 6 . C8 . o7 . tm Method 


TBLASTX: Maize 




Start 


11108 


End 


11254 




GI 


none 


Score 


126 




Exons 


11108. .11254 


, 11115. .11249 







^ Seq. No. 
% Gene No. 
Q Start 
: hj Name 
Start 
GI 

! -=* Exons 

I s 1 

Q GI Descrip. 



3383 
7228 
11114 

OJ991102_08.0216.C8.o3.np 

11114 

6498441 

11114. .11395, 11489. .12886, 
14148. .14282, 144 66 .. 14839, 
(AP000815) EST C72786 (E2258 ] 
predicted gene.; Similar to 
retrotransposon RetroSorl. > 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991102 08. 0216. C8 



15935 
AAT/NAP 
15935 
5638 

13058. .13354, 13547. .13973, 
14903. .15366, 15697.. 15935 * 

corresponds to a region of the 
Sorghum bicolor Gypsy-Ty3 type 
AF098806) [Oryza sativa] 



OJ991102 08. 0216. C8 



Seq. No. 3383 Seq. ID 

Gene No. 7228 Strand 

Start 11114 End 

Name OJ991102_08 . 0216 . C8 . o9 . tw Method 

Start 11852 End 

GI none Score 

Exons 11852. .11974, 11853 .. 11906, 11928 .. 11 969, 12092 .. 1224 1, 
12093.. 12218 



15935 

TBLASTX: Wheat 

12241 

46 



Seq. No. 3383 Seq. ID 

Gene No. 7228 Strand 

Start 11114 .. End ■ 

Name OJ991102 08 . 0216. C8 . 06 . tm Method 



OJ991102_08.0216.C8 
15935 

TBLASTX: Maize 



3539 



Start 


11921 


End 


1 O O A A 

12244 


GI 


none 


Score 


20 J 


Exons 


11921 .. 12244 , 11934.. 12215 






Seq. No. 


O O O 1 

3383 


Seq. ID 


OJ991102 


Gene No. 


7228 


Strand 




Start 


11114 


End 


15935 


Name 


n tqqi 1 no r*Q no i c r*Q ^in f ,, 


Method 


mnT 7\ CTV • 1 


Start 


12437 


End 


1274 9 


GI 


none. 


Score 


62 


Exons 


124 37 .. 12697 , 12573.. 12749 






Seq. No. 


o ^ o o 

3383 


Seq. ID 


A THAI 1 C\ O 

OJ991102 


Gene No. 


"1 O ^ O 

7228 


Strand 




Start 


11114 


End 


15935 


Name 


OJ991102_08.0216.C8.o4 .ts 


Method 


TBLASTX: 


btart 


i o /i en 

124 y / 


End 


13063 


GI 


56667 95 


Score 


69 


Exons 


124 97 .. 12697 , 12752 12889, 


12965. .13063 


GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 


Seq. No. 


3383 


Seq. ID 


OJ991102 


Gene No. 


7228 


Strand 




Start 


11114 


End 


15935 


Name 


OJ991102_08.0216.C8.o7.tw 


Method 


TBLASTX i 1 


Start 


12 / 52 


End 


13210 


GI 


none 


Score 


88 


Exons 


12752 .. 12901, 12753 12890, 


12755. .12892, 12935 




12936 .. 13121, 12956.. 13210 






beq. No. 


33o4 


Seq. ID 


OJ991102 


Gene No. 


*7 o o n 

7229 


Strand 




bear t 


1 


End 


603 


Name 


OJ991102 08.0216.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


196 


GI 


uC-osflcypl72a09al 


Score 


316 


Exons 


1..196 






GI Descrip. 


'5803242/dbj | AP000399 . 1 1 AP000399 l.Oe- 


35 Oryza 




DNA, chromosome 6, clone : P0535G04 1 




Seq. No. 


3384 


Seq. ID 


OJ991102 


Gene No. 


7229 


Strand 




Start 


1 


End 


603 


Name 


OJ991102 08.0216.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


227 


GI 


5042454 


Score 


145 


Exons 


1. .227 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


3384 


Seq. ID 


OJ991102 


Gene No. 


7229 


Strand 




Start 


1 


End 


603 


Name 


OJ991102 08.0216.C9.ol.gs 


Method 


GENSCAN 


Start 


55 


End 


603 


GI 


none 


Score 


.84 


Exons 


55. .144, 244. .316, 494. .603 







3540 




Seq. No. 


3385 








Seq. ID 


OJ991102 


_08< 


. 0216 


.C10 


Gene No. 


7230 








Strand 


+ 








Start 


271 








End 


1010 








Name 


OJ991102_ 


08 .0216. CIO 


.ol 


. gs 


Method 


GENSCAN 








Start 


271 








End 


1010 








GI 


none 








Score 


. 52 








Exons 


271. .330, 


548. .1010 
















Seq. No. 


3386 








Seq. ID 


OJ991102 


_08. 


. 0216 


.Cll 


Gene No. 


7231 








Strand 










Start 


1 








End 


1084 








Name 


OJ991102 


08.0216.C11 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


1084 








GI 


6721562 








Score 


1681 








Exons 


- 1..1084 



















GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi | 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 





Seq. No. 


3386 








Seq. ID 


OJ991102_08.0216 


.Cll 




Gene No. 


7231 








Strand 


- 






Start 


1 








End 


1084 






Name 


OJ991102 


08. 0216. Cll 


.ol 


.gs 


Method 


GENSCAN 




h 3 


Start 


26 








End 


1021 






GI 


none 








Score 


.4 




\ y 


Exons 


26. .1021 














j .} 


Seq. No. 


3386 








Seq. ID 


OJ991102_08.0216 


.Cll 




Gene No. 


^ o *3 1 








Strand 






"t zx 


Start 


1 








End 


1084 




; s ! 3 
: c? 


Name 


OJ991102 


08. 0216. Cll 


.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


156 








End 


548 




j s 


GI 


none 








Score 


100 




"'J 


Exons 


156. .413, 


190. .429, 


396 


. .494, 


397. .489 


, 501. .548 




i s 


Seq. No. 


3386 








Seq. ID 


OJ991102_08.0216 


.Cll 




Gene No. 


7231 








Strand 






n 


Start 


1 








End 


1084 




□ 


Name 


OJ991102 


08. 0216. Cll 


■ Ol 


.tm 


Method 


TBLASTX: Maize 






Start 


258 








End 


506 






GI 


none 








Score 


194 






Exons 


258. .506 
















Seq. No. 


3387 








Seq. ID 


OJ991102_08.0216 


.C12 




Gene No. 


7232 








Strand 


+ 






Start 


189 








End 


220 






Name 


OJ991102 


08.0216.C12 


.ol 


. gs 


Method 


GENSCAN 






Start 


189 








End 


220, 






GI 


none 








Score 


.44 






Exons 


189. .220 
















Seq. No. 


3388 








Seq. ID 


OJ991102_08.0216 


.C14 




Gene No. 


7233 








Strand 


+ 






Start 


386 








End 


476 






Name 


OJ991102 


08.0216.C14 


.ol 


.gs 


Method 


GENSCAN 





3541 




Start 


386 




End 


476 


GI 


none 




Score 


. 55 


Exons 


386. .476 








Seq. No. 


3389 




Seq. ID 


OJ991102_08 . 0216. C15 


Gene No. 


7234 




Strand 


+ 


Start 


1 




End 


3344 


Name 


OJ991102 08.0216.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


3344 


GI 


5001454 




Score 


99 


Exons 


1..71, 982. .1264, 3299.. 


3344 






GI Descrip. 


(AC007730) putative non- 


LTR 


retrolelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


3389 




Seq. ID 


OJ991102_08.0216.C15 


Gene No. 


7235 




Strand 




Start 


6813 




End 


11105 


Name 


OJ991102 08.0216.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5375 




End 


6298 


GI 


none 




Score 


127 


Exons 


5375. .5644, 5414. .5533, 


5431 


..5610, 5645.. 5758, 5852.. 6109, 




6173. .6298 








Seq. No. 


3389 




Seq. ID 


OJ991102_08.0216.C15 


Gene No . 


7235 




Strand 




Start 


6813 




End 


11105 


Name 


OJ991102 08.0216.C15.o2. 


gs 


Method 


GENSCAN 


Start 


6813 




End 


11105 


GI 


none 




Score 


.53 


Exons 


6813. .6965, -11031. . 11105 






Seq. No. 


3390 




Seq. ID 


OJ991102_08.0216.C16 


Gene No. 


7236 




Strand 




Start 


765 




End 


2544 


Name 


OJ991102 08.0216.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


415 




End 


1590 


GI 


none 




Score 


100 


Exons 


415. .564, 517. .798, 823. 


.1086, 1459. .1590 


Seq. No. 


3390 




Seq. ID 


OJ991102_08.0216.C16 


Gene No. 


7236 




Strand 




Start 


765 




End 


2544 


Name 


OJ991102 08.0216.C16.ol. 


gs 


Method 


■ GENSCAN 


Start 


765 




End 


2544 


GI 


none 




Score 


.81 


Exons 


765. .911, 1246. .1635, 1912.. 


2544 




Seq. No. 


3390 




Seq. ID 


OJ991102_08.0216.C16 


Gene No. 


7236 




Strand 




Start 


765 




End 


2544 


Name 


OJ991102 08.0216.C16.o2. 


np 


Method 


AAT/NAP 


Start 


1030 




End 


2045 


GI 


2792248 




Score 


194 


Exons 


1030. .1635, 1912. .2045 








GI Descrip. 


(AF032702) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


3391 




Seq. ID 


OJ991102_08.0216.C17 



3542 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7237 Strand + 

1 End 2790 

OJ991102_08.0216.C17.ol.np Method AAT/NAP 

1 End 2727 

81286 Score 79 
1..40, 1084. .1433, 2709. .2727 

extensin - Volvox carter! (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



3391 
7237 
1 

OJ991102_08.0216.C17.ol.gs 

691 

none 

691. .846, 1063. .1263 



Seq. ID OJ991102_08.0216.C17 

Strand + 

End 2790 

Method GENSCAN 

End 1263 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

r=l Exons 

)i Se <3- no. 

i-.i- Gene No. 

ril Start 

i ss ! Name 

i .j Start 

: ;i gi 

\-f g Exons 

TLI GI Descrip. 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



i. jl 



3391 
7237 
1 

OJ991102_08 . 0216 . C17 . ol . gp 
2551 
none 

2551. .2790 

3392 
7238 
308 

OJ991102_08.0216.C18.ol.np 
308 

3063453 

308. .427, 530. .607, 688. .1074, 1385. .1501, 1616. .1883 
(AC003981) F22013.15 [Arabidopsis thaliana] 



Seq. ID OJ991102_08.0216.C17 

Strand + 

End 2790 

Method AAT/GAP 

End 2790 

Score 346 



Seq. ID OJ991102_08 .0216.C18 

Strand + 

End 1883 

Method AAT/NAP 

End 1883 

Score 698 



3392 
7238 
308 

OJ991102_08.0216.C18.ol.ts 

339 

none 



Seq. ID OJ991102_08.0216.C18 

Strand + 

End 1883 

Method TBLASTX : Soybean 

End 607 

Score 7 6 



339. .425, 340. .426, 347. .427, 347. .427, 528. .605, 529. .606, 
530. .607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ991102_08.0216.C18 
Strand + 
End 1883 
Method TBLASTX : Mai ze 
End 1509 
Score 108 

690. .779, 690. .779, 691. .780, 694. .780, 873. .1073, 874. .1074, 
874. .1077, 1382. .1501, 1382. .1501, 1384. .1509, 1384. .1509 



3392 
7238 
308 

OJ991102_08.0216.C18.ol.tm 

690 

none 



3392 
7238 
308 

OJ991102_08.0216.C18.ol.gs 
697 



Seq. ID OJ991102_08.0216.C18 

Strand + 

End 1883 

Method GENSCAN 

End 1507 



3543 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
697. .779, 873.. 1074, 1385. .1507 



.98 



3392 
7238 
308 

OJ991102_08 . 02 1 6 . C18 . o2 . ts 

880 

none 



Seq. ID OJ991102_08.0216.C18 

Strand + 

End 1883 

Method TBLASTX : Soybean 

End 1065 

Score 160 



880.. 1008, 897.. 1007, 1012.. 1065 



3393 Seq. ID 

7239 Strand 
1 End 
OJ991102_08.0216.C20.ol.gp Method 
1 End 
LIB3479-006-Q6-K1-B11 Score 
1..214 

'5734616/dbj IAP000391. 1IAP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ991102_08.0216.C20 
+ 

214 

AAT/GAP 

214 

329 



□ 

IS I t 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3393 
7240 
269 

OJ991102_08.0216.C20.ol.np 
269 

5922620 

269.. 307, 348.. 461, 506. 



OJ991102_08.0216.C20 
+ 

1658 
AAT/NAP 
1658 
208 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.530, 1622. .1658 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



us, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



OJ991102_08.0216.C21 
+ 

2214 
AAT/NAP 
2214 
137 



3394 Seq. ID 

7241 Strand 
1965 End 
OJ991102_08.0216.C21.o3.np Method 
1965 End 
322873 Score 
1965. .2214 

hypothetical protein 2 - maize transposon En-1 
gi I 225006 | prf | I1206239B ORF 2 [Zea mays] 

3394 Seq. ID OJ991102_08 . 0216 . C21 

7242 Strand 

1 End 1383- 

OJ991102_08.0216.C21.ol.np Method AAT/NAP 
1 . End 1383 

6539570 Score 160 

1..17, 164. .365, 1344. .1383 

(AP000836) hypothetical protein [Oryza sativa] 



3394 
7242 
1 

OJ991102_08.0216.C21.ol.gs 



Seq. ID OJ991102_08.0216.C21 
Strand 

End 1383 

Method GEN SCAN 



3544 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



197 
none 

197. .365, 480. .525 



End 525 
Score .44 



OJ991102 08.0216.C21 



3394 Seq. ID 

7242 Strand 
1 End 1383 

OJ991 102_08 . 0216 . C21 . o2 . np Method AAT/NAP 
534 End 613 

6630699 Score 77 

534. .613 

(AP000969) hypothetical protein [Oryza sativa] 
gi I 6721536 |dbj | BAA89566.il (AP001073) hypothetical 
[Oryza sativa] 



3394 Seq. ID 

7243 Strand 

1918 End 2133 
OJ991102JD8 . 0216 . C21 . o2 . gs Method GEN SCAN 

1918 End 2133 

none Score . 64 
1918. .2133 



protein 
OJ991102 08.0216.C21 



i,3 



i 8 y 

at 

: - : 
"ssl 

Pi 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3395 
7244 . 
164 

OJ991102 
164 
none 
164. .325 



08.0216.C22.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3395 
7245 
800 

OJ991102_08.0216.C22.o2.gs 
800 
none 

, 800..917 / 1092. .1157, 1325. 

3396 
7246 
1394 

OJ991102_08.0216.C23.ol.gs 
1394 
none 

1394. .1587, 1630. .1837 

3397 
7247 
2927 

OJ991102_08.0216.C24.o2.gs 
2927 
none 

2927.. 2979, 3339.. 3495, 3578.. 3934 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1347, 1477 

Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991102_08.0216.C22 
+ 

325 

GENS CAN 

325 

1 



OJ991102_08.0216.C22 

2594 
GENSCAN 
2594 
.6 

..1503, 2562. .2594 

OJ991102_08.0216.C23 

1837 
GENSCAN 
1837 
.41 



0216. C24 



3397 
7248 



Seq. ID 
Strand 



OJ991102_08. 
+ 

3934 
GENSCAN 
3934 
.85 



OJ991102 08.0216.C24 



3545 



Start 1 End 7444 

Name OJ991102_08 . 0216 . C24 . ol .np Method AAT/NAP 

Start 1 End 2134 

GI 283044 Score 81 

Exons 1..57, 1399. .1516, 1559. .1705, 1739. .2134 

GI Descrip. hybrid proline-rich protein - maize gi | 433707 | emb I CAA42 959 | 
(X60432) prolin rich protein [Zea mays] 



hi 

ry 



Seq. No. 


3397 




Seq. ID 


OJ991102_08 .0216 


.C24 


Gene No. 


7248 




Strand 






Start 


1 




End 


7444 




Name 


OJ991102 08.0216.C24.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


7444 




GI 


6599134 




Score 


123 




Exons 


1..108, 1066. .1625, 6614. .6809, 6918.'. 


7150, 7214.. 7444 




GI Descrip. 


(AL133561) hypothetical 


protein [Homo 


sapiens] 




Seq. No. 


3397 




Seq. ID 


OJ991102_08 .0216 


.C24 


Gene No. 


7248 




Strand 






Start 


1 




End 


7444 




Name 


OJ991102 08.0216.C24.ol 


.gs 


Method 


GENSCAN 




Start 


969 




End 


1912 




GI 


none 




Score 


.77 




Exons 


969. .1210, 1315 . . 1438, 


1451. . 


1912 






Seq. No. 


> 3397 




Seq. ID 


OJ991102_08.0216 


.C24 


Gene No. 


* 7249 




Strand 






Start 


7806 




End 


8848 




Name 


OJ991102 08.0216.C24.o3 


. np 


Method 


AAT/NAP 




Start 


7806 




End 


8848 




GI 


4680341 




Score 


661 




Exons 


7806. .7873, 8172 . . 8553, 


8612. 


.8695, 8721. .8848 




GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


3397 




Seq. ID 


OJ991102_08.0216 


.C24 


Gene No. 


7249 




Strand 






Start 


7806 




End 


8848 




Name 


OJ991102 08.0216.C24.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


7883 > 




End 


8283 




GI 


none 




Score 


52 




Exons 


7883. .7942, 7893.. 7955, 


8048. 


.8113, 8049. .8114, 8049. .8138, 




8050. .8139, 8056. .8127, 


8169. 


.8282, 8185. .8283 




Seq. No. 


3398 




Seq. ID 


OJ991102_08.0216 


.C25 


Gene No. 


7250 




Strand 


+ 




Start 


505 




End 


1241 




Name 


OJ991102 08.0216.C25.ol 


. gs 


Method 


GENSCAN 




Start 


505 




End 


1241 




GI 


none 




Score 


.5 




Exons 


505. .687, 1048. .1241 










Seq. No. 


3399 




Seq. ID 


OJ991102_08.0216 


.C26 


Gene No . 


7251 




Strand 


+ 




Start 


453 




End 


2537 




Name 


OJ991102 08.0216.C26.ol 


.gp 


Method 


AAT/GAP 




Start 


453 




End 


1774 




GI 


342 1.R1084 




Score 


1957 





3546 



•A 



i=3 



Exons 


453. .1774 








GI Descrip. 


M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 








Seq. No. 


3399 


Seq. ID 


OJ991102_08.0216. 


C26 


Gene No. 


7251 


Strand 


+ 




Start 


453 


End 


2537 




Name 


OJ991102 08.0216.C26.ol.np 


Method 


AAT/NAP 




Start 


456 


End 


2537 




GI 


4680203 


Score 


1457 




Exons 


456. . 1774, 2251. .2537 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


3399 


Seq. ID 


OJ991102_08.0216. 


C26 


Gene No . 


7251 


Strand 


+ 




Start 


453 


End 


2537 




Name 


OJ991102 08.0216.C26.ol.gs 


Method 


GENSCAN 




Start 


638 ' : 


End 


1790 




GI 


none 


Score 


. 43 




Exons 


638.. 894, 1397.. 1790 








Seq. No. 


3399 


Seq. ID 


OJ991102_08.0216. 


C26 


Gene No . 


7251 


Strand 


+ 




Start 


453 


End 


2537 




Name 


OJ991102 08.0216.C26.o2.tw 


Method 


TBLASTX: Wheat 




Start 


755 


End 


1151 ■ 




GI 


none 


Score 


101 




Exons 


755. .907, 890. .1141, 891. .1133, 898..: 


1140, 909. .1151 




Seq. No. 


3399 


Seq. ID 


OJ991102_08.0216. 


C26 


Gene No. 


7251 


Strand 






Start 


453 


End 


2537 





ip Name 
fV Start 
GI 

Exons 



"-4 

! - 



OJ991102_08.0216.C26.ol.ts Method TBLASTX : Soybean 
1072 End 1499 

none Score 103 

1072. .1155, 1073. .1147, 1205. .1435, 1237. .1371, 1428. .1499, 
1428.. 1484 



Seq. No. 


3399 








Seq. ID 


OJ991102 08.0216.C26 


Gene No. 


7251 








Strand 


+ 


Start 


453 








End 


2537 


Name 


OJ991102 08 


.0216 


.C26.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1241 








End 


1583 


GI 


none 








Score 


109 


Exons 


1241. .1429, 


1428 


. .1583, 


1436. 


.1579 




Seq. No. 


3399 








Seq. ID 


OJ991102_08.0216.C26 


Gene No. 


7251 








Strand 


+ 


Start 


453 








End 


2537 


Name 


OJ991102 08 


.0216 


.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1369 








End 


1768 


GI 


none 








Score 


49 


Exons 


1369. .1518, 


1382 


. .1450, 


1403. 


.1525, 1428. .1529, 1533. .1631, 




1538. .1627, 


1611 


. .1763, 


1631. 


.1768, 1632. .1760, 1634. .1762 


Seq. No. 


3399 








Seq. ID 


OJ991102_08.0216.C26 


Gene No. 


7251 








Strand 


+ 



3547 



Start 
Name 
Start 
GI 

Exons 



453 - End 

O J991 102_08 . 02 1 6 . C2 6 . ol . tm Method 
1424 End 
none Score 
1424. .1669, 1425. .1670, 1680. .1778 



Seq. No. 3399 Seq. ID 

Gene No. 7251 Strand 

Start 453 End 

Name OJ991 102_08 . 02 1 6 . C2 6 . o2 . tm Method 

Start 1783 End 

GI none Score 

Exons 1783.. 2052 



2537 

TBLASTX: Maize 

1778 

238 



OJ991102_08.0216.C26 
+ 

2537 

TBLASTX: Maize 

2052 

196 



en 

ry 

LI 



ry 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3400 
7252 
1 

OJ991102_08.0216.C27.ol.np 
1 

3845304 
1.-136, 213. .401, 684. .710 
(AE001423) replication factor C, 
[Plasmodium falciparum] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991102_ 
+ 

710 

AAT/NAP 

710 

94 



08.0216.C27 



140 kDa subunit (ATPase) 



3400 Seq. ID 

7252 Strand 

1 End 

OJ991102_08 . 02 1 6 . C27 . ol . gs Method 

50 End 

none Score 
50. .136, 273. .401, 501. .622 

3400 

7252 Strand 

1 . End 

OJ991102_08 . 0216 . C27 . ol . ts Method 

273 End 

none Score 

273. .404, 281. .403, 498. .608, 500. .616 



OJ991102_08.0216.C27 
+ 

710 

GEN SCAN 

622 

.67 



Seq. ID OJ991102_08.0216.C27 
+ 

710 

TBLASTX: Soybean 
616 
160 



3401 
7253 
791 

OJ991102_08.0216.C28.ol.gp 
791 

6782 1.R1084 



Seq. ID OJ991102_08.0216.C28 
Strand + 
End 3535 
Method AAT/GAP 
End 2934 
_ Score 870 

791. .892, 1270. .1362, 1930. .2176, 2753. .2812, 2909. .2934 
'3334456/spl P35251 |AC15_HUMAN 2.0e-09 ACTIVATOR 1 140 KD SUBUNIT 
(REPLICATION FACTOR C LARGE SUBUNIT) (Al 140 KD SUBUNIT) {RF-C 
140 KD SUBUNIT) (ACTIVATOR 1 LARGE SUBUNIT) (DNA-BINDING PROTEIN 

PO-GA) >gi_422807_pir JN0599 DNA-binding protein PO-GA - human 

>gi_296908_emb_CAA80355_ (Z22642) PO-GA [Homo sapiens] 
>gi_307338 (L14922) DNA-binding protein [Homo sapiens] 
>gi_2827257 (AF04025 ? 



Seq. No. 
Gene No. 



3401 
7253 



Seq. ID OJ991102_08.0216.C28 
Strand + 



3548 



MS 



ru 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



L'sJ GI Descrip. 



• 



Start 


791 








End 


3535 




Name 


OJ991102 08 


.0216. 


C28.ol. 


gs 


Method 


GENSCAN 




Start 


1220 








End 


3535 




GI 


none 








Score 


.62 




Exons 


1220. .1362, 


1930. 


.2176, 


2753. 


.3022, 3456.. 3535 




Seq. No. 


3401 








Seq. ID 


OJ991102 


_08.0216.C28 


Gene No. 


7254 








Strand 






Start 


3090 








End 


3322 




Name 


OJ991102 08 


.0216. 


C28.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


810 








End 


2185 




GI 


none 








Score 


70 




Exons 


810. .878, 818. .886, 819. 


.893, 


1267. .1362, 1269. 


.1361, 




1297. .1377, 


1928. 


.2185, 


1929. 


.1997, 1930. .2127, 


2040. .2174 


Seq. No. 


3401 








Seq. ID 


OJ991102 


_08.0216.C28 


Gene No . 


7254 








Strand 






Start 


3090 








End 


-3322- 




Name 


OJ991102 08 


.0216. 


C28.o2. 


gp 


Method 


AAT/GAP 




Start 


3090 








End 


3322 




GI 


3106569 








Score 


391 




Exons 


3090. .3322 














Seq. No. 


3402 








Seq. ID 


OJ991102 


_08.0216.C29 


Gene No. 


7255 








Strand 






Start 


549 








End 


563 




Name 


OJ991102 08 


.0216. 


C29.ol. 


gs 


Method 


GENSCAN 




Start 


549 








End 


563 




GI 


none 








Score 


.74 




Exons 


549. .563 















3403 Seq. ID 

7256 Strand 

315 End 

OJ991022_02 . 0211 . C3 . ol . np Method 

315 End 

2493650 Score 

315. .497, 604. .699, 868. .1110, 1201 



OJ991022_02.0211.C3 
+ 



7033 
AAT/NAP 
3554 
1965 
.1435, 1562, 
2705. .2797, 



.1731, 

2875. .2967, 



2007.. 2084, 2209.. 2280, 2427.. 2531, 
3420. .3554 

RUBISCO SUBUNIT BINDING- PROTEIN BETA SUBUNIT (60 KD CHAPERONIN 
BETA SUBUNIT) (CPN-60 BETA) gi | 1167858 | emb | CAA93139 | (Z68903) 
chaperonin [Secale cereale] 



Seq. No. 3403 Seq. ID 

Gene No. 7256 Strand 

Start 315 End 

Name OJ991022_02 . 0211 . C3 . ol . gs Method 

Start 360 End 

GI none Score 
Exons 



OJ991022_02.0211.C3 
+ 

7033 
GENSCAN 
7033 
.73 



360. .497, 604. .699, 868. .1110, 1201. .1435, 1562. .1731, 
2007. .2084, 2209. .2280, 2427. .2531, 2705. .2797, 2875. .2967, 
3420. .3543, 3928. .4015, 4130. .4191, 4323. .4486, 6009. .6054, 
6572.. 6741, 6941.. 7033 



Seq. No. 
Gene No. 



3403 
7256 



Seq. ID OJ991022_02.0211.C3 
Strand + 



3549 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



315 End 7033 

OJ991022_02 . 0211 . C3 . ol . gp Method AAT/GAP 

439 End 3895 

1601_1.R1084 Score 2992 

439. .497, 604. .699, 868. .1110, 1201. .1435, 1562. .1731, 

2007. .2084, 2209. .2280, 2427. .2531, 2705. .2797, 2875.-2967, 

3420.. 3543, 3645.. 3895 

■2493650/sp|Q43831 |RUBB_SECCE 0.0e+00 RUBISCO SUBUNIT 
BINDING-PROTEIN BETA SUBUNIT {60 KD CHAPERONIN BETA SUBUNIT) 
{CPN-60 BETA) >gi_1167858_emb_CAA93139_ (Z68903) chaperonin 
[Secale cereale] 1 



Seq. No. 3403 Seq. ID 

Gene No. 7257 Strand 

Start 11781 End 

Name OJ991022_02 . 0211 . C3 . o2 . gp Method 

Start 11781 End 

GI none Score 

Exons 11781. .12305 



OJ991022_02.0211.C3 
+ 

12305 
AAT/GAP 
12305 
1017 



Q 

: : 



Seq. No. 3403 

Gene No. 7258 

Start 7948 

Name OJ991022_02 . 0211 . C3 . ol . tc 

Start 357 

GI none 
Exons 



OJ991022 02. 0211. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

357. .500, 383. .499, 601. .657, 603. .647, 865. .1110, 866. .1087, 
867. .1109, 868. .1113, 966. .1115, 1175. .1285, 1198. .1377, 
1204. .1281, 1206. .1376 



12102 

TBLASTX: Cress 

1377 

223 



«*3 



!.J 



Seq. No. 3403 

Gene No. 7258 

Start 7948 

Name OJ991022_02 . 0211 . C3 . ol . ts 

Start 357 

GI none 
Exons 



Seq. ID OJ991022_02.0211.C3 
Strand 

End 12102 

Method TBLASTX : Soybean 

End 7430 

Score 227 



357. .500, 357. .497, 383. .499, 601 . . 657 , . 601 . . 663, 603. .668, 
867. .1106, 868. .1113, 966. .1115, 1198 14 43, * 1198 .. 1278 , 
1209. .1442, 1533. .1730, 1555. .1731, 2001. .2087, 2208. .2282, 
2208. .2276, 2209. .2286, 2463. .2534, 2704. .280,5, 2705. .2806, 
2705. .2809, 2871. .2969, 2872. .2970, 3408. .3545, 3419. .3571, 
3419.. 3544, 6285.. 6365, 6940.. 7041, 6944.. 7024, 7370.. 7426, 
7371.. 7430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3403 
7258 
7948 

OJ991022_02. 

381 

none 

381.. 500, 38 
866. .1117, 8 
1200. .1442, 
2005. .2097, 
2455. .2535, 
2867. .2956, 
3417. .3473, 



0211.C3.ol. tm 



6..499, 60 
68. .1113, 
1533. .1730 
2013. .2087 
2463. .2534 
2869. .2967 
3418. .3480 



Seq. ID OJ991022_02.0211.C3 
Strand 

End 12102 
Method TBLASTX : Mai ze 
End 7430 
Score 179 
1..672, 603. .704, 856. .1110, 866. .1108, 
966. .1118, 1198.. 1443, 1198.. 1290, 
, 1555. .1731, 1561. .1731, 2001. .2087; 
, 2208.. 2282, 2208.. 2279, 2209.. 2286, 
, 2704. .2799, 2704. .2799, 2705. .2806, 
, 2871. .2969, 2872. .2970, 3408. .3554, 
, 3419. .3562, 3419. .3556, 3526. .3561, 



3550 






3643. .3663, 


6149 


. .6175, 


6181. 


.6231, 6285.. 6359, 


6938. .7015, 




6944. .7030, 


7023 


. .7049, 


7025. 


.7057, 7370.. 7429, 


7371. .7430 


Seq. No. 


3403 








Seq. ID 


OJ991022 


_02.0211.C3 


Gene No. 


7258 








Strand 






Start 


7948 








End 


12102 




Name 


OJ991022 02 


.0211 


-C3.o3. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


1045 








End 


1391 




GI 


none 








Score 


53 




Exons 


1045. .1101, 


1201 


. .1389, 


-1212. 


.1391 






Seq. No. 


3403 








Seq. ID 


OJ991022 


_02.0211.C3 


Gene No. 


7258 








Strand 






Start 


7948 








End 


12102 




Name 


OJ991022 02 


.0211 


.C3.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1380 








End 


7430 




GI 


none 








Score 


73 




Exons 


1380. .1433, 


1380 


. .1442, 


1381. 


.1443, 1381. .1443, 


1533. .1730, 




1550. .1675, 


1555 


. .1731, 


' 1561. 


.1731, 2001. .2087, 


2063. .2086, 




2208. .2276, 


2209 


. .2286, 


2463. 


.2534, 2704. .2799, 


2705. .2800, 




2871. .2969, 


2872 


. .2970, 


3408. 


.3479, 3419.. 3475, 


6938. .7030, 




6940. .7041, 


6944 


. .7030, 


7022. 


.7057, 7370. .7426, 


7371. .7430 


Seq. No. 


3403 








Seq. ID 


OJ991022 


_02.0211.C3 


Gene No. 


.7258 








Strand 






Start 


7948 








End 


i2ib'2 




Name 


OJ991022 02 


. 0211 


.C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1392 








End 


2262 




GI 


none 








Score 


40 




Exons 


1392. .1436, 


1392 


. . 1442, 


1393. 


.1443, 1552. .1731, 


1553. .1678, 




1555. .1731, 


1563 


. .1733, 


1685. 


.1735, 2001. .2087, 


2005. .2097, 




2013. .2087, 


2183 


. .2260, 


2208. 


.2261, 2208. .2261, 


2209. .2262 


Seq. No. 


3403 








Seq. ID 


OJ991022 


_02.0211.C3 


Gene No. 


7258 








Strand 






Start 


7948 








End 


12102 




Name 


OJ991022 02 


.0211 


.C3 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 


Start - 


2707 








End 


7431 




GI 


none 








Score 


139 




Exons 


2707. .2799, 


2708 


. .2806, 


2720. 


.2806, 2869. .2967, 


2871. .2969, 




2872. .2970, 


3408 


. .3545, 


3417. 


.3479, 3419. .3568, 


3419. .3556, 




7370. .7429, 


7371 


. .7430, 


7375. 


.7431 






Seq. No. 


3403 








Seq. ID 


OJ991022 


_02.0211.C3 


Gene \$q t 


7258 








Strand 






Start 


7948 








End 


12102 




Name 


OJ991022 02 


.0211 


.C3.o2. 


gs 


Method 


GENSCAN 




Start 


7948 








End 


12102 




GI 


none 








Score 


.8 




Exons 


7948. .8108, 


8284 


. .8412, 


8542. 


.8653, 9054.. 9170, 


12055. .1210 


Seq. No. 


3404 








Seq. ID 


OJ991022 


_02.0211.C4 


Gene No. 


7259 








Strand 


+ 




Start 


456 








End 


6258 




Name 


OJ991022 02 


.0211 


.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


456 








End 


1192 




GI 


48856 1.R1084 






Score 


1456 





3551 




Exons 456.. 1192 

GI Descrip. 1 5815410/gb| AAD52659 . 1 1 AF177392_1 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] ' 





Seq. No. 


3404 


Seq. ID 


OJ991022_02.0211.C4 




Gene No. 


7259 


Strand 


+ 




Start 


456 


End 


6258 




Name 


OJ991022 02.0211.C4 .ol.gs 


Method 


GEN SCAN 




Start 


800 


End 


6258 




GI * 


none 


Score 


.64 




Exons 


800. .1257, 3242. .4535, 6145. 


. 6258 






Seq. No. 


3404 


Seq. ID 


OJ991022_02.0211.C4 




Gene No. 


7259 


Strand 


+ 




Start 


456 


End 


6258 




Name 


OJ991022 02.0211.C4.o2.gp 


Method 


AAT/GAP 




Start 


3560 


End 


3852 




GI 


569537 


Score 


586 




Exons 


3560. .3852 








Seq. No. 


3404 


Seq. ID 


OJ991022_02. 0211.C4 




Gene No. 


7259 


Strand 


+ 




Start 


456 


End 


6258 


:. "1 


Name 


OJ991022 02.0211.C4.o3.gp 


Method 


AAT/GAP 


I s ft 


Start 


4216 


End 


4996 




GI 


none 


Score 


1275 


: : 
: hi 


Exons 


4216. .4881, 4973. .4996 






-5 


Seq. No. 


3404 


Seq. ID 


OJ991022_02. 0211.C4 




Gene No. 


7260 


Strand 


— 




Start 


911 


End 


5759 


ru 


Name 


OJ991022 02.0211.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


663 


End 


3599 




GI 


none 


Score 


35 


:. s 
: . : 


Exons 


663..689, 663. .686, 763. .801 


, 778.. 840, 


807. .842, 808. .840, 


H 

u 




977.. 1273, 982.. 1272, 3213.. 


3599, 3231. 


.3410, 3239.. 3598 




Seq. No. 


3404 


Seq. ID 


OJ991022__02.0211.C4 


hj 


Gene No. 


7260 


Strand 


— 


\.J 


Start 


911 


End 


5759 




Name 


OJ991022 02.0211.C4.ol.np 


Method 


AAT/NAP 




Start 


911 


End 


5759 




GI 


93144 


Score 


43 




Exons 


911. .972, 1166. .1188, 5729.. 


5759 






GI Descrip. 


hypothetical protein - suid herpesvirus 


; 1 (strain 






Indiana-Funkhuser or Becker) 


gi|334068 


(M57505) ORF2 






[Pseudorabies virus] 








Seq. No. 


3404 


Seq. ID 


OJ991022_02.0211.C4 




Gene No. 


7260 


Strand 






Start 


911 


End 


5759 




Name 


OJ991022 02.0211.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3600 


End 


4187 




GI 


none 


Score 


63 




Exons 


3600.. 3692, 3704.. 3757, 3714 


..3767, 382 


:8..4187, 3863. .4114 



3552 



Seq. No. 3404 
Gene No. 7260 
Start 911 

Name OJ991022_02 . 0211 . C4 . ol . tro 

Start 3600 
GI none 

Exons 3600,. 4307, 3603.. 4313, 4091. 

4386.-4478, 4386. .4478, 4414. 
4502.. 4549, 4507. .4557, 4517. 
4620.. 4664, 4698. .4760, 4699. 
4746. .4775 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 02. 0211. C4 



5759 

TBLASTX: Maize 
4775 
1127 

4435, 4366. .4452, 4373. .4456, 
4479, 4473. .4505, 4500. .4550, 
4654, 4582. .4620, 4587. .4637, 
4743, 4700. .4744, 4738. .4773, 



Seq. No. 3404 Seq. ID 

Gene No. 7260 Strand 

Start 911 End 

Name OJ991022_02 . 0211 . C4 . ol . tw Method 

Start 3854 End 

GI none Score 

Exons 3854.. 4114, 3856. .4101, 3861.. 4115 



OJ991022_02.0211.C4 
5759 

TBLASTX: Wheat 

4115 

175 



PLS 



rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3405 
7261 
120 

OJ991022_02.0211.C5.ol.gs 
120 
none 

120. .740 

3405 
7261 
120 

OJ991022_02.0211.C5.ol.np 
258 

3068809 
258. .740 

(AF059295) Skpl homolog [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_02.0211.C5 
+ 

740 

GENSCAN 
.740 
'731 



OJ991022_02.0211.C5 
+ 

740 

AAT/NAP 
740 
337 



3405 
7262 
4457 

OJ991022_02.0211.C5.o2.np 
4457 
2911041 
4457. .4891 
(AL021961) 
thaliana] 



Seq. ID OJ991022_02.0211.C5 



Strand 
End 

Method 

End 

Score 



+ 

4891 
AAT/NAP 
4891 
308 



kinetochore (SKPlp) - like protein [Arabidopsis 



Seq. No. 3405 Seq. ID 

Gene No. 7263 Strand 

Start 8257* End 

Name OJ991022_02 . 0211 . C5 . o2 . tm Method 

Start 258 End 

GI none Score 
Exons 



OJ991022_02.0211.C5 
17291 

TBLASTX: Maize 

11045 

91 



258. .383, 288. .383, 389. .454, 390. .509, 468. .737, 560. .736, 
4484. .4525, 4534. .4614, 4539. .4592, 4591. .4635, 4625. .4870, 
4777. .4860, 4849. .4887, 4850. .4894, 10926 .. 11006, 10983. .11045 



3553 



Seq. No. 3405 

Gene No. 7263 

Start 8257 

Name OJ991022_02 . 0211 . C5 . ol . ts 

Start 281 

GI none 
Exons 



Seq. ID OJ991022_02.0211.C5 
Strand 

End 17291 

Method TBLASTX : Soybean 

End 4897 

Score 53 



281. .328, 288. .329, 309. .383, 387. .464, 389. .454, 489. .737, 
596. .736, 4534. .4614, 4598.-4624, 4658. .4870, 4753. .4860, 
4849. .4887, 4850. .4897 



Seq. No. 3405 

Gene No. 7263 

Start 8257 

Name OJ991022_02 . 0211 . C5 . ol . tc 

Start 288 

GI none 
Exons 



Seq. ID OJ991022_02.0211.C5 

Strand 

End 17291 
Method TBLASTX : Cress 
End 4900 
Score 92 

288. .383, '389. .454, 390. .470, 456. .737, 623. .736, 4534. .4614, 
4616. .4870, 4777. .4860, 4849.-4887, 485.0. .4900 



Seq. No. 3405 

Gene No. 7263 

Start 8257 

Name OJ991022_02 . 02 1 1 . C5 . ol . tw 

Start . 5564 

GI none 
Exons 



Seq. ID OJ991022_02.0211.C5 
Strand 

End 17291 

Method TBLASTX : Wheat 

End 10094 

Score 71 

5564. .5617, 5665. .5814, 5705. .5824, 5718. .5828, 9753. .10037, 
9753. .10094 



Seq. No. 3405 Seq. ID 

Gene No. 7263 Strand 

Start 8257 End 

Name OJ991022_02 . 02 1 1 . C5 . ol . tm Method 

Start 5680 End 

GI none Score 
Exons 



OJ991022_02.0211.C5 
17291 

TBLASTX: Maize 

9884 

142 



5680.-5877, 5681. .5914, 5682. .5882, 5885. .6172, 5887. .5961, 
5897. .6154, 5989. .6171, 9417. .9539, 9431. .9523, 9441. .9527, 
9542.. 9679, 9552.. 9692, 9645.-9698, 9704.. 9871, 9732.. 9884 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3405 
7263 
8257 

OJ991022_02 . 0211 . C5 . o3 . np 

8257 

5091513 



Seq. ID OJ991022_02. 0211.C5 
Strand 

End 17291 

Method AAT/NAP 

End 17291 

Score 1359 



8257. .8293, 9380. .9476, 14537 .. 14897 , 15051 .. 1524 5, 15906. .17291 
(AB023482) Hypothetical protein [Oryza sativa] 



3405 
7263 
8257 

OJ991022_02.0211.C5.o3.gs 

15384 

none 



Seq. ID OJ991022_02.0211.C5 
Strand 

End 17291 

Method GENS CAN 

End 17248 

Score .57 



15384. .16098, 16388 .. 16544 , 16567.. 17248 



3406 
7264 



Seq. ID OJ991022_02. 0211.C6 
Strand + 



3554 



in 
m 

: sr 
: s 

. ~ 



'4 

La 



Start 


89 




End 


887 




Name 


OJ991022 02.0211 .C6.ol. 


gs 


Method 


GENSCAN 




Start 


89 




End 


887 




GI 


none 




Score 


. 47 




Exons 


89. .282, 867. .887 










Seq. No. 


3406 




Seq. ID 


OJ991022_ 


02 . 0211 .C6 


Gene No. 


7265 




Strand 


+ 




Start 


876 




End 


1159 




Name 


OJ991022 02.0211.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


876 




End 


1159 




GI 


LIB3475-004-P1-K2-A5 




Score 


373 




Exons 


876.. 1057, 1100.. 1159 










GI Descrip. 


, 5777612/emb|AJ245900.1|OSA245900 l.Oe 


-94 Oryza 


sativa 




chromosome 4 BAC qJUi/- 


207F1 


complete 


genome ' 




Seq. No. 


3406 




Seq. ID 


OJ991022 


02. 0211. C6 


Gene No. 


7266 




Strand 


+ 




Start 


2263 




End 


9754 




Name 


OJ991022 02.0211.C6.o3. 


gs 


Method 


GENSCAN 




Start 


2263 




End 


9565 




GI 


none 




Score 


.52 




Exons 


2263..2393, 3386. .3506, 


3952. 


..4528, 5021. .5046, 


6570. . 6879, 




7358. .7483, 7756. .7851, 


7912. 


,.8217, 8535. .8804, 


9074 . . 9205, 




9299. .9565 










Seq. No. 


3406 




Seq. ID 


.OJ991022_ 


_02.0211.C6 


Gene No. 


7266 




Strand 


+ 




Start 


2263 




End 


9754 




Name 


OJ991022 02.0211.C6.o2. 


np 


Method 


AAT/NAP 




Start 


4530 




End 


6252 




GI 


5922619 




Score 


95 




Exons 


4530. .4567, 6145. .6252 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq.. No. 



gi I 6016852 |dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



3406 
7266 
2263 

OJ991022_02.0211.C6.o4.np 
8789 
5902445 
8789. .9754 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991022_02.0211.C6 
Strand + 

9754 
AAT/NAP 
9754 
605 



End 

Method 

End 

Score 



3406 



7267 
1 

OJ991022_02.0211.C6.ol.np 
1 

5091513 

1..'309, 1083. .1495, 2798. .2922, 2955, 
8445. .8495, 9731. . 9754 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991022_02.0211.C6 
Strand 
End 

Method 
End ' 
Score 



9754 
AAT/NAP 
9754 
641 
2992, 5988. 



6025, 



3406 



Seq. ID OJ991022_02.0211.C6 



3555 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



7267 Strand 

1 End 

OJ991022 _02 . 0211 . C6 . o4 . tm Method 

370 End 

none Score 



9754 

TBLASTX: Maize 

1130 

110 



370. .486, 371. .487, 374. .490, 490. .594, 491. .607, 492. .608, 
851. .967, 852. .968, 855. .971, 856. .969, 925. .975, 967. .1062, 
969. .1061, 971. .1066, 971. .1066, 1071.. 1130 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 02. 0211. C6 



3406 
7267 
1 

OJ991022_02.0211.C6.ol.gp 
395 

LIB3475-004-P1-K2-A5 
395. .639 

f 5777612/emb| AJ245900 . 1 | OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome' 



9754 
AAT/GAP 
639 
399 



3406 Seq. ID 

7267 Strand 

1 End 

OJ991022_02 . 0211 . C6 . o2 . gs Method 

1136 End 

none Score 
1136.. 1657 



OJ991022_02.0211.C6 

9754 
GENSCAN 
1657 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3406 
7267 
1 

OJ991022_02 . 02 11 . C6 . o3 . np 
6390 
6630699 
6390.. 6480, 7705.. 7734 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 1 dbj | BAA89566. 1 1 (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ991022_02.0211.C6 
Strand 

End 9754 

Method AAT/NAP 

End 7734 

Score 94 



3406 
7267 
1 

OJ991022_02 . 02 11 . C6 . o3 . tm 

6468 

none 



Seq. ID OJ991022_02.0211.C6 
Strand 

End 9754 

Method TBLASTX: Maize 

End 6836 

Score 145 



6468. .6602, 6485. .6592, 6618. .6836, 6618. .6740 



3406 
7267 
1 

OJ991022_02.0211.C6.o2.ts 

7932 

none 

7932. .8294, 8000. .8278 

3406 
7267 
1 



Seq. ID OJ991022_02.0211.C6 
Strand 

End 9754 

Method TBLASTX : Soybean 

End 8294 

Score 202 



Seq. ID OJ991022_02.0211 ,C6 
Strand 

End 9754 



3556 





Name 


OJ991022 02. 


0211. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8935 








End 


9343 




GI 


none 








Score 


599 




Exons 


8935. .9342, 


8952. 


.9275, 


9053. 


.9343 






Seq. No. 


3406 








Seq. ID 


OJ991022_02.0211.C6 




Genp No 


7267 








Strand 






Start 


1 








End 


9754 




Name 


OJ991022 02. 


0211. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8995 








End 


9210 




GI 


none 








Score 


303 




Exons 


8995. .9210, 


8997. 


.9209 










Seq. No. 


3406 








Seq. ID 


OJ991022_02.0211.C6 




Gene No 


7267 








Strand 






Start 


1 








End 


9754 




Name 


OJ991022 02. 


0211. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9211 






> 


-End 


9672 




GI 


none 








Score 


613 




Exons 


9211. .9672, 


9213. 


.9275, 


9330. 


.9671 






Seq. No. 


3406 








Seq. ID 


OJ991022_02.0211.C6 




Gpnp No 


7267 








Strand 






Start 


1 








End 


9754 


; ^ 


Name ' * 


OJ991022 02. 


0211. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start* 


9358 








End 


9753 


i;n 


GI 


none 








Score 


223 


: 

;= 


Exons 


9358. .9639, 


9393. 


.9650, 


9640. 


.9753 




: sc? 
! : § 


Seq. No. 


3406 








Seq. ID 


OJ991022_02.0211.C6 




Qfsne No 


7267 








Strand 




! i3 


Start 


1 








End 


9754 


i y 


Name 


OJ991022 02. 


0211. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9361 








End 


9741 




GI 


none 








Score 


200 


S J 


Exons 


9361. .9663, 


9415. 


.9504, 


9.640. 


.9741 






Seq. No. 


3407 








Seq. ID 


OJ991022_02.0211.C7 




Gene No . 


7268 








Strand 


+ 




Start 


80 








End 


1337 




Name 


OJ991022 02. 


0211. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


59 








End 


301 




GI 


none 








Score 


179 




Exons 


59.. 301, 184 


. .297 










Seq. No. 


3407 








Seq. ID 


OJ991022 02. 0211. C7 




Gene No. 


7268 








Strand 


+ 




Start 


80 








End 


1337 




Name 


OJ991022 02. 


0211. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


80 








End 


1337 




GI 


6498441 








Score 


117 



Exons 80.. 424, 1293.. 1337 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 

Seq. No. 3407 Seq. ID OJ991022_02 . 0211 . C7 



3557 



Gene No. 7268 Strand + 

Start 80 End 1337 

Name OJ991022_02 . 0211 .C7 .ol .gs Method GENSCAN 

Start 236 End 833 

GI none Score .41 

Exons 236.. 424, 453.. 833 



Seq. No. 3408 

Gene No. 7269 

Start 472 

Name OJ991022JD2 . 0211 .C8 . ol .gs 
Start • 472 

GI none 

Exons 472.. 1128 



Seq. ID OJ991022_02.0211.C8 

Strand + 

End 1128 

Method GENSCAN 

End 1128 

Score .78 



3=7 

m 

r-i | 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start : - 
□ GI 
Q Exons 

GI Descrip. 



3409 
7270 
260 

OJ991022_02.0211.C9.ol.gs 

260 

none 



Seq. ID OJ991022_02.0211.C9 

Strand + 

End 5137 

Method GENSCAN 

End 5137 

Score .44 



260. .1167, 2995. .3077, 3163. .3252, 3379.-3549, 3745. .3792, 
4676.. 5137 



Seq. ID OJ991022J32.0211.C9 

Strand + 

End 5137 

Method AAT/GAP 

End 2752 

Score 157 



3409 
7270 
260 

OJ991022_02.0211.C9.ol.gp 
2643 

uC-osflcyp088bl2bl 
2643. .2752 

, 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone:P0026F07 1 



3409 
7271 
1 

OJ991022_02.0211.C9.ol.np 
1 

5295955 



Seq. ID OJ991022_02.0211.C9 
Strand 

End 6923 

Method AAT/NAP 

End 6923 

Score 275 



1..348, 664. .993, 1070. .1188, 1959. .2076, 4156. .4302, 
5337. .5544, 6901. .6923 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


3409 






Seq. ID 


OJ991022 


Gene No. 


7271 






Strand 




Start 


1 






End 


6923 


Name 


OJ991022 02 


.0211 


.C9.o2.gs 


Method 


GENSCAN 


Start 


6037 






End ■ 


■6191 


GI 


none 






Score 


.82 


Exons 


6037. .6191 










Seq. No. 


3410 






Seq. ID 


OJ991022 


Gene No. 


7272 






Strand 


+ 


Start 


360 






End 


1644 


Name 


OJ991022 02 


.0211 


.C10.ol.np 


Method 


AAT/NAP 



3558 



hi 

m 

rli 
o 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



[J Seq. No. 

: *i Gene No. 

j;~ Start 

1 - Name 

* Start 

□ GI 

! H.i Exons 



360 End 164 4 

5091513 Score 1600 

360. .1644 

(AB023482) Hypothetical protein [Oryza sativa] 



3411 
7273 
6982 

OJ991022_02 . 0211 . Cll . o2 . gs 

6982 

none 

6982.. 7100, 7473.. 7689 



Seq. ID OJ991022_02. 0211. Cll 

Strand + 

End 7689 

Method GEN SCAN 

End 7689 . 

Score .61 



OJ991022 02. 0211. Cll 



3411 • Seq. ID 

7274 Strand 
1 End 14305 

OJ991022_02 . 0211 .Cll . ol . np Method AAT/NAP 
1 End 14305 

4588012 Score 2491 

1..21, 411. .519, 684. .860, 942. .1010, 1192. .1323, 1747. .1856, 
1933. .2093, 2171. .2261, 2348. .2445, 2589. .2709, 2822. .2982, 
3075. .3156, 3232. .3320, 4068. .4174, 4286. .4372, 4462. .4511, 
4648. .4729, 4825.-4885, 5154. .5206, 5296. .5485, 5562.-5685, 
5950. .6052, 6154. .6273, 8434. .8512, 8598. .8674, 9005. /9133, 
10704. .10821, 10906. .11003, 11547 .. 11636, 13106 .. 13231 , 
13346. .13459, 13623 13728, ~. 13973. . 14127, 14212.. 14305 
(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



Seq. ID OJ991022_02. 0211. Cll 
Strand 
End 

Method 
End 
Score 

411. .461, 415. .462, 471. .533, 481. .522, 666. .773, 683. .775, 
684. .791, 685. .792, 715. .861, 773. .862 



3411 
7274 
1 

OJ991022_02. 0211. Cll. o4.tm 

411 

none 



14305 

TBLASTX: Maize 

862 

59 



W Seq. No. 

Q Gene No. 

p Start 
Name 
Start 
GI 

Exons 



3411 Seq. ID 

7274 Strand 

1 End 

OJ991022_02 . 0211 . Cll . ol . gs Method 

691 End 

none Score 



OJ991022_6*2. 0211. Cll 

14305 
GENS CAN 
6644 
.83 

.1856, 1933.. 2093, 



691. .860, 942. .1010, 1192. .1323, 1747. 
2341. .2445, 2589. .2709, 2822. .2982, 3918. .3942, 4098. .4217, 
5154. .5206, 5296.-5485, 5562. .5685, 6154. .6193, 6642. .6644 



Seq. No. 3411 Seq. ID 

Gene No. 7274 Strand 

Start 1 End 

Name OJ991022_02 . 0211 . Cll . ol . t s Method 

Start 958 End 

GI none ■ Score 
Exons 



OJ991022_02. 0211. Cll 
14305 

TBLASTX : Soybean 

2084 

74 



958. .1017, 1193. .1240, 1298. .1330, 1745. .1858, 1935. .2084, 
1936. .2070 



3559 



Seq. No. 3411 

Gene No. 7274 

Start 1 

Name OJ991022_02 . 0211 .Cll . o3 . tm 

Start 1793 

GI none 

Exons 1793.. 1858, 
1949. .2107, 



1806.. 1871, 1933. 
2180. .2251, 2181. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 02. 0211. Cll 



14305 

TBLASTX: Maize 
2251 
47 

2094, 1935.. 2093, 1936.. 2094, 
2228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
□ Start 
GI 

, : a Exons 



3411 Seq. ID 

7274 Strand 

1 End 

OJ991022_02 . 0211 . Cll . ol . gp Method 

2332 End 

62196 1.R1084 Score 



OJ991022_02. 0211. Cll 

14305 
AAT/GAP 
3150 
773 



2332.. 2445, 2589.. 2709, 2822.. 2982, 3075.. 3150 
M588012/gblAAD25952.1|AF085717_l 3.0e-33 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] ' 



Seq. ID OJ991022JD2. 0211. Cll 
Strand 
End 

Method 
End 
Score 

2616. .2708, 2617. .2709, 2618. .2713, 2800. .2958, 2816. .3025, 
2822. .2959, 2961. .2984, 3072. .3122, 3076. .3123 



3411 
7274 
1 

OJ991022_02 . 0211 . Cll . ol . tm 

2616 

none 



14305 

TBLASTX: Maize 

3123 

119 



U Seq. No. 3411 

j.J Gene No. 7274 

Start 1 

,1* Name OJ991022_02 . 0211 . Cll . o2 . ts 

lLl Start 2658 

GI none 

□ Exons 2658.. 2708, 2659.. 2709, 2800. 

ll Seq. No. 3411 
r a Gene No. 7274 
^ Start 1 

U Name OJ991022 J)2 . 0211 . Cll . o2 . tm 

Q Start 3135 
GI none 

Exons 3135.. 3188, 3137.. 3166, 3225. 

4097. .4183, 4098. .4175, 4108. 
4287. .4382, 4438. .4512, 4441. 
4652. .4708 



Seq. ID OJ991022_02. 0211. Cll 
Strand 

End 14305 

Method TBLASTX : Soybean 

End 3107 

Score 45 

.2979, 2822.. 3010, 3072.. 3107 

Seq. ID OJ991022_02. 0211. Cll 
Strand 

End 14305 
Method TBLASTX : Mai ze 
End 4708 
Score 56 

.3314, 3233.. 3313, 3277.. 3318, 
.4176, 4268. .4372, 4287. .4373, 
.4512, 4646. .4708, 4651. .4707, 



Seq. No. 3411 Seq. ID 

Gene No. 7274 Strand 

Start 1 * End 

Name" OJ991022_02 . 0211 .Cll . o3 . gs Method 

Start 8064 End 

GI none Score 

Exons 8064., 
11547, 



OJ991022_02. 0211. Cll 

14305 
GENSCAN 
14289 
.8 



8233, 8986. .9133, 10704 10821, 10906 .. 11003, 
.11636, 13106. .13231, 1334 6 .. 13459, 13596 13719, 



13973. .14127, 14212. .14289 



3560 



Seq. No. - 3412 

Gene No. 7275 

Start 1 

Name OJ991022_02 . 0211 . C13 . ol . np 

Start 1 

GI 4539658 

Exons 1..14 9 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ991022_02.0211.C13 
Strand 

End 690 

Method AAT/NAP 

End 14 9 

Score 97 



Seq. No. 3412 

Gene No. 7275 

Start 1 

Name OJ991022_02 . 0211 .C13 . ol . gp 

Start 34 

GI LIB3475-004-P1-K2-A5 

Exons 34.. 221, 264.. 318 

GI Descrip. ' 5777612/emb | AJ245900 . 1 1 OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome* 



Seq. ID OJ991022_02.0211.C13 
Strand 

End 690 

Method AAT/GAP 

End 318 

Score 371 





Seq. No. 


3412 


Seq. ID 


OJ991022 




Gene No. 


7275 


Strand 




Q 


Start 


; 


End 


690 




Name 


OJ991022 02.0211.C13.o2.np 


Method 


AAT/NAP 




Start 


175 


End 


690 


•\Jl 


GI 


5091513 


Score 


456 


I s ! = 

! SI? 


Exons 


175. .690 






57 


CI T Pto c: t~ "i y~\ 
vj-L ucouiip< 


(AB023482) Hypothetical protein [Oryza 


sativa] 


-' Li 
■S W 


Seq. No. 


3412 


Seq. ID 


OJ991022 


: : J 


Gene No. 


7275 


Strand 




rU 


Start 


1 


End 


690 




Name 


OJ991022 02.0211.C13.ol.gs 


Method 


GENSCAN 




Start 


351 


End 


629 




GI 


none 


Score 


.65 


\,& 


Exons 


351. .629 








Seq. No. 


3413 


Seq. ID 


OJ991022 


i. -j 


Gene No. 


7276 


Strand 


+ 


3 


Start 


1 


End 


2095 


Name 


OJ991022 02.0211.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2095 




GI 


6642649 


Score 


500 




Exons 


1..59, 766. .885, 1589. .1704, 1797. .1877, 2009.. 




GI Descrip. 


(AC012395) putative glucan 


synthase [Arabidopsi 




Seq. No. 


3413 


Seq. ID 


OJ991022 




Gene No. 


7276 


Strand 


+ 




Start 


1 


End 


2095 




Name 


OJ991022 02.0211.C14.o2.tm 


Method 


TBLASTX: 




Start 


762 


End 


897 




GI 


none 


Score 


206 




Exons 


762. .887, 766. .897 








Seq. No. 


3413 


Seq. ID 


OJ991022 




Gene No. 


7276 


Strand 


+ 




Start 


1 


End 


2095 



3561 



Name 

Start 

GI 

Exons 



OJ991022_02 . 021 1 . CI 4 . ol . ts Method TBLASTX : Soybean 

763 End 2095 

none Score 204 

763. .885, 765. .887, 766. .885, 1586. .1696, 1587. .1697, 

1588. .1704, 1589. .1702, 1792. .1863, 1794. .1856, 1794. .1868, 

1795.. 1869, 2003.. 2080, 2007.. 2093, 2009.. 2095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



:f Seq. No. 

; * ! - Gene No. 

Til Start 

Q Name 

(a Start 

';t GI 

!if m Exons 



3413 
7276 
1 

OJ991022_02.0211.C14.ol.gs 

766 

none 

766.. 885, 1589.. 1704, 1797. 

3413 
7276 
1 

OJ991022_02.0211.C14.ol.tc 

802 

none 



Seq. ID OJ991022_02.0211.C14 
Strand + 

2095 
GENSCAN 
1877 
.86 



End 

Method 
End 
Score 
.1877 



Seq. ID OJ991022_02.0211.C14 

Strand + 

End 2095 

Method TBLASTX : Cress 

End 2092 

Score 127 



802. .897, 804. .887, 1586. .1702, 1588. .1704, 1589. .1702, 
1819. .1872, 1821. .1868, 2007. .2069, 2009. .2092 



3413 
7276 
1 

OJ991022_02.0211.C14.ol.tm 

1588 

none 



Seq. ID OJ991022_02.0211.C14 

Strand + 

End 2095 

Method TBLASTX : Mai ze 

End 2093 

Score 157 



1588. .1704, 1589. .1702, 1594. .1704, 1794. .1868, 1794. .1868, 
1795., 1890, 2006.. 2086, 2007.. 2093, 2007.. 2087 



Seq. No. 
Gene No. 
Start 
Name 
Start 
- GI 
Exons 



GI Descrip. 



3414 
7277 
1 

OJ991022_02.0211.C15.ol.np 
1 

4588012 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method AAT/NAP 

End 4910 

Score 1625 



1..146, 570. .746, 1758. .1805, 1932. .2090, 2205. .2318, 
2393. .2481, 2945. .3103, 3369. .3471, 3570. .3689, 4121. .4171, 
4271. .4453, 4677. .4910 

(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



Seq. No. 3414 

Gene No; 7277 

Start 1 

Name OJ991022_02 . 0211 . C15 . ol . ts 

Start 89 

GI none 
Exons 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Soybean 

End 2482 

Score 99 



89. .148, 90. .149, 567. .752, 569. .679, 1742. .1804, 1743. .1805, 
1931. .2122, 1938. .2099, 2196. .2318, 2200. .2316, 2204. .2317, 
2390.. 2482, 2392.. 2481 



Seq. No. 
Gene No. 



3414 
7277 



Seq. ID OJ991022_02.0211.C15 
Strand + 



3562 



Start 1 End 

Name OJ991022_02 . 0211 . C15 . o2 . tm Method 

Start 90 End 

GI none Score 

Exons 90.. 149, 567.. 752, 567.. 761 

Seq. No. 3414 

Gene No. - 7277 Strand 

Start 1 End 

Name OJ991022_02 . 0211 . C15 . o4 . tc Method 

Start Vl 90 End 

GI none Score 

Exons 90.. 149, 543.-752, 566.. 676, 585.. 746, 1683 
1760. .1825 



7698 

TBLASTX: Maize 
761 
98 



Seq. ID OJ991022_02.0211.C15 
+ 

7698 

TBLASTX: Cress 
1825 
103 

1805, 1748.. 1804, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3414 
7277 
1 

OJ991022_02.0211.C15.ol.gs 
94 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

94. .146, 570. .746, 1758. .1805, 1973. .2090, 2276. .2337, 
2363. .2481, 2945. .3103, 3369. .3471, 3570. .3689, 4271. .4453, 
4677. .4860, 6908. .6974, 7524. .7698 



OJ991022_02.0211.C15 
+ 

7698 

GENSCAN ■ 
7698 
.58 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



3414 Seq. ID 

7277 Strand 

1 End 

OJ991022_02 . 0211 . C15 . ol . gp Method 

650 End 

uC-osflcyp007h03bl Score 



OJ991022_02.0211.C15 
+ 

7698 
AAT/GAP 
2437 
814 



650.. 746, 1758.. 1805, 1932.. 2090, 2205.. 2318, 2393.. 2437 
, 4588012/gb|AAD25952.1|AF085717_l 4.0e-56 (AF085717) putative 
callose synthase catalytic^subunit [Gossypium hirsutum] ' 



! y Seq. No, 

Li Gene No. 

[ ^ Start 
Name 
Start 

C3 GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 



3414 
7277 
1 

OJ991022_02. 

1771 

none 

1771. .1809, 
1932. .2099, 
2390. .2482, 
2946. .3116, 
3371. .3481, 
4244. .4468, 
4654. .4914, 
4940. .4969, 



0211.C15.ol.tm 



1779. 
1938. 
2390. 
3366. 
3566. 
4265. 
4677. 
4967. 



,1805, 
.2099, 
.2482, 
.3470, 
.3691, 
.4339, 
.4925, 
.5008, 



1780. 
2196. 
2945. 
3367. 
3567. 
4270. 
4677. 
4977. 



3414 
7277 
1 

OJ991022__02 .0211. CIS. ol.tc 

1959 

none 

1959.. 2099, 1970. .2050, 2013. 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Mai ze 

End 5009 

Score 4 6 

.1806, 1927.. 2091, 1928.. 2092, 
.2318, 2203.. 2340, 2204.. 2317, 
.3109, 2945.. 3109, 2946.. 3113, 
.3471, 3368.. 3469, 3370.. 3471, 
.3692, 4094. .4171, 4120. .4176, 
.4452, 4586. .4684, 4652. .4915, 
.4919, 4679. .4924, 4926. .4964, 
.5009 

Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX: Cress 

End 2502 

Score 183 

.2081, 2196.. 2318, 2203.. 2340, 



3563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2204.. 2317, 2390.. 2482, 2390. .2479, 2392.. 2502 



3414 
7277 
1 

OJ991022_02.0211.C15.ol.tw 

2205 

none 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Wheat 

End 2493 

Score 150 



2205.. 2318, 2216.. 2314, 2390.. 2479, 2392.. 2493 



3414 
7277 
1 

OJ991022_02.0211.C15.o4.ts 

2945 

none 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Soybean 

End 4 4 68 

Score 243 



2945. .3109, 2946. .3113, 4121. .4171, 4262. .4468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



;.~ Seq. No. 

M Gene No. 

LJ Start 

i J Name 

j?H Start 
GI 

'L Exons 



3414 
7277 
1 

OJ991022_02.0211.C15.o3.tc 

2951 

none 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Cress 

End 3625 

Score 250 

2951.. 3109, 2952.. 3113, 3354.. 3479, 3366/.3461, 3367.. 3471, 
3370.. 3471, 3566.. 3625, 3567.. 3623 



3414 
7277 
1 

OJ991022_02.0211.C15.o3.ts 

3366 

none 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Soybean 

End 3692 

Score 64 



3366. .3461, 3367. .3474, 3369. .3404, 3370. .3471, 3371. .3481, 
3444. .3551, 3566. .3688, 3566. .3688, 3567. .3692 



i»£ Seq. No. 
L ^ Gene No. 
% Start 
;!? Name 
=3 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method AAT/GAP 

End ^ 5182 

Score 1078 



3414 
7277 
1 

OJ991022_02.0211.C15.o2.gp 
4367 

20288_1.R1084 
4367. .4453, 4677. .5182 

, 4588012/gb|AAD25952.1|AF085717_l 2.0e-30 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 1 



3414 
7277 
1 

OJ991022_02 . 0211X15 . o2 . tc 

4391 

none 



Seq. ID OJ991022_02.0211.C15 

Strand + 

End 7698 

Method TBLASTX : Cress 

End 4914 

Score 70 



4391. .4468, 4677. .4901, 4679. .4894, 4689. .4901, 4750. .4914 



Seq. No. 
Gene No. 
Start 



3414 
7277 
1 



Seq. ID OJ991022_02.0211.C15 
Strand + 
End 7 698 



3564 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991022_02 . 0211 . C15 . o2 . tw Method 
4 391 End 
none Score 
4391. .4465, 4677. .4904, 4709. .4894 



TBLASTX: Wheat 

4904 

63 



■3414 
7277 
1 

OJ991022_02.0211.C15.o2.ts 

4660 

none 

4660. .4872, 4671. .4916, 4676. 



Seq. ID OJ991022_02.0211.C15 



Strand 
End 

Method 
End 
Score 
.4897 



+ 

7698 

TBLASTX : Soybean 

4916 

333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



; =1 Seq. No. 

Gene No. 
!;[! Start 
j & Name 
□ Start 



GI 
Exons 

GI Descrip. 



3415 
7278 
2344 

OJ991022_02.0211.C16.ol.gp 
2344 

LIB3477-003-P1-K1-E9 



Seq. ID OJ991022_02.0211.C16 
Strand + 
End 7271 
Method AAT/GAP 
End 7271 
Score 94 
2344. .2366, 5362. .5409, 7243. .7271 

, 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



3415 Seq. ID 

7279 " Strand 

3403 End 
OJ991022_02 . 0211 . C16 . ol . np Method 
2314 End 
5668784 Score 
2314. .2342, 3963. .4240, 4333.. 4598 

(AC007894) Strong similarity to M4 protein gb 1X90381 from 
Arabidopsis thaliana and contains 2 PF 10024 9 Myb-like 
DNA-binding domains. EST gb|H367 93 comes from this gene. 



OJ991022_02.0211.C16 

4598 
AAT/NAP 
4598 
565 



Seq. No. 


3415 








Seq. ID 


OJ991022_02.0211.C16 


Gene No. 


7279 








Strand 




Start 


3403 








End 


4598 


Name 


OJ991022 02. 


0211 


.C16.ol, 


.gs 


Method 


GENSCAN 


Start 


3403 








End 


4598 


GI 


none 








Score 


.82 


Exons 


3403. .4240, 


4333 


. .4598 








Seq. No. 


3415 








Seq. ID 


OJ991022_02.0211.C16 


Gene No. 


7279 








Strand 




Start 


3403 








End 


4598 


Name 


OJ991022 02. 


0211 


.C16.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


3980 








End 


4572 


GI 


none 








Score 


44 


Exons 


3980. .4027, 


4111 


. .4230, 


4112. 


.4243, 4332. .4571, 4462. .4572 


Seq. No. 


3415 








Seq. ID 


OJ991022_02.0211.C16 


Gene No. 


7279 








Strand 




Start 


3403 








End 


4598 


Name 


OJ991022 02. 


0211 


.C16.ol. 


,ts 


Method 


TBLASTX : Soybean 


Start 


4111 








End 


4592 


GI 


none 








Score 


95 



3565 



Exons 



4111. .4230, 4112. .4243, 4332. .4580, 4459. .4560, 4572. .4592 



rff 

rif 
£3 

; : 

: : : 



CD 

= 1 E 



Sea No 


3415 




Seq. ID 


OJ991022 


Gene No. 


7279 




Strand 




Start 


3403 




End 


4598 


Name 


OJ991022 02.0211.C16.ol 


.tm 


Method 


TBLASTX: 


Start 


4123 




End 


4598 


GI 


none 




Score 


111 


Exons 


4123.. 4230, 4130.. 4243, 


4142. 


.4243, 4332. .4580, 




4572.. 4598 








Seo No 


3415 




Seq. ID 


OJ991022 


Gene No. 


7279 




Strand 




Start 


3403 




End 


4598 


Name 


OJ991022 02.0211.C16.ol 


.tw 


Method 


TBLASTX: 


Start 


4126 




End 


4580 


GI 


none 




Score 


116 


Exons 


4126.. 4230, 4127.. 4243, 


4148. 


.4243, 4330. .4410, 




4459.-4569 








Seq. No. 


3416 




Seq. ID 


OJ991022 


Gene No.. 


7280 




Strand 


+ 


Start 


1 




End 


400 


Name 


OJ991022 02.0211.C17.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


400 


GI 


6006359 




Score 


57 


Exons 


1..78, 283. .400 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


3416 




Seq. ID 


OJ991022 


Gene No. 


7281 




Strand 




Start 


11813 




End 


17315 


Name 


OJ991022 02.0211.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


11526 


End 


14662 


GI 


16953 1.R1084 




Score 


2363 



Exons 11526. .12319, 12669 .. 12752, 13282 .. 13357 , 134 59 .. 13562, 

14488. .14662 

GI Descrip. 2245131/emb | CAB10552 . 1 1 2.0e-75 (Z97344) hypothetical protein 
[Arabidopsis thaliana] ' 



p Seq. No. 


3416 




Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7281 




Strand 






Start 


11813 




End 


17315 




Name 


OJ991022 02.0211.C17. 


o2 . np 


Method 


AAT/NAP 




Start 


11794 




End 


13562 




GI 


2245131 




Score 


621 




Exons 


11794. .12300, 12650.. 


12752, 


13282. .13370, 13442. .13562 




GI Descrip. 


(Z97344) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


3416 




Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7281 




Strand 






Start 


11813 




End 


17315 




Name 


OJ991022 02.0211.C17. 


o3.gs 


Method 


GENSCAN 




Start 


11813 


End 


17296 




GI 


none 




Score 


.73 




Exons 


11813. .12319, 12669.. 


12752, 


13282. .13357, 134 59 .. 135 62, 





14488. .14616, 15843 .. 1604 9, 17084.. 17296 



3566 



ry 

L J 

ry 

i: 



Seq. No. 


3416 




Seq. ID 


OJ991022 02.0211 


.C17 


Gene No. 


7281 




Strand 






Start 


11813 




End 


17315 




Name 


OJ991022 02.0211.C17.o2. 


gp 


Method 


AAT/GAP 




Start 


17084 




End 


17315 




GI 


2442551 




Score 


393 




Exons 


17084. .17315 










Seq. No. 


3416 . 




Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7282 




Strand 






Start 


18365 




End 


22724 




Name 


OJ991022 02.0211.C17.o3. 


gp 


Method 


AAT/GAP 




Start 


18076 




End 


18563 




GI 


84668 1.R1084 




Score 


936 




Exons 


18076. .18563 










GI Descrip. 


, 5123701/emb| CAB45445.il 


2. 


Oe-19 (AL079347) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


3416 




Seq. ID 


OJ991022_02.0211 


-C17 


CZpnp No 


7282 




Strand 






Start 


18365 




End 


22724 




Name 


OJ991022 02.0211.C17.o4. 


gs 


Method 


GEN SCAN 




Start 


18365 




End 


22431 




GI 


none 




Score 


.77' 




Exons 


18365. .18562, 18947. .19039, 


19265. .19339, 19733 .. 19807, 






19896. .20002, 20126 20217 , 


21892. .21972, 22275.. 22431 




Seq. No. 


3416 




Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7282 




Strand 






Start 


18365 




End 


22724 




Name 


OJ991022 02.0211.C17.o3. 


np 


Method 


AAT/NAP 




Start 


18368 




End 


20180 




GI 


5123701 




Score 


637 




Exons 


18368. .18596, 18945 19039, 


19265. .19339, 19733 .. 19807, 






19896. .20002, 20126.. 20180 








GI Descrip. 


(AL079347) putative protein 


[Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI - Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gi Descrip. 



3416 
7282 
18365 

OJ991022_02.0211.C17.o4.gp 
18938 

9810_1.R1084 
18938. .19039, 19265 
20126. .20217, 20666 
■ 4 4 90332/embl CAB38614 . 1 | 
[Arabidopsis thaliana] ' 



19339, 
20729, 



Seq. ID OJ991022_02.0211.C17 
Strand 

End • 22724 

Method AAT/GAP 

End 20930 

Score 972 
19733. .19807, 19896. .20002, 
20812. .20930 



1.0e-44 (AL035656) putative protein 



3416 
7282 
18365 

OJ991022_02.0211.C17.o4.np 

20053 
5059025 
20053. .20078, 22511.. 22724 

(AF110382) 3-hydroxy-3-methylglutaryl-coenzyme A reductase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 02.0211.C17 



22724 
AAT/NAP 
22724 
133 



3567 




[Oryza sativa] 



Seq. No. 


3416 






Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7283 






Strand 






Start 


22645 






End 


22774 




Name 


OJ991022 02.0211.C17 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11755 






End 


13564 




GI 


none 






Score 


47 




Exons 


11755. 


.11802, 11800. 


.11973, 


11811. .11846, 11837. .12289, 






11838. 


.12251, 12095. 


.12295, 


12127. .12300, 12136. .12300, 






12669. 


.12743, 12669. 


.12761, 


12670. .12753, 12671 12754 , 






13281. 


.13358, 13282. 


.13359, 


13283. .13360, 13459 13563, 






13461. 


.13562, 13463. 


.13564 








Seq. No. 


3416 






Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7283 






Strand 






Start 


22645 






End 


22774 




Name 


OJ991022 02.0211.C17 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11858 






End 


13574 




GI 


none 






Score 


43 




Exons 


11858. 


.11983, 11858. 


.12286, 


11862. .12248, 12092. .12295, 






12678. 


.12761, 13282. 


.13359, 


13283. .13354, 13461. .13574, 






13468. 


.13557 










beq. no. 


3416 






Seq. ID 


OJ991022_02.0211 


. Ul / 


Gene No. 


7283 






Strand 






Start 


22645 






End 


22774 




Name 


OJ991022 02.0211.C17 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11870 






End 


13569 




GI 


none 






Score 


302 




Exons 


11870. 


.12283, 11871. 


.12251, 


12173. .12280, 12678. .12803, 






13282. 


.13335, 13459. 


.13569, 


13461. .13565 




Seq. No. 


3416 






Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7283 






Strand 






Start 


22645 






End 


22774 




Name 


OJ991022 02.0211.C17 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11927, 






End 


12176 




GI 


none 






Score 


64 




Exons 


11927. 


.12175, 11928. 


.12176, 


11933. .11986, 11949. .12176 




beq. no. 


3416 






Seq. ID 


OJ991022_02.0211 


• Li / 


Gene No. 


7283 






Strand 






Start 


22645 






End 


22774 




Name 


OJ991022 02.0211.C17 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13282 






End 


13607 




GI 


none 






Score 


122 




Exons 


13282. 


.13359, 13283. 


.13360, 


13459. .13563, 134 59 .. 135 63, 






13460. 


.13564, 13464. 


.13607, 


13469.. 13579 




Seq. No. 


3416 






Seq. ID 


OJ991022_02.0211 


.C17 


Gene No. 


7283 






Strand 






Start 


22645 






End 


22774 




Name 


OJ991022 02.0211.C17 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


18137 






End 


20735 




GI 


none 






Score 


66 




Exons 


18137. 


.18193, 18146. 


.18193, 


18199. .18237, 18200 .. 18238 , 





3568 




18359. .18565, 
18940. .19041, 
19259. .19339, 
19731. .19814, 
19896. .20003, 
20677. .20730, 



18363. .18563, 
18943. .19023, 
19262. .19339, 
19736. .19813, 
20124. .20216, 
20679. .20735 



18365. .18565, 
18947. .19072, 
19266. .19340, 
19742. .19846, 
20125. .20220, 




18366. .18569, 
18948. .19037, 
19267. .19344, 
19891. .20007, 
20125. .20217, 



Seq. No. 


3416 






Seq. ID 


OJ991022 


_02.0211 


.C17 


Gene No. 


7283 






Strand 








Start 


22645 






End 


22774 






Name 


OJ991022 02.0211.C17 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


18359 






End 


18565 






GI 


none 






Score 


180 






Exons 


18359. 


.18565, 18369. 


.18563 










Seq. No. 


3416 






Seq. ID 


OJ991022 


_02.0211 


.C17 


Gene No. 


7283 






Strand 








Start 


22645 






End 


22774 






Name 


OJ991022 02.0211.C17 


.o2. tc 


Method 


TBLASTX: 


Cress 




Start 


18965 






End 


20749 






GI 


none 






Score 


84 






Exons 


18965. 


.19078, 19262. 


.19339, 


19722. .19814, 19736 


. .19813, 






19891. 


.20007, 19893. 


.20003, 


20124 . .20219, 20645 


. .20749, 






20662. 


.20730 












Seq. No. 


3416 






Seq. ID 


OJ991022 


_02.0211 


.C17 


Gene No. 


7283 






Strand 








Start 


22645 






End 


22774 






Name 


OJ991022 02.0211.C17 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


19725 






End 


20731 






GI 


none 






Score 


78 






Exons 


19725. 


.19814, 19736. 


.19813, 


19891. .20007, 19896 


. .20003, 






20124. 


.20216, 20125. 


.20217, 


20672. .20731, 20680 


. .20730 





Seq. No. 3416 
Gene No. 7283 
Start 22645 

Name OJ991022_02 . 0211 . C17 . o5 . gp 

Start 22645 

GI 15443_1.R1084 

Exons 22645. .22774 

GI Descrip. '3047096 6.0e-21 (AF058826) 

domains (Pfam: pkinase.hmm, 

thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_02.0211.C17 

22774 
AAT/GAP 
22774 
172 



similar to eukaryotic protein kinase 
score: 189.74) [Arabidopsis 



Seq. No. 3417 Seq. ID OJ991022_02 . 0211 . C18 

Gene No. 7284 Strand 

Start 8406 End 

Name OJ991022_02 . 0211 . C18 . ol . gp Method 

Start ' 8406 End 

GI 23462_1.R1084 Score 

Exons 8406.. 8728, 9448.. 9515, 9695.. 9850, 

11271.. 11693 

GI Descrip. 1 481815/pir | | S39502 5.0e-56 vegetative storage protein - western 
balsam poplar x cottonwood >gi_309839 (L20233) vegetative 
storage protein [Populus trichocarpa x Populus deltoides] ' 



OJ991022_ 
+ 

11693 
AAT/GAP 
11693 
2509 
10694. .10885, 



10967. .11140, 



3569 




Seq. No. 


3417 


Seq. ID 


OJ991022_02.0211 


.C18 


Gene No. 


7284 


Strand 


+ 




Start 


8406 


End 


11693 




Name 


OJ991022 02 0211 C18 "bl no 


Method 


AAT/NAP 




Start 


8485 


End 


11426 




GI 


5051776 


Score 


372 




Exons 


8485.-8732, 9470. .9515, 9695 


..9867, 10705. .10891, 10967 


. .11140, 




11271. .11426 








GI Descrip. 


(AL078637) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


3417 


Seq. ID 


OJ991022_02.0211 


.C18 


Hon d NJo 


7284 


Strand 


+ 




Start 


8406 


End 


11693 




Name 


OJ991022 02.0211.C18.o3.gs 


Method 


GENSCAN 




Start 


9425 


End 


11462 




GI 


none 


Score 


.84 




Exons 


9425. .9454, 9695. .9850, 10694. .10885, 


10967. .11140, 11271. .114 6 


Seq. No. 


J4 J. / 


Seq. ID 


OJ991022_02.0211 


.C18 




7285 


Strand 






Start 


7900 


End 


9792 




Name 


OJ991022 02 0211 CIS c>2 


Method ■ 


GENSCAN 




Start 


7Qnn — 


End 


8760 




GI 


1 lvjl 1<3 


Score 


.88 




Exons 


7900 8004 8500 8760 








Seq. No. 


34 17 


Seq. ID 


OJ991022_02.0211 


.C18 


Gene No. 


7285 


Strand 






Cfa r f 
,0 L.OI L. 


7900 


End 


9792 




Name 


O.TQCjIfl?? 09 0911 PI 8 t-m 


Method 


TBLASTX: Maize 




Start 


8 SQ^ _ 


End 


9792 




GI 


none 


Score 


192 




Exons 


8SQ^ 87^0 8fif)*3 8798 


..8729, 9435. .9518, 9446. .9517, 




QfiQ9 Q7Q0 Q6Qd Q7Q9 








Seq. No. 


3417 


Seq. ID 


OJ991022_02.0211 


.C18 


Gene No. 


7286 


Strand 






O Lai l_ 


10693 


End 


10991 




Name 


OJ991022 02.0211.C18.ol.tm 


Method 


TBLASTX: Maize ■ 




Start 


10693 


End 


10991 




GI 


none 


Score 


89 




Exons 


10693. .10761, 10694. .10762, 


10756. .10887, 10757 .. 10915, 






10950. .10991 








Seq. No. 


3417 


Seq. ID 


OJ991022_02.0211 


.C18 


Con d K7/^v 


7287 


Strand 






Start 


12202 


End 


12409 




Name 


OJ991022 02.0211.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12202 


End 


12409 




GI 


none 


. Score 


160 




Exons 


12202. .12408, 12209. .12409 








Seq. No. 


3417 


Seq. ID 


OJ991022_02.0211 


.C18 


Gene No. 


7287 


Strand 






Start 


12202 


End 


12409 




Name 


OJ991022 02.0211.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


12205 


End 


12409 





3570 



i y 
Q 



GI 


none 


Score 


141 


Exons 


12205. .12408/ 12215. .12409 






Seq. No. 


3417 


Seq. ID 


OJ991022_02.0211.C18 


Gene No. 


7287 


Cf rand 




Start 


12202 


End 


12409 


Name 


OJ991022 02.0211.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


12208 


End 


12409 


GI 


none 


Score 


187 


Exons 


12208. .12408, 12209.. 12409 






Seq. No. 


3418 


Seq. ID 


OJ991102_02.0223.C1 


Gene No. 


7288 


Strand 


+ 


Start 


3661 


End 


3818 


Name 


OJ991102 02.0223.Cl.ol.gs 


Method 


GENSCAN 


Start 


3661 


End 


3818 


GI 


none 


Score 


.9 


Exons 


3661. .3755, 3767. .3818 






Seq. No. 


3419 


Seq. ID 


OJ991102_02.0223.C2 


Gene No . 


7289 


Strand 




Start 


147 


End 


2311 


Name 


OJ991102 02.0223.C2.ol.gs 


Method 


GENSCAN 


Start 


147 


End 


2087 


GI 


none 


Score 


.93 


Exons 


147. .170, 658. .716, 1382. .1499, 1574.. 


1612, 1731.. 2087 


Seq. No. 


3419 


Seq. ID 


OJ991102_02.0223.C2 


Gene No. 


7289 


Strand 


+ * 


Start 


147 


End 


2311 


Name 


OJ991102 02.0223.C2.ol.np 


Method 


AAT/NAP 


Start 


658 


End 


2311 


GI 


4204310 


Score 


135 


Exons 


658. .710, 1169. .1250, 1382. 


.1499, 1574 


..1612, 1728. .1853, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2266. .2311 

(AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



3420 
7290 
1 

OJ991102_02.0223.C3.ol.np 
1 

6437559 

1..110, 937. .1021, 1055. .1719, 1852. .1905 

(AC011623) putative DnaJ protein [Arabidopsis thaliana] 



Seq. ID OJ991102_02.0223.C3 

Strand + 

End 3507 

Method AAT/NAP 

End 1905 

Score 301 



3420 
7290 
1 

OJ991102_02.0223.C3.ol.gs 

137 

none 



Seq. ID' OJ991102_02.0223.C3 

Strand + 

End 3507 

Method GENSCAN 

End '3507 

Score .71 



137. .194, .322. .688, 728. .820, 893. .1275, 1340. .2194, 2257. .2388, 
2554. .2679, 3443. .3507 



Seq. No. 



3420 



Seq. ID OJ991102 02. 0223. C3 



3571 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7291" Strand + 

4559 End 7287 

OJ991102 J)2 . 0223 . C3 . o2 . np Method AAT/NAP 

4559 End 7287 

6437559 Score 137 

4559. .4915, 6723. .6800, 7216.. 7287 

(AC011623) putative DnaJ protein [Arabidopsis thaliana] 



3420- 
7292 
5369 

OJ991102_02 . 0223 . C3 . ol . tw 
92 

none 



Seq. ID OJ991102_02.0223.C3 
Strand 

End 7081 

Method TBLASTX : Wheat 

End 6453 

Score 105 



92. .238, 282.. 389, 1345.. 1452, 1444.. 1470, 1555.. 1632, 
2292. .2465, 2475. .2621, 2496. .2633, 6078. .6152, 6226. .6255, 
6286. .6453, 6303. .6410 



Seq. No. 3420 Seq. ID 

Gene No. 7292 Strand 

Start 5369 End 

Name OJ991102_02 . 0223 .C3 . ol . tm Method 

Start 101 End 

GI none Score 
Exons 



OJ991102_02.0223.C3 
7081 

TBLASTX: Maize 

6128 

66 



101. .157, 1168. .1275, 1176. .1298, 1176. .1304, 1289. .1672, 
1289. .1663, 1296. .1733, 1297. .1851, 1300. .1800, 2089. .2196, 
2226. .2351, 5531. .5656, 5531. .5656, 5930. .6052, 6060. .6128 



Seq. No. 3420 
Gene No. 7292 
Start 5369 

Name OJ991102_02 . 0223 . C3 . o2 . tm 

Start 166 
GI none 

Exons 166.. 234, 167.. 232, 231.. 392, 

2357. .2542, 2358.. 2633, 2364. 
6235.. 6408 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991102 02. 0223. C3 



7081 

TBLASTX: Maize 
6411 
76 

240. .389, 280. .396, 289. .393, 
2621, 6158.. 6178, 6229.. 6411, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



3420 Seq. ID 

7292 Strand 

5369 End 

OJ991102_02 . 0223 . C3 . o2 . gs Method 

5369 End 

none . Score 



OJ991102_02.0223.C3 

7081 
GENSCAN 
7081 
.67 



5369. .5640, 5743. .5897, 6121 .. 6231, 6290 .. 6336, 7007. .7081 



OJ991102_02.0223.C4 
+ 



3421 Seq. ID 

7293 Strand 

6510 End 7228 

OJ991102_02.0223.C4 .ol.np Method AAT/NAP 

6510 End ' 7228 

6437559 Score 288 
6510.. 6927, 7176.. 7228 

(AC011623) putative DnaJ protein [Arabidopsis thaliana] 



3421 
7294 



Seq. ID OJ991102_02.0223.C4 
Strand 



3572 




Start 


2316 • 






End 


3338 


Name 


OJ991102 02 


.0223 


.C4. ol.gs 


Method 


GENSCAN 


Start 


2316 






End 


3338 


GI 


none 






Score 


.58 " 


Exons 


2316. .2388, 


2619 


..2780, 2822 


..2948, 2993.. 3121, 3263.. 3338 


Seq. No. 


3421 






Seq. ID 


OJ991102_02.0223.C4 










Strand 




Start 


6507 






End 


6959 


Name 


OJ991102 02 


.0223 


-C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


6507 






End 


6884 


GI 


none 






Score 


140 


Exons 


6507. .6698, 


6569 


..6697, 6672 


..6884, 6698.-6877 


Seq. No. 


3421 






Seq. ID 


OJ991102_02.0223.C4 




/ £. _7 O 






Strand 




Start 


650.7 






End 


6959 


Name 


OJ991102 02 


.0223 


.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


6546 






End 


6959 


GI 


none 






Score 


388 


Exons 


6546. .6959, 


6554 


. .6937 






Seq. No. 


3421 






Seq. ID 


OJ991102_02.0223.C4 




/ £. -3 D 






Strand 




Start 


6507 






End 


6959 


Name 


OJ991102 02 


.0223 


.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6578 






End 


6815 


GI 


none 






Score 


112 


Exons 


6578.-6697, 


6579 


..6698, 6702 


..6815, 6704. .6814 


Seq. No. 


3422 






Seq. ID 


OJ991102_02.0223.C5 


Gene No. 


7296 






Strand 




Start 


1 






End 


151 


Name 


OJ991102 02 


.0223 


.C5.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


151 


GI 


6721547 






Score 


92 


Exons 


1. .151 










GI Descrip. 


(AP001073) ; 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


3423 






Seq. ID 


OJ991102_02.0223.C7 




7297 






Strand 


+ 


Start 


326 






End 


3136 . 


Name 


OJ991102 02 


.0223 


.C7 .ol.gs 


Method 


GENSCAN 


Start 


326 






End 


3136 


GI 


none 






Score 


.45 


Exons 


326. .484, 625. .1495, 1970. .2306, 2703.. 


2991, 3110.. 3136 


Seq. No. 


3423 






Seq. ID 


OJ991102_02.0223.C7 


Gene No. 


7298 






Strand 




Start 


3168 






End 


5237 


Name 


OJ991102 02 


.0223 


,C7 .ol .tm 


Method 


TBLASTX: Maize 


Start 


2151 






End 


2865 


GI 


none 






Score 


80 


Exons 


2151. .2309, 


2158 


..2385, 2158 


..2286, 2169. .2378, 2384. .2500, 




2388. .2426, 


2517, 


..2861, 2521 


. .2865 





Seq. No. 3423 Seq. ID OJ991102_02 . 0223 . C7 



3573 




UCllC ViKJ . 






Cf ranH 
O l_X all (a 




Start ' 


3168 




End 


5237 


Name 


OJ991102 02 


.0223.C7.o2.gs 


Method 


GENSCAN 


Start 


3168 


End 


5178 


GI 


none 




Score 


.87 


Exons 


3168. .4312, 


4363.. 4714, 5014. 


.5178 




Seq. No. 


3423 




Seq. ID 


OJ991102_02.0223.C7 


Gene No. 


7298 




Strand 


- 


Start 


3168 




End 


5237 


Name 


OJ991102 02 


.0223.C7.o2.np 


Method 


AAT/NAP 


Start 


3171 




End 


5237 


GI 


6069646 




Score 


981 


Exons 


3171. .4142, 


4424..S237 . 






GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


3423 








Seq. ID 


OJ991102_02.0223 


.C7 


Gene No. 


7298 








Strand 


- 




Start 


3168 








End 


5237 




Name 


OJ991102 02. 


0223. 


C7.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3204 








End 


3584 




C T 


none ^ 








Score 


i n a 




Exons 


3204. .3416, 


3438. 


.3584 










Seq. No. 


3423 








Seq. ID 


OJ991102 02.0223 


.01 


Gene No. 


7298 








Strand 


- 




Start 


3168 








End 


5237 




Name 


OJ991102 02. 


0223. 


C7.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3288 








End 


3821 




GI 


none 








Score 


106 




Exons 


3288. .3821, 


3373. 


.3720 










Seq. No. 


• 3423 








Seq. ID 


OJ991102_02.0223 


.01 


Gene No. 


7298 








Strand 






Start 


3168 








End 


5237 




Name 


OJ991102 02. 


0223. 


C7.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3597 








End 


3959 




GI 


none 








Score 


76 




Exons 


3597. .3749, 


3759. 


.3959 










Seq. No. 


3423 








Seq. ID 


OJ991102_02.0223 


.01 


Gene No. 


7298 








Strand 






Start 


3168 








End 


5237 




Name 


OJ991102 02. 


0223. 


C7.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3924 








End 


4227 




GI 


none 








Score 


112 




Exons 


3924 . .4226, 


4087. 


.4227 










Seq. No. 


3423 








Seq. ID 


OJ991102_02.0223 


.01 


Gene No. 


7298 








Strand 






Start 


3168 








End 


5237 




Name 


OJ991102 02. 


0223. 


C7.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4044 








End 


4588 





3574 



LJ 

Q 



GI 


none 








Score 


62 




Exons 


4044. .4169, 


4087 


. .4212, 


4229. 


.4588 






Seq. No. 


3423 








Seq. ID 


OJ991102_02.0223 


.C7 


Gene No. 


7298 








Strand 






Start 


3168 








End 


5237 




Name 


OJ991102 02 


.0223 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4128 








End 


4567 




GI 


none 








Score 


63 




Exons 


4128. .4250, 


4265 


. .4567, 


4299. 


.4478 






Seq. No. 


3423 








Seq. ID 


OJ991102_02.0223 


.C7 


Gene t 


7298 








Strand 






Start 


3168 








End 


5237 




Name 


OJ991102 02 


.0223 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4238 








End 


4894 




GI 


none 








Score 


110 




Exons 


4238. .4894, 


4305 


. .4661, 


4734. 


.4835 






Seq. No. 


3423 








Seq. ID 


OJ991102_02.0223 


.C7 


Gene No. 


7298 








Strand 






Start 


3168 








End 


5237 




Name 


OJ991102 02 


.0223 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4665 








End 


4987 




GI 


none 








Score 


76. 




Exons 


4665. .4805, 


4691 


. .4987 











Seq. No. 
Gene No. 
Start 
Name 
j 5 !j Start 
' " GI 

Exons 



3423 . Seq. ID 

7298 Strand 

3168 End 

OJ991 102_02 . 0223 . C7 . o4 . tm Method 

4895 End 

none Score 



OJ991102_02.0223.C7 
5237 

TBLASTX: Maize 

5229 

53 



4895. .4996, 4896. .5012, 4979. .5083, 5098. .5229, 5101. .5199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3424 
7299 
1155 

OJ991102_02.0223.C9.ol.np 

1155 

6671947 

1155.. 1279, 1510. .1625, 1716. 
3390.. 3547, 3642. .3789, 3938. 



Seq. ID 
Strand' 
End 

Method 
End 
Score 

.1823, 1893 
.4018, 4225 



OJ991102 02. 0223. C9 



4595 
AAT/NAP 
4273 
1570 

2111, 2194. .2459, 
4273 



(AC016795) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



3424 
7299 
1155 

OJ991102_02.0223.C9.ol.tm 

1157 

none 

1157. .1282, 1185. .1280, 1508. 
1716. .1790, 1717. .1809, 1718. 
1884. .2123, 1885. .2124, 1893. 



Seq. ID 
Strand 
End 

Method 
-End 
Score 

.1627, 1508 
.1810, 1797 



OJ991102 02. 0223. C9 



4595 

TBLASTX: Maize 
2437 
126 

1615, 1510. .1626, 
1823, 1882. .2121, 



.2135, 2182. .2277, 2182. .2400, 



2195. .2395, 2329. .2403, 2404. .2433, 2405. .2437 



3575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3424 
7299 
1155 

OJ991102_ 
1157 - 
none 

1157. .1282, 
1716. .1799, 
1893. .1934 



02.0223.C9.o3.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1182.. 1280, 1502.. 1627, 
1717. .1809, 1718. .1810, 



OJ991102_02.0223.C9 
4595 

TBLASTX: Soybean 
1937 
97 

1508. .1624, 
1887. .1937, 



1510. .1626, 
1892. .1930, 



Seq. No. 3424 

Gene No. 7299 

Start 1155 

Name OJ991102_02 . 0223.C9.ol .gs 

Start 1181 

GI none 

Exons 1181.. 1279, 1510.. 1650, 1893, 
3642.. 3792, 3938.. 4079, 4117. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2111, 



OJ991102 02. 0223. C9 



4595 
GEN SCAN 
4595 
.64 - 
2194. .2459, 



3390. .3547, 



.4145, 4244. .4595 



Seq. No. 

Gene No. 

Start 
a _ Name 
U Start 
w GI 
m Exons 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3424 
7299 
1155 

OJ991102 
1193 
none 
1193. 
1510. 



02.0223.C9.o2.tc 



1282, 
1626, 



1887. .1940, 



1194. .1280, 
1698. .1799, 
1893. .1940 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1475. .1624, 
1717. .1809, 



OJ991102 02. 0223. C9 



4595 

TBLASTX: Cress 
1940 
96 

1508.. 1627, 1509'; 
1718. .1810, 1879. 



.1625, 
.1938, 



3424 
7299 
1155 

OJ991102_02.0223.C9.ol.ts 

1938 

none 



Seq. ID OJ991102_02.0223.C9 



Strand 
End 

Method 

End 

Score 



4595 

TBLASTX : Soybean 

2281 

184 



1938. .2135, 1938. .2123, 2182. .2280, 2195. .2281 



i.l Seq. No. 3424 

Gene No. 7299 

]}Z Start 1155 

i;=? Name OJ991102_02 . 0223.C9.ol . tc 

Start 1941 

GI none 

Exons 1941.. 2123, 1942.. 2124, 
2187.. 2315, 2195.. 2395 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991102_02.0223.C9 
4595 

TBLASTX: Cress 

2397 

172 



1942.. 2127, 2182.. 2280, 2182.. 2397, 



Seq. No. 3424 

Gene No. 7299 

Start 1155 

Name OJ991102_02 . 0223 . C9 . o2 . ts 

Start 2398 

GI none 

Exons 2398.. 2460, 2402.. 2461, 3391 
3414. .3548, 3617.:. 3742, 



Seq. ID OJ991102_02.0223.C9 
Strand 

End 4595 
Method TBLASTX : Soybean 
End 3797 
Score 7 9 
.3546, 3404. .3547, 3414. .3590, 
3621. .3797, 3641. .3793 



Seq. No. 
Gene No. 



3424 
7299 



Seq. ID 
Strand 



OJ991102 02. 0223. C9 



3576 





Start 


1155 








End 


4595 




Name 


OJ991102 02 


.0223. 


C9.o2. 


tm 


Method 


TBLASTX: 




Start 


3469 








End 


4010 




GI 


none 








Score 


100 




Exons 


3469. .3546, 


3470. 


.3547, 


3617. 


.3742, 3641.. 3793, 






3960. .4010 














Seq. No. 


3424 








Seq. ID 


OJ991102 




Gene No. 


7299 








Strand 






Start 


1155 








End 


4595 




Name 


OJ991102 02 


.0223. 


C9.o3. 


tc 


Method 


TBLASTX: 




Start 


3473 








End 


4010 




GI 


none 








Score 


82 




Exons 


3473. .3547, 


3475. 


.3546, 


3481. 


.3549, 3617. .3742, 






3641. .3775, 


3954. 


.4010 










Seq. No. 


3424 








Seq. ID 


OJ991102 






7299 








Strand 


- 




Start 


1155 








End 


4595 




Name 


OJ991102 02 


.0223. 


C9.ol. 


gp 


Method 


AAT / GAP 




Start 


4244 








End 


4437 




GI 


none 








Score 


313 




Exons 


4244. .4437 












'5 B? 

; :!? 


Seq. No. 


3425 








Seq. ID 


OJ991102 




UC11C IN U • 










Strand 


+ 




Start 


45 








End 


433 




Name 


OJ991102 02 


.0223. 


ClO.ol 


. gs 


Method 


GENSCAN 




Start 


45 








End 


433 


L-U 


GI 


none 








Score 


.48 


w 


Exons 


45. .93, 353 


. .433 










ru 


Seq. No. 


3425 








Seq. ID 


OJ991102 




Gene No. 


7301 








Strand 


+ 




Start 


4006 








End 


5055 


' % J 


Name 


OJ991102 02 


.0223. 


C10.o2 


. gs 


Method 


GENSCAN 




Start 


4006 








End 


5055 




GI 


none 








Score 


.73 


& 


Exons 


4006. .4060, 


4266. 


.4396, 


4861. 


.5055 




.1 rs 

















= =? Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



3621. .3776, 



3425 Seq. ID 

7302 Strand 

6457 ' End 

OJ991102_02 . 0223 . C10 . o3 . gs Method 

6457 End 

none Score 



OJ991102_02. 0223. C10 
+ 

11066 
GENSCAN 
11066 
.65 



6457. .6840, 7394. .7504, 7586. .7744, 8021. .8182, 8625. .8741, 
9067. .9291, 9656. .9831, 10192 .. 10304 , 10402. .11066 



Seq. ID OJ991102_02. 0223. C10 
Strand 
End 

Method 
End 
Score 

7433. .7504, 7433. .7504, 7438. .7518, 7558.-7743, 7578. .7745, 
7586. .7744, 7625. .7690, 7697. .7741, 8011. .8175, 8015. .8182, 



Seq. No. 3425 

Gene No. 7302 

Start 6457 

Name OJ991102_02 . 0223 . C10 . ol . tm 

Start 7433 

GI none 
Exons 



+ 

11066 

TBLASTX: Maize 

9247 

89 



3577 






8020. .8205, 


* 8021 


. .8182, 


8030. 


.8059, 8105.. 8182, 8596.. 8700, 




8619. .8741, 


8627 


. .8740, 


8711. 


.8743, 8885.. 8992, 8886.-8978, 




8887. .8979, 


8891 


. .8980, 


8918. 


.8974, 9088.. 9243, 9104.. 9247, 




9136. .9246 












Seq. No. 


3425 








Seq. ID 


OJ991102_02 . 0223 .C10 












Strand 


+ 


Start 


6457 








End 


11066 


Name 


OJ991102 02 


.0223 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7472 








End 


8187 


GI 


none 








Score 


41 


Exons 


7472. .7504, 


7552 


. .7746, 


7586. 


.7747, 8024.. 8185, 8026.. 8187 


Seq. No. 


3425 








Seq. ID 


OJ991102_02. 0223. C10 


Gene No. 


7302 








Strand 


+ 


Jtai u 


6457 








End 


11066 


Name 


OJ991102 02 


.0223 


.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9274 








End 


9520 


GI 


none 








Score 


129 


Exons 


9274. .9381, 


9275 


. .9385, 


9276. 


.9386, 9331.. 9468, 9339.. 9464, 




9461. .9520, 


9463 


. .9507 








Seq. No. 


3426 








Seq. ID 


OJ991102_02.0223.C11 


UC11C ViKJ • 


7303 








Strand 


+ 


Start 


2375 








End 


3683 


Name 


OJ991102 02 


.0223 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


110 








End 


301 


GI 


none 










194 


Exons 


110. .301, 133. .300 








Seq. No. 


3426 








Seq. ID 


OJ991102_02.0223.C11 


UCllC LN W • 


7303 








Strand 


+ 


Start 


2375 








End 


3683 


Name 


OJ991102 02 


.0223 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1037 








End 


.1505 


GI 


none 








Score 


350 


Exons 


1037. .1399, 


1038 


. .1505, 


1423. 


.1491 




Seq. No. 


3426 








Seq. ID 


OJ991102_02.0223.C11 




7303 








Strand 


+ 


Start 


2375 








End 


3683 


Name 


OJ991102 02 


.0223 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1236 








End- 


1602 


GI 


none 








Score 


134 


Exons 


1236. .1418, 


1436 


. .1540, 


1436. 


.1522, 14 


153. .1539, 1555. .1602 


Seq. No. 


3426 








Seq. ID 


OJ991102_02.0223.C11 


UCIIC LNU • 


7303 








Strand 


+ 


Start 


2375 








End 


3683 


Name 


OJ991102 02 


.0223 


.C11.03 


.tm 


Method 


TBLASTX: Maize 


Start 


1683 








End 


1952 


GI 


none 








Score 


191 


Exons 


1683. .1952, 


1685 


. .1831 








Seq. No. 


3426 








Seq. ID 


OJ991102_02.0223.C11 


Gene No. 


7303 








Strand 


+ 


Start ■ 


-2375 








End 


3683 



3578 



hi 

m 
ru 



ru 



£3 



Name 


OJ991102 02.0223.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


2375 




End 


3683 




GI 


5777617 




Score 


90 




Exons 


2375.. 2446, 3537.. 3683 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq- No. 


*3/t 97 
OfiZ 1 




oeq . i u 


n7QQ1109 09 09 9^ 


.C12 




7 "304 
/ OU ft 




cf r3n H 






Start 


fi 1 / 




III I Id 


7 n r 




Name 


OJ991102 02.0223.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


417 




End 


705 




GI 


none 




Score 


O X 




Exons 


AM m 9 /OR cici c.07 
ftl/..31Z, ft:70..0Dl, JU / 


. . / U ft , 


c Q9 7f|R 






Seq. No. 


Oft Z / 




oeq . i u 


HTQQ1 1 fl9 09 099*3 
UU:?:7lXUZ UZ.uZZO 


.C12 


UCl 1C ViKJ • 


7 "30 




Cf r3nr i 






Start 


7Q 1 
/Ol 




EjIIQ 


XOft / 




Name 


OJ991102 02.0223.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


781 




End 


1151 




GI 


none 




Score 


130 




Exons 


7Q1 1 HI 4 7Q1 1 1 
/ox. .lUlfl/ /oj. . 1101 










Seq. No. 


"3/1 97 
ofl z / 




Seq. ID 


OJ991102_02.0223 


.C12 


IJClIC IN (J • 






Strand 






Start 


7 Q 1 

/ol 




End 


1347 




Name 


OJ991102 02.0223.C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


876 




End 


1347 




GI 


none 




Score 


67 




Exons 


fl7£ Q£9 QflO Q^7 Q7^ 


1 ^A f, 
• . 1 O H O / 


1128. .1346, 1159. .1347 




Seq. No. 


*54 97 
OftZ / 




Seq. ID 


OJ991102_02.0223 


.C12 




7^06 




Strand 






Start 






End 


1821 




Name 


OJ991102 02.0223.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1387 




End 


1800 




GI 


none 




Score 


95 




Exons 


1 ^ft7 1 1 17Q0 
lOO/. . X 3 ft O , X Z> 0 O • . ± I 2\J f 


io?i . . 


.1800 






Seq. No. 


OftZ / 




Seq. ID 


OJ991102JD2.0223 


.C12 


OCI1C LN . 


7 

/ OUO 




Strand 






Start 


loo / 




End 


1821 




Name 


OJ991102 02.0223.C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1512 




End 


1821 " 




GI 


none 




Score 


112 




Exons 


101^ . . lo^U; XoXo.-XoZU, 


1 coo 
lOO/i. . 


1821 






Seq. No. 


3428 




Seq. ID 


OJ991102_02.0223 


.C13 


UCllC ViKJ ■ 


7307 




Strand 


+ 




Start 


49 




End : 


879 




Name 


OJ991102 02.0223.C13.ol 


.gs 


Method 


GENSCAN 




Start 


49 




End 


879 




GI 


none 




Score 


. 65 




Exons 


49. .203, 336. .879 










Seq. No. 


3429 




Seq. ID 


OJ991102JD2.0223 


.C14 


Gene No. 


7308 - 




Strand 






Start 


64 




End 


948 





3579 



Name 


OJ991102 02.0223.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 


End 


34 6 




GI 


none 


Score 


66 




Exons 


4. .75, 5.-76, 87. .344, 88.. 


342, 194.. 346 




Seq. No. 


3429 


Seq. ID 


OJ991102_02.0223. 


C14 


Gene No. 


7308 


Strand 








64 


End 


948 




Name 


OJ991102 02.0223.C14.ol.np 


Method 


AAT/NAP 




Start 


64 


End 


600 




GI 


2462058 


Score 


199 




Exons 


64. .408, 539. .600 








GI Descrip. 


(Y13389) reverse transcriptase [Antirrhinum majus] 




Seq. No. 


O a o n 

34^9 


Seq. ID 


r\TOfii 1 no no n o o o 


C14 


Gene No . 


/ JOo 


Strand 






Start 


C A 

64 


Lna 


Q A Q 

y4 O 




Name 


Ainm 1 no no n o o o pi / _i +-.. 

ojyyuuz uz . uzzd . ci4 . oi . tw 


Method 


ibLAb ix : wnea t 




Start 


87 


End 


395 




GI 


none 


Score 


189 




Exons 


87. .395, 121. .360 








Seq. No. 


3429 


Seq. ID 


n Tfini i no no nooo 

OJyyil02 02.0223. 


CI 4 


bene no. 


7308 


Strand 






Start 


64 


End 


Q A O 

y4 o 




Name 


OJ991102 02.0223.C14.ol.gs 


Method 


GENS CAN 




Start 


443 


End 


887 




GI 


none 


Score 


.63 




Exons 


443. .541, 585. .887 








Seq. No. 


3429 


Seq. ID 


^-rnniino no nooo 

ojyyuoz 02.0223. 


C14 


Gene No. 


7308 


Strand 








64 


End 


n a o 

948 




Name 


OJ991102 02.0223.C14.o2.np 


Method 


AAT/NAP 




Start 


539 


End 


948 




GI" 


6539560 


Score 


241 




Exons 


539. .755, 860. .948 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3430 


Seq. ID 


OJ991102 02.0223. 


C16 


Gene No . 


7309 


Strand 


+ 




Start 


794 


End 


1211 




Name 


OJ991102 02.0223.C16.ol.gs 


Method 


GENS CAN. 




Start 


794 


End 


1211 




GI 


none 


Score 


.71 




Exons 


794. .845, 1123. .1211 








Seq. No. 


3431 


Seq. ID 


OJ991102_02.0223. 


C17 


Gene No. 


7310 


Strand 


+ 




Start 


1 


End 


978 




Name 


OJ991102 02.0223.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


978 




GI 


6671947 


Score 


296 




Exons 


1..128, 263. .329, 466. .548, 


659. .775, 


959. .978 




GI Descrip. 


(AC016795) putative ubiquit 


in carboxyl 


-terminal hydrolase 



[Arabidopsis thaliana] 



3580 



Seq. No. 


3431 


Seq. ID 


OJ991102 02.0223.C17 


Gene No. 


7310 


Strand 


+ 


Start 


1 


End 


978 


Name 


OJ991102 02 0223 C17 ol tm 


Method 


TBLASTX: Maize 


Start 


24 


End 


795 


GI 


none 


Score 


57 


Exons 


24. .122, 60. .140, 61. .141, 61 


..141, 62 


..163, 260. .307, 262. 




263.. 307, 309.. 332, 463.. 516, 


463. .516 


, 516. .554, 516. .557, 




644. .775, 655. .774, 656. .775, 


658. .795 




Seq. No. 


3431 


Seq. ID 


OJ991102_02.0223.C17 


UCliC LN W • 


7310 


Strand 


+ 


Start 


1 


End 


978 


Name 


OJ991102 02.0223.C17.ol.gp. 


Method 


AAT/GAP 


Start 


41 


End 


328 


GI 


none 


Score 


211 


Exons 


41. .128, 263. .328 






Seq. No. 


3431 


Seq. ID 


'OJ991102_02.0223.-C17 


Gene No. 


7310 


Strand 


+ 


O L-Cll L. 




End 


978 


Name 


OJ991102 02.0223.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


60 


End 


775 


GI 


none 


Score 


92 


Exons 


60. .131, 263... 307, 309. .332, 


463. .516, 


516. .554, 656. .775, 




658. .774 






Seq. No. 


3431 


Seq. ID 


OJ991102_02.0223.C17 


Gene No. 


7310 


Strand 


+ 


Qfarf 


1 


End 


978 


Name 


OJ991102 02.0223.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start 


60 


End 


775 


GI 


none 


Score 


111 


Exons 


60. .140, 62. .160, 263. .307, 265. .309, 


309. .332, 309. .332, 




463. .516, 463. .516, 516. .551, 


658. .774 


, 659. .775 


Seq. No. 


3431 


Seq. ID 


OJ991102_02 . 0223 . Ci7 




7310 


Strand' 


+ 


Start 


1 


End 


978 


Name 


OJ991102 02.0223.C17.ol.gs 


Method 


GEN SCAN 


Start 


656 


End 


775 


GI 


none 


Score 


.46 


Exons 


656. .775 






Seq. No. 


3432 


Seq. ID 


OJ991102_02.0223.C18 


Gene No. 


7311 


Strand 


+ 


Start 


1 


End 


1245 


Name 


OJ991102 02.0223.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1077 


GI 


6671947 


Score 


191 


Exons 


1..54, 151. .237, 1039. .1077 






GI. Descrip. 


(AC016795) putative ubiquitin 


carboxyl 


-terminal hydrolase 




[Arabidopsis thaliana] 






Seq. No. 


3432 


Seq. ID 


OJ991102_02.0223.C18 


Gene No. 


*7311 


Strand 


+ 


Start 


r 


End 


1245 



3581 






Name 


OJ991102 02.0223.C18.ol.gs 


Method 


GENSCAN 






Start 


2 


End 


237 






GI 


none 


- Score 


.45 






Exons 


2.. 54-, 153.. 237 










Seq. No. 


3432 


Seq. ID 


OJ991102_ 


_02.0223.C18 




Gpnp No 


7311 


St rand 








Start 


1 


End 


1245 






Name 


OJ991102 02.0223.C18.ol.gp 


Method 


AAT/GAP 






Start 


192 


End 


1245 






GI 


2799571 ' 


Score 


471 






Exons 


192.. 237, 1039.. 1245 










Seq. No. 


3433 


Seq. ID 


OJ991102_ 


_02.0223.C19 




fjpnp Wo 


7312 


St rand 

tj U i. Gil 1V*4 








Start 


142 


End 


880 






Name 


OJ991102 02.0223.C19.ol.gs 


Method 


GENSCAN 






Start 


142 


End 


880 






GI 


none 


Score 


.55 






Exons 


142. .207, 698. .880 










Seq. No. 


3433 


Seq. ID 


OJ991102_ 


_02.0223.C19 




Cpnp No 


7313 


Strand 


+ 




t ; 


Start 


1614 


End 


3940 




:._ _| 


Name 


OJ991102 02.0223.C19.o2.gs 


Method 


GENSCAN 




rfi 


Start 


1614. 


End 


3940 




; a ii 


GI 


none 


Score 


.56 




::: E 

1 li 


Exons 


1614. .1976, 3114. .3241, 3334 


..3414, 3522.. 3627, 


3746. .3940 


LJ 


Seq. No. 


3433 


Seq. ID 


OJ991102_ 


_02.0223.C19 


i. 1 


Gene No. 


7313 


Strand 


+ 






Start 


1614 


End 


3940 






Name 


OJ991102 02.0223.C19.ol.np 


Method 


AAT/NAP 




J5 


Start 


3147 


End 


3623 




□ 


GI 


5051789 


Score 


100 






Exons 


3147.. 3260, 3433.. 3623 










GI Descrip. 


(AL078637) putative protein 


[Arabidopsis thaliana] * 




Seq. No. 


3433 


Seq. ID 


O'J991102_ 


_02.0223.C19 


.: srs. 


Gene No. 


7314 


Strand 


+ 






Start 


4999 


End 


5574 






Name 


OJ991102 02.0223.C19.o2.np 


Method 


AAT/NAP 






Start 


4779 


End 


5461 






GI 


6324539 


Score 


116 






Exons 


4779. .4881, 5086. .5262, 5378 


. .5461 








GI Descrip. 


Yol034wp gi|2131997|pir| IS66717 hypothetical protein YOL034w 






yeast (Saccharomyces cerevisiae) gi | 14 19827 | emb | 


CAA99034 | 






(Z74776) ORF YOL034w [Saccharomyces cerevisiae] 






Seq. No. 


3433 


Seq. ID 


OJ991102_ 


_02.0223.C19 




Gene No. 


7314 


Strand 


+ 






Start 


4999 


End 


5574 






Name 


OJ991102 02.0223.C19.o3.gs 


Method 


GENSCAN 






Start 


4999 


End 


5574 






GI 


none 


Score 


.8 






Exons 


4999. .5574 









3582 



Seq. No. 3433 

Gene No. 7315 

Start 1 

Name OJ991102_02.0223.C19.ol .gp 

Start 1 
GI . none 

Exons 1..278 



Seq. ID OJ991102_02.0223.C19 
Strand 

End 278 

Method- AAT/GAP 

End 278 

Score 532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3433 
7316 . 
5080 

OJ991102_02.0223.C19.ol.tm 

5080 

none 



Seq. ID OJ991102_02.0223.C19 
Strand 

End 5538 

Method TBLASTX : Maize 

End 5538 

Score 258 



5080.. 5265, 5085.. 5162, 5378.. 5458, 5378.. 5443, 5431.. 5532, 
5451.. 5537, 5452.. 5538 



Seq. No. 3434 

Gene No. 7317 

Start 48 

Name OJ991102_02 . 0223 . C20 . ol . gs 

Start 48 

GI none 

Exons 48.. 1132, 1947.. 2190 



Seq. ID . OJ991102_02.0223.C20 
Strand* ' + 



End 

Method 

End 

Score 



2437 
GENSCAN 
2190 
.74 



'Jf Seq. No. 
! * is Gene No. 
rLJ Start 
□ Name 
j\l Start 
GI 

Exons 

GI Descrip. 



3434 
7317 
48 

OJ991102_02.0223.C20.ol.np 
265 

1572766 



Seq. ID. OJ991102_02.0223.C20 

Strand + 

End 2437 

Method AAT/NAP 

End 2437 

Score 316 



265. .566, 696. .1124, 2417. .2437 

(U70849) F29B9.4 gene product [Caenorhabditis elegans] 



p Seq. No. 3434 

-I j Gene No. 7318 

, ~* Start 3051 

V Z Name . OJ991102_02 . 0223 . C20 . ol . ts 

U Start 204 

Q GI none 

i !S s Exons 



Seq. ID OJ991102_02.0223.C20 
Strand 

End 3157 

Method TBLASTX : Soybean 

End - 1156 

Score 76 



204. .296, 489. .569, 606. .776, 650. .751, 743.-886, 768. .923, 
936.. 992, 1010.. 1126, 1011.. 1142, 1013.. 1156 



Seq. No. 3434 

Gene No. 7318 

Start 3051 

Name OJ991102_02 . 0223 . C20 . ol . tm 

Start 627 

GI none 
Exons 



Seq. ID OJ991102_02.0223.C20 
Strand 

End 3157 

Method TBLASTX : Mai ze 

End 1097 

Score 115 

627. .764, 650. .751, 743. .886, 768. .923, 786. .938, 1014. .1097, 
1019. .1096 



Seq. No. 3434 

Gene No. 7318 

Start 3051 

Name OJ991102_02 . 0223 . C20 . o2 . tm 

Start 1951 



Seq. ID OJ991102_02.0223.C20 
Strand 

End 3157 

Method TBLASTX : Maize 

End 2189 



3583 



GI 

Exons 



none Score 171 

1951.. 2079, 1951.. 2079, 1953.. 2081, 1956.. 2096, 2036.. 2095, 
2118.. 2189, 2121.. 2189 



Seq. No. 3434 

Gene No. 7318 

Start 3051 

Name OJ991102_02 . 0223 .C20.ol .gp 

Start 3051 

GI none 

Exons 3051.. 3157 



Seq. ID OJ991102_02.0223.C20 
Strand 

End 3157 

Method AAT/GAP 

End 3157 

Score 169 



Seq. No. 3435 

Gene No. 7319 

Start 1112 

Name OJ991102_02 . 0223 . C21 . ol . gs 

Start 1112 

GI none 

Exons 1112.. 1249 



Seq. ID OJ991102_02.0223.C21 

Strand + 

End 1249 

Method GENSCAN 

End 1249 

Score .91 



. 

en 

:: : : 

i y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3436 
7320 
140 

OJ991102_02.0223.C22.ol.gs 

140 

none 

140. .318 



Seq. ID OJ991102_02.0223.C22 

Strand + 

End 318 

Method GENSCAN 

End 318" 

Score .76 



Seq. ID OJ991102_02.0223.C23 
Strand 

84 

AAT/GAP 
84 
136 



3437 
7321 
1 

OJ991102_02.0223.C23.ol.gp 
1 

LIB3477-003-P1-K1-E9 
1..84 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



End 

Method 

End 

Score 





Seq. No. 


3437 




Seq. ID 


OJ991102_02.0223. 


C23 


'•J J 


Gene No. 


7322 




Strand 








Start 


3854 




End 


4201 






Name 


OJ991102 02.0223.C23 


.ol .np 


Method 


AAT/NAP 






Start 


3854 




End 


4201 






GI 


4680492 




Score 


147 






Exons 


3854. .4201 












GI Descrip. 


(AF119222) putative 


reverse 


transcriptase [Oryza sativa] 






Seq. No. 


3438 




Seq. ID 


OJ991102_02.0223. 


C24 




Gene No. 


7323 




Strand 


+ 






Start 


603 




End 


8740 






Name 


OJ991102 02.0223.C24 


. ol . gs 


Method 


GENSCAN 






Start 


603 




End 


8321 






GI 


none 




Score 


.72 






Exons 


603.. 682, 3672. .3937 


, 7066., 


.7248, 7309 


..7605, 7757.. 8321 






Seq. No. 


3438 




Seq. ID 


OJ991102_02.0223. 


C24 



3584 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7323 
603 

OJ991102_02.0223.C24.ol.np 

6829 

6907087 

6829.. 7231, 7430.. 8100, 8639 



Strand + 
End 8740 
Method AAT/NAP 
End 8740 
Score 830 
8740 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 





Seq. No'. * 


3438 


Seq. ID 


OJ991102 


_02 


.0223 


,C24 






7324 


Strand 


.f 










Start 


9205 


End 


9586 










Name 


OJ991102 02.0223.C24.ol.gp 


Method 


AAT/GAP 










Start 


9205 


End 


9586 . 










GI 


uC-osflcyp033a04bl 


Score 


667 










Exons 


9205. .9586 














GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 














3438 


Seq. ID 


OJ991102 




• \J £. £. J 






Gene No. 


7325 


Strand 


+ 










Start 


10431 


End 


12709 








Q 


Name 


OJ991102 02.0223.C24.o3.gs 


Method 


GENSCAN 






- 




Start 


10431 


End 


12411 










GI 


none • 


Score 


.94 








Us 

ru 


Exons 


10431. .10584, 11315.. 12411 
















3438 


Seq. ID 


OJ991102 


_02 


.0223 


.C24 




Gene No. 


7325 


Strand 


+ 








. « 


Start 


10431 


End 


12709 








i'i 1 


Name 


OJ991102 02.0223.C24.o3.np 


Method 


AAT/NAP 








i *— 


Start 


11185 


End 


12709 








» 


GI 


4234846 


Score 


975 








.: » 

: i 


Exons 


11185. .11354, 11395. .12709 












t. E 

4 


GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 












3438 


Seq. ID 


OJ991102 


_02 


.0223 


.C24 




Gene No. 


7326 


Strand 










Start 


8633 


End 


11082 










Name 


OJ991102 02.0223.C24.o2.gs 


Method 


GENSCAN 










Start 


8633 


End 


9245 










GI 


none 


Score 


1 










Exons 


8633.. 8739, 9185. .9245 














Seq. No. 


3438 


Seq. ID 


OJ991102 


_02 


.0223 


.C24 




Gene No. 


7326 


Strand 












Start 


8633 


End 


11082 










Name 


OJ991102 02.0223.C24.o2.np 


Method 


AAT/NAP 










Start 


9133 


End 


11082 










GI 


4680186 


Score 


246 










Exons 


9133. .9338, 11025.. 11082 














GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 










Seq. No. 


3438 


Seq. ID 


OJ991102 


_02 


.0223 


.C24 




Gene No. 


7327 


Strand 












Start 


11278 


End 


12185 









3585 



Name 

Start 

GI 

Exons 



OJ991102_02 . 0223 . C24 . ol . tm Method 
11278 End 
none Score 



TBLASTX: Maize 

12185 

565 



11278. .11856, 11382. .11846, 11765 11869, 11941 12030, 
12135. .12185 



Seq. No. 3438 

Gene No. 7 328 

Start 12186 

Name OJ991102_02 . 0223 . C24 . o2 . tm 

Start 12186 

GI none 

Exons 12186. .12368, 12187.. 12366 



Seq. ID OJ991102_02.0223.C24 
Strand 

End 12368 

Method TBLASTX : Maize 

End 12368 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Starf 

GI 

Exons 

GI Descrip. 

□ Seq. No. 
i~i Gene No. 
( := " Start 

Name 
' y Start 
U GI 
Ld Exons 

GI Descrip. 

i'jj 

! ~ Seq. No. 

Gene No. 
Q Start 
'*J Name 
il Start 

:f Exons 



3439 
7329 
1 

OJ99-li02_02 . 0223 . C25 ,ol . np 
1 

4234854 
1. .2711 

(AF082134) pol polyprotein [Zea mays] 



Seq. ID OJ991102_02.0223.C25 
Strand + 

4393 
AAT/NAP 
2711 
3264 



End 

Method 

End 

Score 



3439 
7329 

1 - : ' 

OJ991102_02.0223.C25.o2.np 

1 

2204081 



Seq. ID OJ991102_02.0223.C25 

Strand + 

End 4393 

Method AAT/NAP 

End 4393 

Score 85 



1..33, 3081. .3171, 3678. .4033, 4184. .4393 
(D86074) insoluble protein [Pinctada fucata] 



3439 
7329 
1 

OJ991102_02.0223.C25.o4.ts 
17 

none 



Seq. ID OJ991102_02.0223.C25 

Strand + 

End 4393 

Method TBLASTX : Soybean 

End 301 

Score 59 



17. .70, 47. .70, 57. .296, 74. .301, 119. .298, 166. .300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3439 
7329 
1 

OJ991102_02.0223.C25.o2.tw 
22 

none 



Seq. ID OJ991102_02.0223.C25 

Strand + 

End 4393 

Method TBLASTX : Wheat 

End 685 

Score 257 



22. .261, 23. .262, 302. .607, 328 585, 586 .. 660, 587. .685 



3439 
7329 
1 

OJ991102_02.0223.C25.o3.tm 
38 

none 

38. .262, 311. .496, 313. .474 



Seq. ID OJ991102_02.0223.C25 

Strand + 

End 4393 

Method TBLASTX : Mai ze 

End 4 96 

Score 128 



Seq. No. 



. 3439 



Seq. ID OJ991102_02.0223.C25 



3586 



Gene No. 7329 

Start 1 

Name OJ991102_02 . 0223 . C25 . o2 

Start 302 

GI none 

Exons 302.. 502, 515.. 682 

Seq. No. 3439 

Gene No. 7329 

Start 1 

Name OJ991102_02 . 0223 . C25 . o2 
Start * 302 

GI none 

Exons 302.. 511, 358.. 483, 515 

Seq. No. 3439 

Gene No. 7329 

Start 1 

Name OJ991102_02 . 0223 .C25 Jol 

Start 1197 

GI 5509260 

Exons 1197.. 1634, 1208.. 1558 

GI Descrip. 

Seq. No. , . 3439 

Gene No. 7329 

Start 1 

Name OJ991102_02 . 0223 . C25 . ol 

Start 1284 

GI none 

Exons 1284.. 1544, 1286.. 1522 

Seq. No. 3439 

Gene No. 7329 

Start 1 

Name OJ991102_02 . 0223 .C25 .ol 

Start 1325 

GI none 

Exons 1325.. 1672, 1326.. 1670, 

Seq. No. 3439 

Gene No. 7329 

Start. 1 

Name OJ991102_02 . 0223 . C25 . o2 

Start 1326 

GI none 

Exons 1326.. 1634, 1343.. 1633, 

Seq. No. 3439 

Gene No. 7329 

Start 1 

Name OJ991102_02 . 0223.C25 .ol 

Start 1770 

GI none 

Exons 1770.. 1931, 1905.. 2201, 

Seq. No. 3439 





Strand 


+ 






End 


4393 




.tc 


Method 


TBLASTX: Cress 






End 


682 






Score 


116 






Seq. ID 


OJ991102_02.0223 


.C25 




Strand 


+ 






End 


4393 




. ts 


Method 


TBLASTX : Soybean 






End 


688 






Score 


178 




. .688 










Seq. ID 


OJ991102_02.0223 


.C25 




O L. J- aliu 


+ 






End 


4393 




. ts 


Method 


TBLASTX : Soybean 






End 


1634 






Score 


350 






Seq. ID 


OJ991102_02.0223 


.C25 




Strand 


+ 






End 


4393 




.tc 


Method 


TBLASTX: Cress 






End 


1544 






Score 


245 






Seq. ID 


OJ991102JD2.0223 


.C25 




Strand 


+ 






End 


4393 




.tw 


Method 


TBLASTX: Wheat 






End 


2117 






Score 


353 




1326. 


.1679, 1655. .2098, 1656. .2117 




Seq. ID 


OJ991102_02.0223 


.C25 




Strand 


+ 






End 


4393 




. tm 


Method 


TBLASTX: Maize 






End 


1769 






Score 


262 




1668. 


.1769 








Seq. ID 


OJ991102_02.0223 


.C25 




Strand 


+ 






End 


4393 




. tm 


Method 


TBLASTX: Maize 






End 


2201 






Score 


81 




2045. 


.2200 








Seq. ID 


OJ991102_02.0223 


.C25 



3587 




UCilC vi\J . 


l *J Z* 




Strand 


+ 




Start 


1 




End 


4393 




Name 


OJ991102 02.0223.C25.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2091 




End 


2657 




GI 


none 




Score 


106 




Exons 


2091.. 2270, 2282.-2383, 


2286. 


.2477, 2466.-2657 




Seq. No. 


3439 




Seq. ID 


OJ991102 02 0223 


.C25 


VJCilC IMKJ ■ 


/ J -7 






+ 




Start 


1 




End 


4393 




Name 


OJ991102 02.0223.C25.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


2214 . 




End 


2672 




GI 


none 






48 




Exons 


2214.. 2270, 2256.. 2432, 


2481. 








Seq. No. 


3439 






OJ991102 02 0223 


.C25 




7 "39 Q 




qt ranrl 

jUi CI 1 1 


-j- 




Start 


1 




End 


4393 




Name 


OJ991102 02.0223.C25.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2265 




End 


2660 




GI 


none 




Score 


284 




Exons 


2265. .2660, 2288.-2494 










Seq. No. 


3440 




Seq. ID 


OJ991102_02.0223 


.C27 




/ jjU 




Strand 






Start 


739 




End 


1365 




Name 


OJ991102 02.0223.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


728 




End 


1278 




GI 


none 




Score 


92 




Exons 


728.. 880, 736.. 849, 925 


. .1005 


, 931. .1005, 1213. .1278 




Seq. No. 


3440 




Seq. ID 


OJ991102_02.0223 


.C27 


Gene No. 


7330 




Strand 






Of a r f 






End 


1365 




Name 


OJ991102 02.0223.C27.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


736 




End 


1330 




GI 


none 




Score 


137 




Exons 


736.. 849, 737.. 850, 738 


. .851, 


739. .864, 


925.. 1005, 931. 


.1005, 




936.. -1040, 1118.. 1330, 


1213. . 


1320 






Seq. No. 


3440 




Seq. ID 


OJ991102_02.0223 


.C27 


Gene No. 


7330 




Strand 






o (- ex i. l 


7^Q 




End 


1365 




Name 


OJ991102 02.0223.C27.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


736 




End 


1320 




GI 


none 




Score 


61 




Exons 


736. .789, 737. .787, 796 


. .849, 


797. .853, 


931.. 1005, 938. 


.1003, 




954. .1040, 1118. .1318, 


1213. . 


1320 






Seq. No. 


3440 




Seq. ID 


OJ991102_02.0223 


.C27 


Gene No. 


7330 




Strand 






Start 


739 




End 


1365 




Name 


OJ991102 02.0223.C27.ol 


.np 


Method 


AAT/NAP 




Start 


739 




End 


1365 




GI 


6671947 




Score 


207 





Exons 739.. 849, 934.. 1002, 1213.. 1365 

■GI Descrip. (AC016795) putative ubiquitin carboxyl-terminal hydrolase 

3588 



[Arabidopsis thaliana] 



Seq. No. 3440 - Seq. ID 

Gene No. 7330 Strand 

Start 739 End 

Name OJ991102_02 . 0223 . C27 . ol . gs Method 

Start 1066 End 

GI none Score 

Exons 1066.. 1321 



OJ991102__02.0223.C27 

1365 
GENSCAN 
1321 
.65 



Seq. No. 3441 Seq. ID OJ991102_02 . 0223 . C28 

Gene No. 7331 Strand 

Start 1 End 1554 

Name OJ991102JD2 . 0223 .C28 .ol . gp Method AAT/GAP 

Start 1 End 290 

GI 27404_1.R1084 Score 270 

Exons 1..160, 261.. 290 

GI Descrip. 1 4507857/ref | NP__0034 61 . 1 1 pUSP7 | 3.0e-10 Herpes virus-associated 
ubiquitin-specific protease >gi_25014 60_sp_Q93009_UBPH_HUMAN 
PROBABLE UBIQUITIN CARBOXYL- TERMINAL HYDROLASE HAUSP (UBIQUITIN 
THIOLESTERASE HAUSP) (UBIQUITIN-SPECIFIC PROCESSING PROTEASE 
HAUSP) (DEUBIQUITINATING ENZYME HAUSP) (HERPESVIRUS ASSOCIATED 
UBIQUITIN-SPECIFIC PROTEASE) >gi_1545952_emb_CAA96580_ (Z72499) 
herpesvir 1 



:'l E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3441 Seq. ID 

7331. Strand 

1 End 

OJ991102_02 . 0223 . C28 . ol . np Method 

1 End 

6671947 Score 



OJ991102_02.0223.C28 

1554 
AAT/NAP 
1554 
513 



1..160, 261. .341, 570. .716, 826. .905, 1524. .1554 
(AC016795) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



□ 



Seq. No. 


3441 








Seq. ID 


OJ991102__02.0223. 


C28 


Gene No. 


7331 








Strand 






Start 


1 








End 


1554 




Name 


OJ991102 


02. 


0223. 


C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


20 








End 


904 




GI 


none 








Score 


162 




Exons 


20. .160, 


21. 


.158, 


40. .162, 567. .722, 567 . .722, 823/. 903, 






827. .904 














Seq. No. 


3441 








Seq. ID 


OJ991102_02.0223. 


C28 


Gene No. 


7331 








Strand 






Start 


1 








End 


1554 




Name 


. OJ991102 


02. 


0223. 


C28.ol.gs 


Method 


GENSCAN 




Start 


41 








End 


1321 




GI 


none 








Score 


.88 




Exons 


41. .160, 


261 


. .341 


, 570. .716, £ 


26. .933, 


1211.. 1321 




Seq. No. 


3441 








Seq. ID 


OJ991102_02.0223. 


C28 


Gene No. 


7331 








Strand 






Start 


1 








End 


1554 




Name 


OJ991102 


02. 


0223. 


C28.o2.gp 


Method 


AAT/GAP 




Start 


301 








End 


1035 





3589 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



none 

301. .341, 570. .1035 

3441 
7331 
1 

OJ991102_02.0223.C28.ol.tc 
567 
none 

567. .746, 567. .722, 823. .903, 827. .904 



821 



Seq. ID OJ991102_02.0223.C28 
Strand 

End 1554 

Method TBLASTX : Cress 

End 904 

Score 118 



3441 
7331 

lv 

OJ991102_02.0223.C28.ol.ts 

568 

none 



Seq. ID OJ991102_02.0223.C28 
Strand 

End 1554 

Method TBLASTX : Soybean 

End 905 

Score 110 



568. .717, 569. .721, 570. .722, 570. .722, 814. .903, 827. .904, 
828.. 905 



Seq. No. 

Gene No. 

Start 
Q Name 
,.3 Start 
m GI 
; ;, E Exons 

GI Descrip. 

LJ 

jsjs Seq. No. 
' ! Gene No. 
L Start 
hJ Name 
,% J Start 
U GI 
\ <~ Exons 



Seq. ID OJ991102_02.0223.C29 

Strand + 

End 330 

Method AAT/NAP 

End 330 

Score 140 



3442 
7332 
1 

OJ991102_02.0223.C29.ol.np 
1 

4755194 
1. .330 

(AC007018) hypothetical protein [Arabidopsis thaliana] 
gi | 4755195 | gb | AAD29062 . 1 1 AC007018_10 (AC007018) hypothetical 
protein [Arabidopsis thaliana] 



3442 
7332 
1 

OJ991102_02.0223.C29.ol.tm 
1 

none 



Seq. ID OJ991102_02.0223.C29 

Strand + 

End 330 

Method TBLASTX : Maize 

End 309 

Score 78 



1. .54, 64. .309, 66. .239, 121. .306 



Seq. No. 3442 

Gene No. 7332 

Start 1 

Name OJ991102_02 . 0223 .C29 . ol . gs 

Start 51 

GI none 

Exons 51.. 321 



Seq. ID OJ991102_02.0223.C29 

Strand + 

End 330 

Method GEN SCAN 

End 321 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3443 
7333 
683 

OJ991022_01 . 0229 . C2 ; ol .gs 

683 

none 



Seq. ID OJ991022_01.0229.C2 

Strand + 

End 3658 

Method GENSCAN 

End 3658 

Score . 63 



683. .795, 1659. .1836, 2137. .2267, 2410. .2494, 3190. .3378, 
3485.-3658 



Seq. No. 



3443 



Seq. ID OJ991022_01.0229.C2 



3590 



Gene No. 7334 Strand + 

Start 6968 End 9769 

Name OJ991022_01.0229.C2.ol.gp Method AAT/GAP 

Start 6968 End 7981 

GI 62738_1.R1084 Score 673 

Exons 6968.. 7197, 7606.. 7650, 7767.. 7846, 7935.. 7981 

GI Descrip. ' 2132930/pir | | S67159 1.0e-26 probable membrane protein YOR262w 
yeast (Saccharomyces cerevisiae) >gi_1420591_emb_CAA994 84_ 
(Z75170) ORF YOR262w [Saccharomyces cerevisiae] 1 



Seq. No. 3443 Seq. * ID 

Gene No. 7334 Strand 

Start 6968 End 

Name OJ991022_01 . 0229 . C2 . o3 . gs Method 

Start 7106 End 

GI none Score 
Exons 



7106. 
9542. 



.7197, 7329. 
.9614 



,7471, 8059.. 8147, 



OJ991022 
+ 

9769 
, GENSCAN 
'9614 
.52 

8666. .8822, 



01. 0229. C2 



8895. .8982, 



Seq. No. 

Gene No. 

Start 

Name 
rl Start 
K 1 GI 

Exons 

1 y GI Descrip. 

hi 



'■■4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3443 Seq. ID OJ991022_01 . 0229 . C2 

7334 Strand + 

6968 End 9769 

OJ991022_01 . 0229 . C2 . o3 . np Method AAT/NAP 

7106 End 9769 

6138898 Score 386 

7106. .7197, 7606. .7650, 7767. .7846, 7935. .8006, 8479.;8582, 

8666.. 8822, 8895.. 8982, 9542.. 9614, 9691.. 9769 

(AL132675) conserved hypothetical protein [Schizosaccharomyces 

pombe] 



3443 
7335 
1 

OJ991022_01 . 0229 . C2 . ol . np 



2780192 
1..180, 349. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_01.0229.C2 
823 

AAT/NAP 

823 

236 



.567, 658.-823 



(AJ222713) unnamed protein product [Arabidopsis thaliana] 



3443 
7336 
5034 

OJ991022_01 . 0229 . C2 . ol . t s 
8 

none 



Seq. ID OJ991022_01.0229.C2 
Strand 
End 

Method 
End 
Score 



10335 

TBLASTX : Soybean 

802 

98 



8. .79, 110. .145, 342. .446, 344. .457, 443. .568, 462. .575, 
650. .802, 654. .800 



Seq. No. 3443 Seq. ID 

Gene No. 7336 Strand 

Start 5034 End 

Name OJ991022_01 . 0229 . C2 . o3 . tm Method 

Start 344 End 

GI none Score 

Exons 344. .514, 345. .503, 503. .547, 531. .545, 650. .808, 662. .796, 
690.. 809 



OJ991022_01.0229.C2 
10335 

TBLASTX: Maize 

809 

95 



3591 




Seq. No. 


3443 








Seq. ID 


OJ991022_01.0229.C2 


Gene No. 


7336 








Strand 




Start 


5034 








End 


10335 


Name 


OJ991022 01 


.0229. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


350 








End 


844 


GI 


none 








Score 


98 


Exons 


350. .514, 351. .497, 527 


. . 565, 


530. .547, 


650. .844, 690. .800 


Seq. No. 


"5 A A "5 








Seq. ID 


OJ991022_01.0229.C2 


Gene No. 


7336 








Strand 




Start 


5034 








End 


10335 


Name 


r\ tqq i no o n i 


. uzz y . 


r*o aO 


ts 


Method 


TBLASTX : Soybean 


Start 


A Q A Q 
4 y 4 O 








End 


5606 


GI 


none 








Score 


60 


Exons 


A Q a Q cnyl ^ 
4 y 4 o . . OU 4 O , 


cnoo 
DUoO . 


coon 
. o j y u , 


5131. 


.5259, 5415.. 5528, 5523.. 5606 


Seq. No. 


*3 A A "3 

j4 4 O 








Seq. ID 


OJ991022_01.0229.C2 


bene no. 


/ JJD 








Strand 




Start 


5034 








End 


10335 


Name 


OJ991022_01 


.0229. 


C2.o2. 


gs 


Method 


GEN SCAN 


Start 


c; n o a 








End 


6824 


GI 


none 








Score 


.98 


Exons 


3U04 . . boZ4 












Seq. No. 


T A A "3 

o4 4 o 








Seq. ID 


OJ991022_01.0229.C2 


Gene No. 


1 Job 








Strand 




btiar u 


5034 








End 


10335 


Name 


OJ991022_01 


.0229. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


jUj j 








End 


7887 


GI 










Score 


752 


Exons 


cncc ccqq 
jUOO . . ODOO / 


7868. 


.7887 








GI Descrip. 


(ALUUOZ04 j 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


4 J 








Seq. ID 


OJ991022_01.0229.C2 


Gene No. 


7336 








Strand 




Start 


5034 








End 


10335 


Name 


ri TQQi noo n i 
ujyyiuzz Ul 


.0229. 


C2.o4. 


tc 


Method 


TBLASTX: Cress 


Start 










End 


5390 


GI 


none 








Score 


224 


Exons 


caqq conn 












Seq. No. 


1 A A 

J4 4 J 








Seq. ID 


OJ991022_01.0229.C2 


Gene No. 


/Job 








Strand 




Start 










End 


10335 


Name 


OJ991022 01 


.0229. 


C2.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5134 








End 


5390 


GI 


none 








Score 


108 


Exons 


5134. .5382, 


5136. 


.5390, 


5148. 


.5390 




Seq. No. 


3443 








Seq. ID 


OJ991022_01.0229.C2 


Gene No. 


7336 








Strand 




Start 


5034 








End 


10335 


Name 


OJ991022 01 


.0229. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5415 








End 


6338 


GI 


none 








Score 


80 


Exons 


5415. .5777, 


5551. 


.5778, 


5694. 


.5810, 5694. .5810, 5811. .6089 




5833. .6090, 


6039. 


.6182, 


6099. 


.6338 





3592 




Seq. No. 


3443 










Seq. ID OJ991022 


01 .0229.C2 


Gene No. 


7336 










Strand 






Start 


5034 










End 


10335 




Name 


OJ991022 01 


.0229. 


C2.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5430 










End 


6197 




GI 


none 










Score 


164 




Exons 


5430. 


.5792, 


5434. 


.5793, 


5856. 


.6104, 


6039. .6191, 


6039. .6197 


Seq. No. 


3443 










Seq. ID OJ991022 


_01.0229.C2 


Gene No . 


. 7336 










Strand 






Start 


5034 










End 


10335 




Name 


OJ991022 01 


.0229. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5517 










End 


6350 




GI 


none 










Score 


91 




Exons 


5517. 


.5753, 


5529. 


.5621, 


5623. 


.5796, 


5634. .5804, 


5634 . .5810, 




5686. 


.5808, 


5811. 


.6332, 


5928. 


.6128, 


6021. .6350 




Seq. No. 


3443 










Seq. ID OJ991022 


_01.0229.C2 


Gene No . 


7336 










Strand 






Start 


5034 










End 


10335 




Name 


OJ991022 01 


.0229. 


C2.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5613 










End 


6320 




GI 


none 










Score 


83 




Exons 


5613. 


.5768, 


5613. 


.5771, 


5614. 


.5769, 


5691. .5801, 


5814. .6053, 




5926. 


.6054, 


6039. 


.6170, 


6039. 


.617 6, 


6096. . 6320 




Seq. No. 


3443 










Seq. ID OJ991022 


_01.0229.C2 


Gene No. 


7336 










Strand 






Start 


5034 










End 


10335 




Name 


OJ991022 01 


.0229. 


C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7096 










End 


10335 




GI 


none 










Score 


174 




Exons 


7096. 


.7224, 


7097. 


.7225, 


7502. 


.7570, 


7597. .7653, 


7604. .7654, 




7761. 


.7847, 


7761. 


.7856, 


7762. 


.7893, 


7768. .7860, 


7932. .8015, 




7934. 


.8032, 


7937. 


.8017, 


8473. 


.8580, 


8478. .8585, 


8478. .8582, 




8659. 


.8820, 


8660. 


.8821, 


8666. 


.8821, 


8670. .8822, 


8855. .8983, 




8893. 


.8985, 


8895. 


.8984, 


9539. 


.9616, 


9540. . 96i4, 


9690. .9821, 




9691. 


.9822, 


10251 


..10328, 10254. .10328, 10258.. 


10335 


Seq. No. 


3443 










Seq. ID OJ991022 


_01.0229.C2 


Gene No. 


7336 










Strand 






Start 


5034 










End 


10335 




Name 


OJ991022 01 


. 0229. 


C2.o3. 


ts 


Method 


TBLASTX: 


Sovbean 


Start 


7096 










End 


8734 




GI 


none 










Score 


180 




Exons 


7096. 


.7224, 


7097. 


.7225, 


7603. 


.7650, 


7604. .7654, 


7744. .7851, 




7746. 


.7856, 


7761. 


.7847, 


7762. 


.7893, 


7932. .8012, 


7934 . .8032, 




7937. 


.8008, 


8455. 


.8550, 


8478. 


.8585, 


8659. .8730, 


8660. .8734, 




8669. 


.8731 














Seq. No. 


3443 










Seq. ID OJ991022 


_01.0229.C2 


Gene No. 


7336 










Strand 






Start 


5034 










End 


10335 




Name 


OJ991022 01 


.0229. 


C2.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7100 










End 


8802 




GI 


none 










Score 


171 





3593 



Exons 



7100. .7225, 7102. .7206, 7603. .7650, 7604. .7654, 7762. .7893, 
7770. .7856, 7934.. 8032, 8478.. 8585, 8659.. 8802, 8660.. 8800 



.SCI 

u 



□ 

"-4 
L J. 

, » SS S 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3444 Seq. ID 

7337 Strand 
868 End 
OJ991022_01 . 0229 . C3 . ol . gp Method 
868 End 
uC-osroM202040e03bl Score 
868. .1172, 1286. .1404 

, 5852170/emb|AL117265. HOST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ991022_01.0229.C3 
+ 

5197 
AAT/GAP 
1404 
792 



3444 
7337 
868 

OJ991022_01.0229.C3.ol.np 
997 

1709619 

997. .1172, 1286. .1613, 



OJ991022_01.0229.C3 



Seq. ID 
Strand 

End 5197 
Method AAT/NAP 
End 5197 
Score 1127 
.2322, 2831.. 2956, 3176.. 3313, 
..4650, 4978. .5197 
PROTEIN DISULFIDE ISOMERASE PRECURSOR (PDI) 

gi|2146814 |pir | IS69181 protein disulfide isomerase (EC 5.3.4.1) 
precursor - maize gi 1625148 (L39014) protein disulfide isomerase 
[Zea mays] 



2134. . 

3448. .3564, 3991. .4108, 4538. 



3444' 

7337 

868 

OJ991022_01.0229.C3.ol.gs 

1015 

none 



Seq. ID OJ991022_01.0229.C3 

Strand + 

End 5197 

Method GENSCAN 

End 5172 

Score . 91 



1015. .1172, 1286. .1610, 2134. .2322, 2831. .2956, 3176. .3313, 
3448. .3564, 3991. .4108, 4538. .4650, 4978. .5172 



3444 
7338 
6736 

OJ991022_01.0229.C3.ol.tm 

1081 

none 

1081. .1185, 1113. .1187, 1147. 
1287. .1364, 1413. .1463, 1484. 
2797. .2961, 2813. .2956, 3173. 
3991. .4107, 4027. .4107, 4513. 
4542. .4589, 4951. .5148, 4977. 
5136. .5171 



Seq. ID OJ991022_01.0229.C3 
Strand 

End 23894 
Method TBLASTX : Mai ze 
End 5172 
Score 130 

1185, 1286.. 1462, 1287.. 1535, 
1534, 2133.. 2294, 2134. .2322, 
3313, 3442.. 3507, 3505. .3561, 
4650, 4536. .4652, 4537. .4653, 
5147, 5074. .5148, 5134. .5172, 



Seq. No. 3444 
Gene No. 7338 
Start 6736 

Name OJ991022JD1 . 0229 . C3 .ol . ts 

Start 1081 
GI none 

Exons 1081.. 1185, 1113.. 1187, 1147 

1287. .1313, 1422. .1442, 2133 
3167.. 3313, 3442.. 3507, 3988 



Seq. ID OJ991022_01.0229.C3 
Strand 

End 23894 

Method TBLASTX : Soybean 

End 5136 

Score 126 

.1185, 1286. .1534, 1287. .1535, 
.2294, 2134. .2322, 2825.-2956, 
.4107, 4537. .4641, 4537. .4650, 



3594 



4537. .4644, 4978.. 5007, 5008.. 5136 



Seq. No. 3444 
Gene No. 7338 
Start 6736 

Name OJ991022_01 . 0229 . C3 . ol . tc 

Start 1087 
GI none 

Exons 1087.. 1185, 1111.. 1173, 1113. 

1286. .1534, 1287. .1535, 1302. 
2828.. 2956, 2830.. 2979, 3167. 
4537. .4641, 4537. .4581, 4542. 



Seq. ID OJ991022_01.0229.C3 
Strand 

End 23894 
Method TBLASTX : Cress 
End 5169 
Score 127 

.1187, 1147. .1185, 1279. .1317, 
.1391, 2133.. 2294, 2134. .2322, 
.3313, 3442.. 35.07, 3988.. 4107, 
.4589, 4945.. 5007, 5008.. 5169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3444 
7338 
6736 

OJ991022_01.0229.C3.ol.tw 

1305 

none 



Seq. ID OJ991022_01.0229.C3 
Strand 

End 23894 

Method TBLASTX : Wheat 

End 2235 

Score 222 



1305. .1535, 1346. .1534, 2133. .2234, 2134. .2235 



Seq. No. 

Gene No. 
n Start 

Name 
; =f? Start 

|"L| Exons 

Q 
Lil- 

t 'Z Seq. No. 

l :f. Gene No. 

I'll Start 

;= Name 

n Start 

H GI 

, ^ Exons 

W GI Descrip. 

'ad 

i;3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



3444 Seq. ID 

7338 Strand 

6736 End 

OJ991022_01.0229.C3.o2.gs Method 

6736 End 

none Score 



OJ991022_01.0229.C3 

23894 
GEN SCAN 
12938 
.43 



6736. .7479, 8851. .8887, 9339. .9508, 9862. .9905, 10021 10090, 
10138. .10209, 11152. .11313, 12545 .. 12684 , 12926. .12938 



3444 
7338 
6736 

OJ991022_01.0229.C3.o2.np 
6748 
4680199 

6748. .7084, 7210. .7474, 9566.-9626, 12702 .. 12757, 17837, 
18048. .18607, 19335 .. 19404 , 20984 .. 21064 , 23800.. 23894 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 01. 0229. C3 



23894 
AAT/NAP 
23894 
375 



,17949, 



3444 Seq. ID 

7338 Strand 

6736 End 

OJ991022_01 . 0229 . C3 . o2 . ts Method 

12121 End 

none Score 

12121. .12342, 12123. .12341, 12145 .. 12363 , 1234 0 .. 12390, 
12348. .12395 



OJ991022_01.0229.C3 
23894 

TBLASTX: Soybean 
12395 
157 



Seq. No. 3444 Seq. ID 

Gene No. 7338 Strand 

Start 6736 End 

Name OJ991022 J)l . 0229 . C3 . o2 . tw Method 

Start 12126 End 

GI none Score 

Exons 12126. .12362, 12130.. 12336 



OJ991022_01.0229.C3 
23894 

TBLASTX: Wheat 

12362 

108 



3595 



cn 



I 1 ! 3 



Seq. No. 


3444 






Seq. ID 


OJ991022 


_01.0229 


.C3 


Gene No. 


7338 






Strand 








Start 


6736 






End 


23894 






Name 


OJ991022 01. 0229. C3. 


o4 . qs 


Method 


GENSCAN 






Start 


17082 






End 


23370 






GI 


none 






Score 


.45 






Exons 


17082. . 


17256, 17501. 


.17576, 


17605. .17784, 17913 


. .17949, 






18250. . 


18539, 19413. 


.19553, 


19824. .19984, 21819 


. .21977, 






22621. . 


22672, 22777. 


.22820, 


23099. .23214, 23254 


. .23370 




Seq. No. 


3444 






Seq. ID 


OJ991022 


_01.0229 


.C3 


Gpnp No 


7338 






Strand 








Start 


6736 






End 


23894 






Name 


OJ991022 01. 0229. C3. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


17870 






End 


18285 






GI 


none 






Score 


106 






Exons 


17870. . 


17965, 18079. 


.18285, 


18089. .18271 






Seq. No. 


3444 






•Seq. ID 


OJ991022 


_01.0229 


.C3 


fipnp No 


7338 






Strand 








'Start 


6736 






End 


23894 






Name 


OJ991022 01. 0229. C3. 


o2 .gp 


Method 


AAT/GAP 






Start 


19027 






End 


19375 






GI 


4714323 




Score 


62 6 






Exons 


19027. . 


19375 












Seq. No. 


3444 






Seq. ID 


OJ991022 


_01.0229 


.C3 


Gene No. 


7338 






Strand 








Start 


6736 






End 


23894 






Name 


OJ991022 01. 0229. C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


21249 






End 


21716 






GI 


none 






Score 


76 






Exons 


21249. . 


21380, 21263. 


.21400, 


21263. .21403, 21328 


. .21654, 






21399. . 


21452, 21447. 


.21716, 


21448. .21654, 21456 


. .21674 




Seq. No. 


3445 






Seq. ID 


OJ991022 


_01.0229 


.C4 


Gene No. 


7339 






Strand 


+ 






Start 


1 






End 


2765 






Name 


OJ991022 01. 0229. C4. 


ol .np 


Method 


1 AAT/NAP 






Start 


1 






End 


2765 






GI 


6063554 






Score 


175 






Exons 


1. .35, 


895. .1063, 1203. .1421, 1894. .1920, 2589. 


.2765 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



3445 Seq. ID. 

7339 Strand 

1 End 

.OJ991022JD 1 . 022 9 . C4 . ol . gs Method 

9 End 

none Score 

9. .193, 1180. .1432, 1506. .1578, 1943.. 



3445 
7339 
1 



Seq. ID 
Strand 
• End 



OJ991022_01.0229.C4 
+ 

2765 
GENSCAN 
2040 
.86 
2040 

OJ991022_01.0229.C4 
2765 



3596 



rii 



Name 


OJ991022- 01.0229.C4 .ol.gp 


Method 


AAT/GAP 




Start 


2145 


End 


2525 




GI 


2427387 


Score 


486 




Exons 


2145. .2525 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone :t!7804 


Seq. No. 


3445 


Seq. ID 


OJ991022 01 0229 


C4 




7340 


Strand 






Start 


5009 


End 


5170 




Name 


OJ991022 01.0229.C4.o2.gp 


Method 


AAT/GAP 




Start 


J \J \J V 




5170 




GI 


426028 


Score 


227 




Exons 


5009. .5170 








Seq. No. 


3445 


Seq. ID 


OJ991022 01 0229 


C4 


(^Q-np No 


7341 


Strand 






Start 


4770 


End 


5078 




Name 


OJ991022 01.0229.C4.o2.gs 


Method 


GENSCAN 




Start 


4770 


End 


5078 




GI 


none 


Score 


. 51 




Exons 


4770.. 5078 








Seq. No. 


3446 


Seq. ID 


\JUZsZsJ.\J£.£. Ul . Util-' • 




Gene No. 


7342 


. Strand 


-j- 






156 


End 


J J JO 




Name 


OJ991022 01.0229.C5.ol.gs 


Method 


GENSCAN 




Start 


156 


End 


5206 




GI 


none 


Score 


. 7 




Exons 


156. .468, 752. .970, 1553.. 


1610, 2353.. 


2454 2532 2605 






4786. .4867, 4894. .4910, 5100. .5206 






Seq. No. 


3446 


Seq. ID 


OJ991022 01 0229 

\J\J Zs ZJ A. \J \J ±. • \J c- S * 


C5 




7342 


Strand 


-J- 




Start 


156 


End 


5338 




Name 


OJ991022 01.0229.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


749 


End 


944 




GI 


none 


Score 


153 
i j j 




Exons 


749. .934, 750. .944, 763. .942 






Seq. No. 


3446 


Seq. ID 


OJ991022 01 0229 

Zs Zs A- \J £~ w _L . \J c~ £~ Zs • 


C5 


npnp No 


7342 


Strand 


-(- 




Start 


156 


End 


5338 




Name 


OJ991022 01. 0229. C5. ol.gp 


Method 


AAT/GAP 




Start 


752 


End 


919 




GI 


426028 


Score 


303 




Exons 


752. .919 








Seq. No. 


3446 


Seq. ID 


OJ991022_01.0229. 


C5 


Gene No. 


7342 


Strand 


+ 




Start 


156 


End 


5338 




Name 


OJ991022 01.0229.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


754 


End 


1299 




GI 


none 


Score 


316 




Exons 


754. .1095, 755. .1108, 762. 


.1112, 762.. 


1112, 763. .1134, 





1202. .1237, 1203.. 1238, 1204. .1257, 1237. 
1240. .1299 



.1299, 1238. .1294, 



3597 




Seq. No. 


3446 






Seq. ID 


OJ991022_01.0229.C5 


Gene No. 


7342 






Strand 


+ 


o Lai L 


i ^fi 

IjD 






End 


5338 


Name 


OJ991022 01 


.0229.C5.ol. 


np 


Method 


AAT/NAP 


Start 


772 






End 


5338 


GI 


6572067 






Score 


647 


Exons 


772. .1125, 


1204. .1298, 


1553. . 


1610, 4501.. 4557, 4656.. 4698, 




4830. .4991, 


5092. .5210, 


5321. 


.5338 




GI Descrip. 


(AL133452) 


putative protein [Arabidops 


is thaliana] 


O XT A 

beq. No. 


*3 A A C 
J 4 4 D 






Seq. ID 


OJ991022_01.0229.C5 


Gene No. 


7342 






Strand 


+ 


Start 


156 






End 


5338 


Name 


OJ991022 01 


.0229.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


793 






End 


1080 


GI 


none 






Score 


272 


Exons 


793. .1080, 


819. .1079 








beq. No. 


"3 A A C 

J 4 4 o 






Seq. ID 


OJ991022_01.0229.C5 


Gene No. 


7342 






Strand 


+ 


Start 


156 






End 


5338 


Name 


OJ991022 01 


.0229.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


796 






End 


1290 


GI 


none 






. Score 


318 


Exons 


796. .1134, 


799.. 1101, 816. .1109, 1204. 


.1290, 1212.. 1289 


Seq. No. 


3446 






Seq. ID 


OJ991022_01.0229.C5 


Gene No. 


7342 






Strand 


+ 


btart 


loo 






End 


5338 


Name 


OJ991022 01 


.0229.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1503 






End 


5209 


GI 


none 






Score 


88 


Exons 


1503. .1610, 


1550. .1609, 


4496. 


.4555, 4497. .4559, 4498. .4557, 




4653. .4691, 


4655. .4690, 


4828. 


.4911, 4831. .4911, 4832. .4912, 




4833. .4931, 


5096. .5206, 


5098. 


.5208, 5099.. 5209 


beq. no. 


*3 A A 1 






Seq. ID 


OJ991022_01.0229.C6 


Gene No. 


7343 






Strand 


' + 


Start 


458 






End 


739 


Name 


OJ991022 01 


.0229.C6.ol. 


gs 


Method 


GENSCAN 


Start 


458 






End 


581 


GI 


none 






Score 


.4 


Exons 


458. .581 










Seq. No. 


3447 






Seq. ID 


OJ991022_01.0229.C6 


Gene No. 


7343 






Strand 


+ 


Start 


458 






End 


739 


Name 


OJ991022 01 


.0229.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


470 






End 


739 


GI 


none 






Score 


151 


Exons 


470. .580, 475. .570, 683 


. .739, 


687. .731 




Seq. No. 


3448 






Seq. ID 


OJ991022_01.0229.C7 


Gene No. 


7344 






Strand 


+ 


Start 


1 






End 


1097 


Name 


OJ991022 01 


.0229.C7.ol. 


np 


Method 


AAT/NAP 



3598 




Start 


1 


End 


790 




GI 


6572067 


Score 


200 




Exons 


1..93, 375. .467, 698. .790 








GI Descrip. 


(AL133452) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


3448 


Seq. ID 


OJ991022 01.0229 


.C7 


Gene No. 


7344 


Strand 


+ 




Start 


1 


End 


1097 




Name 


OJ991022_01.0229.C7.ol.gs 


Method 


GENSCAN 




Start 


57 


End 


1097 




GI 


none 


Score 


.74 




Exons 


57. .93, 375. .467, 698. .764, 


1024. .1097 






Seq. No. 


3448 


Seq. ID 


OJ991022J31.0229 


. C7 


Gene No. 


7345 


Strand 


+ 




Start 


1757 


End 


2288 




Name 


OJ991022 01.0229.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


1950 




GI 


none 


Score 


98 




Exons 


1..93, 3..95, 372. .485, 374. 


.466, 375. 


.467, 696. .761, 697. .777, 




697. .777, 698. .778, 1744. .1950, 1755.. 


1886, 1756.. 1887, 






1760. .1936 








Seq. No. 


3448 


Seq. ID 


OJ991022_01.0229 


.C7 


Gene No. 


7345 ' • 


Strand 


+ 




Start 


1757 


End 


2288 




Name 


OJ991022 01.0229.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


373 


End 


1884 




GI 


none 


Score 


128 




Exons 


373. .465, 374. .466, 375. .467, 696. .761, 697. .762, 697.. 


762, 




698. .769, 1756. .1884, 1764.. 


1865 






Seq. No. 


3448 


Seq. ID 


OJ991022_01.0229 


.C7 


Gene No. 


7345 


Strand 


+ 




Start 


1757 


End 


2288 




Name 


OJ991022 01.0229.C7.ol.gp 


Method 


AAT/GAP 




Start 


1757 


End 


2288 




GI 


5607295 


Score 


990 




Exons 


1757. .2288 








Seq. No. 


3449 


Seq. ID 


OJ991022_01.0229 


.C8 


Gene No. 


7346 


Strand 






Start 


282 


End 


1533 




Name 


OJ991022 01.0229.C8.ol.gp 


Method 


AAT/GAP 




Start 


282 


End 


1426 




GI 


27132 1.R1084 


Score 


1178 




Exons 


282. .669, 946.-998, 1120. .1205, 1305.. 


1426 




GI Descrip. 


'5478530/gb|AAD43920.1 IAF130441 1 5 . Oe 


-87 (AF130441) 






UVB-resistance protein UVR8 


[Arabidopsis thaliana] 1 




Seq. No. 


3449 


Seq. ID 


OJ991022_01.0229 


.C8 


Gene No. 


7346 


Strand 






Start 


282 


End 


1533 




Name 


OJ991022 01.0229.C8.ol.gs 


Method 


GENSCAN 




Start 


592 


End 


1192 




GI 


none 


Score 


.96 




Exons 


592. .669, 946.-974, 1120. .1192 







3599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3449 Seq. ID 

7346 Strand 

282 End 

OJ991022_01 . 0229 . C8 . ol . np Method 

595 End 

5478530 Score 



OJ991022_01.0229.C8 

1533 
AAT/NAP 
1533 
258 



595.. 669, 943.. 992, 1114.. 1205, 1305.. 1533 

(AF130441) UVB-resistance protein UVR8 [Arabidopsis thaliana] 



3449 
7346 
282 

OJ991022_01 . 0229 . C8 . ol . tm 
595 



none 
595. . 
1128. 
1307. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

669, 596.. 670, 943.. 1005," 944. 
.1208, 1302. .1412, 1303. .1425, 
.1426, 1307.. 1393, 1308.. 1403, 



OJ991022_01.0229.C8 
1533 

TBLASTX: Maize 
1426 
69 

1000, 948. .1004, 1115. .1207, 
1304. .1426, 1304. .1420, 
1319. .1420 



.5 Si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3449 
7346 
282 

OJ991022_01.0229.C8.ol.ts 

931 

none 



Seq. ID OJ991022_01.0229.C8 
Strand 

End 1533 

Method TBLASTX : Soybean 

End 1426 

Score 73 



931. .1002, 1115. .1207, 1119. .1205, 1265. .1420, 1302. .1424, 
1304. .1426, 1307. .1423, 1308. .1415, 1309. .1425 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;;f Seq. No. 
j ==l Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3450 
7347 
542 

OJ991022_01.0229.C9.ol.gp 
542 

27132 1.R1084 



Seq. ID OJ991022_01.0229.C9 
Strand 

End 3605 

Method AAT/GAP 

End 2184 

Score 831 



542. .613, 770. .943, 1194. .1349, 2127. .2184 
'5478530/gb|AAD43920.1|AF130441_l 5.0e-87 (AF130441) 
UVB-resistance protein UVR8 [Arabidopsis thaliana] 1 



3450 
7347 
542 

OJ991022_01 . 0229 .C9 . ol . np 
542 

5478530 



Seq. ID OJ991022_01.0229.C9 
Strand 

End 3605 

Method AAT/NAP 

End 3566 

Score 1056 



542. .613, 770. .943, 1194. .1349, 2127. .2208, 2960. .3106, 
3190. .3388, 3464. .3566 

(AF130441) UVB-resistance protein UVR8 [Arabidopsis thaliana] 



Seq. No. 3450 

Gene No. 7347 

Start 542 

Name OJ991022_01 . 0229.C9 . ol . gs 

Start 764 

GI none 
Exons 



Seq. ID OJ991022_01.0229.C9- 
Strand 

End 3605 

Method GENSCAN 

End 3587 

Score . 61 



764. .943, 1194. .1416, 2086. .2208, 2960. .3106, 3190. .3388, 
3464. .3587 



3600 






Seq. No. 


O A C f\ 

34 50 


Seq. ID 


OJ991022_01.0229.C9 




Gene No. 


7347 


Strand 






Start 


542 


End 


3605 




Name 


OJ991022_01.0229.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


76/ 


End 


3524 




GI 


none 


Score 


61 




Exons 


767. .940, 803. .889, 881. .943, 


1194. .1343, 1203. .1286, 






2971.. 3108, 3055.. 3105, 3189. 


.3257, 3294.. 3392, 3309.. 3386, 






3462.. 3524, 3469.. 3516 








Seq. No. 


3450 


Seq. ID 


OJ991022_01.0229.C9 




Gene No. 


7347 


Strand 






Start 


542 


End 


3605 




Name 


OJ991022 01.0229.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7 67 


End 


3524 




GI 


none 


Score 


72 




Exons 


767. .955, 767. .889, 767. .937, 


884. .940, 1194. .1343, 1200. .1 






1206.. 1286, 1275.. 1382, 2127. 


.2207, 2127. .2210, 2956. .3105, 






2966.. 3064, 2986.. 3108, 3189. 


.3257, 3294. .3392, 3294. .3371, 






3309.. 3383, 3462.. 3524, 3469. 


.3510 






Seq. No. 


3450 


Seq. ID 


"OJ991022_01.0229.C9 


i" "t 


Gene No. 


7347 


Strand 






Start 


542 


End 


3605 


en 


Name 


OJ991022 01.0229.C9.ol.tm 


Method 


TBLASTX: Maize 


rn 


Start 


767 


End 


3536 




GI 


none 


Score 


76 


i|3 


Exons 


767. .940, 821. .877, 1203. .1340, 1227.. 


1334, 2986. .3108, 


! :E 




3064.. 3105, 3067.. 3153, 3189. 


.3257, 3193.. 3258, 3297.. 3386, 






3321. .3377, 3462. .3536 






FU 


Seq. No. 


3450 


Seq. ID 


OJ991022_01.0229.C9 


is 


Gene No . 


7347 


Strand 






Start 


542 


End 


3605. 


^ J 


Name 


OJ991022 01.0229.C9.o2.gp 


Method 


AAT/GAP 




Start 


2960 


End 


3605 




GI 


44539 1.R1084 


Score 


952 




Exons 


2960. .3106, 3190. .3388, 3464. 


.3605 




i 3S l 


GI Descrip. 


, 5478530/gb|AAD43920.1|AF130441 1 2 . Oe 


-56 (AF130441) 






UVB-resistance protein UVR8 [Arabidopsis thaliana] ' 




Seq. No. 


3451 


Seq. ID 


OJ991022_01.0229.C11 




Gene No. 


7348 


Strand 






Start 


165 


End 


704 




Name 


OJ991022 01.0229.Cll.ol.gs 


Method 


GENSCAN 




Start 


165 


End 


704 




GI 


none 


Score 


.63 




Exons 


165.. 550, 552.. 704 








Seq. No. 


3452 


Seq. ID 


OJ991022_01 .0229.C12 




Gene No. 


7349 


Strand 


+ 




Start 


1 


End 


1681 




Name 


OJ991022 01.0229.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1681 




GI 


4234846 


Score 


826 




Exons 


1..1198, 1639. .1681 







3601 



GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 



Seq. No. 


3452 




Seq. ID 


OJ991022_01 .0229.C12 


Gene No. 


7349 




Strand 


+ 


Start 


1 




End 


1681 


Name 


OJ991022 01.0229.C12 


.ol .gs 


Method 


GENSCAN 


Start 


70 




End 


480 


GI 


none 




Score 


.94 


Exons 


70. .480 








Seq. No. 


3452 




Seq. ID 


OJ991022_01 . 0229.C12 


Gene No. 


7350 




Strand 




Start 


1587 




End 


7701 


Name 


OJ991022 01.0229.C12 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


781 


GI 


none 




Score 


360 


Exons 


1..303, 3. .302, 143. 


.313, 230 


..313, 301 


..363, 375. .404, 




376. .438, 424. .519, 


429. .512, 


619. .711, 


625. .705, 630. .737, 



715. .774, 715. .774, 716. .781 



ru 



Seq. No. 3452 

Gene No. 7350 

Start 1587 

Name OJ991022_01 . 0229 . C12 . o2 . gs 

Start - 1587 

GI none 

Exons 1587.. 1793, 2907.. 2986, 5509. 
7470. .7701 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ991022_01. 0229.C12 

7701 
GENSCAN 
7701 
.75 



.5605, 6682. .6811, 7084. .7198, 



LJ Seq. No. 

q Gene No. 

Pll Start 

1 " Name 

5 _ Start 

□ GI 

Exons 

i& GI Descrip. 



3452 Seq. ID 

7350 Strand 

1587 End 
OJ991022_01 .0229. C12 . ol . gp Method 

2740 End 

16974JL. R1084 Score 
2740. .2789, 2907. .2976 

■4097585 9.0e-13 (U64925) NTGP4 [Nicotiana tabacum] 1 



OJ991022_01.0229.C12 

7701 
AAT/GAP 
2976 
150 



:Z Seq. No. 

Gene No. 
"3 Start 

Name 

Start 

GI 

Exons 



3452 
7350 
1587 

OJ991022_01.0229.C12.ol.tw 

2745 

none 

2745. .2801, 2746. .2790, 2897. 
2908.. 3000, 2908. .3000, 3517. 
4609. .4668, 4610. .4669, 4613. 
5511. .5567, 5516. .5572, 5517. 



Seq. ID OJ991022_01.0229.C12 
Strand 

End 7701 

Method TBLASTX : Wheat 

End 5572 

Score 65 

.2977, 2907. .2978, 2907. .2999, 
.3636, 3575.. 3673, 3575.. 3670, 
.4669, 4730. .4816, 4740. .4805, 
.5567, 5518.. 5568 



Seq. No. 3452 

Gene No. 7350 

Start 1587 

Name OJ991022_01 .0229 . C12 . o2 . gp 

Start 4741 

GI . none 

Exons 4741.. 4796, 5517.. 5605, 6682. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6811, 7084. .7265 



OJ991022_01.0229.C12 

7701 
AAT/GAP 
7265 
870 



3602 






Seq. No. 


3453 








Seq. ID 


OJ991022_01.0229.C13 




Gene No . 


7351 








Strand 


+ 




Start 


1482 








End 


2055 




Name 


OJ991022 01 


.0229 


.C13.ol 


. gs 


Method 


GENSCAN 




Start 


1482 








End 


2055 




GI 


none 








Score 


.75 




Exons 


1482. .1797, 


1901 


. .2055 










Seq. No. 


3454 








Seq. ID 


OJ991022_01.0229.C14 




Gene No. 


7352 








Strand 


+ 




Start 


265 








End 


10342 




Name 


OJ991022 01 


.0229 


.C14.ol 


. gs 


Method 


GENSCAN 




Start 


265 








End 


8734 




GI 


none 








Score 


.49 




Exons 


265. .383, 1513..: 


1622, 2490.. 2622, 6232, 


. .6435, 6999. .7891, 






7899. .8734 














Seq. No. 


3454 








Seq. ID 


OJ991022_01.0229.C14 




Gene No. 


7352 








Strand 


+ 




Start 


265 








End 


10342 




Name 


OJ991022 01 


.0229 


.C14.ol 


.np 


Method 


AAT/NAP 




Start 


6323 








End 


10342 




GI 


3540195 








Score 


1267 


a 


• Exons 


6323. .6466, 


7033 


. .8618, 


10318 


. .10342 






GI Descrip. 


(AC004260) 


Unknown protein [Arabidopsis thaliana] 


m 
*j • * 


Seq. No. 


3454 








Seq. ID 


OJ991022 01.0229.C14 


i y 


Gene No . 


7352 








Strand 


+ 




Start 


265 








End 


10342 




Name 


OJ991022 01 


.0229 


.C14.o2 


.tm 


Method 


TBLASTX: Maize 


h -J 


Start 


7135 








End 


7653 


"U 


GI 


none 








Score 


183 


I _ 

is 


Exons 


7135. .7359, 


7161 


. .7295, 


7360. 


.7506, 7498. .7557, 7552. .7653 


Q 


Seq. No. 


3454 








Seq. ID 


OJ991022_01.0229.C14 




Gene No. 


7352 








Strand 


+ 




Start 


265 








End 


10342 


: 1 


Name 


OJ991022 01 


.0229 


.C14.ol 


.tm 


Method 


TBLASTX: Maize 


.= » 


Start 


7725 








End 


8536 




GI 


none 








Score 


80 


U 


Exons 


7725. .7793, 


7726 


. .7794, 


7812. 


.7895, 7824. .8045, 7874. .8074, 






8050. .8271, 


8051 


. .8287, 


8347. 


.8496, 8348.-8536 




Seq. No. 


3454 








Seq. ID 


OJ991022_01.0229.C14 




Gene No. 


7352 








Strand 


+ 




Start 


265 








End 


10342 




Name 


OJ991022 01 


.0229 


.C14 .ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7756 








End 


8404 . 




GI 


none 








Score 


49 




Exons 


7756. .7794, 


7839 


. .8039, 


7925. 


.7990, 8051.. 8287, 8053.. 8277, 






8359. .8403, 


8363 


. .8404 










Seq. No. 


3454 








Seq. ID 


OJ991022_01.0229.C14 




Gene No. 


7352 








Strand 


+ 




Start 


265 








End 


10342 




Name 


OJ991022 01 


.0229 


.C14.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


—7877 








End 


8287 



3603 



GI none Score 222 

Exons 7877.. 7990, 7878.. 8039, 8051.. 8287, 8059.. 8277 



Seq. No. 


3454 








Seq. ID 


OJ991022_01.0229.C14 


Gene No. 


7352 








Strand 


+ 


Start 


265 








End 


10342 


Name 


OJ991022 01. 


0229. 


C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8198 








End 


8581 


GI 


none 








Score 


153 


Exons 


Q 1 Qfi ft OQ1 


oZUU . 


ft on 

. oZ / / , 


ft "}4 1 


.8487, 834.8.. 8581 


Seq. No. 


3454 








oeq . .1 u 


o.tqqi 099 m n99Q n a 


Gene No. 


7352 








OLraUU 


i 

i 


Start 


265 










i 9 

lUjfl z 


Name 


OJ991022 01. 


0229. 


C14.o2 


.ts 


we tnoQ 


TUT aCTY • QnuKoan 

i Dixtto l a . ooyoean 


Start 


8363 








Hi 11 (J 


QC1 / 
0 D J. fi 


GI 


none 








Score 


94 ft 
Z 3 0 


Exons 


O jOj . . ODfi O , 


ft 


ft A Q£ 


peep 


.8614 




Seq. No. 


3455 








oeq . xu 


HTQQin99 fil H99Q n R 


Gene No. 


7353 








o urana 


1 
I 


Start 


216 








JjIiQ 


H UO 


Name 


OJ991022 01. 


0229. 


C15.ol 


.gs 


nennoa 




Start 


216 










fi U O 


GI 


none 








Score 


Q7 


Exons 


Z 1 O . . H UD 












Seq. No. 


3455 








oeq. xu 


OTQQ1H99 HI D99Q PIS 


Gene No. 


7354 








o t_ x ana 




Start 


1200 








ijiia 


J JZU 


Name 


OJ991022 01. 


0229. 


C15.o2 


. gs 


LYie inoa 




Start 


1200 








Hina 


c 9H 
O O Z U 


GI 


none 








Score 


. 0 D 


tjXons 


loon 1 tor 

liUU . . J.JZ J, 


9 97 £ 

Z Z t D • 


9 A ^7 
• Z ft J / , 


1A 1 1 
O ft J. J. • 


.3520 




Seq. No. 


3456 








Seq. ID 


OJ991022_01.0229.C16 


Gene No. 


7355 








Strand 




Start 


. 42 








End 


274 


Name 


OJ991022 01. 


0229. 


C16.ol 


.gs 


Method 


GEN SCAN 


Start 


42 






End 


274 


GI 


none 








Score 


.75 


Exons 


42. .274 












Seq. No. 


3457 








Seq. ID 


OJ991022_01.0229.C17 


Gene No. 


7356 








Strand 


+ 


Start 


416 








End 


2116 


Name 


OJ991022 01. 


0229. 


C17.ol 


.np 


Method 


AAT/NAP 


Start 


416 








End 


2116 


GI 


4204912 








Score 


403 



Exons 416.. 517, 658.. 720, 1127.. 1287, 1376.. 1481, 2047.. 2116 

GI Descrip. (U58918) MEK kinase [Arabidopsis thaliana] 



.Seq. No. 3457 Seq. ID OJ991022_01 . 0229 . C17 

Gene No. 7356 Strand + 

Start 416 End 2116 

Name OJ991022_01 . 0229 . C17 . ol . tm Method TBLASTX : Maize 

Start 421 End 1490 



3604 



GI 


none 




Score 


140 


Exons 


421. .513, 426. .518, 428. 


.523, 


655. .720, 


657. .719, 1120. .1287, 




1121. .1288, 1122. .1307, 


1343. 


.1450, 1366. .1473, 1368. .1490, 




1371. .1454 








Seq. No. 


3457 




Seq. ID 


OJ991022_01.0229.C17 


Gene No. 


7356 




Strand 


+ 


Start 


416 




End 


2116 


Name 


OJ991022 01.0229.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


427 




End 


1400 


GI 


none 




Score 


99 


Exons 


427. .522, 428. .523, 655. 


.720, 


1120. .1287, 1121. .1288, 




1127. .1297, 1368. .1400 








Seq. No. 


3457 




Seq. ID 


OJ991022_01.0229.C17 


Gene No. 


7356 




Strand 


+ 


Start 


416 




End 


2116 


Name 


OJ991022 01.0229.C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


428 




End 


1474 


GI 


none 




Score 


108 


Exons 


428. .523, 430. .510, 655. 


.723, 


1120. .1287, 1121.. 1327, 




1148. .1327, 1149. .1340, 


1149. 


.1328, 1367. .1450, 1368. .1451, 




1368.. 1451, 1369.. "1452, 


1373. 


.1474 




Seq. No. 


3457 




Seq. ID 


OJ991022_01.0229.C17 




7356 




Strand 


+ 


Start 


416 




End 


2116 


Name 


OJ991022 01.0229.C17.ol. 


gs 


Method 


GENSCAN 


Start 


658 




End 


1829 


GI 


none 




Score 


.69 


Exons 


658. .720, 1082. .1287, 1376. .1451, 1749. 


.1829 


Seq. No. 


3457 




Seq. ID 


OJ991022_01.0229.C17 


Gene No. 


7356 




Strand 


+ 


Start 


416 




End 


2116 


Name 


OJ991022 01.0229.C17.ol. 


gp 


Method 


AAT/GAP 


Start 


1373 




End 


1455 


GI 


LIB3474-005-P1-K1-G2 




Score 


139 


Exons 


1373. .1455 








GI Descrip. 


'3688193/emb | CAA08995.il 


^5.0e 


-42 (AJ010091) MAP3K alpha 1 




protein kinase [Brassica 


. napus] 1 




Seq. No. 


3458 




Seq. ID 


OJ991022_01.0229.C18 


Gpne No 


7357 




Strand 


+ 


Start 


385 




End 


657 


Name 


OJ991022 01.0229.C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


251 




End 


657 


GI 


none 




Score 


69 


Exons 


251. .301, 252. .308, 367. 


.528, 


398. .523, 


399.. 524, 559.. .657 


Seq. No. 


3458 




Seq. ID 


OJ991022_01.0229.C18 


Gene No. 


7357 




Strand 


+ 


Start 


385 




End 


657 


Name 


OJ991022 01.0229.C18.ol. 


np 


Method 


AAT/NAP 


Start 


385 




End 


653 


GI 


3688193 




Score 


68 


Exons 


385. .653 









3605 



i ac f 



GI Descrip. 


(AJ010091) MAP3K alpha 


1 protein kinase [Brassica napus] 


Seq. No. 


3459 




Seq. ID 


OJ991022_01.0229.C19 


Gene No. 


7358 




Strand 


+ 


Start 


24 




End 


1237 


Name 


OJ991022 01.0229.C19.ol 






\J i-~J V^xil'* 


Start 


24 




End 


1237 


GI 


none 




Score 


.79 


Exons 


24. .168, 1158. .1237 








Seq. No. 


3460 




Seq. ID 


OJ991022_01.0229.C20 


Gene No. 


7359 




Strand 


+ 


Start 


1322 




End 


3764 


Name 


OJ991022 01.0229.C20.ol 


. y t> 


Method 


GENSCAN 


Start 


' 1322 




End 


3629 


GI 


none 




Score 


.9 


Exons 


1322.. 1437, 1545.. 1584, 


1610 . 


.1723, 1987. .2069, 2181.. 2334, 




2477. .2606, 2697. .2806, 


2918 . 


.3115, 3282.. 3362, 3468.. 3629 


Seq. No. 


3460 




Seq. ID 


OJ991022_01.0229.C20 


Gene No. 


7359 




Strand 


+ 


Start 


1322 




End 


3764 


Name 


OJ991022 01.0229.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1637 




End 


3764 


GI 


2829925 




Score 


966 


Exons 


1637.. 1723, 1814.. 1867, 


1984. 


.2069, 2181.. 2334, 2477.. 2606, 




2697. .2855, 2937. .3115, 


3468. 


.3593, 3687. .3764 


GI Descrip. 


(AC002291) Similar to dnaj-like protein, gp | Y11969 | 2230757 




[Arabidopsis thaliana] 








Seq. No. 


3460 




Seq. ID 


OJ991022_01.0229.C20 


Gene No. 


7360 




Strand 


+ 


Start 


4326 




End 


4833 


Name 


OJ991022 01.0229.C20.ol 


.gp 


Method 


AAT/GAP 


Start 


4326 




End 


4833 


GI 


36648 1.R1084 




Score 


740 


Exons 


4326. .4833 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' 58067 /emb 1X52325 | ARBLSKP 2.0e-13 pBluescript SK(+) vector DNA, 
phagemid excised from lambda ZAP' 



3460 
7361 
4594 

OJ991022_01.0229.C20.o3.tc 

1591 

none 

1591. .1728, 1643. .1723, 1808. 
1981. .2064, 1984. .2067 

3460 
7361 
4594 

OJ991022_01.0229.C20.ol.ts 

1642 

none 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Cress 

End 2067 

Score 111 

.1879, 1822. .1875, 1980.. 2066, 



Seq. ID OJ991022_01.0229.C20 
Strand 
End 

Method 
End 
Score 



8781 

TBLASTX : Soybean 

3362 

111 



1642. .1728, 1643. .1723, 1808. .1879, 1813. .1875, 1953. .2069, 
1984. .2067, 2175. .2288, 2182. .2259, 2480. .2602, 2693. .2857, 



3606- 



2701.. 2859, 2935.. 3117, 2936.. 3118, 3281.. 3361, 3282.. 3362 



Seq. No. 3460 . 

Gene No. 7361 

Start 4594 

Name OJ991022_01 . 0229 . C20 . o2 . tm 

Start 1642 

GI none 

Exons 1642.. 1722, 1643.. 1723, 1808. 

1984.. 2070, 2178.. 2231, 2179. 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Mai ze 

End 2232 

Score 136 

.1879, 1813. .1872, 1967. .2056, 
.2232 



Seq. No. 34 60 

Gene No. 7361 

Start 4594 

Name OJ991022_01 . 0229 . C20 . ol . tw 

Start 1643 

GI none 

Exons 1643.. 1723, 1645.. 1722, 1699. 

1813.. 1878, 1984.. 2058, 1992. 

Seq. No. 3460 

Gene No. 7361 

Start 4594 

Name OJ991022_01 . 0229 . C20 . ol . tc 

Start 2178 

GI none 

Exons 2178.. 2291, 2179.. 2334, 2188. 

2693.. 2857, 2695.. 2859, 2884. 

Seq. No. 3460 

Gene No. 7361 

;)J Start 4594 

f U Name OJ991022JD1 . 0229 . C20 . ol . tm 

n Start 2474 

rl GI none 

Exons 2474.. 2605, 2479.. 2562, 2681. 
2940. .3038 



I c 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 
Method TBLASTX: Wheat 
End 2058 
Score 103 

.1731, 1808. .1873, 1813. .1875, 
.2051 

Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Cress 

End 3139 

Score 131 

.2322, 2473. .2562, 2474. .2599, 
.3123, 2936. .3118, 3017. .3139 

Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Mai ze 

End 3039 

Score 190 

.2857, 2698.-2859, 2935.. 3039, 



Seq. No. 3460 

Gene No. 7361 

Start 4594 

Name OJ991022_01 . 0229 . C20 . o2 . tw 

Start 2695 

GI none 

Exons 2695.. 2823, 2695.. 2859, 2696. 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Wheat 

End 3118 

Score 72 

.2857, 2959. .3117, 2987. .3118 



Seq. No. 3460 

Gene No. 7361 

Start 4594 

Name OJ991022_01 . 0229 . C20 . o2 . gs 

Start 4594 

GI none 

Exons 4594. .4965, 5573. .5674, 5880. 

7411. .7513, 7878.-7948, 8377. 



Seq. No. 
Gene No. 



'34 60 
7361 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 
Method GENSCAN 
End- 8754 
Score .81 

.6563, 6997. .7064, 7173.. 7287, 
.8500, 8687. .8754 

Seq. ID OJ991022_01.0229.C20 
Strand 



3607 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



4594 End 8781 

OJ991022_01 . 0229 . C20 . o2 . np Method AAT/NAP 
4597 End 7649 

2829923 Score 1073 

4597. .4702, 4736.-4965, 5573. .5674, 5880. .6045, 6076. .6203, 
6234. .6563, 6997. .7064, 7173. .7287, 7411. .7456, 7579.-7649 
(AC002291) Similar to uridylyl transferases [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3460 
7361 
4594 

OJ991022_01.0229.C20.o3.tm 

4793 

none 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX: Maize 

End 5653 

Score 195 



4793.-4966, 4795.-4968, 4795.-4968, 5565. .5651, 5565.-5645, 
5573.-5653 



Seq. No. 3460 Seq. ID 

Gene No. 7361 Strand 

Start 4594 End 

Name OJ991022_01 . 0229 . C20 . o2 . tc Method 

Start 4819 End 

GI none Score 

Exons 4819.. 4959, 5895. 

6994.. 7065, 6995. 

7581. .7631 



OJ991022_01.0229.C20 
8781 

TBLASTX: Cress 

7631 

151 



.6044, 6138. .6164, 6252, 
.7069, 7174. .7287, 7175. 



,6512, 6301. .6513, 
,7288, 7408. .7455, 



Seq. No. 3460 

Gene No. 7361 

Start 4594 

Name OJ991022_01. 0229.C20.o3. ts 

Start 4819 

GI none 

Exons 4819.. 4959, 6252.. 6506 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Soybean 

End 6506 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3460 
7361 
4594 

OJ991022_01.0229.C20.o2.ts 

5895 

none 

5895.. 6044, 7000. .7065, 7001. 
7408. .7458, 7578. .7610 

3460 
7361 
4594 

OJ991022_01.0229.C20.o4.tm 

6138 

none 

6138.. 6188, 6139.. 6168,- 6246. 
7174. .7287, 7175. .7315 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 

Method TBLASTX : Soybean 

End 7610 

Score 58 

.7069, 7174. .7287, 7175. .7306, 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 87 81 

Method TBLASTX : Mai ze 

End 7315 

Score 38 

.6503, 6282.. 6380, 6304. .6507, 



Seq. No. 
Gene No. 
Start 



3460 
7361 
4594 



Seq. ID OJ991022_01.0229.C20 
Strand 

End 8781 



3608 



Name 

Start 

GI 

Exons 



OJ991022_01 . 0229 . C20 . o2 . gp Method AAT/GAP 

8258 End 8781 

none Score 910 
8258.. 8781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991022__01.0229.C22 
Strand 

End 3660 

Method GENSCAN 

End 3660 

Score .58 



Seq. ID OJ991022_01.0229.C25 

Strand + 

End 2373 

Method AAT/NAP 

End 2373 

Score 301 



3461 
7362 
2939 

OJ991022_01.0229.C22.o2.gs 
2939 
none 

2939.. 3122, 3518.. 3660 

3462 
7363 
1 

OJ991022_01.0229.C25.ol.np 
1 

4481948 

1.-298, 626.. 943, 1020.. 1173, 1921.. 2373 

(AL035637) hypothetical protein [Schizosaccharomyces pombe] 



3462 
7363 
1 

OJ991022_01.0229.C25.ol.gs 
71 

none 

71. .298, 626. .973 



Seq. ID OJ991022_01.0229.C25 

Strand + 

End 2373 

Method GENSCAN 

End 973 

Score . 63 



Seq. No. 3462 

Gene No. 7364 

Start 1897 

Name OJ991022_01 . 0229 . C25 . o2 . gs 

Start 1897 

GI none 

Exons 1897.. 2455 



Seq. ID OJ991022_01.0229.C25 
Strand 

End 2697 

Method GENSCAN 

End 2455 

Score .98 



Seq. No. 3462 
Gene No. - 7364 

Start 1897 

Name OJ991022_01 . 0229 . C25 . ol . gp 

Start - 2354 

GI none 

Exons 2354.. 2697 



Seq. ID OJ991022_01.0229.C25 
Strand 

End 2697 

Method AAT/GAP 

End 2697 

Score 618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3462 
7365 
3694 

OJ991022_01 . 0229 . C25 . o2 . tm 
57 

none 



57. .128, 58. .264, 86. .205, 89. .265, 154 



Seq. ID OJ991022_01.0229.C25 
Strand 

End 3807 

Method TBLASTX: Maize 

End 2 67 

Score 205 

267 



Seq. No. 
Gene No. 
Start 



3462 
7365 
3694 



Seq. ID OJ991022_01.0229.C25 
Strand 

End 3807 



3609 




Name 


OJ991022 01.0229. 


C25.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


86 






End 


298 




GI 


none 






Score 


249 




Exons 


86. .205, 89. .298, 


166. . 


297 








Seq. No. 


3462 






Seq. ID 


OJ991022_01.0229 


.C25 


bene no . 


/ O DO 






OLianu 






Start 


3694 






End 


3807 




Name 


OJ991022 01.0229. 


C25.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


89 






End 


751 




GI 


none 






Score 


248 




Exons 


89.. 334, 166.. 291 


., 620. 


.751, 


625. .747 






Seq. No. 


3462 






Seq. ID 


OJ991022_01.0229 


.C25 


uene ino . 


/ jOj 






Strand 






Start 


3694 






End 


3807 




Name 


OJ991022 01.0229. 


C25.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1914 






End 


2273 




GI 


none 






Score 


128 




Exons 


1914.. 2069, 1915. 


.2271, 


1915. 


.2148, 1926. .2273 




Seq. No. 


3462 






Seq. ID 


OJ991022_01.0229 


.C25 


Gene No. 


7365 






Strand 






Q+- a r-+- 


JO 






End 


3807 




Name 


OJ991022 01.0229. 


C25.o2 


.gp 


Method 


AAT/GAP 




Start 


3694 






End 


3807 




GI 


16974 1.R1084 






Score 


212 




Exons 


3694. .3807 












GI Descrip. 


'4097585 9.0e-13 


(U64925) NTGP4 [Nicotiana tabacum] ' 




Seq. No. 


3463 






Seq. ID 


OJ991022JD1.0229 


.C27 


bene ino . 


/ODD 






Strand 






Start 


38 






End 


777 




Name 


OJ991022 01.0229. 


C27.ol 


.gs 


Method 


GENSCAN 




Start 


38 






End 


678 




GI 


none 






Score 


.6 




Exons 


38. .678 












Seq. No. 


3463 






Seq. ID 


OJ991022_01.0229 


.C27 


bene lno ■ 


/ J D D 






Strand 






Start 


38 






End 


777 




Name 


OJ991022 01.0229. 


C27.ol 


.gp 


Method 


AAT/GAP 




Start 


558 






End 


777 




GI 


2312156 






Score 


413 




Exons 


558. .777 












Seq. No. 


3464 






Seq. ID 


OJ991022_01.0229 


.C29 


bene ino . 


7 ^ £7 
/ JO / 






Strand 






Start 


131 






End 


801 




Name 


OJ991022 01.0229. 


C29.ol 


.gp 


Method 


AAT/GAP 




Start 


103 






End 


534 




GI 


none 






Score 


848 




Exons 


103. .534 












Seq. No. 


3464 






Seq. ID 


OJ991022_01.0229 


.C29 


Gene No. 


7.367 






Strand 






Start 


131 






End 


801 





3610 



■J 

i =? 



Name 


OJ991022 01.0229.C29.ol.gs 


Method 


GENSCAN 


Start 


131 


End 


798 


GI 


none 


Score 


.67 


Exons 


131. .198, 213. .798 






Seq. No. 


3464 


Seq. ID 


OJ991022_01.0229.C29 


Gene No. 


7367 


Strand 




Start 


131 


End 


801 


Name 


OJ991022 01.0229.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


365 


End 


801. 


GI 


none 


Score 


35 


Exons 


365. .403, 370. .423, 405. .521, 


406. .513, 


510. .611, 520. .630, 




521. .643, 658. .792, 686. .757, 


760. .801, 


760. .801 


Seq. No. 


3465 


Seq. ID 


OJ991022_01.0229.C30 


Gene No . 


7368 


Strand 


+ 


Start 


570 


End 


1232 


Name 


OJ991022 01.0229. C30.ol.gs 


Method 


GENSCAN 


Start 


570 


* End 


1232 


GI 


none 


Score 


.4 


Exons 


570. .618, 1162. .1232 






Seq. No. 


3465 


Seq. ID 


OJ991022_01.0229.C30 


Gene No. 


7369 


Strand 




Start 


154 * 


End 


244 


Name 


OJ991022 01.0229.C30.ol.np 


Method 


AAT/NAP 


Start 


154 


End 


244 


GI 


629831 


Score 


61 


Exons 


154. .244 






GI Descrip, 


NADH dehydrogenase 30K chain 


- wheat mitochondrion 




gi|416536|emb|CAA49376| (X69720) 30 kDa subunit of complex I 




NADH dehydrogenase [Triticum 


aestivum] 




Seq. No. 


3465 


Seq. ID 


OJ991022_01.0229.C30 


Gene No. 


7370 


Strand 




Start 


529 


End 


2328 


Name 


OJ991022 01.0229.C30.o2.np 


Method 


AAT/NAP 


Start 


529 


End 


2328 


GI 


3540208 


Score 


179 


Exons 


529. .590, 1149. .1228, 2000. .2079, 2170. 


.2328 


GI Descrip. 


(AC004260) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


3466 


Seq. ID 


OJ990822_49.0207.C2 


Gene No. 


7371 


Strand 




Start 


1 


End 


643 


Name 


OJ990822 49.0207.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


643 


GI 


2498930 


Score 


756 


Exons 


1..416, 584. .643 






GI Descrip. 


DORSAL- VENTRAL ~ PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


3466 


Seq. ID 


OJ990822_49.0207.C2 


Gene No. 


7371 


Strand 




Start 


1 


End 


643 


Name 


OJ990822 49.0207.C2.ol.gs 


Method 


GENSCAN 


Start 


22 


End 


643 



3611 






GI 


none 


Score 


1 






Exons 


22. .416, 584. .643 










Seq. No. 


3467 


Seq. ID 


OJ990822__49.0207 


.C3 




Gene No. 


7372 


Strand 


+ 






Start 


1 


End 


4854 






Name 


OJ990822 49.0207.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


607 






GI 


4519936 


Score 


635 






Exons 


1. .607 










GI Descrip. 


(AB019186) RPR1 [Oryza sativa] 










Seq. No. 


3467 


Seq. ID 


OJ990822_49.0207 


.C3 




Gene No. 


7372 


Strand 


+ 






Start 


1 


End 


4854 






Name 


OJ990822 4 9.0207.C3.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


3942 






GI 


6721547 


Score 


263 






Exons 


1..30, 1213. .1830, 3676. .3942 










GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 




Seq. No. 


3467 


Seq. ID 


OJ990822 49 0207 


.C3 




Gene No i 


7372 


Strand 


+ 






Start 


1 


End 


4854 






Name 


OJ990822 49.0207.C3.ol.gs 


Method 


GENSCAN 

VJ 1— < <J Villi 






Start 


308 


End 


" 4854 




ru 


GI 


none 


Score 


.5 




. _« 


Exons 


308. .554, 809. .989, 1187. .1847, 3703.. 


4854 




i.y 


Seq. No. 


3467 


Seq. ID 


OJ990822_49.0207 


. C3 


_i 


Gene No . 


7373 


Strand 






fy 


Start 


5448 


End 


5806 






Name 


OJ990822 49.0207.C3.o2.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


195 




■c=r 


GI 


none 


Score 


193 






Exons 


1..195, 2. .190 








u3 


Seq. No. 


3467 


Seq. ID 


OJ990822_49.0207 


.C3 


1. J 


Gene No . 


7373 


Strand 






i'5 


Start 


5448 


End 


5806 






Name 


OJ990822 49.0207.C3.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2 


End 


250 






GI 


none 


Score 


206 






Exons 


2. .250, 43. .189, 44. .244, 208. 


.249 








Seq. No. 


3467 


Seq. ID 


OJ990822_49.0207 


,C3 




Qfinp No 


7373 


Strand 








Start 


5448 


End 


5806 






Name 


OJ990822 49.0207.C3.ol.tm 


Method 


TBLASTX: Maize 






Start 


197 


End 


666 






GI 


none 


Score 


432 






Exons 


197. .625, 202. .636, 326. .637, 


423. . 638, 424 . . 666 






Seq. No. 


3467 


Seq. ID 


OJ990822_49.0207 


.C3 




Gene No. 


7373 


Strand 








Start 


5448 


End 


5806 






Name 


OJ990822 49.0207.C3.o2.gs 


Method 


GENSCAN 





3612 






Start 


5448 




End 


5806 






GI 


none 




Score 


.43 






Exons 


5448. .5806 












Seq. No. 


3468 




Seq. ID 


OJ990822_49.0207. 


C4 




usne iNo . 


111 A 




Oil a. I lLi 








Start 


711 




End 


905 






Name 


OJ990822 49.0207.C4.ol 


.gs 


Method 


GENSCAN 






Start 


711 




End 


905 






GI 


none 




Score 


.94 






Exons 


711. .829, 851. .905 












Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 




Liene ino . 


f 3 l D 




Of r a n H 


.J. 






Start 


1161 




End 


6661 






Name 


OJ990822 49.0207.C6.ol 


.gs 


Method 


GENSCAN 






Start 


1161 




End 


1925 






GI 


none 




Score 


.83 ■ 






Exons 


1161. .1925 












Seq. No. 


3469 




Seq. ID 


OJ990822__49.0207. 


C6 




Gene No. 


7375 




Strand 


+ 






Of- a >-•}- 






End 


6661 




: 5 
■-.^ 


Name 


OJ990822 49.0207.C6.ol 


.np 


Method 


AAT/NAP 




; t _j 


Start 


1161 




End 


6658 




si 


GI 


4680179 




Score 


5685 




S 

: e 


Exons 


1161. .1182, 2280. .3229 


, 3257. 


.6658 






! U 

£3 


GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




1 :B 


Seq. No. 


3469 




Seq. ID 


OJ990822__49.0207. 


C6 




bene ino. 


707 c 




Strand 


+ 




is : s 
; i I 


Start 


1161 




End 


6661 




i er 


Name 


OJ990822 49.0207.C6.o2 


.gs 


Method 


GENSCAN 






Start 


2210 




End 


6661 






GI 


none 




Score 


1 






Exons 


2210. .6661 










: "1 


Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 


'i s? 


Gene No. 


7376 




Strand 


+ 






Start 


7975 




End 


8317 






Name 


OJ990822 49.0207.C6.ol 


.gp 


Method 


AAT/GAP 






Start' 


7975 




End 


8317 






GI 


uC-osroM202024h08al 




Score 


79 






Exons 


7975. .8045, 8295. .8317 












GI Descrip. 


, 5852170/emb|AL117265. 


1IOST17804 5.0e- 


84 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 


1 




Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 




Gene No. 


7377 




Strand 








Of- -a -r-j- 


7430 




End 


. 8892 






Name 


OJ990822 49.0207.C6.o2 


.np 


Method 


AAT/NAP 






Start 


7430 




End 


8892 






GI 


5852180 




Score 


386 






Exons 


7430.. 7805, 8805.. 8892 












GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 








Seq. No. 


3469 . 




Seq. ID 


OJ990822_49.0207. 


C6 



3613 



Gene No. 7377 Strand 

Start 7430 End 8892 

Name OJ990822_4 9. 0207 .C6.o2 . gp Method AAT/GAP 

Start 8182 . End 8704 

GI uC-osflM202048cl2bl Score 841 

Exons 8182.. 8704 

GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 3469 Seq. ID 

Gene No. 7378 Strand 

Start 10747 End 

Name OJ990822_4 9 . 0207 . C6 . ol2 . tw Method 

Start 2402 End 

GI none Score 

Exons 2402.. 2584, 2404.. 2583 



OJ990822_49.0207.C6 
13482 

TBLASTX: Wheat 

2584 

196 



£3 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Exons 



3469 
7378 
10747 

OJ990822_4 9.0207.C6.o7.tw 

2635 

none 

2635.. 2766, 2636.. 2980, 2739. 

3469 
7378 
10747 

OJ990822_4 9.0207.C6.o9.tm 

2636 

none 

2636. .2935 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2831 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990822_49.0207.C6 
13482 

TBLASTX: Wheat 

2980 

324 



OJ990822_49.0207.C6 
13482 

TBLASTX: Maize 

2935 

239 



Seq. No. 3469 Seq. ID 

Gene No. 7378 Strand 

Start 10747 End 

Name OJ990822_4 9.0207.C6.oll. tm Method 

Start 3281 End 

GI none Score 

Exons 3281.. 3601 



OJ990822_49.0207.C6 
13482 

TBLASTX: Maize 

3601 

194 



Seq. No. 3469 Seq. ID 

Gene No. 7378 Strand 

Start 10747 End 

Name OJ990822_4 9 . 0207 . C6 . o9 . tw Method 

Start 3335 End 

GI none Score 

Exons 3335.. 3688, 3514.. 3675 



OJ990822_49.0207.C6 
13482 

TBLASTX: Wheat 

3688 

227 



Seq. No. 3469 Seq. ID 

Gene No. 7378 * Strand 

Start 10747 End 

Name OJ990822_4 9 . 0207 . C6 . o4 . tw Method 

Start 3817 End 

GI none Score 

Exons 3817.. 4110, 3821. .4303, 3932. .4261 



OJ990822_49.0207.C6 
13482 

TBLASTX: Wheat 

4303 

534 



3614 






Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




bene INO • 


















Start 


10747 








End 


13482 






Name 


OJ990822 49. 


0207. 


C6.o7. 


ts 


Method 


TBLASTX : Soybean 






Start 


3857 








End 


4171 






GI 


none 








Score 


196 






Exons 


3857. .4171 
















Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




uene ino . 


/ J / o 








jLiaua 








Start 


10747 








End 


13482 - 






Name 


OJ990822 49. 


0207. 


C6.o7. 


tm 


Method 


TBLASTX: Maize 






Start 


3886 








End 


4333 






GI 


none 








Score 


373 






Exons 


3886. .4068, 


3890. 


.4333, 


3962. 


,4324 








Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




Gene No. 


7378 








Strand 








OtdiL 


1 U / ft / 








End 


13482 






Name 


OJ990822 49. 


0207. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


4244 








End 


4639 






GI 


none 








Score 


57 






Exons 


4244. .4276, 


4244. 


.4276, 


4280. 


.4333, 4280.. 4360, 4281.. 4424 


□ 




4282. .4425, 


4385. 


.4582, 


4388. 


.4639, 4399. .4629, 






Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




bene INO . 


1 J / O 








Strand 






ry 


Start 


10747 ' 








End . 


13482 






Name 


OJ990822 49. 


0207. 


C6.06. 


tw 


Method 


TBLASTX: Wheat 




Ly 


Start 


4379 








End 


4653 




: ^ 


GI 


none 








Score 


354 




i=f : 

i y 


Exons 


4379. .4621, 


4391. 


.4651, 


4393. 


.4653, 4399.. 4653 




Is 


Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




f~* a t"\ d XT /"v 
bcuc INO . 


/ J / o 








Strand 






:. e 
. t 


Start 


10747 








End 


13482 




"H 

l x 


Name 


OJ990822 49. 


0207. 


C6.08. 


tm . 


Method 


TBLASTX: Maize 






Start 


4388 








End 


4725 




"ss? 


GI 


none 








Score 


316 






Exons 


4388. .4720, 


4441. 


.4725 










j,Jj 


Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




uene lno . 


1 ^Tft 
/ o / O 








Strand 








Start 


10747 








End 


13482 






Name 


OJ990822 49. 


0207. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


4654 








End 


5080 






GI 


none 








Score 


598 






Exons 


4654. .5073, 


4655. 


.5080, 


4703. 


.5080 








Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 




Gene No . 


r 7378 








Strand 








Start 


10747 








End 


13482 






Name 


OJ990822 49. 


0207. 


C6.o5. 


ts 


Method 


TBLASTX : Soybean 






Start 


4664 








End 


4909 






GI 


none 








Score 


209 






Exons 


4664. .4909 















3615 




Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 


ucUc INO . 


7 ^7 ft 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207 


.C6.o3. 


tin 


Method 


TBLASTX: Maize 




Start 


4727 








End 


5080 




GI 


none 








Score 


471 




Exons 


4727. .5080, 


4732 


. .4995, 


4733. 


.5065, 4740.. 5066, 5041.. 5073 


Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 




bene wo * 


7 ^7P 
f o to 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5111 








End 


5647 




GI 


none 








Score 


601 




Exons 


5111. .5647, 


5113 


. .5340, 


5201. 


.5641, 5365. .5646 




Seq. No. 


3469 








beq. ±u 


nTQQHQOO AO H0fi7 

ujyyuozz *iy . uzu / 


• K-,0 


Gene No . 


7 "37 Q 
1 O fO 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207 


.C6.o2. 


tc 


MeuflOQ 


i DLLrtb i a . Liess 




Start 


5345 








bno 


JO / I 




GI 


none 








Score 


o Z 




Exons 


5345. .5527, 


5528 


. .5671, 


5530. 


. DODZ 






Seq. No. 


3469 








beq. lu 




n& 
• L/D 


Gene No . 


/ J / o 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207 


.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


5435 








End 


5695 




GI 


none 








Score 


300 




Exons 


5435. .5695, 


5437 


. .5694 










Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 




bene ino . 


7 ^7Q 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207.C6.o5. 


tin 


Method 


TBLASTX: Maize 




Start 


5494 








End 


5785 




GI 


none 








-Score 


404 




Exons 


5494. .5781, 


5495 


. .5785 










Seq. No. 


3469 








Seq. ID 


OJ990822_49.0207 


.Lb 


Gene No . 


7 "37 Q 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207 


.C6.ol. 


tw ' 


Method 


TBLASTX: Wheat 




Start 


5654 








End 


6280 




GI 


none 








Score 


741 




Exons 


5654. .6280, 


5656 


. :6168, 


6029. 


.6274, 6211. .6279 




Seq. No; 


3469 








Seq. ID 


OJ990822_49.0207 


.C6 


Gene No. 


7378 








Strand 






Start 


10747 








End 


13482 




Name 


OJ990822 49. 


0207.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5834 








End 


6418 




Gi 


none 








Score 


229 




Exons 


5834. .5995, 


5840 


. .5986, 


5842. 


.5997, 5842. .5988, 5992. .6294, 



5993. .6418 



3616 






Seq. No. 


3469 


Seq. ID 


OJ990822_49.0207 


.C6 




Genp No 


7378 


Strand 








. Start 


10747 


End 


13482 






Name 


OJ990822 49.0207.C6.o5.tw 


Method 


TBLASTX: Wheat 






Start 


6280 


End 


6613 






GI 


none 


Score 


374 






Exons 


6280.. 6354, 6281.. 6613, 6284 


..6385, 6373.. 6420 






Seq. No. 


3469 


Seq. ID 


OJ990822_49.0207 


.C6 




Gpnp No 


7378 


Strand 








Start 


10747 


End 


13482 






Name 


OJ990822 49.0207.C6.ol0.tm 


Method 


TBLASTX: Maize 






Start 


6422 


End 


6668 






GI 


none 


Score 


177 






Exons 


6422.. 6634, 6518.. 6634, 6627 


..6668, 6636.. 6668 






Seq. No. 


3469 


Seq. ID 


OJ990822__49.0207 


.C6 




Gene No . 


7378 


Strand 








Start 


10747 


End 


13482 






Name 


OJ990822 49.0207.C6.o6.tm 


Method 


TBLASTX: Maize 






Start 


10733 


End 


11104 






GI 


none 


Score 


147 






Exons 


10733. .10930, 10737. .10931, 


10745. .11104, 10753.. 11103 






Seq. No.. 


3469 


. Seq. ID 


OJ990822_49.0207 


.C6 




Gene No. 


7378 


Strand 






f* 


Start 


10747 


End 


13482 




i E 


Name 


OJ990822 49.0207.C6.o3.np 


. Method 


AAT/NAP 




s~ 


Start 


10747 


End 


13482 




~i 


GI 


4519938 


Score 


2482 




y 


Exons 


10747. .13482 








3 


GI Descrip. 


(AB019240) RPRlh [Oryza sativa] 






y 


Seq. No. 


3469 


Seq. ID 


OJ990822_49.0207 


.C6 




Gpnp No 


7378 


Strand 








Start 


10747 


End 


13482 






Name 


OJ990822 49.0207.C6.o2.ts 


Method 


TBLASTX : Soybean 




& 


Start 


10810 


End 


11760 






GI 


none 


Score 


240 




s? 


Exons 


10810. .11079, 11098. .11178, 


11263. .11760 




J 


Seq. No. 


3469 


Seq. ID 


OJ990822_49.0207 


• C6 




Gene No. 


7378 


Strand 








Start 


10747 


End 


13482 






Name 


OJ990822 49.0207.C6.ol.tc 


Method 


TBLASTX: Cress 






Start 


10813 


End 


12924 






GI 


none 


Score 


42 






Exons 


10813. .11028, 11938. .11997, 


11974. .12030, 12118. .12258, 








12119. .12274, 12322. .12411, 


12335. .12430, 12505. .12639, 








12715. .12828, 12829.. 12924 










Seq. No. 


3469 


Seq. ID 


OJ990822_49.0207 


.C6 




Gene No. 


7378 


Strand 








Start 


10747 


End 


13482 






Name 


OJ990822 49.0207 .C6.o8.tw 


Method 


TBLASTX: Wheat 






Start 


11104 


End 


11456 






GI 


none 


Score 


159 





3617 



Exons 11104. .11451, 11105 .. 11311, 11112 11450, 11113 11454 , 

11145. .11456. 



Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 




Name 


OJ990822 49. 0207. C6, 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


11105 




End 


11553 




GI 


none 




Score 


343 




Hi AUllO 


1110S 11SS1 11105 


11221, 


11107. .11553 




Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 




Name 


OJ990822 49. 0207. C6. 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


11497 




End 


11787 




GI 


none 




Score 


207 






1 1 497 11 7ft7 










Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 




Name 


OJ990822 49. 0207. C6, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11873 




End 


12213' 




GI 


none 




Score ' 


301 . - 




Exons 


11873. .12211, 11874, 


. .12200, 


11875.' .12210, 11881. .12213 






3469 




Seq. ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 




Name 


OJ990822 49. 0207. C6, 


,o3.gp 


Method 


AAT/GAP 




Start 


11889 




End 


12326 




GI 


LIB3432-034-P2-K1-D10 


Score 


792 




Exons 


11889. .12326 










GI Descrip. 


f 4519938/dbj IBAA75813.il 2. 


Oe-44 (AB019240) RPRlh [Oryza 




sativa] 1 










Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 




Name 


OJ990822 49. 0207. C6, 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11968 




End 


12564 




GI 


none 




Score 


49 




Exons 


11968. .12087, 11975. 


. . 12094, 


12068. .12310, 12115. .12252, 






12232. .12498, 12526. 


. . 12564 








Seq. No. 


3469 




Seq.- ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 




Name 


OJ990822 49. 0207. C6. 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


12127 




End 


12429 




GI 


none 




Score 


58 




Exons 


12127. .12258, 12167. 


, .12217, 


12233. .12418, 12259. .12429 




Seq. No. 


3469 




Seq. ID 


OJ990822_49.0207. 


C6 


Gene No. 


7378 




Strand 






Start 


10747 




End 


13482 





3618 



Name 

Start 

GI 

Exons 



OJ990822_49.0207.C6.o6.ts 

12574 

none 

12574. .12678, 12751 .. 12837 , 



Method TBLASTX : Soybean 
End 13011 
Score 87 
12829. .13011, 12836.. 13006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 

GI Descrip. 



3470 



Seq. ID OJ990822_49.0207.C8 



7379 Strand + 

5773 End 9613 

OJ990822_4 9.0207.C8.o3.np Method AAT/NAP 

5773 End 9613 

3810596 Score 353 
5773.. 5810, 8760.. 9613 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7380 








Strand 


- 


Start 


1125 








End 


4847 


Name 


OJ990822 49 


.0207 


.C8.ol. 


np 


Method 


AAT/NAP 


91" art- 










End 


4847 


GI 


4519938 








Score 


2285 


Exons 


1122. .3503, 


4811 


. . 4847 








GI Descrip. 


(AB019240) 


RPRlh 


[Oryza 


sativa] 




Seq. No. 


■" 3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7380 








Strand 




Start 


1125 








End 


4847 






0901 


Pfi n9 

■ WO . \J£. ■ 


gs 


Method 


GEN SCAN 


Start 


1125 








End 


4331 


GI 


none 








Score 


.89 


Exons 


1125. .1535, 


1638 


. .3577, 


4187. 


.4331 




Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7381 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49 


.0207 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


998 








End 


8749 


GI 


none 








Score 


184 


Exons 


998. .1030, 


1072. 


.1449, 


1103. . 


1480, 1118.. 1480, 1119.. 1481, 




1119. .1481, 


1120 


. . 1482, 


8347. 


.8748, 8364. .8747, 8435. .8749 


Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7381 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49 


.0207 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1479 








End 


1828 


GI 


none 








Score 


201 


Exons 


1479. .1826, 


1487 


. .1828, 


1495. 


.1740, 1496. .1741 


Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7381 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49 


.0207 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1482 








End 


1928 


GI 


none 








Score 


78 


Exons 


1482. .1928, 


1485 


. .1601, 


1495. 


.1926 





3619 



':. ; H 
1=1 = 



ru 



Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


f^pnp Mo 


7381 








Qf" rand 




Start 


8365 








End 


8783 


Name 


OJ990822 49. 


0207 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1872 








End 


2207 


GI 


none 








Score 


229 


Exons 


1872. .2207 












Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7381 








Strand 




J Lai L 


O J U «J 








End 


8783 


Name 


OJ990822 49. 


0207 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1899 








End 


8625 


GI 


none 








Score 


70 


Exons 


1899. .2060, 


1953 


. .2201, 


2470. 


.2577, 2475.. 2585, 2688.. 2933, 




2985. .3044, 


8497 


. .8625 








Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7381 








Strand 






o Juj 








End 


8783 


Name 


OJ990822 49. 


0207 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1902 








End 


8625 


GI 


none 








Score 


72 


Exons 


1902. .2081, 


1911 


. .2015, 


2049. 


.2465, 2446..2622, 2490.. 2630, 




2610. .2798, 


2701 


. .2799, 


2814. 


.2870, 2898.. 2936, 8485.. 8625 


Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


belle INU ■ 


/ Jul 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49. 


0207 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2250 








End 


2592 


GI 


none 








Score 


309 


Exons 


2250. .2591, 


2251 


. .2592 








Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


UCilC L**\J ■ 


7^81 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49. 


0207 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2503 








End 


2799 


GI 


none 








Score 


71 


Exons 


2503. .2595, 


2505 


. .2636, 


2610. 


.2798, 2659.. 2799 


Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 




7381 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49. 


0207 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2946 








End 


3347 


GI 


none 








Score 


85 


Exons 


2946. .3077, 


3108 


. .3194, 


3187. 


.3342, 3192.. 3347 


Seq. No. 


3470 








Seq. ID 


OJ990822_49.0207.C8 


Gene No. 


7381 








Strand 




Start 


8365 








End 


8783 


Name 


OJ990822 49. 


0207 


,C8.o2. 


np 


Method 


AAT/NAP 


Start 


8365 








End 


8783 


GI 


4519936 








Score 


408 


Exons 


8365. .8783 













3620 



ru 



GI Descrip. 


(AB019186) RPR1 [Oryza sativa] 






Seq. No. 


3470 




Seq. ID 


OJ990822_49.0207.C8 


OCIlt: IMU . 


7382 








Start 


8939 




End 


9464 


Name 


OJ990822 49.0207.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


8939 




End 


9371 


GI 


none 




Score 


78 


Exons 


8939. . 


9025, 9123.. 9371 






Seq. No. 


3470 




Seq. ID 


OJ990822_49.0207.C8 




7382 




OLI cUld 




Start 


8939 




End 


9464 


Name 


OJ990822 49.0207.C8.o4.tw 


Method 


TBLASTX: Wheat 


Start 


9081 




End 


9464 


GI 


none 




Score 


203 


Exons 


9081. . 


9464, 9248.-9349 






Seq. No. 


3471 




Seq. ID 


OJ990822_49.0207.C9 


Gene No. 


7383 




Strand 


+ 


Start 


1115 




End 


6783 


Name 


OJ990822 49.0207.C9.ol.np 


Method 


AAT/NAP 


Start 


1115 




End 


6783 


GI 


6069646 


Score 


872 


F von c 


1115. . 


1135, 4721.. 5521, 5810.. 


6783 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 ) 




[Oryza 


sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 




[Oryza 


sativa] 






Seq. No. 


3471 




Seq. ID 


OJ990822_49.0207.C9 


(~2. o r> o M /~\ 


7383 




Strand 




Start 


1115 




End 


6783 


Name 


OJ990822 49.0207.C9.o7.tm 


Method 


TBLASTX: Maize 


Start 


1514 




End 


1735 


GI 


none 




Score 


181 


Exons 


1514. . 


1735 






Seq. No. 


3471 




Seq. ID 


OJ990822_49.0207.C9 


Pono NT /-\ 
belle INO • 


7383 




Strand 


I 


Start 


1115 




End 


6783 


Name 


OJ990822 49.0207.C9.o5.tm 


Method 


TBLASTX: Maize 


Start 


3657 




End 


3917 


GI 


none 




Score 


136 


Exons 


3657. . 


3794, 3668.. 3790, 3798.. 


3917 




Seq. No. 


3471 




Seq. ID 


OJ990822_49.0207.C9 


bene jno • 


7383 




Strand 




Start 


1115 




End 


6783 


Name 


OJ990822 49.0207.C9.o4.tm 


Method 


TBLASTX: Maize 


Start 


4115 




End 


4433 


GI 


none 




Score 


234 


Exons 


4115. . 


4432, 4131. .4433 






Seq. No. 


3471 




Seq. ID 


OJ990822_49.0207.C9 


Gene No. 


7383 




Strand 


+ 



3621 




Start 


1115 






End 


6783 




Name 


OJ990822 49.0207 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4723 






End 


5055 




GI 


none 






Score 


312 




Exons 


4723.. 5055, 4725 


. .5021 










Seq. No. 


3471 






Seq. ID 


OJ990822_49.0207 


.C9 


Gene No. 


7383 






Strand 


+ 




Start 


1115 






End 


6783 




Name 


OJ990822 49.0207 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5056 






End 


5741 




GI 


none 






Score 


142 




Exons 


5056.. 5181, 5085 


. .5177, 


5169. 


5741, 5544.. 5735 




Seq. No. 


3471 






Seq. ID 


OJ990822_4 9. 0207 


.C9 


Gene No . 


7383 






Strand 


+ 




Start 


1115 






End 


C 1 Q O 

6783 




Name 


OJ990822 49.0207 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5385 






End 


5828 




GI 


none 






Score 


O A C 




Exons 


S385..5678, 5778 


. .5828 










Seq. No. 


3471 






Seq. ID 


OJ99Uo22 49.0207 


.C9 


Gene No. 


7383 






Strand 






Start 


1115 






End 


6783 




Name 


OJ990822 49.0207 


.C9.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


5802 






End 


6086 




GI 


none 






Score 


199 




Exons 


5802.. 5984, 5804 


. .5983, 


5997. 


6086 






Seq. No. 


3471 






Seq. ID 


OJ 990822_4 9.0207 


.C9 


Gene No. 


/JOJ 






Strand 


+ 




Start 


1115 






End 


6783 




Name 


OJ990822 49.0207 


.C9.o6. 


tm 


Method 


TBLASTX : Maize 




Start 


6231 






End 


6542 




GI 


none 






Score 


187 




Exons 


6231.. 6542 












Seq. No. 


3472 






Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7384 






Strand 






btart 


1 






End 


2317 




Name 


OJ990822 49.0207 


.ClO.ol 


• np 


Method 


AAT/NAP 




Start 


1 






End 


2317 




GI 


4519938 






Score 


2698 




Exons 


1..1552, 1580.. 2317 










GI Des'crip. 


(AB019240) RPRlh 


[Oryza 


sativa] 






Seq. No. 


3472 






Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7385 






Strand 






Start 


5484 






End 


5660 




Name 


OJ990822 49.0207 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


384 




GI 


none 






Score 


241 




Exons 


1..375, 1..384, 


2. .382 










Seq. No. 


3472 






Seq. ID 


■OJ990822_49..0207 


.C10 


Gene No. 


7385. 






Strand ■ 







3622 



Start 
Name 
Start 
GI 

Exons 



5484 *End 

OJ990822_4 9 . 0207 . CIO . o3 . tw Method 

1 End 

none Score 
1..273, 1..282, 3.-278 



5660 

TBLASTX: Wheat 

282 

200 



Seq. No. 3472 Seq. ID 

Gene No. 7385 Strand 

Start 5484 End 

Name OJ990822_4 9 . 0207 . C10 . ol . tw Method 

Start 328 End 

GI * none Score 

Exons 328.. 666, 434.. 535 



OJ990822_49. 0207. C10 
5660 

TBLASTX: Wheat 

666 

66 



Seq. No. 


3472 




Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7385 




Strand 






Start 


5484 




End 


5660 




Name 


OJ990822 49. 0207. C10. ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


358 




End 


1396 




GI 


none 




Score 


65 




Exons 


358. .540, 800. .925, 947 


. .1084 


, 954.. 1076, 1100.. 1330, 






1146. .1220, 1358. .1396 










Seq. No. 


3472 




Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7385 




Strand 






Start 


5484 




End 


5660 




Name 


OJ990822 49. 0207. C10. ol 


.tc 


Method 


TBLASTX: Cress 




Start 


427 




End 


1747 




GI 


none 




Score 


121 




Exons 


427.. 549, 773.. 928, 953 


. .1075 


, 1157. .1246, 1340. .1552, 






1586. .1747 










Seq. No. 


3472 




Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7385 




Strand 






Start 


5484 




End 


5660 




Name 


OJ990822 49. 0207. C10. o2 


.tm 


Method 


TBLASTX: Maize 




Start 


706 




End . 


1045 




GI 


none 




Score 


40 




Exons 


706. .789, 710. .763, 794 


. .1045 


, 794. .1045 




Seq. No. 


3472 




Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7385 : 




Strand 






Start 


5484 




End 


5660 




Name 


OJ990822 49. 0207. C10. o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


959 




End 


1252 




GI 


none 




Score 


71 




Exons 


959. .1090, 996. .1091, 1064. .1252, 1163 


. .1243 




Seq. No. 


3472 




Seq. ID 


OJ990822_49.0207 


.C10 


Gene No. 


7385 




Strand 






Start 


5484 




End 


5660 




Name 


OJ990822 49. 0207. C10. o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1421 




End 


2197 




GI 


none 




Score 


123 




Exons 


1421. .1561, 1565. .1834, 


1635. 


.1841, 2048. .2197 




Seq. No. 


3472 




Seq. ID 


OJ990822_4 9.0207 


.C10 



3623 




G6ne No . 


7385 




Strand 








Start 


5484 




End 


5660 






Name 


OJ990822 49. 0207. CIO. o2 


.gs 


Method 


GENSCAN 






Start 


5484 




End 


5660 






GI 


none 




Score 


.44 






Exons 


5484.. 5660 












Seq. No. 


3473 




Seq. ID 


OJ990822_49. 


0207 


.Cll 


Gene No . 


7386 




Strand 








Start 


5728 




End 


5908 






Name 


OJ990822 49.0207.Cll.o2 


.gs 


Method 


GENSCAN 






Start 


5728 




End 


5908 






GI 


none 




Score 


.79 






Exons 


5728. .5908 












Seq. No. 


3474 




Seq. ID 


OJ990822_49. 


0207 


.C12 


Gene No . 


7387 




Strand 


+ 






Start 


478 




End 


500 






Name 


OJ990822 49.0207.C12.ol 


.gs 


Method 


GENSCAN 






Start 


478 




End 


500 






GI 


none 




Score 


.51 






Exons 


478. .500 












Seq. No. 


3475 




Seq. ID 


OJ990822__4 9. 


0207 


\C13 


Gene No. 


7388 




Strand 








Start 


1 




End 


-fin* ^ '■ ■ . 






Name 


OJ990822 49.0207.C13.ol 


,gp 


Method 


AAT/GAP 






Start 


1 




End 


197 






GI 


uC-osflcyp033a04bl 




Score 


332 






Exons 


1. .197 












GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


3476 




Seq. ID 


OJ990822_49. 


0207 


.C14 


G@n@ No . 


7389 




Strand 


+ 






Start 


115 




End 


1524 






Name 


OJ990822 49.0207.C14.ol 


• gs 


Method 


GENSCAN 






Start 


115 




End 


1524 






GI 


none 




Score 


.5 






Exons 


115. .241, 283. .398, 715 


. .1524 










Seq. No. 


3476 




Seq. ID 


OJ990822_49. 


0207 


.C14 


Gene No. 


7390 




Strand 


+ 






Start 


1778 




End 


2657 






Name 


OJ990822 49.0207.C14.ol 


.np 


Method 


AAT/NAP 






Start 


1775 




End 


2657 






GI 


5042447 




Score 


675 






Exons 


1775.. 2657 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


3476 




Seq. ID 


OJ990822_49. 


0207 


.C14 


Gene No. 


7390 




Strand 


+ 






Start 


1778 




End 


2657 






Name 


OJ990822 49.0207.C14 . o2 


.gs 


Method 


GENSCAN 






Start 


1778 




End 


2584 






GI 


none 




Score 


.6 






Exons 


1778.. 2584 













3624 




Sea. No. 


3476 








Seq. ID 


OJ990822 49. 0207 .CI 4 


Gene No. 


7390 








Strand 


+ _ 


Start 


1778 








End 


2657 


Name 


OJ990822 49 


.0207 


.C14 .o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1952 








End 


2211 


GI 


none 








Score 


211 


Exons 


1952. .1999, 


2012 


. .2209, 


2014. 


.2211 




Sea No 


3.476 








Seq. ID 


OJ990822 49 0207 C14 


Gene No. 


7390 ■ 








Strand 


+ _ 


Start 


1778 








End 


2657 


Name 


OJ990822 49 


.0207 


-C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2245 








End 


2596 


GI 


none 








Score 


. 293 


Exons 


2245. .2439, 


2246 


. .2596 








Seq. No. 


3476 








Seq. ID 


OJ990822 4 9 . 0207 .CI 4 


Gene No. 


7390 








Strand 


+ _ 


Start 


1778 








End 


2657 


Name 


OJ990822 49 


.0207 


.C14 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2246 








End 


2551 


GI 


none 








Score 


232 


Exons 


2246. .2551, 


2260 


. .2376 








Seq. No. 


3477 








Seq. ID 


OJ990822_49.0207.C15 


Gene No . 


7391 








Strand 


+ 


Start 


1 








End 


2210 


Name 


OJ990822 49 


.0207 


.C15.ol 


Inp 


Method 


AAT/NAP 


Start 


1 








End 


2210 


GI 


4680179 








Score 


3146 


Exons 


1. .2210 












GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


3477 








Seq. ID 


OJ990822_49.0207.C15 


Gene No. 


7391 








Strand 


+ 


Start 


1 








End 


2210 - 


Name 


OJ990822 49 


.0207 


.C15.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 








End 


207 


GI 


none 








Score 


256 


Exons 


1..207, 3.. 


191 










Sea. No 


3477 








Seq. ID 


OJ990822_49.0207.C15 


Gene No. 


7391 








Strand 


+ 


Start 


1 








End 


2210 


Name 


OJ990822 49 


.0207 


.C15.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


273 


GI 


none 








Score 


274 


Exons 


1..273, 69. 


.272 










Seq. No. 


3477 








Seq. ID 


OJ990822_49.0207.C15 


Gene No. 


7391 








Strand 


+ 


Start 


1 








End 


2210 


Name 


OJ990822 49 


.0207 


.'C15.o2 


.ts 


Method* 


TBLASTX : Soybean 


Start 


1 








End 


192 


GI 


none 








Score • 


231 


Exons 


1.-192, 12. 


. 191. 











3625 



Seq. No. 3477 

Gene No. 7391 

Start 1 

Name OJ990822_4 9 . 0207 . CIS . o3 . tw 

Start 208 

GI none 

Exons 208.. 630, 240.. 629 



Seq. ID OJ990822_49. 0207. CIS 

Strand + 

End 2210 

Method TBLASTX : Wheat 

End 630 

Score 587 



Seq. No. 3477 Seq. ID 

Gene No. 7391 Strand 

Start 1 End 

Name OJ990822_4 9 . 0207 . CIS . o3 . ts Method 

Start 214 End 

GI none Score 

Exons 214.. 459, 216.. 458 



OJ990822_49. 0207. CIS 
+ 

2210 

TBLASTX : Soybean 

459 

198 



; y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



a Seq. No. 

ss \ Gene No. 

g Start 

" Name 

* Start 

J GI 

□ Exons 



3477 
7391 
1 

OJ990822_4 9.0207.C15.o2.tm 

278 

none 



Seq. ID OJ990822_49. 0207. CIS 
Strand 
End 

Method 
End 
Score 



+ 

2210 

TBLASTX: Maize 

633 

83 



278. .415, 279. .572, 279. .629, 280. .633 



3477 V. 
7391 
1 

OJ990822_4 9.0207.C15.o2.tw 
633 
none 

633.. 1199, 664.. 1200 

3477 
7391 
1 

OJ990822_4 9 . 0207 . CIS . ol . tc 
907 
none 

907. .1080, 1081. .1224, 1083. .1223 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990822_49. 0207. CIS 
+ 

2210 

TBLASTX: Wheat 

1200 

654 



OJ990822_4 9.0207.C15 
+ 

2210 

TBLASTX: Cress 

1224 

90 



Seq. No. 3477 Seq. ID 

Gene No. -7391 Strand 

Start 1 End 

Name OJ990822_4 9 . 0207 .CIS . ol . ts Method 

Start 988 End 

GI none Score 

Exons 988.. 1248, 993.. 1247 



OJ990822_49. 0207. CIS 
+ 

2210 

TBLASTX : Soybean 

1248 

296 



Seq. No. 3477 Seq. ID 

Gene No. 7391 Strand 

Start 1 End 

Name OJ990822_4 9 . 0207 . CIS . o3 . tm Method 

Start 1046 End 

GI none Score 

Exons 1046.. 1207, 1047.. 1334, 1048.. 1338 



OJ990822_49. 0207. CIS 
+ 

2210 ' 

TBLASTX: Maize 

1338 

90 



3626 



Us 
I'll 



i'ii 



Seq. No. 


3477 








Seq. ID 


OJ990822 


Gene No. 


7391 








Strand 


+ 


Start 


1 








End 


2210 


Name 


OJ990822_49 . 


0207 


. C15 . ol 


. tw 


Method 


TBLASTX: 


Start 


1207 








End 


1833 


GI 


none 








Score 


683 


Exons 


1207 . . 1833, 


1263 


. . 1832 








Seq. No. 


3477 








Seq. ID 


OJ990822 


Gene No. 


7391 








Strand 


+ 


Start 


1 








End 


2210 


Name 


OJ990822 49. 


0207 


. C15 . ol 


. tm 


Method 


TBLASTX: i 


Start 


1387 








End 


1986 


GI 


none 








Score 


213 


Exons 


1387 . . 1548, 


1390 


. . 1476, 


1395 . 


.1541, 1545. .1970, 


Seq. No. 


3477 








Seq. ID 


OJ990822 


Gene No. 


7391 








Strand 


+ 


Start 


1 








End 


2210 


Name 


OJ990822_4 9 . 


0207 


. C15 . o4 


. tw 


Method 


TBLASTX: 


Start 


1833 








End 


2100 


GI 


none 








Score 


289 


Exons 


1833 . .2099, 


1834 


. .2100 








:Seq. No. 


3478 ^ _..",/ 




* 




■ Seq. ID 


0^990822 


Gene No. 


7392 " * 








Strand 


+ ' 


Start 


3320 








End 


8758 


Name 


OJ990822_49. 


0207 


.C17.ol 


. gs 


Method 


GENSCAN 


Start 


3320 








End 


8570 


GI 


none 








Score 


.57 


Exons 


3320 . . 3422, 


5080 


. . 5160, 


5440. 


.5518, 7742.. 7827, 




8467 . . 8570 












Seq. No. 


3478 








Seq. ID 


OJ990822 


Gene No. 


7392 








Strand 


+ 


Start 


3320 








End 


8758 


Name 


OJ990822_49 . 


0207 


. C17 . ol 


• gp 


Method . 


. AAT/GAP 


Start 


5662 








End 


5849 


GI 


none 








Score 


279 


Exons 


5662 . . 5849 












Seq. No. 


3478 








Seq.' ID 


OJ990822 


Gene No. 


7392 








Strand 


+ 


Start 


3320 








End 


8758 


Name 


OJ990822 49. 


0207 


. C17 . o2 


.gp 


Method 


AAT/GAP 


Start 


7579 








End 


8758 


GI 


none 








Score 


1373 


Exons 


7579 . . 7827, 


7969 


. . 8070, 


8262 . 


.8349, 8467.. 8758 


Seq. No. 


3478 








Seq. ID 


OJ990822 


Gene No. 


7393 








Strand 




Start 


11541 








End 


11760 


Name 


OJ990822 49. 


0207 


.C17.o2 


.gs 


Method 


GENSCAN 


Start 


11541 








End 


11760 


GI 


none 








Score 


.65 


Exons 


11541. . 11760 











3627 



Seq. No. 3479 

Gene No. 7394 

Start 122 

Name OJ990822_49.0207.C19.ol.gs 

Start 122 

GI none 

Exons 122.. 736 



Seq. ID* OJ990822_49.0207.C19 

Strand + 

End 747 

Method GENSCAN 

End 736 

Score . 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3479 
7394 
122 

OJ990822_49.0207.C19.ol.ts 

158 

none 



Seq. ID OJ990822_49.0207.C19 

Strand + 

End 747 

Method TBLASTX : Soybean 

End 601 

Score 121 



158. .316, 244. .321, 314. .400, 416 .. 601, 416 .. 508 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 
& GI Descrip. 

3 Seq. No. 

H Gene No. 

ii Start 

S Name 

^ Start 

y gi 

3 Exons 



3479 
7394 
122 

OJ990822_4 9 . 0207 . CI 9 . ol . np 
260 

1773000 
260. .747 

(Y09807) putative disease resistance [Oryza sativa] 



Seq. ID OJ990822_49.0207.C19 

Strand + 

End 747 

Method AAT/NAP 

End 747 

Score 695 



3480 
7395 
79 

OJ990822_4 9.0207 .C20.ol.gs 
79 

none 
79. .441 



Seq. ID OJ990822_49.0207.C20 

Strand + 

End • 477 

Method GENSCAN 

End 441 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3480 
7395 
79 

OJ990822_4 9.0207.C20.ol.np 
217 

1773000 
217. .477 

(Y09807) putative disease resistance [Oryza sativa] 



Seq. ID OJ990822_49.0207.C20 
Strand + 

477 

AAT/NAP 
477 
340 



End 

Method 

End 

Score 



3480 
7395 
79 

OJ990822_4 9.0207.C20.ol.gp 
308 

12687_1.R1084 
308. .477 

M519936/dbj IBAA75812.il 3.0e-38 (AB019186) RPR1 [Oryza sativa] 1 



Seq. ID OJ990822_49.0207.C20 

Strand + 

End 477 

Method AAT/GAP 

End 477 

Score 340 



3481 
7396 
1 

OJ990822_4 9.0207.C21.ol.gp 
1 

12687 1.R1084 



Seq. ID OJ990822_49.0207.C21 

Strand + 

End 1256 

Method AAT/GAP 

End 301 

Score 576 



3628 




Exons 


1..301 










GI Descrip. 


' 4519936/dbj | BAA75812 . 1 | 


3.0e 


-38 (AB019186) RPR1 [Oryza 


sat 


Seq. No. 


3481 




Seq. ID 


OJ990822_49.0207 


.C21 


Gene No. 


7396 




Strand 


+ 




Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.ol. 


np 


Method 


RAT /NAP 




Start 


1 




End 


1148 




GI 


4519938 




Score 


1255 




Exons 


1..1148 










GI Descrip. 


(AB019240) RPRlh : '.[Oryza 


sativa] 






Seq. No. 


3481 




c prT yn 


OJ990822 49 . 0207 


.C21 


Conp Mn 


7396 




jli aiiu 






Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.ol. 


rr c: 

yt> 


Mp1~ hr>H 

L 1C 1— ilUU 


GEN SCAN 




Start 


24 






1145 




GI 


none 




Score 


.76 




Exons 


24. .1145 










Seq. No. 


3481 




Seq. ID 


OJ990822 49 0207 


.C21 


Rpnp No 


7396 




Strand 


-}- 




Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.o2. 


L. W 


Method 


TBLASTX * Whpat 




Start 


14 4 .-. - 




End 


398. 




GI ' 


none 




Score 


212 




Exons 


144. .398, 179. .292, 317. 


.379 








Seq. No. 


3481 




Seq. ID 


OJ990822_49.0207 


.C21 


Gene No 


7396 




Strand 


+ 




Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


147 




End 


1045 




GI 


none 




Score 


228 




Exons 


147. .698, 717. .797, 813. 


.1028 


, 860. .1045 ' 




Seq. No. 


3481 




Seq. ID 


OJ990822_49.0207 


.C21 


Gene No - 


7396 




Strand 


+ 




Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.ol. 


Liu 


Method 


TBLASTX: Maize 




Start 


342 




End 


790 




GI 


none 




Score 


535 




Exons 


342. .788, 343. .639, 344. 


.790 








Seq. No. 


3481 




Seq. ID 


OJ990822_49.0207 


.C21 


Gpnp No 


7396 




Strand 


+ 




Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


439 




End 


791 




GI 


none 




Score 


145 




Exons 


439. .786, 444. .791, 449. 


.730, 


453. .785 






Seq. No. 


3481 




Seq. ID 


OJ990822_49.0207 


.C21 


Gene No. 


7396 




Strand 


+ 




Start 


1 




End 


1256 




Name 


OJ990822 49.0207.C21.o2. 


gp 


Method 


AAT/GAP 




Start 


623 




End 


1256 





3629 






GI 


4714986 




Score 


1144 






Exons 


623. .1256 












GI Descrip. 


4519936/dbj IBAA75812.il 


3.0e- 


38 (AB019186) RPR1 [Oryza 


sativa] 




Seq. No. 


3481 




Seq. ID 


OJ990822 49.0207 


.C21 






7396 




Strand 


-f ~~ 






Start 


1 




End 


1256 






Name 


OJ990822 49.0207.C21.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


791 




End 


1153 






GI 


none 




Score 


295 






Exons 


791. .1153, 792. .1145, 964. .1146 








Seq. No. 


3482 




Seq. ID 


OJ990822 49 0207 


.C22 






7397 




Strand 








Start 


903 




End 


1367 






Name 


OJ990822 49.0207.C22.ol 


.gs 


Method 


GENSCAN 






Start 


903 ~~ 




End 


1367 






GI 


none 




Score 


.71 






Exons 


903., 1367 












Seq. No. 


3483 




Seq. ID 


OJ990822 49 0207 


.C23 




Gene No. 


7398 




Strand 


+ 






Start 


1 




End 


24 66 






Name 


OJ990822 4 9. 0207 .C23.ol 


.np 


Method 


AAT/NAP 






Start 


1 ~ 




End 


2466 






GI 


4519936 




Score 


2639 




sssr 

: s n 

::: s 

I y 


Exons 


1 . .2466 










GI Descrip. 


(AB019186) RPR1 [Oryza 


sativa] 






Q 


Seq. No. 


3483 




Seq. ID 


OJ990822 49 0207 


.C23 


Ll! 


Opnp No 


7399 




Strand 








Start 


3135 




End 


6960 




! s=F 


Name 


OJ990822 49.0207.C23.o2 


.ts 


Method 


TBLASTX: Soybean 




ru 


Start 


256 ~ 




End 


706 






GI 


none 




Score 


134 






Exons 


256. .417, 257. .418. 413 


. .499, 


506. .619 


, 521. .658, 656.. 


706 




Seq. No. 


3483 




Seq. ID 


OJ990822 49 0207 


.C23 




Gene No. 


7399 




Strand 








Start 


3135 




End 


6960 




.: =3. 

U 


Name 


OJ990822 49.0207.C23.ol 


. tc 


Method 


TBLASTX* Cress 






. Start 


266 




End 


1636 






GI 


none 




Score 


42 






Exons 


266. .346, 344. .418, 419 


. .499, 


536. .724 


, 815. .907, 977.. 


1123, 






1133. .1291, 1514.. 1636 












Seq. No. 


3483 




Seq. ID 


OJ990822_49.0207 


.C23 




Gene No. 


7399 




Strand 








Start 


3135 




End 


6960 






Name 


OJ990822 49.0207.C23.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


737 




End 


2346 






GI 


none 




Score 


58 






Exons 


737. .790, 809. .997, 835 


. .906, 


977. .1129, 985. .1116, 1136. .1255 






1526. .1705, 2200. .2346 












Seq. No. 


3483 




Seq. ID 


OJ990822_49.0207 


.C23 




Gene No . 


.7399 




Strand 







3630 




Start 


3135 








End 


6960 


Name 


OJ990822 49. 


0207 


.C23.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


803 








End 


1104 


GI 


none 








Score 


140 


Exons 


803. .997, 841. .969, 971 


. .1102 


, 1009.. 


1104 


Seq. No. 


3483 








Seq. ID 


OJ990822_49.0207.C23 


Gene No . 


7399 








Strand 




Start 


3135 








End 


6960 


Name 


OJ990822 49. 


0207 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1016 








End 


1357 


GI 


none 








Score 


479 


Exons 


1016 1357, 


1016 


. . 1348, 


1017. 


.1349, 1231.. 1356 


Seq. No. 


3483 








Seq. ID 


OJ990822_49.0207.C23 


Gpne No 


7399 








Strand 




Start 


3135 








End 


6960 


Name 


OJ990822 49 


0207 


.C23 . o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


1445 








End ' 


1735 


GI 


none 








Score 


213 


Exons 


1445. .1735, 


1483 


. . 1629 








Seq. No. 


3483 








Seq. ID 


OJ990822_49.0207.C23 


Gene No. 


7399 








Strand 




Start 


3135 * 




- 




End' . 


6960 


Name 


OJ990822 49 


0207 


. C23.o2 


. tm 


Method ■ 


TBLASTX: Maize 


Start 


1679 _ 








End 


2110 


GI 


none 








Score 


309 


Exons 


1679. .1909, 


1679 


. .1915, 


1681. 


.1953, 1681.. 1938, 1906.. 1959, 




1935. .2108, 


1991 


. .2110 








Seq. No. 


3483 








Seq. ID 


OJ990822_49.0207.C23 


Gene No. 


7399 








Strand 




Start 


3135 








End 


6960 


Name 


OJ990822 49. 


0207 


.C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1776 ~~ 








End 


2111 


GI 


none 








Score 


36 


Exons 


1776. .1877, 


1781 


. .1903, 


1786. 


.1881, 1815.. 1895, 1904.. 2053, 




1911. .2102, 


1935 


. . 2111, 


1973. 


.2110 




Seq. No. 


3483 








Seq. ID 


OJ990822_4 9.0207.C23 


Gene No. 


7399 






- 


Strand 




Start 


3135 








End 


6960 


Name 


OJ990822 49 


0207 


.C23.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2111 ~~ 








End 


2478 


GI 


none 








Score 


108 


Exons 


2111. .2194, 


2112 


. .2195, 


2112. 


.2198, 2113. .2202, 2157. .2408, 




2203. .2478, 


2206 


. .2463 








Seq. No. 


3483 








Seq. ID 


OJ990822_4 9.0207.C23 


Gene No. 


7399 








Strand 




Start 


3135 








End 


6960 


Name 


OJ990822 49. 


0207 


.C23.o2 


.gs 


Method 


GENSCAN 


Start 


3135 








End 


6860 


GI 


none 








Score 


.53 


Exons 


3135. .3205, 


3483 


. .3640, 


6139. 


.6250, 6851.. 6860 



3631 



Seq: No. 3483 

Gene No. 7399 

Start 3135 

Name OJ990822_49 . 0207 .C23.o4 . tm 

Start 6397 

GI none 
Exons 



Seq. ID OJ990822_49.0207.C23 
Strand 

End 6960 

Method TBLASTX: Maize 

End 6867 

Score 276 



6397.. 6768, 6403. .6597, 6486.. 6656, 6706.. 6804, 6790.. 6867, 
6799. .6867 



Seq. No. 3483 

Gene No. 7399 

Start 3135 

Name OJ990822_4 9 . 0207 . C23 . o3 . tw 

Start 6598 

GI none 

Exons 6598.. 6957, 6646.. 6960 



Seq. ID OJ990822_49.0207.C23 
Strand 

End 6960 

Method TBLASTX : Wheat 

End 6960 

Score 232 



Seq. No. 3484 

Gene No! 7400 

Start 9 

Name OJ990822_4 9 . 0207 . C25 . ol . gs 

Start 9 

GI none 

Exons 9. .341 



Seq. ID OJ990822_49.0207.C25 
Strand 

End 341 

Method GENSCAN 

End 341 

Score .44 



Seq. No. " 3485 

Gene No. 7401 

Start 6566 

Name OJ990822_4 9 . 0207 . C26 . o2 . gs 

Start 6566 

GI none 

Exons 6566.. 7219 



Seq. ID OJ990822_49.0207.C26 

Strand + 

End 7219 

Method GENSCAN 

End 7219 

Score .59 



Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3485 
7402 
156 

OJ990822_4 9.0207.C26.ol.np 
156 

6721547 
156. .408 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448 



Seq. ID OJ990822_49.0207.C26 
Strand 

End 408 

Method AAT/NAP 

End 408 

Score 60 



3486 
7403 
1 

OJ990822_49.0207.C27.ol.np 
1 

4680207 
1..266, 743. .2568 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. ID OJ990822_49.0207.C27 

Strand + 

End 5825 

Method AAT/NAP 

End 2568 

Score 634 



Seq. No. 3486 

Gene No. 7403 

Start 1 

Name OJ990822_4 9 . 0207 .C27 .ol . gs 

Start ' 53 



Seq. ID OJ990822_49.0207.C27 

Strand + 

End 5825 

Method GENSCAN 

End 5825 



3632 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none " Score . 6 

53.-266/ 659.. 2614, 3408.. 3457, 4399.. 4505, 5659.. 5825 



Seq. ID OJ990822_49.0207.C27 

Strand + 

End 5825 

Method TBLASTX: Wheat 

End 1586 

Score 166 

1424, 1176.. 1298, 1323. .1355, 1427.. 1498, 1428.. 1514, 
1586 



3486 
7403 
1 

OJ990822_4 9 . 0207 . C27 . ol . tw 
1176 
none 
1176. 
1533. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3487 Seq. ID OJ990822_4 9 . 0207 . C28 

7404 Strand 

92 End 397 

OJ990822_4 9 . 0207 . C28 . ol . gp Method AAT/GAP 

92 End 397 

72524_1.R1084 Score 413 

92. .397 

, 5091496/dbj I AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



3487 Seq. ID 

7405 Strand 

4 23 End 
OJ990822_4 9 . 0207 . C28 . ol . gs Method 

423 End 

none Score 
423. .618 



OJ990822_49.0207.C28 

618 ■ 
GENSCAN 
618 
.9 



Seq. No. 3488 Seq. ID 

Gene No. 7406 Strand 

Start 1384 End 

Name OJ990822_4 9 . 0207 . C2 9 . ol . gs Method 

Start 1384 End 

GI none Score 

Exons 1384 . . 1881 



OJ990822_4 9.0207.C29 
+ 

1881 
GENSCAN 
1881 
.74 



Seq. No. 3488 Seq. ID 

Gene No. 7407 Strand 

Start 2984 End 

Name 0 J990822_4 9 . 0207 . C2 9 . ol . np Method 

Start 2984 End 

GI 6721512 Score 

Exons 2984.. 3115, 4419.. 4459 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990822_49.0207.C29 
+ 

4459 
AAT/NAP 
4459 
62 



Seq. No. 3489 

Gene No. 7408 

Start 1 

Name OJ990822_4 9 . 0207 . C30 . ol . np 

Start 1 

GI 4680186 

Exons 1..225 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990822_49.0207.C30 

Strand + 

End 225 

Method AAT/NAP 

End 225 

Score 316 



Seq. No. 



3489 



Seq. ID OJ990822_49.0207.C30 



3633 



Gene No. 7409 Strand 

Start 1 End .158 

Name OJ990822_49 . 0207 .C30 . ol . gp Method AAT/GAP 

Start 1 End 158 

GI uC-osflcyp033a04bl Score 291 

Exons 1..158 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 3489 Seq. ID 

Gene No. 7410 ... Strand 

Start 902 End 

Name OJ990822_4 9 . 0207 . C30 . o2 . gs Method 

Start 902 End 

GI none Score 

Exons 902.. 1074 



OJ990822_49.0207.C30 

1074 
GENSCAN 
1074 
.51 



Seq. No. 3490 ' ^ Seq. ID 

Gene No. 7411 * Strand 

Start 7592 End 

Name OJ990822_49 . 0207 . C31 . o2 . gs Method 

Start 7592 End 

GI none Score 
Exons 7592.. 7626, 8615.. 10823, 10847 .. 11524 , 

12448. .13941, 14880 .. 15119, 15211 .. 15384 , 17017 

17535.. 17929 



OJ990822_49.0207.C31 

17929 
GENSCAN 
17929 
.42 

11645. .12415, 

17065, 



imi Seq. No. 

! s jf Gene No. 

U Start 

LJ Name 

:.3 Start 

Exons 

-.3 

[•^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



3490 
7411 
7592 

OJ990822_49.0207.C31.o2.np 

8688 

5922631 

8688.. 8812, 9071.. 9315, 9574, 



OJ990822_49.0207.C31 
+ 

17929 
AAT/NAP 
17893 
6535 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9773, 9819. .10394, 10437 10587, 
10714. .11636, 12243. .14134, 17284. .17893 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to « 
region of the predicted, . gene. ; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



3490 Seq. ID 

7411 Strand 
7592 End 
OJ990822_49 . 0207 . C31 . ol . gp Method 
16195 End 
uC-osflcyp033a04bl Score 
16195. .16576 

, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990822_49.0207.C31 
+ 

17929 
AAT/GAP 
16576 
675 



3490 Seq. ID 

7412 Strand 

20841 End 

OJ990822_49 . 0207 . C31 . o4 . gs Method 



OJ990822_49.0207.C31 
+ 

21653 
GENSCAN 



3634 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20841 End 21653 

none Score . 95 
,20841. .21245, 21573.. 21653 

3490 Seq. ID OJ990822_49. 0207 .C31 

7413 Strand + 

24467 End 24761 

OJ990822_4 9 . 0207 . C31 . o3 . gp Method AAT/GAP 

24467 End 24761 

61605_3.R1084 Score 465 

24467. .24761 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 3490 

Gene No. 7414 

Start 279 

Name ■ OJ990822_49. 0207 .C31 .ol .gs 

Start 279 

GI none 
Exons 



Seq. ID OJ990822_49.0207.C31 



Strand 
End 

Method 

End 

Score 



8559 
GEN SCAN 
-5678 
.64 



279. .2137, 2170. .3233, 3239. .3374, 3603. .3813, 4011. .4120, 
4291. .4369, 4461. .4571, 5256. .5678 



Seq. No. 
3 Gene No. 
3 Start 
f\ Name 

Start 
~ GI 
=| Exons 
y GI Descrip. 

y Seq. No. 

Gene No. 

»' Start 

^ Name 

J Start 

£ GI 

«% Exons 



3490 
..7414* 
279 

OJ990822_49.0207.C31.ol.np 
282 

4680179 



8559 
AAT/NAP 
8559 
4692 

282. .3681, 3715.. 3842, 6028. .6115, 8462.. 8559 
(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990822_49.0207.C31 
Strand - :• ■*■ 

End 

Method 
End 
Score 



3490 Seq. ID 

7415 Strand 

18255 End 

OJ990822_4 9.0207. C31 . o3 . gs Method 

18255 End 

.none ' Score 



OJ990822_49.0207.C31 

21176 
GENSCAN 
20597 
.94 



!18255. .18599, 18630 .. 18706, 18743 .. 18880, 18952 19165, 
19216. .19403, 19480. .19614, 19738 .. 19871, 19916 .. 20205, 
20292.. 20597 



Seq. No. 3490 

Gene No. 7415 

Start 18255 

Name OJ990822_4 9 . 0207 . C31 . o3 . np 

Start 18258 

GI 6691716 

Exons 18258. .18706, 18776 .. 18892, 
19480. .19653, 19730 .. 19838, 

GI Descrip. 



Seq. ID OJ990822_49.0207.C31 
Strand 

End 21176 
Method AAT/NAP 
End 21176 
Score 2473 
19042. .19141, 19216. .19403, 
19916. .20094, 20292.. 21176 
(AP000492) hypothetical protein [Oryza sativa-] 
gi I 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



3490 
74i6 
23747 



Seq. ID 

Strand 

End 



OJ990822 49.0207.C31 



23881 



3635 



Name 

Start 

GI 

Exons 



OJ990822_4 9 . 0207 . C31 . o5 . gs Method GENSCAN 

23747 End 23881 

none Score .83 
23747. .23881 



Seq. No. 3490 Seq. ID 

Gene No. 7417 Strand 

Start 25125 End 

Name OJ990822_4 9 . 0207 . C31 . oil . tw Method 

Start . 327 End 

GI none Score 

Exons 327.. 659, 348.-656, 391.. 660 



OJ990822_49.0207.C31 
25535 

TBLASTX: Wheat 

660 

124 



Seq. No. 3490 Seq. ID 

Gene No. 7417 Strand 

Start 25125 End 

Name OJ990822_4 9 . 0207 . C31 . ol . tm Method 

Start 507 End 

GI none Score 
Exons 



OJ990822_49.0207.C31 
25535 

TBLASTX: Maize 

1106 

119 



507. .947, 522. .785, 523. .948, 945. .1106, 952. .1098 





Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 




Gene No. 


7417 






Strand 






Start 


25125 






. End 


25535 




Name 


OJ99Q822 49 


.0207 


.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


660 . 






" End 


1286 


:n 


GI 


none 






Score 


277 


:: : 

y 


Exons 


660. .1286, 


661. . 


1230, 945.. 


1280 




: =r 


Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


: I 


Gene No. 


7417 






Strand 




J 


Start 


25125 






End 


25535 


Name 


OJ990822 49 


.0207 


.C31.o5. tm 


Method 


TBLASTX: Maize 




Start 


1155 






End 


1446 




GI 


none 






Score 


212 


s 


Exons 


1155. .1445, 


1159 


. .1446 






''4 


Seq. No. 


3490 






Seq. ID 


OJ990822_4 9.0207 




Gene No. 


7417 






Strand 






Start 


25125 






End 


25535 




Name 


OJ990822 49 


.0207 


.C31.o2.ts 


Method 


TBLASTX : Soybean 


3 


Start 


1245 






End 


1505 




GI 


none 






Score 


155 




Exons 


1245. .1505, 


1246 


. .1500 







Seq. No. 


3490 








Seq. ID 


OJ990822_49.0207 


.C31 


Gene No. 


7417 








Strand 






Start 


25125 








End 


25535 




Name 


OJ990822 49, 


,0207, 


.C31.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1269 








End 


1586 




GI 


none 








Score 


85 




Exons 


1269. .1412, 


1270, 


. .1410, 


1413. 


.1586 






Seq. No. 


3490 








Seq. ID 


OJ990822_49.0207 


.C31 


Gene No. 


7417 








Strand 






Start 


25125 








End 


25535 




Name 


OJ990822 49. 


,0207, 


.C31.o2 


.tw 


Method 


TBLASTX: Wheat 





3636 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1293 
none 

1293.. 1829, 1294.. 1860 



End 
Score 



1860 
334 



3490 
7417 

25125 End 
OJ990822_4 9 . 0207 . C3 1 . o2 . tm Method TBLASTX : Mai ze 
1860 End 2213 

none Score 
1860. .2213, 1864. .2211 



Seq. ID OJ990822_49.0207.C31 
Strand 

25535 



226 



3490 
7417 

25125 End 
OJ990822_4 9 . 0207 . C31 . o3 . tw Method TBLASTX : Wheat 

1863 End 2284 

none Score 

1863. .2240, 1864. .2208, 2219. .2284 



Seq. ID OJ990822_49.0207.C31 
Strand 

25535 



321 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Ly Seq. No. 

. =% Gene No . 

^ Start 

■ & Name 

* Start 

U GI 
Exons 



3490 
7417 

25125 End 
OJ990822_4 9 . 0207 . C3 1 . o4 . tm Method TBLASTX : Mai ze 
2249 . End 12274 

none Score 50 

2249. .2563, 2292. .2342, 2370. .2423, 2570. .2749, 2619. .2741, 
12116.. 12274 



Seq. ID OJ990822_49.0207.C31 
Strand 

25535 



3490 
7417 

25125 End 
OJ990822_4 9 . 0207 . C31 . ol5 . tw Method TBLASTX : Wheat 

2285 f End 2438 

none Score 

2285. .2437, 2291. .2434, 2301. .2438 



Seq. ID OJ990822_49.0207.C31 
Strand 

25535 



98 



Seq. No. . 3490 

Gene No. 7417 

Start 25125 End 

Name OJ990822_4 9. 0207 .C31 .ol . ts . Method TBLASTX: Soybean 

Start 2300 End 12520 

GI none Score 170 

Exons 2300.. 2659, 2301.. 2576, 2619.. 2657, 2663.. 2695, 2664.. 2693, 
12203.. 12520 



Seq. ID OJ990822_49. 0207.C31 
Strand 

25535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3490 Seq. ID OJ990822_49 . 0207 . C31 

7417 Strand 

25125 End 25535 

OJ990822_4 9 . 0207 . C31 . o4 . tw Method TBLASTX : Wheat 

2438 End 12427 

none Score 487 

2438. .2827, 12008 .. 12427 , 12008 .. 12310, 12010. .12426 



3490 
7417 
25125 



Seq. ID .OJ990822_49.0207.C31 
Strand 

End 25535 



3637 



Name 

Start 

GI 

Exons 



OJ990822_4 9 . 0207 . C31 . 06 . tm Method TBLASTX : Mai ze 

2756 End 12112 

none Score 338 

2756. .2986, 11783 12112, 11824. .12111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3490 
7417 
25125 

OJ990822_4 9.0207.C31.o5.tw 

2909 

none 



Seq. ID OJ990822_49.0207.C31 
Strand 

End 25535 

Method TBLASTX : Wheat 

End 11977 

Score 417 



2909. .2986, 11617 .. 11976, 11618 .. 11977, 11624. .11977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3490 
7417 
25125 

OJ990822_4 9.0207.C31.ol3.tw 

3286 

none 



Seq. ID OJ990822_49.0207.C31 
Strand 

End 25535 

Method TBLASTX : Wheat 

End 3654 

Score 68 



3286.-3399, 3287. .3400, 3445. .3654, 3446. .3598 



Seq. No. 

Gene No. 
p Start 
.'^ Name 
It Start 

gi 

I y Exons 

Q 



ru 



a 



3490 
7417 
25125 

OJ990822_4 9.0207.C31.ol0.tm 

3337 

none 

3337. .3660 



Seq. ID OJ990822_49.0207.C31 
Strand 

End 25535 

Method TBLASTX: Maize . 

End 3660 

Score 189 



Seq. No. 


3490 




Seq. ID 


OJ990822_49.0207 


Gene No. 


7417 




Strand 




Start 


25125 




End 


25535 


Name 


OJ990822 49.0207.C31 


.ol2. tw 


Method 


TBLASTX: Wheat 


Start 


9999 




End 


10400 ■ 


GI 


none 




Score 


277 


Exons 


9999. .10400 








Seq. No. 


3490 




Seq. ID 


OJ990822_49.0207 


Gene No. 


7417 




Strand 




Start 


25125 




End 


25535 


Name 


OJ990822 49.0207.C31, 


.olO.tw 


Method 


TBLASTX: Wheat 


Start 


11009 




End 


11410 


GI 


none 




Score 


340 


Exons 


11009. .11410, 11152.. 


.11391 






Seq. No. 


3490 




Seq. ID 


OJ990822_49.0207 


Gene No. 


7417 




Strand 




Start 


25125 




End 


25535 


Name 


OJ990822 49.0207.C31, 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


12371 




End 


12798 


GI 


none 




Score 


115 


Exons 


12371. .12481, 12453., 


.12608, 


124 81. . 12 609, 12630. .12761, 




12631. .12774, 12772.. 


.12798 






Seq. No. 


3490 




Seq. ID 


OJ990822_49.0207 


Gene No. 


7417 




Strand 




Start 


25125 




End 


25535 



3638 




Name 


OJ990822 49.0207.C31 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12481 






-End 


12885 




GI 


none 






Score 


396 




Exons 


12481. 


.12885, 12492. 


.12884 








Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


-C31 


Gene No. 


7417 






Strand 






Of -> >-+- 


25125 






End 


25535 




Name 


OJ990822 49.0207.C31 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


12913 






End 


13301 




GI 


none 






Score 


88 




Exons 


12913. 


.13017, 12921. 


.13007, 


13057. .13128, 13062. .13127, 






13161. 


.13301, 13177. 


.13299 








Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


.C31 


Gene No . 


7417 






Strand 


- 




Start 


25125 






End 


25535 




Name 


OJ990822 49.0207.C31 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


12922 






End 


13346 




GI 


none 






Score 


408 




Exons 


12922. 


.13344, 12930. 


.13346 








Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


-C31 


Gene No. 


7417 






Strand 






Start 


25125 






End 


25535 




Name 


OJ990822 49.0207.C31 


.o9.tm 


Method 


' TBLASTX: Maize 




Start 


13174 






End 


13428 




GI 


none 






Score 


190 




Exons 


13174. 


.13428 










Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


.C31 


Gene No . 


7417 






Strand 






Start 


25125 






End 


25535 




Name 


OJ990822 49.0207.C31 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


13657 






End 


14019 




GI 


none 






Score 


401 




Exons 


13657. 


.13980, 13680. 


.13964, 


13966. .14019, 13971.. 14018 




Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


.C31 


bene ino . 


7417 






Strand 






Start 


25125 






End 


25535 




Name 


OJ990822 49.0207.C31 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


13663 






End 


14049 




GI 


none 






Score 


375 




Exons 


13663. 


.14049, 13707. 


.13973, 


13858. .14049 




Seq. No. 


3490 






Seq. ID 


OJ990822_49.0207 


.C31 


Gene No. 


7417 






Strand 






C 4- -i ~-4- 

btart 


25125 






End 


25535 




Name 


OJ990822 49.0207.C31 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


17314 






End 


17917 




GI 


none 






Score 


53 




Exons 


17314. 


.17361, 17364. 


.17468, 


17473. .17565, 17474. .177 94, 






17780. 


.17917 










Seq. No. 


3490 






Seq. ID 


O'J990822_49.0207 


.C31 


Gene No. 


7417 






Strand 







3639 



Start 
Name 
Start 
GI 

Exons 



25125 Enci 

OJ990822_4 9 . 0207 . C31 . 08 . tm Method 

17624 End 

none Score 



25535 

TBLASTX: Maize 

17878 

165 



17624. .17797, 17776 17877, 17777.. 17878 



Seq. No. 


3490 


Seq. ID 


OJ990822_49.0207.C31 


Gene No. 


7417 


Strand 


- 


Start 


25125 


End 


25535 


Name 


OJ990822 49.0207.C31.ol4.tw 


Method 


TBLASTX: Wheat 


Start 


20766 


End 


21056 


GI 


none 


Score 


58 . 


Exons 


20766. .21056, 20803.. 20910 






Seq. No. 


3490 


Seq. ID 


OJ990822_4 9.0207.C31 


Gene No. 


7417 


Strand 




Start 


25125 


End 


25535 


Name 


OJ990822 49.0207.C31.o4.np 


Method 


AAT/NAP . 


Start 


25125 


End 


25535 


GI 


6063554 


Score 


125 


Exons 


25125. .25297, 25398.. 25535 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7185C 


(E0464) ,098611 (E0464) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


3491 


Seq. ID 


OJ990822_49.0207.C32 


Gene No. 


7418 


Strand 




Start 


584 


End 


724 


Name 


OJ990822 49.0207.C32.ol.gs 


Method 


GENSCAN 


Start 


584 


End 


724 


GI 


none 


Score 


. 6 


Exons 


584. .724 






Seq. No. 


3492 


Seq. ID 


OJ990602_10.0228.C2 


Gene No. 


7419 


Strand 




Start 


104 


End 


308 


Name 


OJ990602 10.0228.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


104 


End 


308 - 


,GI * 


none 


Score 


90 


Exons 


104.. 253, 124.. 258, 125. ,259, 


129. .308 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



3493 Seq. ID 

7420 Strand 

514 End 

OJ990602_10.0228.C3.ol.ts Method 

514 End 

none Score 



OJ990602_10.0228.C3 
834 

TBLASTX : Soybean 

822 

61 



514. .624, 515. .625, 671. .781, 706. .783, 706. .822 



3493 
7420 
514 

OJ990602_10.0228.C3.ol.tm 

551 

none 



Seq. ID OJ990602_10.0228.C3 
Strand 

End 834 

Method TBLASTX : Maize 

End 834 

Score 94 



551. .625, 553. .627, 553. .624, 704. .820, 706. .834, 706. .822 



3640 






Seq. No. 


3494 




Seq. ID 


OJ990602_10.0228. 


C9 




Gene No. 


7421 




Strand 








Start 


412 




End 


501 






Name 


OJ990602 10 0228 C9 ol < 




Method 


AAT/GAP 






Start 


412 




End 


501 






GI 


3760640 




Score 


110 






Exons 


412. .501 












GI Descrip. 


4176420/dbj |BAA37167| 2 


.Oe-11 


(AB008097) cytochrome P450 






[Arabidopsis thaliana] 












Seq. No. 


3495 




Seq. ID 


OJ990602_10.0228. 


Cll 




ucllc LNU . 


1 *i £. c. 




otrana 








Start 


191 




End 


505 






Name 


OJ990602 10.0228.Cll.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


191 




End 


505 






GI 


none 




Score 


126 






Exons 


191. .286, 192. .287, 210 


. .287, 


398. .505, 


400. .504 






Seq. No. 


3495 




Seq. ID 


OJ990602_10.0228. 


Cll 




LNU . 


1 *i £. £. 




otrana 








Start 


191 




End 


505 






Name 


OJ990602 10.0228.Cll.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


192 




End 


487 




"Z 


GI 


none 




Score 


104 




Mi 


Exons 


192. .287, 218. .283, 393- 


. .473, 


398. .487, 


400. .483 




fy 


Seq. No. 


3496 




Seq. ID 


OJ990602_10.0228. 


C15 




C~\ rx M /-\ 
ucllc LNU . 






Strand 








Start 


2931 




End 


3248 






Name 


OJ990602 10.0228.C15.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


2618 




End 


2909 




ru 


GI 


none 




Score 


234 






Exons 


2618.. 2800, 2622.. 2801*, 


2802. 


.2909 






: i : 


Seq. No. 


3496 




Seq. ID 


OJ990602_10.0228. 


C15 


* y 


OClltS LNU . 






Strand 






I s * 


Start 


2931 




End 


3248 




"s s5 


Name 


OJ990602 10.0228.C15.ol 


.tc 


Method 


TBLASTX: Cress 




1. _s 


Start 


2621 




End 


2909 






GI 


none 




Score 


252 






Exons 


2621.. 2800, 2625.. 2801, 


2808. 


.2909, 2810. .2902 






Seq. No. 


3496 




Seq. ID 


OJ990602_10.0228. 


C15 




OCIlc LNU • 






Strand 








Start 


2931 




End 


3248 






Name 


OJ990602 10.0228.C15.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2633 




End 


2909 






GI 


none 




Score 


262 






Exons 


2633. .2800, 2634. .2801, 


2802. 


.2909, 2825. .2899 






Seq. No. 


3496 




Seq. ID 


OJ990602_10.0228. 


C15 




Gene No. 


7423 




Strand 








Start 


2931 




End 


3248 






Name 


OJ990602 10.0228.C15.ol 


.gp 


Method 


AAT/GAP 






Start 


2931 




End 


3248 






GI 


2280610 




Score 


598 






Exons 


2931. .3248 











3641 



Seq. No. - 3497 Seq. ID OJ990602_10 . 0228 . C17 

Gene No. 7424 Strand 

Start 138 End . 256 

Name OJ990602_10 . 0228 . C17 . ol . gp Method AAT/GAP 

Start 138 End 256 

GI LIB3477-003-P1-K1-E9 Score 137 

Exons 138.. 256 

GI Descrip. ' 24 98586/sp | Q40638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 3498 Seq. ID 

Gene No. 7425 Strand 

Start 170 End 

Name OJ990602_10 . 0228 . C20 . ol . tw Method 

Start 170 End 

GI none Score 

Exons 170.. 460, 171.. 428 



OJ990602_10.0228.C20 
460 

TBLASTX: Wheat 

460 

155 



m 



Seq.. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons . . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3499 Seq. ID 

7426 Strand 

1 End 
OJ990602_10 . 0228 . C2 1 . ol . tm Method 

1 End 

none Score 

1..168, 3. .161, 259. .285 



OJ990602_10.0228.C21 
503 

TBLASTX: Maize 

285 

241 



OJ990602 10.0228.C21 



3499 Seq. ID 

7426 Strand 
1 End 
OJ990602_10 . 0228 . C2 1 . ol . t s Method 
1 End 
5605823 Score 
1..162, 3. .143, 259.-399, 259.-399, 260 
2651302 4.0e-67 (AC002336) hypothetical protein [Arabidopsis 
thaliana] 



503 

TBLASTX : Soybean 

503 

132 

400, 477. .503 



3500 Seq. ID 

7427 Strand 
828 End 
OJ990602_10 . 0228 . C23 . ol . gp Method 
828 End 
59584JL.R1084 Score 
828. .1169 

* 3738230/dbj | BAA337 94 | 1.0e-22 (AB007790) DREB2A [Arabidopsis 
thaliana] >gi_4126706_dbj_BAA36705_ (AB016570) DREB2A 
[Arabidopsis thaliana] ? 



OJ990602_10.0228.C23 
+ 

1169 

AAT/GAP. 

1169 

677 



Seq. No. 3500 Seq. ID 

Gene No. 7428 Strand 

Start 14 94 End 

Name OJ990602_10 . 0228 . C23 . ol . tc Method 

Start 688 End 

GI none Score 

Exons 688.. 1128, 702.. 1031 



OJ990602_10.0228.C23 
1687 

TBLASTX: Cress 

1128 

347 



3642 



u 



i.i 



Seq. No. 


3500 








Seq. ID 


OJ990602_10.0228 


.C23 


Gene No. 


7428 








Strand 






Start 


1494 








End 


1687 




Name 


OJ990602 10 


.0228 


.C23.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


772 








End 


1116 




GI 


none 








Score 


337 




Exons 


772. .1116, 


781. . 


1032, 789.. 1079 






Seq. No. 


3500 








Seq. ID 


OJ990602_10.0228 


.C23 


Gene No. 


7428 








Strand 






Start 


1494 








End 


1687 




Name 


OJ990602 10 


.0228 


.C23.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


817 








End 


1140 




GI 


none 








Score 


373 




Exons 


817. .1140, 


817. . 


1065, 818.. 1102, 822.. 


1103 




Seq. No. 


3500 








Seq. ID 


OJ990602_10.0228 


-C23 


Gene j*jo m 


'7428 








Strand 






Start 


1494 








End 


1687 




Name- 


OJ990602 10 


.0228 


.C23.o2 




Method 


AAT/GAP 




Start 


1494 








End 


1687 




GI 


none 








Score 


348 




Exons 


1494. .1687 














Seq. No. 


3500 








Seq. ID 


OJ990602_10.0228 


.C23 


Gene No . 


7429 








Strand 






Start 


1937 








End 


2584 




Name 


OJ990602 10 


.0228 


.C23.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1937 








End 


2249 




GI 


none 








Score 


154 




Exons 


1937. .2242, 


1946 


. .2248, 


1998 . 


.2249 






Seq. No. 


3500 








Sea. ID 


OJ990602JL0.0228 


.C23 


G@n@ No . 


7429 








Strand 






Start 


1937 








End 


2584 




Name 


OJ990602 10 


.0228 


.C23.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1943 








End 


2518 




GI 


none 








Score 


55 




Exons 


1943... 2425, 


2474 


. .2518 










Seq. No. 


3500 








Seq. ID 


OJ990602_10.0228 


.C23 


Gene a 


7429 








Strand 






Start 


1937 








End 


2584 




Name 


OJ990602 10 


.0228 


.C23.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2166 








End 


2584 




GI 


none 








Score 


- 595 




Exons 


2166. .2579, 


2167 


. .2577, 


2168. 


.2584 






Seq. No. 


3500 








Seq. ID 


OJ990602JL0.0228 


.C23 


Gene No . 


7429 








Strand 






Start 


1937 








End 


2584 




Name 


OJ990602 10 


. 0228 


.C23.o3 


. tc 


Method 


TBLASTX : Cress 




Start 


2333 








End 


2584 




GI 


none 








Score 


165 




Exons 


2333. .2584, 


2358 


. .2579 










Seq. No. 


3501 








Seq. ID 


OJ990602_10.0228 


.C24 



3643 



.sa. 

Li ! 

m 



: s 

Q 



flonp Ma 


7430 




Qt- rand 




Start 


629 




End 


1003 


Name 


OJ990602 10.0228.C24.;ol 


.tc 


Method 


TBLASTX: Cress 


Start 


125 




End 


310 


GI 


none 




Score 


106 


Exons 


125. .310, 131. .310 








Seq. No. 


3501 




Seq. ID 


OJ990602_10.0228.C24 




7430 




St rand 




Start 


629 




End 


1003 


Name 


OJ990602 10.0228.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


307 




End 


539 


GI 


none 




Score 


251 


Exons 


307.. 483, 308.. 535, 309 


. .539 






Seq. No. 


3501 




Seq. ID 


OJ990602_10.0228.C24 


riprip No 


7430 




Strand 




Start 


629 




End 


1003 


Name 


OJ990602 10.0228.C24.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


542 




End 


988 


GI 


none 




Score 


59 


Exons 


542. .637, 543. .635, 650 


. .823, 


869. .988, 


880. .987 


Seq. No. 


3501 




Seg. ID. 


OJ990602_10.0228.C24 




74 ^0 




^ t" r*-a ri H 




Start 


629 




End 


1003 


Name 


OJ990602 10.0228.C24.ol 


.gp 


Method 


AAT/GAP 


Start 


629 




End 


1003 


GI 


none 




Score 


738 


Exons 


629. .1003 








Seq. No. 


3502 




Seq. ID 


OJ990602_10.0228.C25 




7431 




Strand 




Start 


859 




End 


1209 


Name 


OJ990602 10.0228.C25.o2 


.gp 


Method 


AAT/GAP 


Start 


859 




End 


1209 


GI 


426963 




Score 


632 


Exons 


859. .1209 








Seq. No. 


3503 




Seq. ID 


OJ990602_10.0228.C26 


Gene No. 


7432 




Strand 




Start 


239 




End 


1324 


Name 


OJ990602 10.0228.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


239 




End 


1324 


GI 


none 




Score 


83 


Exons 


239. .328, 254. .331, 412 


. .495, 


414 . .497, 


417. .497, 419. .508, 




423.. 482, 1166.. 1324, 1167.. 1322, 1175. 


.1324, 1175. .1297, 




. 1208. . 1324, 1209. .1265, 


1232. 


.1318, 1245. .1298 


Seq. No. 


3504 




Seq. ID 


OJ990602_10.0228.C28 


Gene No. 


7433 




Strand 


+ 


Start 


469 




End 


567 


Name 


OJ990602 10.0228.C28.ol 


.gp 


Method 


AAT/GAP 


Start 


469 




End 


567 


GI 


2796811 




Score 


143 


Exons 


469. .567 









3644 



Seq. No. 3505 

Gene No. 7434 

Start 1 

Name OJ990602_10 . 0228 . C32 . ol . gp 

Start 1 

GI 2310876 

Exons 1 . .143 



Seq. ID OJ990602_10.0228.C32 
Strand 

End 143 

Method AAT/GAP 

End 143 

Score 265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990602_10.0228 .C34 
Strand + 

1087 
AAT/GAP 
1079 
516 



3506 
7435 
161 

OJ990602_10.0228.C34.ol.gp 
161 

22365_2.R1084 
161. .277, 895. .1079 

'2651302 7.0e-10 (AC002336) hypothetical protein [Arabidopsis 
thaliana] ' 



End 

Method 

End 

Score 



3506 
7435 
161 

OJ990602_10 . 0228 . C34 .ol . tm 

927 

none 

-927. .1079, 929.. .1087 



Seq. ID OJ990602_10.0228.C34 

Strand + 

End 1087 

Method TBLASTX : Mai ze 

End 1087 

Score . 212 



Seq. No. 3507 

Gene No. 7436 

Start 1 

Name OJ990602_10 . 0228 . C4 1 . ol . gp 

Start 1 

GI 3766731 

Exons 1..60, 164.. 231, 357.. 668 

GI Descrip. 2651302 7.0e-10 (AC002336) hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ990602_10.0228.C41 

Strand + 

End 668 

Method AAT/GAP 

End 668 

Score 725 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



3507 
7437 
1132 

OJ990602_10.0228.C41.ol.tm 
1 

none 



Seq. ID OJ990602_10.0228.C41 
Strand 

End 2311 

Method ' TBLASTX : Mai ze 

End 4 92 

Score 94 



1..66, 3. .65, 4. .66, 5. .73, 161. .229, 162. .230, 162. .230, 
163. .234, 164. .286, 349. .492, 354. .434 



3507 
7437 
1132 

OJ990602_10.0228.C41.o2.gp 
1132 

22365 2.R1084 



Seq. ID OJ990602_10.0228.C41 
Strand 

End 2311 

Method AAT/GAP 

End 2311 

Score 1129 



1132. .1400, 1746. .1805, 1892. .2096, 2188. .2311 

'2651302 7. 0e-10 (AC002336) hypothetical protein [Arabidopsis 

thaliana] 1 



3507 
7437 



Seq. ID OJ990602_10.0228.C41 
Strand 



3645 



Start 
Name 
Start 
GI 

Exons 



1132 End 2311 

OJ990602_10 . 0228 . C4 1 . o3 . tm Method TBLASTX : Maize 
1284 End 2003 

none Score 149 

1284. .1403, 1285. .1404, 1746. .1829, 1747. .1848, 1872.. 1997, 
1880.. 1996, 1893.. 2003 



Seq. No. 3507 Seq. ID OJ990602_10 . 0228 . C4 1 

Gene No. 7437 Strand 

Start 1132 End 2311 

Name OJ990602_10 . 0228 . C41 . ol . tc Method TBLASTX: Cress 

Start 1305 End 2310 

GI none Score 41 

Exons 1305.. 1403, 1755.. 1808, 1771.. 1809, 1880.. 1999, 1890.. 1967, 

2040.. 2099, 2056.. 2100, 2188.. 2310, 2189.. 2302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

; iS Seq. No. 

!;!| Gene No. 

1 =J Start 

U Name 

! : y Start 

a gi 

Exons 

: 



□ Seq. No. 

Gene No. 

1,4 Start 

] *l Name 

\i Start 

U GI 

Q Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3507 
7437 
1132 

OJ990602_10, 

2061 

none 

2061. .2099, 
2189. .2311 

3508 
7438 
10 

OJ990602_10, 
10 

none 

10. .126, 12, 
640. .672 

3509 
7439 
2496 

OJ990602_10, 
87 

none 

87. .212, 88, 

3509 
7439 
2496 

OJ990602_10. 
2496 
2427608 
2496. .2628, 



Seq. ID OJ990602_10.0228.C41 
Strand 

End 2311 

0228 . C41 . o2 . tm Method TBLASTX: Maize 

• End 2311 

Score 51 

2062.. 2100, 2062.. 2124, 2180.. 2311, 2188.. 2310, 



Seq. . ID OJ990602_10.0228.C45 



0228.C45.ol.tm 



Strand 
End 

Method 

End 

Score 



675 

TBLASTX: Maize 

675 

160 



,128, 529. .654, 530. .655, 584. .670, 634. .675, 



Seq. ID OJ990602_10.0228.C46 

Strand + 

End 3596 

0228.C46.ol.tm Method TBLASTX: Maize 

End 342 

Score 149 
.240, 142. .342, 192. .266 

Seq. ID OJ990602_10.0228.C46 

Strand + 

End 3596 

0228.C4 6.ol.gp Method AAT/GAP 

End 3596 

Score 650 
2973.. 3030, 3408.. 3596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3509 
7440 
3506 

OJ990602_10. 

3506 

none 

3506. .3712, 



Seq. ID OJ990602_10.0228.C46 
Strand 

End 3732 

0228 . C4 6 . ol . ts Method TBLASTX : Soybean 

End 3732 

Score 108 
3511.. 3732, 3532.. 3720/ 3604.. 3714 



3646 



Seq. No. 3510 

Gene No. 7441 

Start 1 

Name OJ990602_10 . 0228 . C47 .ol . ts 

Start 1 

GI none 

Exons 1..390, 6.. 419, 33.. 335, 87 



OJ990602 10.0228.C47 



Seq. ID 
Strand 
End 

Method 
End 
Score 
353, 90. 

171. .272, 303. .362, 516. .557, 597. .875, 609. .728, 615. .860, 
615. .860, 750. .881, 849. .944, 861. .944, 876.-935, 888. .1016, 
888. .995, 888. .986, 897. .1151, 897. .1031, 1017. .1127, 
1032.. 1067, 1239.. 1376, 1545.. 1727, 1551.. 1790, 1551.. 1754, 
1554.. 1814, 1617.. 1925, 1692.. 1952, 1698.. 2036, 1764.. 2021, 
2052. .2174 



2195 

TBLASTX : Soybean 
2174 
155 

266, 93.. 272, 165.. 362, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



l3 



.1 

.6 



ru 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3510 
7441 
1 

OJ990602_10 
27 

none 

27. .137, 27 
72. .362, 81 
588. .773, 5 
678. .860, 7 
888. .1079, 
897. .1079, 
1080. .1151, 
1542. .1958, 
1551. .1895, 
1677. .1886, 
1818. .2021, 

3510 
7441 
1 

OJ990602JL0 . 0228 . C47 . ol . tw 
27 

none 



Seq. I 
Strand 
End 

0228.C47.ol.tc Method 
End 
Score 

..362, 27. .359, 27. .311, 
..290, 90. .137, 111. .272, 
97. .881, 597. ..830, 609. .8 
41. .962, 859. .1029, 882.. 
888. .1067, 888. .992, 888. 
897. .1004, 897. .1025, 898 
1248. .1328, 1254. .1334, 
1542. .1847, 1542. .1751, 
1581. .1751, 1605. .1940, 
1696. .1785, 1746. .1889, 
2040.. 2171, 2052.. 2195 



D OJ990602_10.0228.C47 
2195 

TBLASTX: Cress 
2195 
83 

27. .254, 28. .336, 42. .317, 

225. .362, 465. .569, 
87, 609.. 869, 657.. 860, 
1028, 882. .992, 885. .1097, 
.977, 894. .1025, 894. .992, 
. .1071, 1071. .1151, 
1362.. 1466, 1542. .2036, 
1542. .2033, 1551. .1928, 
1605. .1865, 1650. .1826, 
1762. .1845, 1777. .1959, 



Seq. ID OJ990602_10.0228.C47 



Strand 
End 

Method 

End 

Score 



2195 

TBLASTX: Wheat 

2183 

78 



27. .218, 39. .410, 40. .270, 609. .860, 2028. .2183 



3510 
7441 
1 

OJ990602_10.0228.C4 7.ol.tm 
81 

none 



Seq. ID OJ990602_10.0228.C47 
Strand 

End 2195 

Method TBLASTX : Maize 

End 1892 

Score 393 



81. .218, 90. .272, 291. .356, 514. .768, 519. .1067, 520. .1068, 
885. .1070, 1209. .1334, 1542. .1826, 1614. .1751, 1626. .1892, 
1692.. 1805 



Seq. No. 3511 Seq. ID 

Gene No. 7442 Strand 

Start 1 End 

Name OJ990 602_10 . 0228 . C4 9 . o3 . tm Method 

Start 1 End 

GI none . - Score 



OJ990602_10.0228.C49 
396 

TBLASTX: Maize 

294 

180 



3647 



Exons 



1..294, 2. .265 



Seq. No. 3511 Seq. ID 

Gene No. 7442 Strand 

Start 1 End 

Name OJ990602_10 . 0228 .C49 . o4 . tw Method 

Start 1 End 

GI none Score 

Exons 1..396, 80.. 238 



OJ990602_10.0228.C49 
396 

TBLASTX: Wheat 

396 

103 



Seq. No. 3511 Seq. ID 

Gene No. 7443 Strand 

Start 487 End 

Name OJ990602_10 . 0228 . C4 9 . o5 . tw Method 

Start 487 End 

GI none Score 

Exons 487.. 747, 598.. 786, 623.. 799 



OJ990602_10.0228.C4 9 
1260 

TBLASTX: Wheat 

799 

64 





'Seq. No. 


3511 


Seq. ID 


OJ990602_10.0228.C49 




Gene No. 


7443 


Strand 






Start 


487 


End 


1260 




Name 


OJ990602 


10.0228.C4 9.o2.ts Method 


TBLASTX : Soybean 




Start 


547 


End 


1113 




GI 


5666795 


Score 


68 


i=sJ 


Exons 


547. .747, 


802. .939, 1015. .1113 




; : fz 


GI Descrip. 


4206306 2 


.0e-10 (AF049110) prpol [Zea 


mays] 


i* ! E 


Seq. No. 


3511 


Seq. ID 


OJ990602_10 . 0228 .C4 9 


i.J 


Gene No. 


7443 


Strand 






Start 


487 


End 


1260 




Name 


OJ990602 


10 . 0228 . C4 9 . o3 . tw Method 


TBLASTX: Wheat 




Start 


802 


End 


1260 


ru 


GI 


none 


Score 


79 




Exons 


802. .951, 


803. .940, 805. .942, 998. .1171, 1012. .1260, 1012. .1236 


C3 


Seq. No. 


3511 


Seq. ID 


OJ990602_10.0228.C4 9 


""-4 


Gene No. 


7444 


Strand 




is t=5 


Start 


' 1861 


End 


2368 




Name 


OJ990602 


10.0228.C4 9.ol. ts Method 


TBLASTX: Soybean 




Start 


1861 


End 


2232 




GI 


none 


Score 


90 




Exons 


1861.. 2232, 2072.. 2215 





Seq. No. 


3511 








Seq. ID 


OJ990602_10.0228 


Gene No. 


7444 








Strand 




Start 


1861 








End 


2368 


Name 


OJ990602 10. 


0228 


.C49.o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


1886 








End 


2310 


GI 


none 








Score 


330 


Exons 


1886. .2305, 


1891 


. .2310 








Seq. No. 


3511 








Seq. ID 


OJ990602_10.0228 


Gene No. 


7444 








Strand 




Start 


1861 








End 


2368 


Name 


OJ990602 10. 


0228 


.C49.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


1984 








End 


2368 


GI 


none 








Score 


221 



3648 




Exons 1984.. 2367, 2003.. 2368 





Seq. No. 


3511 




Seq. ID 


OJ990602_10.0228 


.C49 




Gene No. 


7445 




Strand 








Start 


2395 




End 


2882 






Name 


OJ990602 10.0228.C49.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2395 




End 


2751 






GI 


none 




Score 


113 






Exons 


2395.-2685, 2395.. 2751, 


2405. 


.2716 








Seq, No. 


3511 




Seq. ID 


OJ990602_10.0228 


.C49 




Gene No. 


7445 




Strand 








Start 


2395 




End 


2882 






Name 


OJ990602 10.0228.C49.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


2419 




End 


2882 






GI 


none 




Score 


384 






Exons 


2419. .2880, 2420. .2881, 


2439. 


.2882 








Seq. No. 


3511 




Seq. ID 


OJ990602_10.0228 


.C49 




Gene No. 


7445 




Strand 








Start 


2395 




End 


2882 






Name 


OJ990602 10.0228.C49.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


2476 




End 


2841 




□ 


GI 


none 




Score 


117 




. n' 


Exons 


2476.. 2610, 2617.. .2841 










m 


Seq. No. 


3512 




Seq. ID 


OJ990602 10.0228 


.C52 


ni 


Gene No. 


7446 




Strand 








Start 


173 




End 


688 




! :l 


Name 


OJ990602 10.0228.C52.ol 


.tm 


Method 


TBLASTX: Maize 




, 


Start 


173 




End 


688 






GI 


none 




Score 


163 




! l J 


Exons 


173. .376, 180. .377, 199 


. .378, 


205. .378, 


216. .383, 476.. 


544, 






483. .548, 483. .548, 644 


. .688, 


644. .688 








Seq. No. 


3512 




Seq. ID 


OJ990602_10.0228 


.C52 




Gene No. 


7446 




Strand 






j st §. 


Start 


173 




End 


688 




. 


Name 


OJ990602 10.0228.C52.ol 


. tc 


Method 


TBLASTX: Cress 




□ 


Start 


199 




End 


378 






GI 


none 




Score 


132 






Exons 


199.. 378, 207.. 377 












Seq. No. 


3512 




Seq. ID 


OJ990602_10.0228 


.C52 




Gene No. 


7446 




Strand 








Start 


173 




End 


688 






Name 


OJ990602 10.0228.C52.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


199 




End 


526 






GI 


none 




Score 


147 






Exons 


199. .381, 207. .383, 476 


. . 526, 


482. .520 








Seq. No. 


3512 




Seq. ID 


OJ990602_10.0228 


.C52 




Gene No. 


7446 




Strand 








Start 


173 




End 


688 






Name 


OJ990602 10.0228.C52.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


207 




End 


383 






GI 


none 




Score 


73 





3649 






Exons 


207. .374, 216. .383, 226, 


. .378 








Seq. No. 


3512 




Seq. ID 


OJ990602_10.0228.C52 




Gene No. 


7447 




Strand 






Start 


773 




End 


1286 




Name 


OJ990602 10.0228.C52.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


773 




End 


1286 




GI 


none 




Score 


55 




Exons 


773. .832, 778. .849, 779, 


. .856, 


950. .991, 


1034.. 1075, 1175.. 1285, 






1221. .1286 










Seq. No. 


3512 




Seq. ID 


OJ990602_10.0228.C52 




UCllC LNU . 


7447 




^t- rand 






Start . 


773 




End 


1286 




Name 


OJ990602 10.0228.C52.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


776 




End 


1286 




GI 


none 




Score 


54 




Exons 


-776. .832, 779. .856, 950. 


. .985, 


992. .1075 


► , 1175. .1285, . 1224. .1286 




Seq. No. 


3513 




Seq. ID 


OJ990602_10.0228.C54 




Gene No. 


7448 




Strand 






Start 


295 




End 


1133 




Name 


OJ990602 10.0228.C54.ol. 


■ gp 


Method 


AAT/GAP 




Start. 


295 




End 


1133 




GI 


LIB3431-006-P1-K1-H11 




Score 


726 




Exons 


295.-326, 434. .520, 600, 


. .767, 


1004.. 1133 


i'fi 


GI Descrip. 


'225174/prf | | 1210248A 2, 


.Oe-11 


glutelin 


precursor [Oryza sativa] ' 




Seq. No. 


3514 




Seq. ID 


OJ990602_10.0228.C55 


! il 


Gene No. 


7449 




Strand 




•: -sr 


Start 


1306 




End 


1711 


'i » 
is ; s 


Name 


OJ990602 10.0228.C55.o2, 


. tm 


Method 


TBLASTX: Maize 


i y 


Start 


1306 




End 


1711 




GI 


none 




Score 


64 


: > » 


Exons 


1306.. 1350, 1308. .1379, 


1308. 


.1364, 1440. .1535, 1445.. 1525, 






1533.. 1628, 1582. .1701, 


1585. 


.1707, 1592. .1711 


l r 


Seq. No. 


3514 




Seq. ID 


OJ990602_10.0228.C55 




Gene No. 


7450 




Strand 






Start 


2010 




End 


2734 ■ 




Name 


OJ990602 10.0228.C55.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


2010 




End 


2734 ' 




GI 


none 




Score 


80 




Exons 


2010. .2036, 2403. .2480, 


2403. 


.2474, 2405. .2476, 2480. .2545, 






2483. .2542, 2490. .2546, 


2605. 


.2730, 2612.. 2734, 2623.-2733 




Seq. No. 


3515 




Seq. ID 


OJ990602_10.0228.C56 




Gene No. 


7451 




Strand 






Start 


417 




End 


3820 




Name 


OJ990602 10.0228.C56.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


417 




End 


3820 




GI 


none 




Score 


46 




Exons 


417. .464, 418. .456, 480. 


, .743, 


484 . .717, 


491. .736, 504. .743, 






1555. .1659, 1557. .1667, 


1559. 


.1699, 1559. .1666, 2039.. 2164, 






2049. .2153, 2309. .2419, 


2310. 


.2387, 276 


;6..2900, 2792.. 2872, 






3204. .3284, 3208. .3285, 


3715. 


.3792, 3716. .3820 



3650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990602_10.0228.C58 
Strand 

End 579 

Method TBLASTX: Maize 

End 579 

Score 39 

2. .40, 3. .32, 131. .199, 135. .200, 136. .198, 313. .477, 313. .480, 
556. .579 



3516 
7452 
2 

OJ990602_10 . 0228 . C58 . ol . tm 
2 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3517 
7453 
711 

OJ990602_10 . 0228 . C61 . ol . tm 

711 

none 



Seq. ID OJ990602_10.0228.C61 
Strand 

End 2115 
Method TBLASTX : Mai ze 
End 2115 
Score 7 9 

711. .809, 712. .819, 712. .819, 886. .1032, 886. .1032, 887. .1033, 
1342. .1398, 1344. .1397, 1565. .1666, 1576. .1677, 1577. .1660, 
1962.. 2105, 1977.. .2105, 2050.. 2115 



Seq. No. 3518 

Gene No. 7454 

Start 58 

, = Name OJ990602_10 . 0228 . C64 .ol . tw 

k t Start 58 
W GI ' none 

m Exons 58.. 348, 89.. 349 



Seq. ID OJ990602_10.0228.C64 
Strand 

End 34 9 

Method TBLASTX : Wheat 

End 34 9 

Score 112 



f=\ Seq. No. 
Gene No. 

: : = start 

w Name 

rU Start 

,. GI 

l== Exons 

^ GI Descrip. 



it 3 Seq. No. 

q Gene No. 

*Z Start 
Name 
Start 
GI 

Exons 



Seq. ID OJ990602_10.0228.C67 
Strand + 

434 

AAT/GAP 
434 
164 



3519 
7455 
314 

OJ990602_10.0228.C67.ol.gp 
314 

22365_2.R1084 
314. .434 

'2651302 7.0e-10 (AC002336) hypothetical protein [Arabidopsis 
thaliana] ' 



End 

Method 

End. 

Score 



3520 
7456 
213 

OJ990602_10.0228.C70.ol.tm 

213 

none 

213. .395, 218. .394 



Seq. ID OJ990602_10.0228.C70 

Strand* 

End 395 

Method TBLASTX : Mai ze 

End 395 

Score 188 



Seq. No. 3521 
Gene No. • 7457 

Start 141 

Name OJ990602_10 . 0228 . C76 . ol . tm 

Start 141 

GI none 
Exons 



Seq. ID OJ990602_10.0228.C76 
Strand 

End 540 

Method TBLASTX : Mai ze 

End 519 

'Score 147 



141. .323, 157. .321, 208. .399, 316. .519, 359. .427 



Seq. No. 3521 

Gene No. 7457 

Start 141 

Name OJ990602 10 . 0228 . C76 . ol . tw 



Seq. ID OJ990602_10.0228.C76 
Strand 

End 540 

Method TBLASTX : Wheat 



3651 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



159 End 540 

none Score 95 

159. .227, 316. .540, 317. .532 

3522 Seq. ID OJ990802_12 . 0218 .CI 

7458 Strand + 

1 End 4515 

OJ990802_12 . 0218 . CI . ol . np Method AAT/NAP 

1 End 4515 

133446 Score 202 

1..121, 2499.-2766, 4492. .4515 

DNA- DIRECTED RNA POLYMERASE BETA" CHAIN gi | 66986 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta 1 -2 chain - rice 
chloroplast gi | 11973 | emb | CAA33988 I (X15901) RNA polymerase beta 1 
subunit-2 [Oryza sativa] 



Seq. No. 


3522 


Seq. ID 


OJ990802 


_12.0218 .CI 


Gene No. 


7458 


Strand 


+ 




Start 


1 


End 


4515 




Name 


OJ990802 12.0218.Cl.ol.gs 


Method 


GEN SCAN 




Start 


266 


End 


318 




GI 


none 


Score 


.65 




Exons 


266. .318 








Seq. No. 


3522 


Seq. ID 


OJ990802 


_12.0218.C1 


Gene No. 


7459 


Strand 


+ 




Start 


10364 


End 


16644 




Name 


OJ990802 12.0218.Cl.o2.np 


Method 


AAT/NAP 




Start 


10364 


End 


16485 




GI 


6523547 


Score 


237 




Exons 


10364. .10511, 11295. .11787 


, 11926. .12171, 15803 


. .16065, 




16127. .16180, 16416. .16485 








GI Descrip. 


(AJ242540) hydroxyproline- 


rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


3522 


Seq. ID 


OJ990802 


_12.0218.C1 


Gene No. 


7459 


Strand 


+ 




Start 


10364 


End 


16644 




Name 


OJ990802 12.0218.Cl.o4 .gs 


Method 


GENSCAN 




Start 


14851 


End 


16644 




GI 


none 


Score 


.89 




Exons 


14851. .14872, 15251. .16644 









Seq. No. 3522 

Gene No. 74 60 

Start 20450 

Name OJ990802_12 . 0218 . CI . ol . gp 

Start 20014 

GI 21474_1.R1084 

Exons 20014. .20104 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990802_12.0218.C1 

22002 
AAT/GAP 
20104 
133 



hypothetical protein [Arabidopsis 



Seq. No. 3522 Seq. ID OJ990802_12 . 0218 . CI 

Gene No. 74 60 Strand 

Start 20450 End 22002 

Name OJ990802 12 . 0218 . CI . o5 . gs Method GENSCAN 



3652 



Start 
GI 

Exons 



20450 End 21899 

none Score .97 

20450. .20586, 20715 20743, 21076 .. 2118 6, 21283 21456, 

21568. .21899 



ri: 

i y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3522 
7460 
20450 

OJ990802_12.0218.Cl.o2.gp 
21668 

uC-osflcypl76f lObl 
21668.. 22002 

1 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. ID OJ990802_12.0218.C1 
Strand 

End 22002 

Method AAT/GAP 

End 22002 

Score 634 



3523 
7461 
1 

OJ990802_12.0218.C2.ol.np 
1 

4680204 
1..804 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990802_12.0218.C2 
. Strand 

End 804 

Method AAT/NAP 

End 804 

Score 47 9 



3523 
7461 
1 

OJ990802_12.0218.C2.ol.tw 

401 

none 



Seq. ID OJ990802_12.0218.C2 

Strand 

End 804 

Method TBLASTX : Wheat 

End 804 

Score 4 2 



401. .496, 401. .571, 534. .701, 566. .802, 653. .802, 688. .804 



Seq. ID OJ990802_12.0218.C3 

Strand + 

End 106 

Method AAT/GAP 

End 106 

Score 134 



3524 
7462 
1 

OJ990802_12.0218.C3.ol.gp 

1 

LIB3477-003-P1-K1-E9 
1..106 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



3524 
7463 
138 

OJ990802_12.0218.C3.ol.gs 

138 

none 

138. .434 ■ . 



Seq. ID OJ990802_12.0218.C3 

Strand + 

End 4 34 

Method GENSCAN 

End 434 

Score .72 



Seq. No. 3525 

Gene No. 7464 

Start 1 

Name OJ990802_12 .0218 . C6 . ol . np 

Start ' 1 



Seq. ID OJ990802_12.0218.C6 

Strand + 

End 8 96 

Method AAT/NAP 

End 8 96 



3653 



GI 4416302 Score 571 

Exons 1..896 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



'.•rs 

us 



^ J 

\ y 

t : 

■B ST 

u 

: =1 

£3 



Seq. No. 


3525 




Seq. ID 


OJ990802_12.0218.C6 


Gene No. 


7464 




Strand 


+ 


Start 


1 




End 


896 


Name 


OJ990802 


12.0218.C6.ol.gs 


Method 


GENSCAN 


Start 


26 




End 


813 


GI 


none 




Score * 


.81 


Exons 


26. .257, 


563.. 813 






Seq. No. 


3525 




Seq. ID 


OJ990802_12.0218.C6 


Gene No. 


7464 




Strand 


+ 


Start 


1 




End 


896 


Name 


OJ990802 


12.0218.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


44 




End 


577 


GI 


none 




Score 


238 


Ry on 

WAV 1 1 kj 


44 . .469, 


52. .189, 497. .577 






Seq. No. 


3525 




Seq. ID 


OJ990802_12.0218.C6 


Gene No. 


7464 




Strand 


+ 


Start 


1 




End 


896 


Name 


OJ990802 


12.0218.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


86 




End 


720 


GI 


none 




Score 


77 


Exons 


86. . 151, 


91. .153, 152. .574, 175. .270, 


260 . .466, 310 . . 567, 




565. .720 








Seq. No. 


3525 




Seq. ID 


OJ990802_12.0218.C6 


Gene No. 


7464 




Strand 


+ 


Start 


1 




End 


896 


Name 


OJ990802 


12.0218.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


260 




End 


720 


GI 


none 




Score 


218 


Exons 


260. .571, 


278. .457, 334. .564, 


592. .720 




Seq. No. 


3525 




Seq. ID 


OJ990802 12. 0218. C6 


Gene No. 


7464 ■ 




Strand 


+ 


Start 


1 




End 


896 


Name 


OJ990802 


12.0218.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


278 




End 


714 


GI 


none 




Score 


162 


Exons 


278. .568, 


283. .363, 592. .714 






Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No. 


7465 




Strand * 


+ 


Start 


1 




End 


1463 


Name 


OJ990802 


12.0218.C7.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1463 


GI 


4416302 




Score 


1501 


Exons 


1. .1463 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 


Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No. 


7466 




Strand 


+ 


Start 


3336 




End 


5826 



3654 





Name 


OJ990802 12. 0218. C7 


.o2 .gs 


Method 


GENSCAN 








Start 


3336 






End 


5826 








GI 


none 






Score 


.59 








Exons 


3336. , 


.3377, 4283.. 4453, 5806.. 5826 










Seq. No. 


3526 






Seq. ID 


OJ990802_ 


12.0218 


.C7 




Gene No. 


7467 






Strand 


+ 








Start 


8661 






End 


10608 








Name 


OJ990802 12. 0218. C7 


. o2 . np 


Method 


AAT/NAP 








Start 


8661 






End 


10608 








GI 


4680186 




Score 


237 








Exons 


8661. . 


.8688, 10400.. 


10608 












GI Descrip. 


{ AF1 1 1 7 0 9 ) unknown 


[Oryza sativa subsp 


. indica] 








Seq. No. 


3526 






Seq. ID 


OJ990802 


12.0218 


.C7 




Gene No . 


7468 






Strand 


+ 








Start 


15094 






End 


15949 








Name 


OJ990802 12. 0218. C7 


.o4 .gs 


Method 


GENSCAN 








Start 


15094 






End 


15949 








GI 


none 






Score 


.94 








Exons 


15094, 


,.15147, 15275 


• • 1 J J o o , 


15434. .15458, 15771. 


.15949 






Seq. No. 


3526 






Seq. ID 


OJ990802_ 


12.0218 


.C7 


;=? 


Genp No 


7469 






Strand 


+ 






I j 


Start 


20113 






End 


21164 






i;fl 


Name 


OJ990802 12. 0218. C7 


. \j i ■ y o 


Method 


GENSCAN 






I s y 


Start 


20113 






End 


21164 








GI 


none 






Score 


.94 






i j E 


Exons 


20113, 


..20493, 20787 


. .21164 












Seq. No. 


3526 






Seq. ID 


OJ990802_ 


12.0218 


.C7 


i y 


fipnp No 


7470 






Strand 


+ 








Start 


21608 






End 


22837 






; :=i 


Name 


OJ990E 


J02_12.0218.C7 


.08. gs 


Method 


GENSCAN 








Start 


21608 






End 


22837 






'« 


GI 


none 






Score 


.65 








Exons 


21608. 


..21883, 21947 


. .22151, 


22818. .22837 






ri 


Seq. No. 


3526 






Seq. ID 


OJ990802_ 


12.0218 


.C7 . 


• =iC E 


Gene No. 


7471 






Strand 


+ 








Start 


24767 






End 


30222 








Name 


OJ990802 12. 0218. C7 


.o4 .np 


Method 


AAT/NAP 








Start 


24140 




End 


30222 








GI 


6466937 




Score 


2339 








Exons 


24140. 


.24316, 25770 


. .26398, 


26447. .30061, 30176. 


.30222 






GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein 


[Arabidopsis 






thaliana] 














Seq. No. 


3526 






Seq. ID 


OJ990802 


12.0218 


.C7 




Gene No. 


74 71 






Strand 


+ 








Start 


24767 






End 


30222 








Name 


OJ990802 12. 0218. C7 


. o9.gs 


Method 


GENSCAN 








Start 


24767 






End 


30077 








GI 


none 






Score 


.57 








Exons 


24767. 


.24905, 25097 


. .25200, 


25283. .26371, 26524. 


.26695, 








26840. 


.27835, 27970 


. .28221, 


28510. .28650, 28816. 


.28925, 








29499. 


.30077 













3655 



Seq. No. 3526 

Gene No. 7472 

Start 10156 

Name OJ990802_12 . 0218 . C7 . ol . gp 

Start 10156 

GI uC-osflcyp033a04bl 

Exons 10156. .10538 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990802_12.0218.C7 
Strand 

End 10538 

Method AAT/GAP 

End 10538 

Score 676 



Seq. No. 3526 
Gene No. 7473 
Start 10999 

Name OJ990802_12 . 0218 . C7 . o3 . np 

Start 10999 
GI 6907087 
Exons 10999. .11100, 11639.. 12720 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990802_12.0218.C7 
Strand 

End 12720 

Method AAT/NAP 

End 12720 

Score 1004 



Seq. No. 3526 

Gene No. 7474 

Start 16269 

Name OJ990802_12 . 0218 . C7 . o5 . gs 

Start 16269 

GI none 

Exons 16269. .16508, 16539.. 16784 



Seq. ID OJ990802_12.0218.C7 
Strand 

End 16784 

Method GENSCAN 

End 16784 

Score .66 



' ss f 

h I' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3526 
7475 
18106 

OJ990802_12.0218.C7.ol.ts 
2 

5509260 



Seq. ID OJ990802_12.0218.C7 
Strand 
End 

Method 
End 
Score 



2. .271, 6. .272, 276. .428, 278. .430 



18704 

TBLASTX : Soybean 

430 

297 



Seq. No. 3526 

Gene No. 7475 

Start 18106 ' 

Name OJ990802_12 . 0218 . C7 . ol . tw 
Start ' 27 

GI none 
Exons 



Seq. ID OJ990802_12.0218.C7 
Strand 

End 18704 

Method TBLASTX : Wheat 

End 419 

Score 35 

27. .62, 63. .272, 69. .194, 71. .208, 238. .270, 240. .275, 275. .415, 
276. .419 



Seq. No. 3526 

Gene No. 7475 

Start 18106 

Name OJ990802JL2 . 0218 . C7 . ol . tc 

Start 44 

GI none 

Exons 44.. 271, 48.. 272 



Seq. ID OJ990802_12.0218.C7 
Strand 

End 18704 

Method TBLASTX : Cress 

End 272 

Score 205 



Seq. No. 



3526 



Seq. ID OJ990802_12.0218.C7 



3656 



Gene No. 7 475 Strand 

Start 18106 End 

Name OJ990802_12 . 0218 . C7 . 06 . tm Method 

Start 86 End 

GI none Score 

Exons 86.. 271, 87.. 272, 275.. 535, 276.-548 



18704 

TBLASTX: Maize 

548 

227 



Seq. No. 3526 Seq. ID 

Gene No. 7475 Strand 

Start 18106 End 

Name OJ990802_12 . 0218 .C7 .o5.tw Method 

Start 609 End 

GI none Score 

Exons 609.. 758, 783.. 1040 



OJ990802_12.0218.C7 
18704 

TBLASTX: Wheat 

1040 

109 



Seq. No. 3526 Seq. ID 

Gene No. 7475 Strand 

Start 18106 End 

Name OJ990802_12 . 0218 .C7 . o2 . tm Method 

Start 768 End 

GI none Score 

Exons 768.. 1442, 794.. 1399, 1152.. 1463 



OJ990802_12.0218.C7 
18704 

TBLASTX: Maize 

1463 

710 



m 

ry 



: e *=s 
□ 



,1436, 1226. .1318 



□ Seq. No. 3526 Seq. ID 

i.1 Gene No. 7475 ^r '- Strand 

Start 18106 End 

Name OJ990802_12 . 0218 .C7 .o2 . ts Method 

Start 804 End 

M GI none Score 

Ly Exons 804.. 1193, 992.. 1150, 1212. 

Seq. No. 3526 Seq. ID 

¥ Gene No. 7475 Strand 

Start 18106 End 

J Name OJ990802_12 . 0218 .C7 .o2 . tc Method 

J Start 1077 End 

GI none Score 

Exons 1077 . . 1208, 1197 . . 1442 

Seq. No. 3526 Seq. ID 

Gene No. 7475 Strand 

Start 18106 End 

Name OJ990802_12 . 02 18 . C7 . 08 . tw Method 

Start 1077 End 

GI * none Score 

Exons 1077.. 1202, 1221.. 1397 



OJ990802_12.0218.C7 
18704 

TBLASTX : Soybean 

1436 

267 



OJ990802_12.0218.C7 
18704 

TBLASTX: Cress 

1442 

80 



OJ990802_12.0218.C7 
18704 

TBLASTX: Wheat 

1397 

91 



Seq. No. 3526 Seq. ID 

Gene No. 747 5 Strand 

Start 18106 End 

Name OJ990802_12 . 0218 . C7 . 06 . gs Method 

Start 18106 End 

GI none Score 

Exons 18106. .18356, 18425.. 18704 



OJ990802_12.0218.C7 

18704 
GENS CAN 
18704 
. 61 



Seq. No. 
Gene No. 



3526 
7476 



Seq. ID 
Strand 



OJ990802 12. 0218. C7 



3657 



LJ 



: :;=r 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26419 End 

OJ990802_12 . 0218 . C7 . o7 . tm Method 

26419 End 

none Score 
26419. .26556, 26451 .. 26519, 
26951. .27010, 26956.. 27090 



27090 

TBLASTX: Maize 
27090 
129 

26559-. .26852, 26617 .. 26865, 



3526 
7477 
27145 

OJ990802_12 . 0218 . C7 . o5 . tm 

27145 

none 

27145. .27627, 27195.. 27605 



3526 
7477 
27145 

OJ990802_12.0218.C7. 

27250 

none 

27250. .27702, 27258, 



Seq. ID OJ990802_12.0218.C7 
Strand 

End 27702 

Method TBLASTX: Maize 

End 27627 

Score 508 



Seq. ID OJ990802_12.0218.C7 
Strand 

27702 

TBLASTX: Wheat 
27702 
349 



End 

Method 
End 
Score 



o3 . tw 

.27611, 27400. .27696, 27636.. 27698 



3526 
747-7 
27145 

OJ990802_12.0218.C7.o5.ts 

27286 

none 

27286. .27600 



Seq. ID OJ990802_12.0218.C7 

Strand . 

End 27702 

Method TBLASTX : Soybean 

End 27600 

Score 203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3526 
7478 
27643 

OJ990802_12 . 0218 . C7 . 08 . tm 
27643 
none 

27643. .27705, 2764 6 .. 27903, 27751.. 27903 



Seq. ID OJ990802_12.0218.C7 
Strand 

28490 

TBLASTX: Maize 
27903 
83 



End 

Method 

End 

Score 



3526 
7478 
27643 

OJ990802_12.0218.C7.o6.tw 
27781 
none 

27781. .27942, 27783 .. 27938 , 27953 .. 28126, 27969.. 28163 



Seq. ID OJ990802_12.0218.C7 
Strand 

28490 

TBLASTX: Wheat 
28163 
113 



End 

Method 

End 

Score 



3526 
7478 
27643 

OJ990802_12 . 0218 . C7 . o3 . tm 
27996 
none 

27996. .28490, 28013 .. 28483, 28029.. 28490 



Seq. ID OJ990802_12.0218.C7 
Strand 

28490 

TBLASTX: Maize 
28490 
539 



End 

Method 

End 

Score 



3526 
7478 



Seq. ID OJ990802_12.0218.C7 
Strand 



3658 




Start 


27643 




End 


28490 


Name 


OJ990802 12. 0218. C7 


.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


28073 




End 


28328 


GI 


none 




Score 


206 


Exons 


28073. .28222, 28074 


. .28328, 


28110. .28223 


Seq. No. 


3526 




Seq. ID 


OJ990802 12. 0218. C7 


Gene No . 


7479 




Strand 




Start 


28509 




End 


30137 


Name 


OJ990802 12. 0218. C7 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


28509 




End 


28907 


GI 


none 




Score 


323 


Exons 


28509. .28907, 28664 


. .28906 






Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No . 


7479 




Strand 




Start 


28509 




End 


30137 


Name 


OJ990802 12. 0218. C7 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


28740 




End 


29375 


GI 


none 




Score 


763 


Exons 


28740. .29375, 28826 


. .29374, 


28902. .29375 


Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No . 


7479 




Strand 




Start " 


28509 




End 


30137 


Name 


OJ990802 12. 0218. C7 


,o3. ts 


Method 


TBLASTX : Soybean 


Start 


28764 




End 


29147 


GI 


none 




Score 


318 


Exons. 


28764. .29147, 28835 


. .29056 






Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No . 


7479 




Strand 




Start 


28509 




End 


30137 


Name 


OJ990802 12. 0218. C7 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


28995 




End 


29588 


GI 


none 




Score 


304 


Exons 


28995. .29381, 29436 


. .29588 






Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No. 


7479 




Strand 




Start 


28509 




End 


30137 


Name 


OJ990802 12. 0218. C7 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


29382 




End 


30137 


GI 


none 




Score 


377 


Exons 


29382. .29783, 29513 


. .29731, 


29778. .30029, 29813 .. 30007, 




30060. .30137 








Seq. No. 


3526 




Seq. ID 


OJ990802_12.0218.C7 


Gene No . 


7479 




Strand 




Start 


28509 




End 


30137 


Name 


OJ990802 12. 0218. C7 


. o7 . tw 


Method 


TBLASTX: Wheat 


Start 


29594 




End 


29852 


GI 


none 




Score 


219 


Exons 


29594. .29818, 29595 


. .29852 






Seq. No. 


3527 




Seq. ID 


OJ990802_12.0218.C8 


Gene No. 


• 7480 




Strand 


+ 



3659 



Start 


4947 


Name 


OJ990802_12 


Start 


4947 


GI 


4680203 


Exons 


4947. .5024, 


GI Descrip. 


(AF114171) 1 


Seq. No. 


3527 


Gene No. 


7480 


Start 


4947 


Name 


OJ990802 12 


Start 


5821 


GI 


2310235 


Exons 


5821. .5858, 


GI Descrip. 


5852182/emb 




sativa] 


Seq. No. 


3527 


Gene No. 


7480 


Start 


4947 


Name 


OJ990802 12 


Start 


6275 


GI 


342 1.R1084 


Exons 


6275. . 9946 


GI Descrip. 


'4574406/gb 




sativa] 1 


Seq. No. 


3527 


Gene No. 


7481 


Start 


3061 


Name 


OJ990802JL2 


Start 


3061 


GI 


4680186 


Exons 


3061. .3257, 


GI Descrip. 


(AF111709) i 


Seq. No. 


3527 


Gene No. 


7482 


Start 


6608 


Name 


OJ990802 12 


Start 


6608 


GI 


none 


Exons 


6608. .6715, 


Seq. No. 


3527 


Gene No. 


7483 


Start 


6894 


Name 


OJ990802 12 


Start 


6894 


GI 


none 


Exons 


6894. .6977, 


Seq. No. 


3527 


Gene No. 


7483 


Start 


6894 


Name 


OJ990802 12 


Start 


7056 



End 

Method 
End 
Score 



9946 
AAT/NAP 
9581 
3337 



Seq. ID OJ990802_12.0218.C8 

Strand + 

End 9946 

Method AAT/GAP 

End 7347 

Score 301 



Seq. ID OJ990802_12.0218.C8 

Strand + 

End 9946 

Method AAT/GAP 

End 994 6 

Score 6145 



Seq. ID OJ990802_12.0218.C8 
Strand 

End 5014 

Method AAT/NAP 

End 5014 

Score 130 



Seq. ID OJ990802_12.0218.C8 
Strand 

End 6965 

18.C8.o4.tw Method - TBLASTX: Wheat 

End 6965 ' 

Score 103 

6608.. 6715, 6622.. 6729, 6712.. 6963, 6720.. 6962, 6723.-6965 

Seq. ID OJ990802_12.0218.C8 
Strand 

End 7767 

18.C8.ol.ts Method TBLASTX: Soybean 

End 7323 

Score 98 

6894..6977, 6895.. 6969, 6970. .7032, 7027. .7323, 7081. .7305 

Seq. ID OJ990802_12.0218.C8 
Strand 

End 7767 

18.C8.ol.tc Method TBLASTX: Cress 

End 7404 



3660 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
7056. .7208, 7063. .7404, 7248. .7385 

3527 
7483 
6894 

OJ990802_12 . 0218 . C8 . o2 . tw 
7192 
none 

7192.. 7245, 7200.. 7235, 7246. 
7359.. 7451, 7432.. 7656, 7452. 

3527 Seq. ID 

7483 Strand 

6894 End 

OJ990802_12 . 0218 . C8 . ol . tm Method 

7237 End 

none Score 

7237. .7491, 7249. .7491, 7501. .7695 

3527 Seq. ID 

7483 Strand 

6894 End 

OJ990802_12 . 0218 . C8 . o2 . ts Method 

7525 End 

none Score 
7525. .7767 



316 



Seq. ID OJ990802_12.0218.C8 
Strand 

End 7767 
Method TBLASTX : Wheat 
End 7 661 

Score 62 

7350, 7257.. 7346, 7354.. 7452, 
7661, 7453..76S6, 7455.. 7661 



OJ990802_12.0218.C8 
7767 

TBLASTX: Maize 

7695 

247 



OJ990802_12.0218.C8 
7767 

TBLASTX : Soybean 

7767 

'216 



ij Seq. No. 3527 

LJ Gene No. 74 84 

Start 7800 

Name OJ990802_12 . 0218 . C8 . o3 . tw 

;y Start 7800 

GI none 

p Exons 7800.. 7850, 7801.. 7863, 7869. 

: y 8125.. 8208 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8051, 



OJ990802 12. 0218. C8 



8210 

TBLASTX: Wheat 
8210 
87 

7873. .8091, 8124. .8210, 



Seq. No. 3527 
Gene No. 7485 
Start 8211 

Name OJ990802_12 . 0218 . C8 . ol . tw 

Start 8211 
GI none 

Exons 8211.. 8627, 8211.. 8690, 8212. 

8693.. 9112, 8796.. 9113, 9123. 
9174.. 9233, 9212.. 9352, 9213. 



Seq. ID OJ990802_12.0218.C8 
Strand 

End 9527 
Method TBLASTX : Wheat 
End 9527 
Score 234 

.8637, 8537.. 8656, 8691.. 9128, 
.9167, 9127.. 9162, 9170.. 9265, 
.9353, 9366. .9446, 9435. .9527 



Seq. No. 3527 Seq. ID 

Gene No. 7485 Strand 

Start 8211 End 

Name OJ990802_12 . 0218 . C8 . o2 . tm Method 

Start 8254 End 

GI none Score 

Exons 8254.. 8568, 8265.. 8540, 8338.. 8568 

Seq. No. 3527 Seq. ID 

Gene No. 7485 Strand 



OJ990802_12.0218.C8 
9527 

TBLASTX: Maize 

8568 

309 



OJ990802 12. 0218. C8 



3661 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8211 End 
OJ990802_12 . 0218 . C8 . o2 . tc Method 
8495 End 

none - Score 



9527 

TBLASTX: Cress 

8946 

84 



8495.-8677, 8499.. 8627, 8499.. 8690, 8503.. 8637, 8510.. 8656, 
8691.. 8945, 8693.. 8941, 8695.. 8946, 8796.. 8945 



3528 
7486 
269 

OJ990802_12 . 0218 . C9 . ol . gs 

269 

none 



Seq. ID OJ990802_12.0218.C9 

Strand + 

End 13144 

Method GENSCAN 

End 4 901 

Score .66 



269. .342, 1204. .2625, 2700. .3799, 3909. .4082, 4179. .4289, 
4374. .4446, 4719. .4901 



Seq. No. 
Gene No. 
"%tart 
Name 
Start 
GI 

Exons 
5 GI Descrip. 



3528 
7486 
269 

OJ990802_12.0218.C9.ol.np 

1189 

4680204 



Seq. ID OJ990802_12.0218.C9 

Strand + 

End 13144 

Method AAT/NAP 

End 13144 

Score 1085 



1189. .2625, 2700. .3799, 3909. .4082, 4179. .4398, 4749. .4848, 
13107.. 13144 

(AF114171) hypothetical protein [Sorghum bicolor] 





Seq. No. 


3528 




Seq. ID 


OJ990802_12. 


0218. C9 


ry 


Gene No. 


7486 




Strand 


+ 




i:3 


Start 


269 




End 


13144 




I 1 1 


Name 


OJ990802 12.0218. C9 


,o2.gp 


Method 


AAT/GAP 






Start 


10674 




End 


11988 






GI 


2349 1.R1084 




Score 


1720 




ry 


Exons 


10674. .10906, 11324 


. .11988 










GI Descrip. 


, 5852182/emb|CAB55420.1| 9. 


Oe-13 (AL117265) zhb0012 


.1 [Ory: 






sativa] 1 










'"'•4 


Seq. No. 


3528 




Seq. ID 


OJ990802_12. 


0218. C9 




Gene No. 


7486 




Strand 


+ 






Start 


269 




End 


13144 






Name 


OJ990802 12. 0218. C9 


o3.gs 


Method 


GENSCAN 




: ; ^ 

!; 


Start 


10727 




End 


11605 






GI 


none 




Score 


1 






Exons 


10727. .10906, 11324 


. .11605 










Seq. No. 


3528 




Seq. ID 


OJ990802_12. 


0218'. C9 




Gene No. 


7487 




Strand 


+ 






Start 


13617 




End 


14706 






Name 


OJ990802 12. 0218. C9 


. o4 .gs 


Method 


GENSCAN 






Start 


13617 




End 


14706 






GI 


none 




Score 


.76 






Exons 


13617. .13797, 14324 


. .14413, 


14645. .14706 






Seq. No. 


3528 




Seq. ID 


OJ990802JL2. 


0218. C9 




Gene No. 


7488 




Strand 








Start 


5257 




. End 


5350 






Name 


OJ990802 12. 0218. C9 


.ol.gp . 


Method 


AAT/GAP 






Start 


5257 




End 


5350 





3662 






GI 


21474 1.R1084 


Score 


143 




Exons 


5257. .5350 








GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidop 






thaliana] ' 








Seq. No. 


3528 


Seq. ID 


OJ990802_12.0218.C9 




Gene No . 


7489 


Strand 






Start 


13614 


End 


13736 




Name 


OJ990802 12.0218.C9.o2.np 


Method 


AAT/NAP 




Start 


13614 


End 


.13736 




GI 


4850407 


Score 


121 




Exons 


13614.. 13736 








GI Descrip. 


(AC007357) EST gb|T21221 comes from this gene. [Arabidopsi; 






thaliana] 








Seq. No. 


3528 


Seq. ID 


OJ990802_12.0218.C9 




Gene No. 


7490 


Strand 






Start 


19187 


End 


19854 




Name 


OJ990802 12.0218.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1832 


End 


2235 




GI 


none 


Score 


62 




Exons 


1832. .1972, 1832.. 1948, 1834 


..2070, 1834. .1983, 1935. .2075, 






2065.. 2235, 2140.. 2235 








Seq. No. 


3528 


Seq. ID 


OJ990802_12.0218.C9 




Gene No . 


7490 


Strand 




m 


Start 


19187 


End 


19854 


! M 


Name 


OJ990802 12.0218.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2236 


End 


2912 


! ! £ 


GI 


none 


Score 


69 


'is! 


Exons 


2236.. 2316, 2557.. 2628, 2691 


. .2912 






Seq. No. 


3528 


Seq. ID 


OJ990802_12.0218.C9 




Gene No . 


7490 


. Strand 




l3 


Start 


19187 


End 


19854 




Name 


OJ990802 12.0218.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3726 


End 


4248 


, 


GI 


none 


Score 


61 




Exons 


3726,. 3806, 3895.. 4077, 3945 


..4070, 4177. .4248 




Seq. No. 


3528 


Seq. ID 


OJ990802_12.0218.C9 




Gene No. 


7490 


Strand 






Start 


19187 


End 


19854 




Name 


OJ990802 12.0218.C9.o3.np 


Method 


AAT/NAP 




Start 


17260 


End 


17621 




GI 


4680204 


Score 


86 




Exons 


17260.. 17621 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


3528 


Seq. ID 


OJ990802_12.0218.C9 




Gene No. 


7490 


Strand 






Start 


19187 


End 


19854 




Name 


OJ990802 12.0218.C9.o5.gs 


Method 


GEN SCAN 




Start 


19187 


End 


19854 




GI 


none 


Score 


.76 




Exons 


19187. .19261, 19825.. 19854 







3663 





Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218.C11 






i h y ± 


Strand 


+ 






Start 


4059 


End 


5798 






Name 


OJ990802 12.0218.Cll.o2.gs 


Method 


GEN SCAN 






Start 


4059 


End 


5798 






GI 


none 


Score 


.67 






Exons 


4059. .4116, 4469. .4582, 4721 


..4895, 51.49. .5188, 


5667. .5798 




Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218.C11 




Gene No. 


7491 


Strand 


+ 






Start 


4059 


End 


5798 






Name 


OJ990802 12.0218.Cll.o2.np 


Method 


AAT/NAP 






Start 


4804 


End 


4926 






GI 


4850407 


Score 


100 






Exons 


4804. .4926 










GI Descrip. 


(AC007357) EST gb|T21221 comes from this gene. 


[Arabidopsis 






thaliana] 










Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218.C11 




Gene No. 


7492 


Strand 


+ 








21121 


End 


23610 






Name 


OJ990802 12.0218.Cll.o5.gs 


Method 


GENS CAN 






Start 


21121 


End 


23610 




; se t 


GI 


none 


Score 


.45- 






Exons 


21121. .21128, 22027. .22260, 


22362..22724, 22817 


..22942, 


m 




22948. .23204, 23480. .23610 








I'M 


Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218.C11 


: : 




7493 


Strand 


+ 




Q 


Start 


23979 


End 


25081 




: ^ 
'is? 


Name 


OJ990802 12.0218-. Cll. o6.gs 


Method 


GENSCAN 




ru 


Start 


23979 


End 


25081 




1 


GI 


none 


Score 


.47 






Exons 


23979. .24043, 24233. .24326, 


24914. .25081 






Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218.C11 


u 


Gene No. 


7493 


Strand 


+ 






Start 


23979 


End 


25081 




1:3 


Name 


OJ990802 12,0218. Cll.o5.np 


Method 


AAT/NAP 






Start 


24111 


End 


24756 






GI 


6721561 


Score 


129 






Exons 


24111. .24201, 24666. .24756 









GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 3529 Seq. ID 

Gene No. 7493 - Strand 

Start 23979 End 

Name OJ990802_12 . 0218 . Cll . ol . gp Method 

Start 24708 End 

GI uC-osflcyp088bl2bl Score 

Exons 24708. .24815 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ990802_12. 0218. Cll 
+ 

25081 
AAT/GAP 
24815 
137 



3664 






Seq. No. 


3529 


Seq. ID 


OJ990802 


12 . 0218 


.Cll 




Gene No. 


7494 


Strand 


+ 








Start " 


25585 


End 


25839 








Name 


OJ990802 12.0218.Cll.o7.gs 


Method 


GENSCAN 








Start 


25585 


End 


25839 








GI 


none 


Score 


.59 








Exons 


25585. .25839 












Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218 


.Cll 




Gene No. 


7495 


Strand 










Start 


1448 


End 


2295 








Name 


OJ990802 12.0218.Cll.ol.np 


Method 


AAT/NAP 








Start 


1447 


End j 


1569 








GI 


4850407 


Score 


102 








Exons 


1447. .1569 












GI Descrip. 


(AC007357) EST gb|T21221 comes from this gene. 


[Arabidopsis 






thaliana]- 












Sea. No. 


3529 


Seq. ID 


OJ990802 


_12.0218 


.Cll 




Gene No. 


7495 


Strand 










Start 


1448 


End 


2295 








Name 


OJ990802 12.0218.Cll.ol.gs 


Method 


GENSCAN 








Start 


1448 


End 


2295 






-.1 


GI 


none 


Score ■ 


.98 






'> w 

r F: 
: £ ; ; 


Exons 


1448. .1578, 1894. .2010, 2238. .2295 








i : i : 

! y 


Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218 


.Cll 


s & 


Gene No . 


7496 


Strand 








-li 


Start 


21846 


End 


26668 








Name 


OJ990802 12.0218.Cll.ol.tm 


Method 


TBLASTX : 


i^ai ze 






Start 


15719 


End 


17047 








GI 


none 


Score 


135 






"- 


Exons 


15719. .15781, 15735. .15866, 


15747. .15884, 16753 


. .17025, 




:3 

E 




16816. .16950, 16838. .17026, 


17006. .17047 






t . : 

•H 


Seq. No. 


3529 


Seq. ID 


OJ990802 


_12.0218 


.Cll 




Gene No. 


7496 


Strand 










Start 


21846 


- End 


26668 






" "*! 


Name 


OJ990802 12.0218.Cll.o3.np 


Method 


AAT/NAP 






: J 


Start 


21846 


End 


24637 








GI 


6815109 


Score 


907 








Exons 


21846. .21940, 22081 .. 23264 , 


24617. .24637 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


3529 


Seq. ID 


OJ990802 


__12.0218 


.Cll 




Gene No. 


7496 


Strand 










Start 


21846 


End 


26668 








Name 


OJ990802 12,0218. Cll.o4.np 


Method 


AAT/NAP 








Start 


23989 


End 


26668 








GI 


4680183 


Score 


124 








Exons 


23989. .24127, 26608.. 26668 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq. No. 


3530 


Seq. ID 


OJ990802 


_12.0218 


.C12 




Gene No. 


7497 


Strand 


+ 








Start 


564 


End 


5596 







3665 



i!3 



Name 


OJ990802 r2.0218.C12.ol.gs 


Method 


GENSCAN 




Start 


564 


End 


5556 




GI 


none 


Score 


.83 




Exons 


564.-673, 2189.. 2277, 2398.. 


2528, 4051 


..4260, 5344.. 5556 


Seq. No. 


3530 


Seq. ID 


OJ990802 


12.0218.C12 


Gene No. 


7497 


Strand 


+ 




Start 


564 


End 


5596 




Name 


OJ990802 12.0218.C12.ol.tm 


Method 


TBLASTX : 1 


Mai ze 


Start 


4102 . 


End 


5596 




GI 


none 


Score 


207 




Exons 


4102.. 4260, 4103.. 4258, 4357 


..4455, 4365. .4457, 


5333. .5500, 




5342.-5488/ 5347.. 5508, 5352 


..5507, 5503.. 5559, 


5507. .5596 


Seq. No. 


3531 


Seq. ID 


OJ990802 


_12.0218.C13 


Gene No. 


7498 


Strand 


+ 




Start 


714 


End 


1126 




Name 


OJ990802 12.0218.C13.o6.-gp 


Method 


AAT/GAP 




Start 


714 


End 


1126 




GI 


LIB3431-028-P1-N1-A10 


Score 


659 




Exons 


714. .785, 813. .1126 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-li! 




protein [Sorghum bicolor] 1 








Seq. No. 


3534- 


Seq. ID 


OJ990802 


_12.0218.C13 


Gene No. 


7499 


Strand 






Start 


14 


End 


1126 




Name 


OJ990802 12.0218.C13.ol.gp 


Method 


AAT/GAP 




Start 


14 


End 


1126 




GI 


342 1.R1084 


Score 


1700 




Exons 


14. .669, 705. .1126 








GI Descrip. 


'4574406/gb|AAD24042.1 | 0.0e+00 (AF121139) RIM2 


protein [Ory: 




sativa] ' 








Seq. No. 


3531 


Seq. ID 


OJ990802 


_12.0218.C13 


Gene No. 


7499 


Strand 






Start 


14 


End 


1126 




Name 


OJ990802 12.0218.C13.ol.np 


Method 


AAT/NAP 




Start 


798 


End 


1126 




GI 


4680203 


Score 


207 




Exons 


798. .1126 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


3532 . 


Seq. ID 


OJ990802 


_12.0218.C15 


Gene No. 


7500 


Strand 


+ 




Start 


1 


End 


196 




Name 


OJ990802 12.0218.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


196 




GI 


5922628 


Score 


116 ■ 




Exons 


1. .196 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016861 |dbj | BAA85204.il (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


3533 


Seq. ID 


OJ990802_ 


_12.0218.C18 


Gene No. 


7501 


Strand 






Start 


1 


End 


370 





3666 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

' ''Z Gene No. 

Start 
U= Name 
rLJ Start 

iM Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



£5 Seq. No. 
= l Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990802_12 . 0218 . C18 . ol . np Method AAT/NAP 
1 End 370 

5454198 Score 204 

1..370 

(AC005698) T3P18.12 [Arabidopsis thaliana] 



3533 
7501 
1 

OJ990802_12 . 0218 . C18 . ol . tm 
2 

none 



Seq. ID OJ990802_12.0218, 
Strand 

End 370 

Method TBLASTX : Mai ze 

End 352 

Score 55 



C18 



2. .61, 2. .70, 3. .74, 83. .352, 84. .230, 221. .352 

OJ990802 12.0218, 



3533 Seq. ID 

7501 Strand 

I End 
OJ990802_12 . 0218 . C18 . ol . tc Method 

II End 
none Score 
11. .61, 101. .175, 218. .334 

3533 Seq. ID 

7501 Strand 

1 End 
OJ990802_12.0218.C18.ol.gs Method 

24 End 

none Score 
24. .352 

3533 Seq. ID 

7501 Strand 

1 End 
OJ990802_12 . 0218 . C18 . ol . ts Method 

77 End 

none Score 

77. .175, 99. .176, 185. .340, 224. .340 



C18 



3534 
7502 
115 

OJ990802_12.0218.C19-ol.gs 

115 

none 

115. .173/ 256. .292 

3535 
7503 
286 

OJ990802_12 . 0218 . C21 . o2 . gp 

286 

none 

286.. 502 

3535 
7504 
1 



Seq. ID 

Strand 

End 

Method. 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



370 

TBLASTX: Cress 

334 

125 



OJ990802_12.0218.C18 

370 * 
GEN SCAN 
352 
1 



OJ990802_12.0218.C18 
370 

TBLASTX : Soybean 

340 

65 



OJ990802_12.0218.C19 
+ 

292 

GENS CAN 

292 

.89 



OJ990802_12.0218.C21 
+ 

502 

AAT/GAP 

502 

426 



OJ990802_12.0218.C21 
57 



3667 



Name 


OJ990802 12.0218.C21 


. ol . gp 


Method 


AAT/GAP 






Start 


1 




End 


57 






GI 


hone 




Score 


114 






Exons 


1. .57 












Seq. No. 


3535 




Seq. ID 


OJ990802 


_12.0218. 


C21 


Gene No. 


7505 




Strand 








Start 


15 




End 


496 






Name 


OJ990802 12.0218.C21 


.ol.gs 


Method 


GENSCAN 






Start 


15 




End 


496 






GI 


none 




Score 


.64 






Exons 


15. .92, 289. .340, 429. .496 










Seq. No. 


O J J o 




Seq. ID 


OJ990802 


_12.0218. 


C27 


Gpnp No 


7506 




Strand 


+ 






Start 


297 




End 


418 






Name 


\JKJ J I? \J KJ \J X£. . \J £. J-tJ * 1 


nl t* m 

. \J J. . L.1LL 


Method 


TBLASTX :3 


Maize - 




Start 


216 




End 


418 






GI 


none 




Score 


164 






Exons 


216 416 231 416 


250 417 


251. .418 








Seq. No. 


3536 




Seq. ID 


OJ990802 


_12.0218. 


C27 


Gpnp No 


7506 




St rand 


+ 






Start 


297 




End 


418 






Name 


Ol7990R0? \7 0218 C27 


• ol . gs 


Method 


GENSCAN 






Start 


297 _ 




End 


417 






GI 


none 




Score 


.71 






Exons 


297. .417 












Seq. No. 


3537 




Seq. ID 


OJ990802 


_12.0218. 


C29 




7507 




Qf rand 


+ 






Start 


83 




End 


205 






Name 


OJ990802 12.0218.C29 


. ol ,gs 


Method 


GENSCAN 






Start 


83 




End 


205 






GI 


none 




Score 


1 






Exons 


83. .205 












Seq. No. 


3538 




Seq. ID 


OJ990802 


_12.0218. 


C31 


Gene No. 


. 7508 




Strand 


+ 






Start 


926 




End 


1262 






Name 


OJ990802 12.0218.C31 


.ol.gp 


Method 


AAT/GAP 






Start 


926 




End 


1262 






GI 


uC-osroM202028el2bl 




Score 


662 






Exons 


926.. 1262 












GI Descrip. 


, 6041757/gb|AC011806 


.1IAC011806 7.0e-21 


. Genomic 


Sequence 


i For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



Seq. No. 3538 Seq. ID OJ990802JL2 . 0218 . C31 

Gene No. 7509 Strand 

Start 230 End 1587 

Name OJ990802_12 . 0218 . C31 . ol . np Method AAT/NAP 

Start 230 End 1587 

GI 5454199 Score 272 

Exons 230.. 282, 1149.. 1587 

GI Descrip. (AC005698) T3P18.13 [Arabidopsis thaliana] 



3668. 





Seq. No. 


3538 








Seq. ID 


OJ990802 




die Vi \s . 










9tr^nd 






Start 


230 








End 


1587 




Name 


OJ990802 12 


.0218 


,C31.ol 


.gs 


Method 


GENSCAN 




Start 


1108 








End 


1491 




GI 


none 








Score 


1 




Exons 


1108. .1491 














Seq. No. 


3538 








Seq. ID 


OJ990802 




(Z&rt& Kin 


7509 














Start 


230 








End 


1587 




Name 


OJ990802 12 


.0218 


.C31.ol 


. tc 


Method 


TBLASTX:' 




Start 


1162 








End 


1534 




GI 


none 








Score 


105 




Exons 


1162. .1302, 


1327 


. .'1533, 


1334 


. .1534 






Seq. No. 


3538 








Seq. ID 


OJ990802 




\J CliC I- » \J . 


7509 








U Li. Ql 1VJ 






Start 


230 








End 


1587 




Name 


OJ990802 12 


.0218 


.C31.ol, 


. tm 


Method 


TBLASTX:! 




Start 


1162 








End 


1584 




GI 


none 








Score 


157 


Q 


Exons 


1162. .1584, 


1334 


. .1582 










Seq. No. 


3538 








Seq. ID 


OJ990802 


:* n 


OC11C IN W . 


7509 














Start 


230 








End 


1587 


ry 


Name 


OJ990802 12 


.0218 


.C31.ol. 


.ts 


Method 


TBLASTX: 




Start 


1183 








End 


1585 


LJ 


GI 


none 








Score 


155 


:j ; t 


Exons 


1183'. .1281, 


1324 


. .1584, 


1343 


. .1585 






Seq. No. 


3539 








Seq. ID 


OJ990802 


i: - 


f!pnp Mn 
UC11C V*W • 


i J1U 












□ 


Start 


289 








End 


355 




Name 


OJ990802 12 


.0218 


,C33.ol, 


.gs 


Method 


GENSCAN 




Start 


289 






End 


355 




GI 


none 








Score 


.7 


'ccr 


Exons 


289. .355 












.ssi 


Seq. No. 


3540 . 








Seq. ID 


OJ990802 




Gene No. 


7511 








Strand 


+ 




Start 


1 








End 


619 




Name 


OJ990802 12 


.0218 


.C36.ol. 


,np 


Method 


AAT/NAP 




Start 


1 








End 


619 




GI 


5852178 








Score 


245 




Exons 


1..161, 524 


. .619 












GI Descrip. 


(AL117265) : 


zhb0008.1 [Oryza 


sativa] 






Seq. No. 


3540 








Seq. ID 


OJ990802_ 




Gene No. 


7512 








Strand 






Start 


52 








'End 


296 




Name 


OJ990802 12 


.0218 


.C36.ol. 


gs 


Method 


GENSCAN 




Start 


52 








End 


296 




GI 


none 








Score 


. 95 




Exons 


52. .296 













3669 




Seq. No. 


3541 




Seq. ID 


OJ990802_12.0218 


.C37 


Gene No. 


7513 




Strand 








con 
Doll 




End 


1237 




Name 


OJ990802 12.0218.C37 


.ol .np 


Method 


AAT/NAP 




Start 


597 




End 


1237 




GI 


6633841 




Score 


323 




Exons 


597. .1237 










GI Descrip. 


(AC008047) F2K11.25 


[Arabidopsis thaliana] 




Seq. No. 


3541 




Seq. ID 


OJ990802_12.0218 


.C37 


Gene No. 


TCI "3 




Strand 






Start 


680 




T-l _ _J 

End 


1 OTT 
lZJ / 




Name 


OJ990802 12.0218.C37 


. ol . gs 


Method 


GEN SCAN 




Start 


680 




End 


T T O ft 

1189 




GI 


none 




Score 


c\ ft 
. 33 




Exons 


680. .1189 










Seq. No. 


3541 




Seq. ID 


OJ990802_12.0218 


.C37 


Gene No. 






Strand 






Start 


680 




End 


1237 




Name 


OJ990802 12.0218.C37 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


770 




End • ■ 


1142 




GI 


none 




Score 


1 O ft 

129 




Exons 


770.. 889, 932... 1141, 


939 . . 


1142 






Seq. No. 


3541 




Seq. ID 


OJ990802JL2.0218 


.C37 


Gene No. 


folo 




Strand 






Start 


680 




End 


1237 




Name 


OJ990802 12.0218.C37 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


770 




End 


1237 




GI 


none 




Score 






Exons 


770.. 1237, 939.. 1214 










Seq. No. 


3541 




Seq. ID 


OJ990802_12.0218 


.C37 


Gene No. 


TCI Q 




Strand 






Start 


680 




End 


TOOT 

12 ,37 




Name 


OJ990802 12.0218.C37 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


788 * 




End 


1237 




GI 


none 




Score 


IOC 

185 




Exons 


788. .886, 929. .1237, 


948 . . 


1235 






Seq. No. 


3542 




Seq. ID 


OJ990802_12.0218 


.C43 


Gene No. 


TCI /I 




Strand 






Start 


410 




End 


696 




Name 


OJ990802 12.0218.C43 


.ol*. gs 


Method 


GENSCAN 




Start 


410 




End 


660 




GI 


none 




Score 


.84 




Exons 


410. .596, 617. . 660 










Seq. No. 


3542 




Seq. ID 


OJ990802_12.0218 


.C43 


Gene No. 


7514 




Strand • 






Start 


410 




End 


696 




Name 


OJ990802 12.0218.C43 


. ol .gp 


Method 


AAT/GAP 




Start 


503 




End 


696 




GI 


1296 1.R1084 




Score 


324 





Exons 503.. 696 

GI Descrip. ? 6015437/dbj | AB008112 : 1 | AB008112 2.0e-10 Homo sapiens. PEX1 mRNA, 



3670 



complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3543 Seq. ID 

7515 Strand 
951 End 
OJ990802_12.0218.C44.ol.gs Method 
951 End 
none Score 
951. .1108, 1199. .1282, 1912. .2048 

3544 Seq. ID 

7516 * Strand 
224 End 
OJ990802_12.0218.C4 6.ol.ts Method 
200 End 
none Score 
200. .358, 217. .354 



OJ990802_12.0218.C44 

2048 
GENSCAN 
2048 
.89 



OJ990802_12.0218.C46 
+ 

404 

TBLASTX : Soybean 

358 

233 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3544 
7516 
224 

OJ990802_12.0218.C4 6.ol.np 

224 

2275204 
224. .342, 380. .404 

(AC002337).' putative WRKY-type DNA binding protein [Arabidops 
thaliana] 



OJ990802_12.0218, 
+ 

404 

AAT/NAP 

404 

155 



C4 6 



Seq. No. 3545 

Gene No. 7517 

Start 7396 

Name OJ990402_30.9819.Cl.o3. 

Start 7396 

GI 6907088 

Exons 7396.. 7533, 7712.. 7950, 

GI Descrip. (AP001129) hypothetical 

Seq. No. 3545 

Gene No. 7518 

Start 429 

Name OJ990402_30 . 9819. CI .ol . 

Start 429 

GI 4680179 

Exons 429.. 3830, 3933.. 4804, 

GI Descrip. (AF111709) polyprotein 



Seq. ID OJ990402_30. 9819. CI 

Strand + 

End 8842 

np Method AAT/NAP 

End 8842 

Score 1018 
8448. .8842 

protein [Oryza sativa] * 

Seq. ID' OJ990402_30.9819.C1 
Strand 

End 6258 

np Method AAT/NAP 

End 6019 

Score 4484 
5893.. 6019 

[Oryza sativa subsp. indica] 



Seq. No. 3545 Seq. ID 

Gene No. 7518 Strand 

Start 429 End 

Name OJ990402_30 . 9819. CI .o2 .np Method 

Start 5477 End' 

GI 6002794 Score 

Exons 5477.. 6258 

GI Descrip. (AF149813) unknown [Oryza sativa] 



OJ990402_30.9819.C1 

6258 
AAT/NAP 
6258 
1261 



Seq. No. 
Gene No. 



3545 
7519 



Seq. ID 
Strand 



OJ990402 30. 9819. CI 



3671 




Start 


7240 






End 


9867 




Name 


OJ990402 


30. 9819. CI 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


476 






End 


■789 




GI 


none 






Score 


153 




Exons 


476. .766, 


494. .766, 


766.-789 








Seq. No. 


3545 






Seq. ID 


OJ990402_30.9819 


.CI 


UCllC Vt\J . 


7R1 Q 






on aiiu 






Start 


7240 






End 


9867 




Name 


OJ990402 


30. 9819. CI 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


488 






End 


646 




GI 


none 






Score 


60 




Exons 


488. .646, 


525. .614 










Seq. No. 


3545 






Seq. ID 


OJ990402_30.9819 


.CI 


Gene No. 


7519 






Strand 






Start 


7240 






End 


9867 




Name 


OJ990402 


30. 9819. CI 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


654 






End 


1237 




GI 


none 






Score 


37 




Exons 


654. .704, 


656. .751, 


6S6..763, 


766. . 1077 


782. .859, 808. 


.957, 



896. .1078, 935. .1078, 996. .1079, 1075. .1233, 1082. .1228, 
1085.. 1237 



£3 



Seq. No. 


3545 


- 




Seq. ID 


OJ990402_30.9819. 


CI 




TCI Q 






Strand 






Start 


7240 






End 


9867 




Name 


OJ990402 30 


.9819. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


790 






End 


1416 




GI 


none 






Score 


266 




Exons 


790. .1416, 


914. .1360 










Seq. No. 


3545 






Seq. ID 


OJ990402_30.9819. 


CI 


Gene No. 


7519 






Strand 






Start 


7240 






End 


9867 




Name 


OJ990402 30 


.9819. CI. o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1285 






End 


1577 




GI 


none 






Score 


226 




Exons 


1285. .1575, 


1289. .1564, 


1443. 


.1577 






Seq. No. 


3545 






Seq. ID 


OJ990402_30.9819. 


CI 


Gene No. 


7519 






Strand 






Start 


7240 






End 


9867 




Name 


OJ990402 30 


.9819. CI. o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1375 






End 


1630 




GI 


none 






Score 


189 




Exons 


1375. .1623, 


1376. .1630 










Seq. No. 


3545 






Seq. ID 


OJ990402_30. 9819. 


CI 


Gene No. 


7519 






Strand 






Start 


7240 






End 


9867 




Name 


OJ990402 30 


.9819. CI. ol. 


tc 


Method 


TBLASTX: Cress 




Start • 


1399 






End 


1716 




GI 


none 






Score 


91 




Exons 


1399. .1542, 


1415. .1540, 


. 1543. 


.1716, 1597. .1695 




Seq. No. 


3545 






Seq. ID 


OJ990402_30. 9819. 


CI 



3672 



Gene No. 7519 Strand 

Start 7240 End 

Name OJ990402_30 . 9819 . CI . o3 . tw Method 

Start 1423 End 

GI none Score 

Exons . 1423.. 1947, 1427.. 1795 



9867 

TBLASTX : Wheat 

1947 

248 



Seq. No. 3545 

Gene No. 7519 

Start 7240 

Name OJ990402_30 . 9819 . CI . o2 . tm 

Start 1990 

GI none 

Exons 1990.. 2343, 2042.. 2341, 2118. 



Seq. ID OJ990402_30.9819.C1 
Strand 

End 98 67. 

Method TBLASTX : Mai ze 

End 2345 

Score 219 
.2345 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

p Seq. No. 

Gene No. 

• Start 

;:!! Name 

l"U Start 

□ GI 

j a J Exons 

^ 3 

,;;"= Seq. No. 
! ^ Gene No. 
« Start 
Q ' Name 
■vf Start 

1 « Exons 
U 

U Seq. No. 
C3 Gene No. 

Start 

Name 

Start 

GI 

Exons 



3545 
7519 
7240 

OJ990402_30 . 9819 . CI . o2 . tw 

1990 

none 

1990.. 2415, 1992.. 2354, 2005. 

3545 
7519 
7240 

OJ990402_30.9819.Cl.o3.ts 

2164 

none 

2164. .2409 

3545 
7519 
7240 

OJ990402_30 . 9819 . CI . o5 . tm 

2350 

none 

2350. .2697 

3545 
7519 
7240 

OJ990402_30 . 9819 . CI . o5 . tw 

2422 

none 

2422. .2718, 2459. .2668 



Seq. ID OJ990402_30.9819.C1 
Strand 

End 98 67 

Method TBLASTX : Wheat 

End 2416 

Score 118 
.2358, 2027.. 2416 

Seq. ID OJ990402_30.?819.C1 
Strand 

End 98 67 

Method TBLASTX : Soybean 

End 2409 

Score 203 



Seq. ID OJ990402_30.9819.C1 
Strand 

End 98 67 

Method TBLASTX: Maize 

End 2697 

Score 292 • 



Seq. ID OJ990402_30.9819.C1 
Strand 

End * 9867 

Method TBLASTX: Wheat 

End 2718 

Score 162 



Seq. No. ■ 3545 
Gene No. 7519 
Start 7240 

Name OJ9904 02_30 . 9819 . CI . ol . ts 

Start 2431 
GI none 

Exons 2431.. 2790, 2459.. 2659, 2482. 

2794. .2826 



Seq. ID * OJ990402_30 . 9819 . CI 
Strand 

End 9867 

Method TBLASTX : Soybean 

End 2826 

Score 132 

.2790, 2714.. 2809, 2794.. 2826, 



Seq. No. 



3545 



Seq. ID OJ990402 30. 9819. CI 



3673 



u 

: *\ 

: S7 

en 



I.J 





7519 








^t rand 




Start 


7240 








End 


9867 


Name 


OJ990402 30 


.9819. 


Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2713 








End 


3180 


GI 


none 








Score 


130 


Exons 


2713. .3180, 


-2750. 


.3109 








Seq. No. 


3545 








Seq. ID 


OJ990402_30.9819 


VJC11C Vi\J . 


7S1 9 

i -j d. ^ 








on aiiu 




Start 


7240 








End 


9867 


Name 


OJ990402 30 


.9819. 


Cl.o4. 


tw . 


Method 


TBLASTX: Wheat 


Start 


2767 








End' 


3249 


GI 


none 








Score 


159 


Exons 


2767. .3249, 


2776. 


.3222, 


2795. 


.3241 




Seq. No. 


3545 








Seq. ID 


OJ990402_30.9819 




7519 








Strand 




Start 


7240 








End 


9867 


Name 


OJ990402 30' 


.9819. 


Cl.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


3181 








End 


3378 


GI 


none 








Score 


112 


Exons 


3181. .3378, 


3182. 


.3328 








Seq. No. . 


3545 








Seq. ID 


OJ990402_30.9819 




7 SI Q 








Strand 




Start 


7240 








End 


9867 


Name 


OJ990402 30 


.9819. 


Cl.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


3397 








End 


3796 


GI 


none 








Score 


84 


Exons 


3397. .3561, 


3446. 


.3565, 


3574. 


.3795, 3641.. 3796 


Seq. No. 


3545 








Seq. ID 


OJ990402_30.9819 


vjj cue vt\j . 


7519 








Strand 




Start 


7240 








End 


9867 


Name 


OJ990402 30 


.9819. 


Cl.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


3476 








End 


3801 


GI 


none 








Score 


44 


Exons 


3476. .3559, 


3478. 


.3801, 


3661. 


.3795 




Seq. No. 


3545 








Seq. ID 


OJ990402_30.9819 




7519 








Strand 




Start 


7240 








End 


9867 


Name 


OJ990402 30 


.9819. 


Cl.06. 


tm 


Method 


TBLASTX: Maize 


Start 


4107 








End 


4508 


GI 


none 








Score 


236 


Exons 


4107. .4508 












Seq. No. 


3545 








Seq. ID 


OJ990402_30.9819 




7S1 Q - 








Strand 




Start 


7240 








End 


9867 


Name 


OJ990402 30 


.9819. 


Cl.08. 


tw 


Method 


TBLASTX: Wheat 


Start 


4389 








End 


4766 


GI 


none 








Score 


60 


Exons 


4389. .4766, 


4648. 


.4749 








Seq. No. 


3545 








Seq. ID 


OJ990402_30.9819 


Gene No. 


7519 








Strand 





3674 






Start 


7240 




End 


9867 








Name 


OJ990402 30.9819.Cl.o4.np 




Method 


AAT/NAP 








Start 


7240 




End 


9867 








GI 


5777623 




Score 


832 








Exons 


7240.. 7306, 7670.. 7926, 8750. 


.9257, 9437.. 9578, 


9823. .9867 




GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 








Seq. No. 


3546 




Seq. ID 


OJ990402 


_30. 


9819. C2 




Gene No. 


7520 




Strand 


— 








Start 


1 




End 


1363 








Name 


OJ990402 30.9819.C2.ol.np 




Method 


AAT/NAP * 








Start 


1 




End 


1363 








GI 


6069653 




Score 


490 








Exons 


1. .19, 584. .659, 730. .1363 














GI Descrip. 


(AP000616) hypothetical "protein [Oryza 


sativa] 








Seq. No. 


3546 




Seq. ID 


OJ990402 


_30. 


9819. C2 




Gene No. 


7520 




Strand 


— 








Start 


1 




End 


1363 








Name 


OJ990402 30.9819.C2.ol.gs 




Method 


GENSCAN 








Start 


788 




End 


1202 








GI 


none 




Score 


.93 








Exons 


788. .1202 












Q ■ 


. Seq. No. 


3547 




Seq. ID 


OJ990402_ 


_30. 


9819. C3 




Gene No . 


7521 




Strand 


+ 






Cfi 


Start 


1131 




End 


.2542 






! y 


Name 


OJ990402 30.9819.C3.ol.gs 




Method 


"GENSCAN 






Q 


Start 


1131 




End 


2542 








GI 


none 




Score 


.57 






I.Li 

: ~z 


Exons 


1131.. 1227, 2466.-2542 












:=! « 

; y 


Seq. No. 


3547 




Seq. ID 


OJ990402 


_30. 


9819.C3 




Gene No. 


7521 




Strand 


+ 






: s =s 
i.J 


Start 


1131 




End 


2542 








Name 


OJ990402 30.9819.C3.ol.gp 




Method 


AAT/GAP 






" hi 


Start 


2090 




End, 


2176; 






1: £: 


GI 


3760640 




Score 


90 






! Ssf 


" Exons 


2090.. 2176 












□ 


GI Descrip. 


4176420/dbj |BAA37167| 2.0e- 


-11 


(AB008097) cytochrome 


P450 






[Arabidopsis thaliana] 














Seq. No. 


3547 




Seq-. ID 


OJ990402_ 


_30. 


9819. C3 




Gene No. 


7522 




Strand 


+ 








Start 


4499 




End 


6300 








Name 


OJ990402 30.9819.C3.o2.np 




Method 


AAT/NAP 








Start 


4481 




End 


6062 








GI 


100654 




Score 


2158 








Exons 


4481. .4588, 4689. .4821, 4911. 


.5722, 5814.. 6062 








GI Descrip. 


alpha-amylase (EC 3.2.1.1) 


precursor (clone pOS103) 


- rice 






gi 1169753 (M24286) alpha-amylase (EC 3 


.2.1.1) [Oryza sativa 




Seq. No. 


3547 




Seq. ID 


OJ990402_ 


_30. 


9819. C3 




Gene No. 


7522 




Strand 


+ 








Start 


4499 




End 


6300 








Name 


OJ990402 30.9819.C3.o3.gs 




Method 


GENSCAN 








Start 


4499 




End 


6065 







3675 



GI 

Exons 



none Score . 99 

4499. .4588, 4689. .4821, 4911. .5722, 5814. .6065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3547 Seq. ID 

7522 Strand 

4499 End 

OJ990402_30 . 98 19 . C3 . o2 . gp Method 

4678 End 

394 4.R1084 Score 



OJ990402_30.9819.C3 
+ 

6300 
AAT/GAP 
6239 
2268 



4678.. 4821, 4911.. 5722, 5814.. 6239 

•100654/pir | IS12775 0.0e+00 alpha-aitiylase (EC 3.2.1.1) precursor 

(clone pOS103) - rice >gi_169753 (M24286) alpha-amylase (EC 
3.2.1.1) [Oryza sativa] 1 



\ y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
^ Start 

Name 
■«J Start 

ry GI 

Exons 

GI Descrip. 

' h 4 Seq. No. 

| s & Gene No. 

i t g Start ■ 

.12 Name 

! :f Start 

^ GI 

Exons 



3547 Seq. ID OJ990402_30. 9819.C3 

7522 Strand + 

4499 End 6300 

OJ990402_30 . 9819 . C3 . o3 . gp Method AAT/GAP 

5190 End 6300 

394_9.R1084 Score 1546 

5190. .5722, 5814. .6300 

1 113683/sp | P27934 | AM3E_ORYSA 1.0e-117 ALPHA-AMYLASE ISOZYME 3E 
PRECURSOR (1,4 -ALPHA- D-GLUCAN GLUCANOHYDROLASE) 

>gi_100663_pir JT094 6 alpha-amylase 3E - rice >gi_169773 

(M59352) alpha-amylase [Oryza sativa]- 1 



3547 
7523 
777 

OJ990402_30.9819.C3.ol.np 
777 

4680186 



Seq. ID OJ990402_30.9819.C3 
Strand 

End 4245 

Method AAT/NAP 

End 3721 

Score 179 



777. .821, 1417.. 1554, 2176.. 2337, 3703.. 3721 
(AF111709) unknown [Oryza sativa subsp. indica] 



3547 Seq. ID 

7523 Strand 

777 End 

OJ990402_30.9819.C3.o2.gs Method 

34 93 End 

none Score 

3493. .3866, 4152. .4245 



OJ990402_30.9819.C3 

4245 
GENSCAN 
4245 
.54 



Seq. No. 3547 

Gene No. 7524 

Start 6473 

Name OJ990402_30 . 9819 . C3 . ol . tc 

Start 4677 

GI none 
Exons 



Seq. ID OJ990402_30.9819.C3 
Strand 

11464 

TBLASTX: Cress 
11227 
198 



End 

Method 
End 
Score 

4677. .4823, 4691. .4822, 4906. .5058, 4910. .5065, 10834 .. 10998 , 
10841. .10999, 11081. .11227, 11082. .11210 



Seq. No. 3547 

Gene No. 7524 

Start 6473 

Name OJ990402_30 . 9819 . C3 . ol . tm 

Start 4677 



Seq. ID OJ990402_30.9819.C3 
Strand 

End 11464 

Method TBLASTX : Mai ze 

End 11227 



3676 




GI none Score 224 

Exons 4677.. 4823, 4686.. 4751, 4688.. 4864, 4904.. 5020, 4909.. 5133, 

4910. .5143, 5147. .5470, 5179. .5469, 5482. .5721, 5483. .5722, 
5507. .5734, 5807. .5986, 5812.. 5853, 5814. .6059, 5814. .6056, 
5960. .6058, 9821. .10090, 9843. .10025, 9847. .10092, 9850. .10092, 
10163. .10417, 10176. .10247, 10177 104 16, 10429 .. 10761, 
10430. .10720, 10756. .10998, 107 66 .. 10999, 11068 .. 11217, 
11081. .11227, 11082.. 11216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3547 
7524 
6473 

OJ990402_30.9819.C3.ol.ts 
4677 



OJ990402 30. 9819. C3 



11464 

TBLASTX : Soybean 

11227 

5.7 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
4677. .4736, 4713. .4823, 4715. .4822, 4900. .5133, 4910. .5143, 
5147. .5389, 5194. .5217, 5275. .5376, 5452. .5715, 5453. .5722, 
5813. .5890, 5814. .6056, 5969. .6055, 9850. .10092, 9851. .10093, 
10177. .10446, 10184. .10447, 10510 10761, 10523 .. 10624 , 
10682. .10711, 10756. .10989, 107 66 10993, 11081 .. 11191, 
11082. .11189, 11183.. 11227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990402_30.9819.C3 
Strand 

End 11464 

Method TBLASTX : Cress 

End 10743 

Score 232 

5156. .5404, 5287. .5370, 5411. .5467, 10432 .. 10488 , 10495 .. 10743, 
10529. .10612 



3547 
7524 

6473 . .. . 

OJ990402_30.9819.C3.o3.tc 

5156 

none 



3547 
7524 
6473 

OJ990402 

5537 

none 



Seq. ID OJ990402_30.9819.C3 



30.9819.C3.o2.tc 



Strand 
End 

Method 

End 

Score 



11464 

TBLASTX: Cress 

10362 

249 



5537. .5722, 5572. .5715, 5814. .5849, 5841. .5981, 9925. .10056, 
9926.. 10057, 10166 .. 10327, 10177.. 10362 



Seq. No. 3547 

Gene No. 7524 

Start 6473 

Name OJ9904 02_30 . 9819.C3.o4 .gs 

Start 6473 

GI none 

Exons 6473.. 6564, 6917.. 6962, 7073. 

11083. .11215, 11324.. 11431 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7356, 



OJ990402 30. 9819. C3 



11464 
GENSCAN 
11431 
.81 

9873.. 10092, 10177. 



10988, 



Seq. No. 3547 

Gene No. 7524 

Start 6473 

Name OJ990402_30 . 9819 . C3 . o4 . gp 

Start 9625 

GI 394_4.R1084 

Exons 9625.. 10092, 10177 .. 10988 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_30.9819.C3 

11464 
AAT/GAP 
11464 
3035 



11083. . 11215, 11324. .11464 
, 100654/pir||S12775 0.0e+00 alpha-amylase (EC 3.2.1.1) 



precursor . 



3677 



(clone pOS103) - rice >gi_169753 (M24286) alpha-amylase (EC 







3.2.1.1) [Oryza sativa] 1 








Seq. No. 


3547 


Seq. ID 


OJ990402_30.9819.C3 




Gene No. 


7524 


Strand 






Start 


6473 


End 


11464 




Name 


OJ990402 30.9819.C3.o3.np 


Method 


AAT/NAP 




Start 


9844 


End 


11431 




GI 


100654 


Score 


2280 




Exons 


9844.. 10092, 10177 .. 10988, 11083 .. 11215, 11324 1143,1 




GI Descrip. 


alpha-amylase (EC 3.2.1.1) precursor (clone pOS103)' - rice 






gi 1169753 (M24286) alpha-amylase (EC 3. 


2.1.1) [Oryza sativa] 






JJIO 


Seq. ID 


OJ990402_30.9819.C4 




Gene No. 




Strand 


+ 




Start 


1 1 ft 
no 


End 


974 




Name 


n.TQQD409 ^0 Qfil Q CA nl rt^ 


Method 


GEN SCAN 




Start 


lift _ 

no 


End 


974 




GI 


none 


Score 


'.5 




Exons 


118. .196, 901. .974 








OCLJ • INVJ • 


^S4fl 

JJ40 


Seq. ID 


OJ990402_30.9819.C4 




Gene .No. 


/ hJ £. O 


Strand 






Start 


1 4?4 

J. H O *i 


End 


2097 


hi 


Name 




Method 


GEN SCAN 


■,'rt 


Start 


1 4^4 ~ 


End 


2097 


nl 


GI 




Score 


.91 


i" "*E 

*; k? 


Exons 


1434.. 1515, 1626.. 1725, 1815. 


.1875, 1*972.. 2097 


; . i 

-y 


Seq. No. 


J *J *± o 


Seq. ID 


OJ990402_30.9819.C4 








Strand 




ru 


Start 




End 


6008 




Name 


n.TQQD4n9 ^0 Qfll Q P4 n9 t-<5 


Method 


TBLASTX : Soybean 




Start 


1 J JO 


End 


2100 


'ssf 


GI 




Score 


94 




Exons 


1 ?Qfi 1M7 14^S 1 S?4 1614 

1 J JO • • 1 Jl / / 14 J J • • J. *J £. H f 1U14 . 


.1715, 1628. .1714, 1813. .1887, 






1814 1876 1969 2085 1972 


.2100 




r ~x 


Seq. No. 


3548 


Seq. ID 


OJ990402_30.9819.C4 






7527 


Strand 






Start 


2364 


End 


6008 




Name 


OJ990402 30.9819.C4.o2.tc 


Method 


TBLASTX: Cress - 




Start 


1434 


End 


2097 




GI 


none 


Score 


108 




Exons 


1434. .1517, 1435. .1524, 1614. 


.1715, 1628. .1714, 1810. .1887, 






1814. .1876, 1972. .2097, 1976. 


.2080 






Seq. No. 


3548 


Seq. ID 


OJ990402_30.9819.C4 




Gene No. 


7527 


Strand 






Start 


2364 


End 


6008 




Name 


OJ990402 30.9819.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


1435 


End 


2109 




GI 


none 


Score 


104 




Exons 


1435. .1515, 1437. .1517, 1628. 


.1726, 1629. .1784, 1654. .1728, 






1813. .1887, 1814. .1876, 1816. 


.1878, 1966. .2097, 1967. .2104, 



1972. .2109 



3678 



Seq. No. 3548 

Gene No. 7527 

Start 2364 

Name OJ990402_30 . 9819 . C4 . ol .gp 

Start 2364 

GI 514_1.R1084 

Exons 2364.. 3297, 3381.. 3669, 3764 
GI Descrip. 



OJ990402 30. 9819. C4 



Seq. ID _ 
Strand 

End 6008 
Method AAT/GAP 
End 54 48 

Score 3614 
.4115, 4989. .5448 
1 2130072/pir I IJC4395 0.0e+00 ferredoxin — nitrite reductase {EC 
1.7.7.1) - rice >gi_809514_dbj_BAA09122_ (D50556) 
f erredoxin-nitrite reductase [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3548 
7527 
2364 

OJ990402_30. 

2560 

none 

2560. .3297, 
5990. .6008 



9819.C4.o3.gs 



3381.. 3669, 3764. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4115, 



OJ990402 30. 9819. C4 



6008 
GENSCAN 
6008 
.84 

4989. .5154, 



5221. .5537, 



1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
* Gene No. 

Start 
J Name 
I Start 
[■GI 
- Exons 



3548 Seq. ID 

7527 Strand 
2364 End 
OJ990402_30. 9819.C4 .ol .np Method 
2563 End 
2130072 Score 
2563.-3297, 3381.. 3669, 3764.. 4115, 
ferredoxin — nitrite reductase (EC 1.7.7.1) 
gi | 809514 | dbj | BAA09122 | (D50556) ferredoxin 
[Oryza sativa] 



OJ990402 30. 9819. C4 



6008 
AAT/NAP 
5397 
2841 
4989. .5397 

rice 
nitrite 



reductase 



3548 
7527 
2364 

OJ990402_30.9819.C4.ol.tc 
2590 
none 

2590.. 2985, 2591.. 2971, 2977.. 3297, 3031.. 3294, 3161 
3381.. 3533, 3381.. 3668, 3382.. 3669, 3763.. 3816, 3808 
3809. .4114, 3943. .4116, 4988. .5188, 4990. .5193, 5203 



Seq. ID OJ990402_30.9819.C4 
Strand 

End 6008 
Method * TBLASTX : Cress 
End 5295 
Score 316 

.3298, 
.4113, 
.5295 



Seq. No. 3548 

Gene No. 7527 

Start 2364 

Name OJ990402_30. 9819.C4 .ol.ts 

Start 2590 

GI none 
Exons 



Seq. ID OJ990402_30.9819.C4 
Strand 

End 6008 

Method TBLASTX : Soybean 

End 5387 

Score 353 



2590.. 2976, 2591.. 2974, 2977.. 3309, 2998.. 3309, 3161.. 3310, 
3381. .3506, 3381. .3668, 3382. .3669, 3806. .4114, 3808. .4113, 
3907. .4116, 4994. .5194, 4996. .5193, 5203. .5286, 5346. .5387 



Seq. No. 3548 Seq. ID 

Gene No. 7527 Strand 

Start 2364 End 

Name OJ990402_30 . 9819 . C4 . ol . tm Method 

Start 2705 End 

GI none Score 



OJ990402_30.9819.C4 
6008 

TBLASTX: Maize 
5467 
363 



3679 




Exons 2705.. 2974, 2707.. 2979, 2974.. 3297, 2998.. 3315, 3354.. 3686, 

3366..3S36, 3376.. 3669, 3763.. 3816, 3764.. 3811, 3808.. 4113, 

3809. .4144, 4938..5027> 4982. .5128, 4990. .5259, 4994. .5212, 

5345.. 5461, 5346.. 5420, 5438.. 5467, 54i4..5467 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3548 Seq. ID 

7527 Strand 

2364 End 

OJ990402_30. 9819.C4 .ol.tw Method 

3982 End 

none Score 



OJ990402_30.9819.C4 
6008 

TBLASTX: Wheat 

5301 

203 



3982. .4113, 3983. .4144, 4929. .5033, 4979. .5128, 4990. .5277, 
4994.. 5215, 5269.. 5301 



3549 
7528 
2215 

OJ990402_30.9819.C5.ol.gp 
2215 

4722_1.R1084 

2215.. 2638, 3118.. 3232, 7586 
'6014934/sp|Q42463*|DCL_LYCES 



OJ990402 30. 9819. C5 



Seq. ID _ 
Strand 

End -7777 
Method AAT/GAP 
End 7665 
Score 1124 
.7665 

4.0e-55 DCL PROTEIN, CHLOROPLAST 
PRECURSOR (DEFECTIVE CHLOROPLASTS AND LEAVES PROTEIN) 
>gi_1305531 (U55219) defective chloroplasts and leaves; required 
for chloroplast development and palisade cell dif f erentiation ; in 
leaves [Lycopersicon esculentum] >gi_1323698 (U55278) DCL 
[Solanum lycopersicum] 1 



3549 
7528 
2215 " 

OJ990402_30 . 9819 . C5 . ol . tm 

2440 

none 



Seq. ID OJ990402_30.9819.C5 
Strand 

End -7777 

Method TBLASTX : Mai ze 

End 7 623 

Score 205 



2440. .2640, 2441. .2638, 2451. .2639, 2468. .2644, 3114. .3242, 
3115.. 3243, 3115.. 3234, 3116. .3247, 3117.. 3242, 7585.-7623 



■3549 
7528 
2215 

OJ990402_30.9819.C5.ol.np 



OJ990402 30.9819.C5 



Seq. ID 
Strand 

End 7777 
Method ■ AAT/NAP 
2465 End 7777 

6014934 - Score 484 

2465. .2638, 3118. .3232, 7586. .7777 

DCL PROTEIN, CHLOROPLAST PRECURSOR (DEFECTIVE CHLOROPLASTS AND 
LEAVES PROTEIN) gi | 1305531 (U55219) defective chloroplasts and 
leaves; required for chloroplast development and palisade cell 
differentiation in leaves [Lycopersicon esculentum] gi j 11323698 
(U55278) DCL [Solanum lycopersicum] 



3549 
7528 . 
2215 

OJ990402_30. 9819 . C5 . ol . tc 

2465 

none 



Seq. ID OJ990402_30.9819.C5 



Strand 
End 

Method 

End 

Score 



7777 

TBLASTX: Cress 

3207 

179 



2465. .2644, 2481. .2639, 2481. .2651, 2482. .2640, 3088. .3207, 



3680 




3116. .3205 



Seq. No. 


3550 


Seq. ID 


' OJ990402_ 


30.9819, 


.C6 


Gene No. 


7529 


Strand 


+ 






Start 


1440 


End 


5711 






Name 


OJ990402 30.9819.C6.ol.gs 


Method 


GENSCAN 






Start 


1440 


End 


5711 






GI 


none 


Score 


.4 






Exons 


1440. .1493, 1983. .2229, 4782. .5106, 5609. .5711 






Seq. No. 


3550 


Seq. ID 


OJ990402_ 


30.9819. 


.C6 


Gene No . 


7530 


Strand 


+ 






Start 


6238 


End 


6933 






Name 


OJ9904 02 30. 9819 . C6 . ol . gp 


Method 


AAT/GAP 






Start 


6143 ~ 


. End 


6440 






GI 


20139 1 R1084 


Score 


514 






Exons 


6143 ~ 6440 










GI Descrip. 


, 3297823/emb|CAA19881. 1 | 9. 


Oe-09 , (AL031032) putative protein 




F ArabidoDs is thalianal 1 










Seq. No. 


3550 


Seq. ID 


OJ990402_ 


30 9819 


C6 


Gene No. 


7530 


Strand 


' + 






Start 


6238 


End 


6933 






Name 


OJ990402 30 9819 C6 o2 as 


Method 


GENSCAN 






Start 


6238 — • ' 


End 


6933 






GI 


none : ' 


Score 


.83 






Exons 


6238 6562 6854 6933 










Seq. No. 


3550 


Seq. ID 


OJ990402_ 


, «J v • Z*\J J- Z* i 




Gene No. 


7531 


Strand 


+ 






Start 


14717 


End 


15346 






Name 


OJ990402 30 9819. C6 o4. as 


Method 


GENSCAN 






Start 


14717 ~ 


End 


15346 






GI 


none 


Score 


.96 






Exons 


14717 . . 15346 










Sea No 


3550 


Se6[. ID 


OJ990402_ 


30.9819. 


.C6 


Gene No. 


7532 


Strand 


+ 






Start 


24246 


End 


31495 






Name 


OJ990402 30 9819 C6 o7 as 


Method 


GENSCAN 






Start 


24246 _ 


End 


31495 






GI 


none 


Score 


.47 






Exons 


24246. .24316, 24375 24508 , 


25692. .25880, 27459. 


.27715, 






27810. .28100, 28740. .29076, 


29528.-29722, 31044. 


.31495 




Seq. No. 


3550 


Seq. ID 


OJ990402_ 


30.9819. 


,C6 


Gene No. 


7532 


Strand 


+ 






Start 


24246 


End 


31495 






Name 


OJ990402 30.9819.C6.o5.gp 


Method 


AAT/GAP 






Start 


28965 


End 


29588 






GI 


none 


Score 


257 






Exons 


28965. .29076, 29528.. 29588 










Seq. No. 


3550 


Seq. ID 


OJ990402_ 


30.9819, 


.C6 


Gene No. 


7532 


Strand 


+ 






Start 


24246 


End 


31495 






Name 


OJ990402 30.9819.C6.o6.gp 


Method 


AAT/GAP 







3681 



Start - 


30432 


End 


31310 






GI 


none 


Score 


1107 






Exons 


30432. .30594, 30880.. 31310 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


bene ino . 


/ j j j 


C +- r- =i nrl 

ocrana 


4_ 
i 






Start 


31841 


End 


32563 






Name 


OJ990402 30.9819.C6.o7.gp 


Method 


AAT/GAP 






Start 


31841 


End 


32563 






GI 


none 


Score 


1376 






Exons 


31841.. 32563 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


Gene No . 


1 "7 A 


Strand 








Start 


6483 


End 


7207 






Name 


OJ990402 30.9819.C6.o2.gp 


Method 


AAT/GAP 






Start 


6483 


End 


7207 






GI 


none 


Score 


787 






Exons 


6483.. 6560, 6851.. 7207 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


Gene No. 


7535 


Strand 








o tar l 




End 


13447 






Name 


OJ990402 30.9819.C6.o3.gs 


Method 


GENSCAN 






Start 


7428 


End 


13290 






GI 


none 


Score 


.53 






Exons 


7428. .7517, 7613. .7702, 7711. 


.7848, 10911. .10940, 


12015 


. .1: 




12550.. 13290 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


Gene No . 


1 1; *3 c. 


Strand 








Start 


7428 


End 


13447 






Name 


OJ990402 30.9819.C6.o3.gp 


Method 


AAT/GAP 






Start 


8695 


End 


9090 






GI 


4715386 


Score 


720 






Exons 


8695. .9090 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


Gene No. 


7535 


Strand 








Start 


7428 


End 


13447 






Name 


OJ990402 30.9819.C6.ol.np 


Method 


AAT/NAP 






Start 


9278 


End 


13447 






GI 


6739274 


Score 


381 






Exons 


9278. .9348, 11980. .12086, 12550. .134 47 








GI Descrip. 


(AF093544) abscisic acid responsive .elements-binding facto; 




[Arabidopsis thaliana] 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


Gene No . 


7536 


Strand 








Start 


13405 


End 


13726 






Name 


OJ990402 30.9819.C6.o4 .gp 


Method 


AAT/GAP 






Start 


13405 


End 


13726 






GI 


none 


Score 


620 






Exons 


13405. .13726 










Seq. No. 


3550 


Seq. ID 


OJ990402_30 


.9819 


.C6 


Gene No. 


7537 


Strand 









3682 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



16060 End 

OJ990402_30 . 9819 . C6 . o2 . np Method 

16040 End 

6630540 Score 



17691 
AAT/NAP 
17664 
851 



16040. .16420, 16503. .16699, 16806 . . 16928 , 17054 1724 9, 
17338. .17664 

(AC011708) putative (1-4 ) -beta-mannan endohydrolase [Arabidopsis 
thaliana] 



Seq. No. 


. 3550 




Seq. ID 


OJ990402_ 


_30.9819 


.C6 


Gene No. 


7537 




Strand 








Start 


16060 




End 


17691 






IN dlllC 


OJ990402 ^0 9819 C6 


o5.gs 


Method 


GENSCAN 






Start 


16060 




- End 


17691 






GI 


none 




Score 


.75 






Exons 


16060. .16420, 16503. 


.16699, 


16806. .16962, 17155. 


. .17249, 






17338. .17691 












Seq. No. 


3550 


.'^^'Seq.".MD 


OJ9"90402_ 


- 

30.9819 


- 

-C6 


Gene No. 


7538 




Strand 








Start 


18527 




End 


24093 






Name 


OJ990402 30. 9819. C6. 


o6.gs 


Method 


GENSCAN 






Start 


18527 




End 


24093 






GI 


none 




Score 


.68 






Exons 


18527. .18555, 19162. 


.19237, 


19518. .19616, 19761, 


. .19842,. 






20990. .21347, 22328. 


.22507, 


22973. .23104, 23195. 


. .23299, 






23386. .23494, 23959. 


.24093 










Seq. No. 


3550 




Seq. ID 


OJ990402_ 


30.9819 


.C6 


Gene No. 


7538 




Strand 








o Lai <- 


18527 




End 


24093 






Name 


OJ990402 30. 9819. C6. 


o3.np 


Method 


AAT/NAP 






Start 


18968 




End 


22952 






GI 


4006876 




Score 


280 






Exons 


18968. .19100, 19503. 


.19616, 


19761. .19842, 20990. 


. .21320, 






22361. .22952 












GI Descrip. 


(Z99707) hypothetical protein [Arabidopsis thaliana] 




UCt-J. IN \J ■ 


3550 




Seq. ID 


OJ990402_ 


30.9819 




Gene No. 


7539 




Strand 








Start 


32850 




End 


33288 






Name 


OJ990402 30. 9819. C6. 


08 . gs 


Method 


GENSCAN 






Start ' 


32850 




End 


33288 






GI 


none 




Score 


.69 






Exons 


32850. .33101, 33235. 


.33288 










Seq. No. 


3550 




Seq. ID 


OJ990402_ 


30. 9819 


.C6 


Gene No. 


7540 




Strand 








Start 


33705 




End 


35967 






Name 


OJ990402 30. 9819. C6. 


o9.gs 


Method 


GENSCAN 






Start 


33705 




End 


35967 






GI 


none 




Score 


.95 






Exons 


33705. .34351, 34690. 


.34723, 


34818. .35011, 35628. 


. .35967 




Seq. No. 


3550 




Seq. ID 


OJ990402_ 


_30.9819 


.C6 


Gene No. 


7541 




Strand 








Start 


43013 




End 


44231 







3683 





Name 


OJ990402 30.9819.C6.oll.gs 


Method 


GENSCAN 




Start 


43013 


End 


44173 




GI 


none 


Score 


.98 




Exons 


43013. .43225, 43318 .. 43645, 


43719. .44173 




Seq. No. 


3550 


Seq. ID 


OJ990402_30.9819.C6 




Gene No. 


7541 


Strand 






Start 


43013 


End 


44231 




Name 


OJ990402 30.9819.C6.o5.np 


Method 


AAT/NAP 




Start 


43016 


End 


44179 




GI 


4126403 


Score 


1009. 




Exons 


43016. .43225, 43318 43645, 


43719. .44179 




GI Descrip. 


(AB011796) flavonol synthase 


[Citrus unshiu] 




Seq. No. 


3550 


Seq. ID 


OJ990402_30.9819.C6 




Gene No. 


7541 


Strand 






Start 


43013 


End 


44231 




Name 


OJ990402 -30. 9819.C6.o8 .gp 


Method 


AAT/GAP 




Start* 


"43785 


End' 


44231 - " 




GI 


uC-osflcyp034a05bl 


Score 


851 




Exons 


43785. .44231 








GI Descrip. 


, 4126403/dbj IBAA36554I 2.0e- 


22 (AB011796) flavonol synthase 






[Citrus unshiu] 1 




✓ 


Q 
w 


Seq. No. 


3550 


Seq. ID 


OJ990402_30.9819.C6 




Gene No . 


7542 


Strand 




in 


Start 


45133 


End 


45557 




Name 


OJ990402 30.9819.C6.ol5.tm 


Method 


TBLASTX: Maize 




Start 


4764 


End 


4970 


j ij 


GI 


none 


Score 


207 


;. 1 


Exons 


4764. .4970 






: S? 


Seq. No. 


3550 


Seq. ID 


OJ990402_30.9819.C6 




Gene No. 


7542 


Strand 




j=t=j 


Start 


45133 


■ End 


45557 




Name 


OJ990402 30.9819.C6.o8.tm 


Method 


TBLASTX: Maize 




Start 


6164 


End. 


6918 




GI 


none 


Score 


116 


fc=T 

: =j 


Exons 


6164.. 6226, 6165.. 6236, 6265 


..6372, 6283. .6345, 6355. .6420, 


<«J 




6369.. 6419, 6498.. 6563, 6518 


..6574, 6852. .6914, 6853. .6918 


:3 


Seq. No. 


3550 


Seq. ID 


OJ990402_30.9819.C6 




Gene .No. 


7542 


Strand 






Start 


45133 


End 


45557 




Name 


OJ990402 30.9819.C6.ol2.tm 


Method 


TBLASTX: Maize 




Start 


12008 


End 


12842 




GI 


none 


Score 


120 




Exons 


12008. .12091, 12012. .12104, 


12542. .127< 


38, 12549. . 12734, 






12550. .12747, 12703 12819, 


12768. .12842 




Seq. No. 


3550 


Seq. ID 


OJ990402_30. 9819.C6 




Gene No. 


7542 


Strand 






Start 


45133 


End 


45557 




Name 


OJ990402 30.9819.C6.ol4.tm 


Method 


TBLASTX: Maize 




Start 


13087 


End 


13437 




GI 


none 


Score 


77 




Exons 


13087. .13161, 13094. .13159, 


13252. .13323, 13253 .. 13330, 



3684 





13315. 


.13398, 


13319. 


.13399, 


13414'. .13437 • 


Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 


Gene No. 


7542 








Strand 




Start 


45133 








End 


45557 


Name 


OJ990402 30. 9819. C6. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


16072 








End 


16931 


GI 


none 








Score 


124 


Exons 


16072. 


.16410, 


16136. 


.16411, 


16502. .16576, 16509 .. 16577, 




, 16616. 


.16705, 


16806. 


.16931, 


16810.. 16920 


Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 


Gene No. 


7542 








Strand 




Start 


45133 








End 


45557 


Name 


OJ990402 30. 9819. C6. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


16081 








End 


17599 


GI 


none 








Score 


144 


Exoris ■ 


- 16081. 


.16419, 


16097. 


.16420, 


'16493. .16594, 16503. . 165S5, 




16610. 


.16705,- 


16613. 


.16702, 


16795. .16929, 16806 16931, 




17037. 


.17102, 


17051. 


.17101, 


17097. .17261, 17098. .17253, 




17341. 


.17586, 


17363. 


.17599 






Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 




7542 








Strand 




Start 


45133 








End 


45557 


Name 


. OJ990402 30. 9819. C6. 


o4 . tc 


Method 


TBLASTX r-Cress 


St^rt ;. - < * 


16499". 








End- 


16932 ■ ■ 


GI 4 """ " 


none 








Score ' 


87 


Exons 


16499. 


.16579, 


16610. 


.16705, 


16806. .16931, 16810.. 16932 


Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 


Gene No. 


7542 








Strand 




Start 


45133 








End 


45557 


Name 


OJ990402 30. 9819. C6. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


16502 








End 


16902 


GI 


none 








Score 


45 


Exons 


16502. 


.16576, 


16509. 


.16577, 


16610. .16708, 16616. .16705, 




16806. 


.16895, 


16806. 


.16901, 


16813. .16902 


Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 




7542 








Strand 




Start 


45133 








End 


45557 


Name 


OJ990402 30. 9819. C6. 


o3.tc 


Method 


TBLASTX: Cress 


Start 


17139 








End 


t 17580 


GI 


none 








Score 


62 


Exons 


17139. 


.17276, 


17142. 


.17252, 


17329. .17580, 17336.. 17563 


Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 


Gene No. 


7542 








Strand 




OLal L. 


45133 








End 


45557 


Name 


OJ990402 30. 9819. C6. 


olO.tm 


Method 


TBLASTX: Maize 


Start 


17157 








End 


17602 . 




none 








Score 


"69 


Exons 


17157. 


.17252, 


17158. 


.17250, 


17341. .114 


100, 17341. .17394, 




17389. 


.17577, 


17390. 


.17602 






Seq. No. 


3550 








Seq. ID 


OJ990402_30.9819 



3685 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



7542 Strand 

45133 End 

OJ990402_30 . 9819 . C6 . o2 . tw Method 

19396 End 

none Score 



45557 

TBLASTX: Wheat 

19841 

70 



19396. .19470, 19398 .. 19481, 19440 19520, 194 61 .. 19514 , 
19489. .19551, 194 94 .. 19553, 19538 .. 19630, 19540 .. 19629, 
19754. .19798, 19788 .. 1984 1, 19795.. 19839 



Seq. No. 3550 

Gene No. 7542 

Start 45133 

Name OJ990402_30 . 9819 . C6 . o9 . tm 

Start 19404 

GI none 

Exons 19404. .19619, 19405 .. 19632, 



Seq. ID OJ990402_30.9819.C6 
Strand 

End 45557 

Method TBLASTX : Mai ze 

End 19634 

Score 261 
19407. .19634, 19411.. 19629 



- i= i i 

; t e 

a 



a 

Li 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



* Seq. No . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3550 - 

7542 

45133 

OJ990402_30 . 9819 . C6 . o7 . tm 

20979 

none 

20979. .21146, 20980 2124 6, 
21244. .21285, 21244. .21285 

-3550' ' 
7542 
45133 

OJ9904 02_30 . 9819 . C6 . o5 . tm 

22331 

none 

22331. .22699, 22335 .. 22439, 
22576.. 22698 

3550 
7542 
45133 

OJ990402_30.9819.C6.o6.ts . 

22623 

none 

22623. .22664, 22662 22784, 
22828. .22854, 22887.. 22916 



Seq. ID OJ990;402_30.9819.C6 
. Strand 

End 45557 

Method TBLASTX: Maize 

End 21285 

Score 189 
20983. .21246, 21054 .. 21263, 



Seq. ID OJ990402_30.9819.C6 
Strand 

End 45557 

Method TBLASTX : Mai ze 

End 22699 

Score 308 
22337. .22693, 224 97 22697, 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ990402_30.9819.C6 
45557 

TBLASTX : Soybean 

22916 

139 



22672. .22785, 22824 .. 22853, 



Seq. No. 3550 

Gene No. 7542 

Start 45133 

Name OJ990402_30 . 9819 . C6 . o2 . tm 

Start 27445 

GI none 

Exons 27445. .27495, 274 47 274 94 , 
27634. .27726, 27807 .. 27998 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 30. 9819. C6 



45557 

TBLASTX: Maize 
28000 
70 

27527. .27718, 27568 .. 27717, 
27872. .28000, 27872.. 28000 



Seq. No. 
Gene No. 
Start 
Name 



3550 
7542 
45133 
OJ990402 



30.9819.C6.o5.tc 



Seq. ID 

Strand 

End 

Method 



OJ990402_30.9819.C6 
45557 

TBLASTX: Cress 



3686 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27566 
none 



End 
Score 



27956 
124 



27566. .27715, 27568 .. 27711 , 27807.. 27956 



3550 
7542 
45133 

OJ990402_30.9819.C6.o4.ts 
27921 
none 

27921. .28100, 27929 .. 28093, 28715 .. 28 915 , 28731 
28739. .29002, 28980 .. 29078, 28985.. 29041 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 30. 9819. C6 



45557 

TBLASTX : Soybean 
29078 
178 

29006, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
?2 Start 
.'5 Name 
)i Start • 

GI ■" 

I L? Exons 



3550 
7542 
45133 

OJ990402_30.9819.C6.o4 .tm 

28775 • . 

none 

28775. .29074, 28776.. 29075 



3550 
7542 
45133 
OJ990402 
31240 
none ' 
31240 
31635 
31875 



30.9819.C6.o5.ts 



31362, 31307, 
31661, 31728. 
31997 



.31432, 
.31853, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31536 

31785 



OJ990402_30.9819.C6 
45557 

TBLASTX : Maize 

29075 

460 



OJ990402 30. 9819. C6 



45557 

TBLASTX : Soybean 
31997 
49 

31607, 31541. .31600, 
31853, 31862. .31996, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3550 
7542 
45133 

OJ990402_30. 9819. C6. oil. tm 

31838 

none 



Seq. ID OJ990402_30.9819.C6 
Strand 
End 

Method 
End * 
Score 



45557 

TBLASTX: Maize 

32015 

103 



31838. .32008, 31838 . .32008, 31839 32009, 31839.. 32015 



3550 
7542 
45133 

OJ990402_30. 9819.C6.o2.tc 

32859 

none 



Seq. ID OJ990402_30.9819.C6 
Strand 
End 

Method 
End 
Score 



45557 

TBLASTX: Cress 

34361 

71 



32859. .32903, 32860 33102, 32958 .. 33104 , 33720 .. 33773, 
33766. .34014, 33786. . 34088, 34146 .. 34361, 34147. .34269 



Seq. No. 3550 Seq. ID 

Gene No. 7542 Strand 

Start 45133 End 

Name OJ990402_30 . 9819 . C6 . 06 . tm Method 

Start 32868 End 

GI none Score 
Exons 



OJ990402_30.9819.C6 
45557 

TBLASTX: Maize 

34892 

55 



32868. .32906, 32970 33092, 33726.-33773, 33780 33836, 
33789. .33833, 33840 .. 34091, 33888 .. 34094 , 33892 .. 34092 , 
34143. .34292, 34 143 .. 34352, 34 144 .. 34365, 34791.. 34892 



3687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3550 
7542 
45133 

OJ990402_30.9819.C6.o3.ts 
32878 



none 
32878. 
33889. 
34902. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 30. 9819. C6 



45557 

TBLASTX : Soybean 
35791 
108 

34091, 
34931, 

35787, 35663.. 35791 



,33096, 32961. .33107, 33729 .. 33962, 33729 
,34092, 34131. .34352, 34138 .. 34374 , 34791 
,35012, 35644, 



Seq. No. 3550 

Gene No. 7542 

Start 45133 

Name OJ990402_30 . 9819.C6. ol . tc 

Start 43016 

GI none 
Exons 



Seq. ID OJ990402_30.9819.C6 
Strand 

End 45557 

Method TBLASTX: Cress 

End 44122 

Score 34 



43016. .43102, 4 3020 .. 43091 , . 43151 .. 43237, 4 3152 .. 43232, 
43310. .43507, 43321 .. 43647 , 43718 .. 43987 , 43731 .. 43976, 
44066. .44122 



Seq. No. 3550 

Gene No. 7542 

Start 45133 

Name OJ9904 02_30 . 98 1 9 . C6 . ol . tm 

Start. 43022 

GI none 

Exons 43022. .43099, 43151 .. 43228, 
43328.-43522, 43718.. 43909 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_30.9819.C6 
45557 

TBLASTX: Maize 

43909 

63 



43152. .43220, 43318 .. 43647 , 



Seq. No. 3550 

Gene No. 7542 

Start 45133 

Name OJ990402_30 . 9819 .C6 .o2 . ts 

Start 43022 

GI none 
Exons 



45557 

TBLASTX : Soybean 
44122 
65 

43022. .43099, 43151 .. 43237, 43152 .. 43265, 4 3310 .. 4 3522, 
43315. .43647, 43718 .. 4 3987, 43719 .. 43964 , 44078. .44122 



Seq. ID OJ990402_30.9819.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 3550 

Gene No. 7542 

Start 45133 . 

Name OJ990402_30 . 9819 . C6 . ol3 . tm 

Start 43910 

GI none 

Exons 43910. .44122, 43914.. 44159 

Seq. No. 3550 

Gene No. 7542 

Start 45133 

Name OJ990402_30 . 9819 . C6 . o9 . gp 

Start 45056 

GI 15443JL.R1084 

Exons 45056. .45557 

GI Descrip. '3047096 6.0e-21 (AF058826) 
domains (Pfam: pkinase.hmm, 

• thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_30.9819.C6 
45557 

TBLASTX: Maize 

44159 

191 



OJ990402_30.9819.C6 

45557 
AAT/GAP 
4 5557 
913 



similar to eukaryotic protein kinase 
score: 189.74) [Arabidopsis 



3688 



S3 



Seq. No. 


3550 


Seq. ID 


OJ990402 30.9819 


,C6 


Gene No. 


7542 


Strand 






Start 


45133 


End 


45557 




Name 


OJ990402 30.9819.C6.ol2.gs 


Method 


GENSCAN 




Start 


45133 


End 


45466 




GI 


none 


Score 


.45 




Exons 


45133. .45229, 45291.. 45466 








Seq. No. 


3550 


Seq. ID 


OJ990402_30. 9819 


.C6 


Gene No. 


7542 


Strand 






Start 


45133 


End 


45557 




Name 


OJ990402 30.9819.C6.o6.np 


Method 


AAT/NAP 




Start 


45215 


End 


45557 




GI 


2864613 


Score 


88 




Exons 


45215. .45290, 45348.. 45557 








GI Descrip. 


(AL021811) S-receptor kinase 


! -like protein [Arabidopsis 






thaliana] ■ gi | 404 9333 | emb | CAA22558 . 1 | (AL034 567) S-receptor 




kinase-like protein [Arabidopsis thaliana] 




Seq. No. 


3551 


Seq. ID 


OJ990402_30.9819 


.C7 


Gene No. 


7543 


Strand 






Start 


1 


End 


1800 




Name 


OJ990402 30.9819.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1692 




GI- 


3047096 


Score 


714 




Exons 


. 1..210, 302. .715, 788.. 1692 








GI Descrip. 


(AF058826) similar to eukaryotic protein kinase domains 


(Pfam: 




pkinase . hmm, score: 189.74) 


[Arabidopsis thaliana] 




Seq. No. 


3551 


Seq. ID 


OJ990402_30.9819 


.C7 


Gene No. 


7543 


Strand 






Start 


1 


End 


1800 




Name 


OJ990402 30.9819.C7.ol.gs 


Method 


GENSCAN 




Start 


10 


End 


1734 




GI 


none 


Score 


.97 




Exons 


10. .1734 








Seq. No. 


3551 


Seq. ID 


OJ990402_30.9819 


.C7 


Gene No. 


7543 


Strand 






Start 


1 


End 


1800 




Name 


OJ990402 30.9819.C7.ol.gp 


Method 


AAT/GAP 




Start 


1308 


End 


1800 




GI 


uC-osroM202029b04bl 


Score 


958 




Exons 


1308. .1800 








GI Descrip. 


'3047096 1.0e-14 (AF058826) 


similar to 


eukaryotic protein kinase 




domains (Pfam: pkinase. hmm, 


score: 189, 


.74) [Arabidopsis 






thaliana] ' 








Seq. No. 


3551 


Seq.- ID 


OJ990402_30.9'819 


.C7 


Gene No. 


7544 


Strand 






Start 


3314 


End 


10161 




Name 


OJ990402 30.9819.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


178 




GI 


. none 


Score 


273 




Exons 


1..177, 2. .178, 131. .178 









3689 



Seq. No. 3551 Seq. ID 

Gene No. 7544 Strand 

Start 3314 End 

Name OJ990402_30 . 9819 . C7 . o3 . tw Method 

Start 25 End 

GI none Score 

Exons 25.. 201, 25.. 228 



OJ990402_30.9819.C7 
10161 

TBLASTX: Wheat 

228 

157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3551 Seq. ID 

7544 Strand 

3314 End 

OJ990402_30 . 9819 . C7 . o2 . gs Method 

3314 End 

none Score 



OJ990402_30.9819.C7 

10161 
GENSCAN 
10161 
.69 



3314. .3612, 5650. .5681, 5778. .5902, 6378. .6592, 7449.-7492, 
7593. .7954, 8763. .9250, 10107. .10161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 
Gene No. 



M Start 

fjj Name 

:: Start 

•n GI 

'.'^ Exons 



3551 Seq. ID OJ990402_30 . 9819 . C7 

7544 * * ' " Strand 

3314 End 10161 

OJ990402_30.9819.C7.o2.gp Method AAT/GAP 

5311 End 9197 

61_1.R1084 Score 2970 

5311. .5681, 5778. .5902, 6378. .6592, 7449. .7492, 7593. .7954, 
8763. .9197 

'3318615/dbj | BAA31584.il 0.0e+00 (AB016065) mitochondrial 
phosphate transporter [Oryza sativa] 1 



3551 
7544 
3314 

OJ990402_30.9819.C7.ol.tm 

5375 

none 

5375.-5452, 5375.. 5449, 5424. 
5640.. 5681, 5645.. 5680, 5770. 
5780. .5911, 6370. .6597, 6378. 
7460. .7492, 7578. .7787, 7591. 
8760. .8894, 8764. .8901, 8764. 
9016.. 9057, 9018.. 9047, 9136. 



Seq. ID OJ990402_30. 9819.C7 
Strand 

End 10161 
Method TBLASTX: Maize 
End 9171 
Score 69 

.5537, 5433.-5522, 5612.. 5656, 
.5901, 5778. .5903, 5778.-5900, 
.6596, 7422. .7493, 7450. .7491, 
.7956, 7592.-7957, 7593.-7955, 
.8928, 8962. .9030,' 8970. .9032, 
.9171 



Seq. No. 3551 Seq. ID 

Gene No. - . 7544 Strand 

Start 3314 End 

Name OJ9904 02_30 . 98 19 . C7 . o2 . tw Method 

Start 5474 End 

GI none Score 
Exons 



OJ990402_30.9819.C7 
10161 

TBLASTX: Wheat 

5911 

49 



5474. .5518, 5475. .5522, 5525. .5602, 5531. .5662, 5634. .5681, 
5778.. 5903, 5778.. 5882, 5780.. 5911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3551 
7544 
3314 

OJ990402_30.9819.C7.o3.np 

5618 

3318615 



Seq. ID OJ990402_30. 9819.C7 
Strand 

End 10161 

Method AAT/NAP 

End 9056 

Score 1757 



5618. .5681, 5778. .5902, 6378. 16592, 7449. .7492, 7593.-7954, 



3690 



8763. .9056 

GI Descrip. (AB016065) mitochondrial phosphate transporter [Oryza sativa] 



Seq. No. 3551 

Gene No. 7544 

Start 3314 

Name OJ990402_30 . 981 9 . C7 . ol . tc 

Start 5624 

GI none 
Exons 



Seq. ID OJ990402_30.9819.C7 
Strand 

End 10161 

Method TBLASTX : Cress 

End 8888 

Score 53 



5624.. 5695, 5625.. 5681, 5780.. 5911, 5781. .5903, 6378.. 6593, 
6378.. 6596, 6379.. 6597, 7450.. 7491, 7593.. 7955, 7601.. 7957, 
7601.. 7957, 8760.. 8888, 8764.. 8877 



HI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3551 
7544 
3314 

OJ990402_30 . 9819 .C7 . ol . ts 

5773 

none 



Seq. ID OJ990402_30.9819.C7 
Strand 

End 10161 

Method TBLASTX : Soybean 

End 9117 ■ - 

Score 75 ■ 



5773.. 5892, 5778.. 5903, 5780.. 5911, 6377.. 6520, 6378.-6596, 

6378.. 6596, 6379.. 6597, 7450.. 7491, 7592.. 7957, 7593.-7955, 

7603.. 7956, 7663.. 7965, 8760.. 8879, 8764.. 8877, 8991.. 9029, 
9085. .9117 



3551 
7544 
3314 

OJ990402_30. 

7462 

none 

7462. .7494, 
7593. .7955, 



9819.C7.ol.tw 



7462. 
7594. 



.7491, 7463. 
.7956 



-OJ990402_30.9819.C7 
10161 

TBLASTX: Wheat 

7957 

48 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7492, 7591. .7956, 7592. .7957, 



« Seq. No. 
□ Gene No. 
'!j Start 
I ? Name 
;: I Start 
;;3 GI 
Q Exons 
U 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3552 
7545 
312 

OJ990402_30 . 98 19 . C8 . ol . gs 

312 

none 

312. .405, 495. .553 

3552 
7546 
766 

OJ990402_30 . 9819 . C8 . ol . gp 

766 

none 



Seq. ID OJ990402_30.9819.C8 

Strand + 

End 553 

Method GENSCAN 

End 553 

Score . 65 



Seq. ID OJ990402_30.9819.C8 



Strand 
End 

Method 

End 

Score 



5224 
AAT/GAP 
2106 
1133 



766. .1022, 1361. .1453, 1524. .1657, 1969. .2106 



Seq. No. 3552 

Gene No. 754 6 

Start 766 

Name OJ990402_30 . 9819 . C8 . o2 . gs 

Start 1240 

GI none 
Exons 



Seq. ID OJ990402_30. 9819.C8 
Strand 

End 5224 

Method GENSCAN 

End 5224 

Score .86 



1240. .1305, 1361. .1453, 1524. .1657, 1969. .2119, 2443. .2513, 
2789. .2871, 3278. .3327, .3658. .3734, 3822. .3882, 4050. .4110, 



3691 







4412. 


.4509, 


4597. 


.4950, 


5051. 


.5224 








Seq. No. 


3552 










Seq. ID OJ990402 


30. 9819. C8 




Gene No. 


7546 










Strand 








Start 


766 










End 5224 








Name 


OJ990402 30. 


9819. 


C8.ol. 


tm 


Method TBLASTX: 


L 1CLX 






Start 


1368 










End 4170 








GI 


none 










Score 58 








Exons 


1368. 


.1466, 


ljij • 


1 SQft 


i S9n 




.1525. 


.1602, 






1611. 


.1658, 


1616. 


.1660, 


1617. 


.1661, 1994. .2041, 


1994. 


.2053, 






2042. 


.2125, 


2043. 


.2120, 


2442. 


.2513, 2443.. 2514, 


2444. 


.2515, 






2784. 


.2879, 


2787. 


.2873, 


2791. 


.2874, 3262. .3345, 


3655. 


.3735, 






3656. 


.3733, 


3823. 


.3888, 


3823. 


.3897, 3824.. 3898, 


3963. 


.4019, 






3964. 


.4020, 


3965. 


.4018, 


4104. 


.4163, 4105. .4167, 


4105. 


.4170 




Seq. No. 


3552 










Seq. ID OJ990402 


30. 9819. C8 




Gene No. 


7546 










Strand 








Start 


766 










. End ' 5224 








Name 


OJ990402 30. 


9819. 


C8.ol. 


ts 


Method TBLASTX : 


Soybean 




O Ldl l 


2006 










rnH AM A 








GI 


none 










Score 68 








Exons 


2006. 


.2125, 


2061. 


.2114, 


2443. 


.2514, 2784. .2867, 


2796. 


.2858, 






2800. 


.2871, 


3262. 


.3339, 


3281. 


.3328, 3655. .3735, 


3656. 


.3736, 






3701. 


.3736, 


3823. 


.3897, 


3823. 


.3897, 3830. .3898, 


3833. 


.3898, 






3965. 


.4018, 


3972. 


.4010, 


4105. 


.4170, 4109. .4174 






ul 

;3 : c 
; ! : 


Seq. No. 


3552 










Seq. ID OJ990402 


30. 9819. C8 


! _J 


Gene No. 


7546 










Strand 








OUdiC 


766 










r n H R994 






Ly 


Name 


OJ990402 30. 


9819. 


C8.ol. 


tc 


Method TBLASTX: 


Cress 






Start 


2808 










End 4170 






ns 

i ar 


GI 


none 










Score 65 








Exons 


2808. 


.2867, 


3262. 


.3339, 


3652. 


.3735, 3656.. 3736, 


3823. 


.3897, 






3823. 


.3897, 


3965. 


.4018, 


4105. 


.4170 








Seq. No. 


3552 










Seq. ID OJ990402 


30. 9819. C8 




Gene No- 


7546 










Strand 








Start 


766 










End 5224 








Name 


OJ990402 30. 


9819. 


C8.o2. 


gp 


Method AAT/GAP 








Start 


3687 










End 4709 








GI 


58686 


1.R10E 


E4 






Score 565 








Exons 


3687. 


.3734, 


3822. 


.3882, 


3965. 


.4018, 4105. .4164, 


4597. 


.4709 




GI Descrip. 


1 4176420/dbj | BAA37167 | 


2.0e-ll (AB008097) cytochrome 


P450 



[Arabidopsis thaliana] 1 

Seq. No. 3553 Seq. ID 

Gene No. 7547 Strand 

Start 59 End 

Name OJ990402_30 . 9819 . Cll . ol . gs Method 

Start- 59 End 

GI none Score 

Exons 59.. 109, 1791.. 1928, 1979.. 2145 



OJ990402_30. 9819. Cll 
+ 

2145 
GENSCAN 
2145 
.45 



Seq. No. 3553 Seq. ID 

Gene No. 7548 Strand 

Start 8754 End 

Name OJ990402 30 . 9819 . Cll . o3 . gs Method 



OJ990402_30. 9819. Cll 

15999 
GENSCAN 



3692 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8754 End 15999 

none Score . 55 

8754.. 8879, 9460.. 9577, 9772.. 13692, 13870 .. 13917 , 13922 14105, 
14246. .14450, 15724. .15999 



3553 
7548 
8754 

OJ990402_30 . 9819 . Cll . ol . np 
9771 
6539553 
9771. .13676 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ990402_30. 9819. Cll 
Strand 

End 15999 

Method AAT/NAP 

End 13676 

Score 6774 



Seq. No. 3553 

Gene No. 7548 

Start 8754 

Name OJ990402_30 . 9819 . Cll . o2 . tw 

Start 9907 

GI none 
Exons 



Seq. ID OJ990402_30. 9819. Cll 
Strani 

End 15999 

Method TBLASTX : Wheat 

End 10383 

Score 352 



9907. .10293, 9945. .10292, 10308 .. 10382, .10310 .. 10381, 
10312. .10383 



fU Seq. No. 

C3 Gene No. 

\7i Start 
Name 
Start 

TU GI 

;= Exons 

'ij Seq. No. 
, 7 Gene No . 

Start 
hJ Name 
O Start 
□ GI 

Exons 



3553 Seq. ID 

7548 Strand 

8754 End 

OJ990402_30. 9819. Cll. o4 . ts Method 

10035 End 

none Score 



OJ990402_30. 9819. Cll 
15999 

TBLASTX : Soybean 

10376 

89 



10035. .10244, 10114. .10239, 10263 .. 10376, 10270.. 10350 

OJ990402 30. 9819. Cll 



3553 Seq. ID 

7548 Strand 

8754 End 
OJ990402_30 . 9819 . Cll . o4 . tm Method 

10239 End 

none Score 

10239. .10577, 10240.. 10578 



15999 

TBLASTX: Maize 

10578 

206 



Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819 


.Cll 


Gene No. 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30. 9819. Cll 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10389 




End 


10734 




GI 


none 




Score 


127 




Exons 


10389. .10733, 10534. 


. 10734 








Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819 


.Cll 


Gene No. 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30. 9819. Cll 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


10587 




End 


11132 




GI 


none 




Score 


46 




Exons 


10587. .10793, 10615. 


.10719, 


10788. .11132, 10812. .10985 





3693 




Sea No 


3553 




Seq. ID 


OJ990402_30. 9819. 


\^ X X 


Gene No. 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10668 




End 


11133 




GI 


none 




Score 


55 




Exons 


10668. .11132, 10771. 


.10881, 


10815. .10997, 10951.. 11133 




Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819. 


Cll 


Gene No . 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10803 




End 


11267 




GI 


5509260 




Score 


58 




Exons 


10803. .11267, 10822. 


.10881, 


10954. .11049 




GI Descrip. 


- 










O ~ V-^ • 1^1 v . 


3553 " 




Seq. ID 


OJ990402_30! 9819. 




Gene No. 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.ol.tc 


Method 


TBLASTX: Cress . 




Start 


10914 




End 


11174 




GI 


none 




Score 


282 




Exons 


10914. .11174 










Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819. 


Cll 


fjpnp Mo 
UC11C LH\J . 






Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


11187 




End 


11942 




GI 


none 




Score 


200 




Exons 


11187. .11426, 11188. 


.11346, 


11204. .11434, 11207. .11404, 






11455. .11934, 11484. 


.11942 








Sea No 


3553 




Seq. ID 


OJ990402_30.9819. 


PI 1 

X X 


Gene No. 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.o2:tc 


Method 


TBLASTX: Cress 




Start 


11568 




End 


11957 




GI 


none 




Score 


112 




Exons 


11568. .11762, 11775. 


.11957 








Seq. No. 


3553 




Seq. ID 


OJ990402_30. 9819. 


Cll 


UC11C IN • 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11592 




End 


11990 




GI 


none 




Score 


38 




Exons 


11592. .11765, 11719. 


.11757, 


11766. .11990, 11811. . 11981, 






11812. .11982 










Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819. 


Cll 


Gene No. 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11778 




End 


12212 





3694 





GI 


none ~* * 




Score 


84 




Exons 


11778. .12212, 11803. 


.12003 








Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819.C11 




VJ cue IN u • 


7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11943 




End 


12135 




GI 


none 




Score 


186 




Exons 


11943. .12134, 11943. 


.12134, 


12064. .12135 




Seq. No. 


" 3553 




Seq. ID 


OJ990402_30. 9819.C11 






7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.o5. ts 


Method 


TBLASTX: Soybean 




Start 


12000 




End 


12386 




GI 


none 




Score 


88 




Exons 


12000. .12248, 12231. 


.12386 








Seq. No. 


3553 




Seq. ID 


OJ990402_30.9819.C11 






7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.ol . tm 


Method 


TBLASTX: Maize 


■:J 


Start 


12413 




End 


12735 


Id 

; : 
': =? 


GI 


none 




Score 


395 


: ! Ft 


Exons 


12413. .12580, - 12414. 


.12728, 


12415. .12708, 12481. .12735 


ru 


Seq. No. 


3553 




Seq. ID 


OJ990402_30. 9819.C11 


:- -J 




7548 




Strand 






Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


.o2. tm 


Method 


TBLASTX: Maize 


! y 


Start 


13234 




End 


13547 




GI 


none 




Score 


297 




Exons 


13234. .13539, 13236. 


.13547 






"*J 


Seq. No. 


3553 




Seq. ID 


OJ990402_30. 9819.C11 






7548 




Strand 




i. 1 


Start 


8754 




End 


15999 




Name 


OJ990402 30.9819.C11 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13296 




End 


13682 




GI 


none 




Score 


258 




Exons 


13296. .13682, 13297. 


.13671 








Seq. No. 


3554 




Seq. ID 


OJ990402 30.9819.C12 




Gene No. 


7549 




Strand 


+ 




Start 


42 




End 


422 




Name 


OJ990402 30.9819.C12 


.ol . gp 


Method 


AAT/GAP 




Start 


42 




End 


422 




GI 


63060 1.R1084 




Score 


627 




Exons 


42. .422 









GI Descrip. 1 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 3554 Seq. ID 

Gene No. 7550 Strand 

Start 4 6 End 

Name OJ9904 02_30 .9819. C12 . ol . gs Method 



OJ990402_30. 9819.C12 
533 

GENSCAN 



3695 






Start 


46 


End 


533 




GI 


none 


Score 


.96 




Exons 


46. .533 








Seq. No. 


3555 


Seq. ID 


OJ990402_32.9819.C1 




Rpnp NO 


7551 


Strand 


+ 




Start 


250 


End 


568 




Name 


OJ990402 32.9819.Cl.ol.gs 


Method 


GENSCAN 




Start 


250 


End 


568 




GI 


none 


Score 


.7 




Exons 


250. .424, 454. .568 








Seq. No. 


3556 


Seq. ID 


OJ990402_32.9819.C2 




Gpnp No 


7552 


Strand 


+ 




Start 


307 


End 


693 




Name 


OJ990402 32.9819.C2.ol.gs 


Method 


GENSCAN 




Start 


307 


End 


693 




. GI 


none 


Score 


.46 




Exons 


307.. 325, 617. .693 








Seq. No. 


3557 


Seq. ID 


OJ990402_32.9819.C3 




Gene No. 


7553 


Strand 


+ 




Start 


1449 


End 


8284 




Name 


OJ990402 32 9819 C3 ol as 


Method 


GENSCAN 




Start 


1449 • 


End 


7404 




GI 


none 


Score 


.8 


rjs 


Exons 


1449. .1570, 1607. .1749, 1845 


..1931, 2092. .2181, 2681. .2892, 


i W 




2919.. 2982, 3381.. 3491, 5402 


..5608, 6122.'. 6325, 6412. .6704, 


i* 

; : cf 
i : S 




6781. .7139, 7217. .7404 








Seq. No. 


3557 


Seq. ID 


OJ990402_32.9819.C3 


I s Li 


Gene No. 


7553 


Strand 


+ 




Start 


1449 


End 


8284 




Name 


OJ990402 32.9819.C3.o2.gp 


Method 


AAT/GAP 




Start 


3749 


End 


3846 


5 


GI 


LIB3477-003-P1-K1-E9 


Score 


127 




Exons 


3749. .3846 






c 


GI' Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


i:3 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 


'iiS? 




sativa] ' 








Seq. No. 


3557 


Seq. ID 


OJ990402_32.9819.C3 




Gene No. 


7553 


Strand 


+ 




Start 


1449 


End 


8284 




Name 


OJ990402 32.9819.C3.o3.gp 


Method 


AAT/GAP 




Start 


4048 


End 


4456 




GI 


5816562 


Score 


650 




Exons 


4048. .4456 








GI Descrip. 


6016845/dbj | AP000570 . 1 | AP000570 3.0e-! 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 






Seq. No. 


3557 


Seq. ID 


OJ990402_32.9819.C3 




Gene No. 


7553 


Strand 


+ 




Start 


1449 


End 


8284 




Name 


OJ990402 32.9819.C3.ol.np 


Method 


AAT/NAP 




Start 


5441 : -- 


End 


8284 




GI 


6691716 


Score 


1730 



3696 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5441. .6329, 6527. .6704, 6781. .6883, 6960. .7139, 7217. .7404, 
8245.. 8284 

(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj (BAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990402_32.9819.C3 
Strand 

End 861 

Method AAT/GAP 

End 861 

Score 367 



3557 
7554 
668 

OJ990402_32.9819.C3.ol.gp 
668 

5667512 
668. .861 

2828290/embl CAA16704.il 6.0e-12 (AL021687) ankyrin-like protein 
[Arabidopsis thaliana] 





Seq. No. 


3557 








Seq. ID 


OJ990402_32.9819. 


C3 




Gene No. 


7555 








Strand 








Start 


5560 








End 


5851 






Name 


OJ990402 32 


.9819 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


5560 








End 


5851 






GI 


none 








Score 


211 






Exons 


5560. .5643, 


5561 


. .5851, 


5746. 


.5814 






. In 


Seq. No. 


3558 








Seq. ID 


OJ990'402_32.9819. 


C4 


M 


Gene No. 


7556 








Strand 


+ 




i;n 


Start 


1 








End 


3326 




ry 


Name 


OJ990402 32 


.9819 


.C4.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


3320 






GI 


6691716 








Score 


748 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..52, 2390. .2553, 2703. .2807, 2881. .3320 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 |dbj IBAA89397 . 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



3558 ' 
7556 
1 

OJ990402_32.9819.C4.ol.gp 
1371 

LIB3434-038-P1-K1-F1 
1371. .1893 

'5257255/dbj IAP000364 .1 IAP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990402_32.9819.C4 

Strand + 

End 3326 

Method AAT/GAP 

End 1893 

Score 777 



Seq. No. 


3558 


Gene No. 


7556 


Start 


1 


Name 


OJ990402 32 


Start 


2394 


GI - 


none 


Exons 


2394. .2485, 


Seq. No. 


3558 


Gene No. 


7557 


Start 


8803 - 


Name 


OJ990402 32 



Seq. ID OJ990402_32.9819.C4 

Strand + 

End 3326 

19.C4.ol.gs Method GENS CAN 

End ^ 3326 

Score . 68 

2394. .2485, 2522. .2631, 2703. .2807, 2881. .3015, 3178. .3326 

Seq. ID OJ990402_32.9819.C4 

Strand + 

End 9562 

19.C4.o2.gp Method AAT/GAP 



3697 




□ 



Start 


8803 


End 


9562 






GI 


5816562 


Score 


652 






Exons 


8803. .8828, 9150. .9562 










GI Descrip. 


6016845/dbj IAP000570.il AP000570 3.0e-! 


59 Oryza sativa genom: 




DNA, ' chromosome 1, clone : P0711E10 








Seq. No. 


JJJO 


Seq. ID 


OJ990402_ 


32.9819 


-C4 


Gene No. 


/ J JO 


Strand 


+ 






'Start 


X £. \J *i O 


End 


17244 






Name 


O.TQQn409 "39 Qfil Q P4 rm 


Method 


AAT/GAP 






Start 


1 904 ~ 


End 


12557 * 






GI 


uC-osflM202052c07bl 


Score 


999 






Exons 


12046. .12557 










GI Descrip. 


■4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 


Seq. No. 


3558 


Seq. ID 


OJ990402_ 


OO QQ1 Q 




Gene No. 


7558 


Strand 


+ 






^tart 

o u a J- l. 


12046 


End 


•17244 . 






Name 


OJ990402 32.9819.C4.o3.np 


Method 


AAT/NAP 






Start 


12156 


End 


15623 






GI 


4234852 


Score 


2084 






Exons 


12156. .12332, 12366.. 15623 










GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 




Seq. ID 


OJ990402_ 


32.9819 


.C4 


Gene No. * 


^ tz c o 


Strand 


+ 








IzU4 o 


End 


17244 






Name 


Uuyyu*tuz jz . y o i y . . o o . gs 


Method 


GENSCAN 






Start 


12162 


End 


17244 






GI 


none 


Score 


.48 






Exons 


12162. .12853, 12897 .. 13003, 


14666. .14752, 16542. 


.16663, 






16841. .16962, 17061.. 17244 










Seq. No. 


3558 


Seq. ID 


OJ990402_ 


32.9819 


.C4 


Gene No. 


7558 


Strand 


+ 






Start 


12046 


.End 


17244 






Name 


OJ990402 32.9819.C4.o4.gp 


Method 


AAT/GAP 






Start 


12789 


End 


13349 






GI 


uC-osflcyp006al0bl 


Score 


777 






Exons 


12789. .13003, 13111.. 13349 










GI Descrip. 


•4234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


[Zea mays] 


Seq. No. 


3558 


Seq. ID 


OJ990402_ 


32.9819 


.C4 


bene ino . 


7559 


Strand 


+ 






Start 


18975 


End 


19487 






Name 


OJ990402 32.9819.C4.o6.gp 


Method 


AAT/GAP 






Start 


18975 


End 


19487 






GI 


4715490 


. Score 


981 






Exons 


18975.. 19487 










Seq. No. 


3558 


Seq. ID 


OJ990402_ 


32.9819 


.C4 


Gene No. 


7560 


Strand 


+ 






Start 


23297 


End 


27713 






Name 


OJ990402 32.9819.C4.o5.gs 


Method . 


" GENSCAN 






Start 


23297 


End 


27709 






GI 


none 


Score 


.82 






Exons 


23297. .23402, 24550 24696, 


253.73. .25620, 25705. 


.25815, 





3698 



25921. .26024, 27662.. 27709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3558 
7560 
23297 

OJ990402_32.9819.C4.o8.gp 
25361 

70230JL.R1084 

25361. .25620, 25705 25815, 
'3157932 4.0e-30 (AC002131) 



Seq. ID OJ990402_32.9819.C4 

Strand + 

End 27713 

Method AAT/GAP 

End 26009 

Score 828 
25921. .26009 

Similar to hypothetical protein HYP1 



gb_Z97338 from A. thaliana. [Arabidopsis thaliana] ' 



3558 
7560 
23297 

OJ990402_32 . 9819 . C4 . o5 . np 

25561 

1806144. 

25561. .25620, 25705 .. 25815, 



Seq. ID OJ990402_32.9819.C4 

Strand + 

End 27713 

Method AAT/NAP 

End 27712 

Score 954 
25921. .26024, 26171 .. 26213; 



26302. .26400, 26622 .. 26691 , 26777 26871, 27165 .. 27198, 
27292. .27376, 274 62 .. 27539, 27662.. 27712 



GI Descrip. (X97316) cdc2MsE [Medicago sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3558 
7560 
23297 

OJ990402_32.9819.C4.o9.gp 
25855 

16624_1.R1084 

25855. .25875, 26003 .. 26024 , 
26622. .26691, 26777 .. 26871 , 
27462. .27539, 27662.. 27713 

, 1806144/emb|CAA65981i 1.0e-109 (X97316) cdc2MsE [Medicago 
sativa] ' 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ990402_32.9819.C4 
+ 

27713 
AAT/GAP 
27713 
922 



26171. .26213, 26302 .. 26400, 
27165. .27198, 27292 .. 27376, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3558 Seq. ID 

7561 Strand 
3660 ' End 11074 

OJ990402_32 . 9819 . C4 . o2 . gs Method GENSCAN 

3660 End 11074 

none Score .51 

3660.. 4135, 4141.. 5615, 5961.. 7077, 7205.. 8249, 

10170. .10325, 10503. .10668, 10935. .11074 



OJ990402 32. 9819. C4 



8267. .9151, 



3558 Seq. ID 

7561 Strand 

3660 End 

OJ990402_32 . 9819, C4 . o2 . np Method 

3696 - End 

5922631 Score 



OJ990402_32.9819.C4 

11074 
AAT/NAP 
9103 
5573 



3696. .7077, 7205. .7356, 7399. .7970, 8016. .8218, 8476. .8720, 
8979. .9103 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | db j | BAA85207 . 1 1. (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 



3699 



predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


3558 








Seq. ID 


OJ990402 32.9ol9. 


C4 


Gene No. 


7562 








Strand 






Start 


17332 








End 


17721 




Name 


OJ990402 32. 


9819. 


C4 .o5. 


gp 


Method 


AAT/GAP 




Start 


17332 








End 


17721 




GI 


none 








Score 


678 




Exons 


17332.. 17721 












Seq. No. 


3558 








Seq. ID 


OJ990402_32. 9819. 


C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32. 


9819 . 


C4 . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3672 








End 


4250 




GI 


none 








. Score 


70 




Exons 


3672 . . 3803, 


3795 . 


. 4103, 


3997 


..4101, 4109. .4135, 4166. .4249, 




4176.. 4250 














Seq. No. 


3558 








Seq. ID 


OJ990402_32. 9819. 


C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402_32 . 


9819 . 


C4 . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


3711 








End - 


3974 




GI 


none 








Score 


102 




Exons 


3711. .3812, 


3712. 


.3813, 


3792 


..3974, 3793. .3918 




Seq. No. 


■ICCO 

oooo 








Seq. ID 


OJ990402_32. 9819. 


C4 


Gene No. 


t n. e o 

7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32. 


9819 . 


C4 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4392 








End 


4781 




GI 


none 








Score 


54 




Exons 


4 jyz . . 4 ft jy, 




.4585, 


4394 


..4780, 4470. .4781 




Seq. No. 


3558 








Seq. ID 


OJ990402_32.9819. 


C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32. 


9819. 


C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


4424 








End 


4787 




GI 


none 








Score 


245 




Exons 


4424. .4471, 


4463. 


A *7 O C 

.4 to D, 


A A C A 


. .4787 






Seq. No. 


. 3558 








Seq. ID 


OJ990402_32. 9819. 


C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32. 


9819. 


C4.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4784 








End 


5083 




GI 


none 








Score 


131 




Exons 


4784. .4882, 


4949. 


.5083 











Seq. No. 3558 

Gene No. 7563 

Start 19215 

Name OJ990402_32 . 9819 . C4 . o4 . tw 

Start 5099 



Seq. ID OJ990402_32. 9819.C4 
Strand 

End 21663 

Method TBLASTX : Wheat 

End 5521 



3700 



GI none Score 225 

Exons 5099.. 5521, 5175.. 5516 



Seq. No. 


3558 








Seq. ID 


OJ990402_32.9819 


.C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32 


.9819 


.C4.o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


5142 








End 


5530 




GI 


none 








Score 


66 




Exons 


R1 4 9 S961 


SI 4 4 


R966 


s^i n 


.5390, 5312. .5386, 5426.. 5530 


Seq. No. 


3558 








Seq. ID 


OJ990402_32.9819 


» v_* *± 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32 


.9819 


.C4.oll 


. tm 


Method 


TBLASTX : Maize 




Start 


5195 








End 


5467 




GI 


none 








Score 


53 




Exons 




R1 Q6 


R961 


S9Q7 


.5467, 5312. .5467 




Seq. No. 


3558 








c prf t n 


O.TQQD409 "39 Qftl Q 


P4 


Gene No. 


7563 








jLX dllvu 






Start 


19215 








XLI1U 


91 66"3 




Name 


OJ990402 32 


.9819 


.C4.o6. 


tw 




1 OiinO 1 A • VvilCoL 




Start 


5558 










R Qft 7 




GI 


none 








Score 


1 j j 






J Jju . . J jODf 


D JJ .7 , 












Seq. No. 


3558 








c orT t n 


OTQQn4n9 "^9 Qffl Q 


P4 


Gene No. 


7563 








Qf ranH 
OllaUCl 






Start 


19215 








Hi! 1U. 


91 66*^ 




Name 


OJ990402 32 


.9819 


.C4.o3. 


ts 


h^^^ /"\ /"^ 

netuou 


TDT A C T V • C /-> \ rK non 

i oj-triD i a . ooyusan 




Start 


5756 








XjIIU 


61 R7 




GI 


none 








Score 


O / 




XT v r~\ n c 


R7 S6 61 R7 


SP1 7 




J -7 .7 / • 


.6140 






Seq. No. 


3558 








Seq. ID 


OJ990402_32.9819 


P4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32 


.9819, 


.C4 .o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


5909 








End 


6292 . 




GI 


none 








Score 


156 




Exons 


SQOQ 69Q9 


rqi n 


69 R4 










Seq. No. 


3558 








Seq. ID 


OJ990402_32.9819 


.C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32 


.9819. 


,C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6032 








End 


6451 




GI 


none 








Score 


226 




Exons 


6032. .6451, 


6033. 


. .6449 










Seq. No. 


3558 . 








Seq. ID 


OJ990402_32.9819 


.C4 


Gene No. 


7563 








Strand 






Start 


19215 








End 


21663 




Name 


OJ990402 32 


.9819. 


.C4 .o4 . 


tm 


Method 


TBLASTX:Maize 




Start 


6320 








End 


6676 




GI 


none 








Score 


204 





3701 




Exons 


6320.. 6676, 6330.. 6635 








Seq. No. 


3558 


Seq. ID 


OJ990402_32.9819. 


C4 












Start 


19215 


End 


21663 




Name 


OJ990402 32.9819.C4.o8.ts 


Method 


TBLASTX : Soybean 




Start 


6401 


End 


6766 




GI 


none 


Score 


138 




Exons 


6401.. 6535, 6542.. 6766 








Seq. No. 


3558 


Seq. ID 


OJ990402_32.9819. 


C4 


bene lno • 


/ jOj 








Start 


19215 


End 


21663 




Name 


OJ990402 32.9819.C4.o5.tw 


Method 


TBLASTX: Wheat 




Start 


6482 


End 


6805 




GI 


none 


Score 


247 




Exons 


6482. .6805, 6483. .6788 








Seq. No. 


3558 


" Seq. ID 


OJ990402_32.9819. 


C4 


bene ino . 


7 ^ 


C -j- y- 3n H 

oti ailU 






Start 


19215 


End 


21663 




Name 


OJ990402 32.9819.C4.o8.tw 


Method 


TBLASTX: Wheat 




Start 


7392 


End 


7794 




GI 


none 


Score 


120 




Exons 


7392.. 7793, 7525.. 7794 








Seq. No. 


3558 


Seq. ID 


OJ990402_32.9819. 


C4 


Gene No. 


7563 


Strand 






Of a rf 


1 Q91 ^ 
1 :?Z 1 0 


End 


21663 




Name 


OJ990402 32.9819.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


12249 


End 


13169 




GI 


none 


Score 


478 




Exons 


12249. .12827, 12371 .. 12817, 


12462. .12851, 12910 .. 13002, 






13107. .13169 








Seq. No. 


3558 


Seq. ID 


OJ990402_32.9819. 


C4 


Gene No. 


7563 


Strand 






Start 


19215 


End 


21663 




Name 




Method 


TBLASTX : Soybean 




Start 


14123 


End 


14537 




GI 


5509260 


Score 


167 




Exons 


14123. .14320, 14124. .14324, 


14321. .144 43, 14381 .. 14 470, 






14436. .14537 








GI Descrip. 


- 








Seq. No. 


3558 


Seq. ID 


OJ990402_32.9819. 


C4 


bene lno . 


/ jOj 


Strand 






Start 


19215 


' End 


21663 




Name 


OJ990402 32.9819.C4.ol0.tm 


Method 


TBLASTX: Maize 




Start 


14124 


End 


14422 




GI 


none 


Score 


176 




Exons 


14124. .14324, 14321. .14422 








Seq. No. 


3558 


Seq. ID 


OJ990402_32.9819. 


C4 


Gene No. 


7563 


Strand 






Start 


19215 


End 


21663 




Name 


OJ990402 32.9819.C4 ,o2.tw 


Method 


TBLASTX: Wheat 





3702 



Start 
GI 

Exons 



14243 

none 

14243. 

14321. 

14509. 

14659. 



End 



15026 



Score 86 

,14323, 14244. .14324, 14244 14324, 14 320 14433, 
,14443, 14439. .14537, 14439 .. 14522, 14447 .. 14533, 
,14544, 14533. .14616, 14 623 .. 14 84 1, 14 651 .. 14887 , 
14841, 14820. .15026, 14828.. 15022 



Seq. No. 3558 Seq. ID 

Gene No. . 7563 Strand 

Start 1.9215 End 

Name OJ990402_32 . 9819.C4 .o9. tm Method 

Start 14832 End 

GI none Score 

Exons 14832. .15086, 14966.. 15085 



OJ990402_32. 9819.C4 
21663 

TBLASTX: Maize 

15086 

214 



□ 

en 

ry 

□ 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3558 
7563 
19215 

OJ990402_32.9819.C4.ol0.tw 

15209 

none 



Seq. ID OJ990402_32.9819.C4 



Strand 
End 

Method 

End 

Score 



21663 

TBLASTX: Wheat 

15572 

118 



15209. .15349, 15217 .. 15348, 15357.. 15572 



3558 Seq. ID 

7563 * Strand 

19215 End 

OJ990402_32 . 9819 . C4 . 08 . tm Method 

16573 End 

none : Score 



OJ?90402_32.9819.C4 
21663 

TBLASTX: Maize 

17130 

91 



16573. .16659, 16607 16666, 16838 .. 16960, 16840 .. 16950, 
16840. .16962, 16841 .. 16957 , 17058 .. 17129, 17058 .. 17 129, 
17059. .17130 



3558 
7563 - 
19215 

OJ990402_32.9819.C4.o4.gs 

19215 

none 



Seq. ID OJ990402_32.9819.C4 



Strand 
End 

Method 

End 

Score 



21663 
GENSCAN- 
21572 
.99 



19215. .20426, 20504 .. 21274 , 21390. .21572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3558 Seq. ID 

7563 Strand 

19215 End 

OJ990402_32. 9819.C4 ,o4.np Method 

19284 End 

4106690 Score 



OJ990402_32. 9819.C4 

21663 
AAT/NAP . 
21476 
1205 



19284. .20426, 20504 .. 20614 , 20660 .. 21274 , 21390.. 21476 
(AL035065) putative urea active transporter [Schizosaccharomyces 
pombe] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3558 

7563 

19215 

OJ990402 

19311 

none 



32.9819.C4.o3.tc 



Seq. ID 
Strand - 
End 

Method 

End 

Score 



OJ990402_32.9819.C4 
21663 

TBLASTX .-Cress 

19500 

114 



3703 



Exons 19311. .19499, 19318.. 19500 

Seq. No. 3558 

Gene No. 7563 

Start 19215 

Name OJ990402_32 . 9819 . C4 . o2 . tc 

Start 19503 

GI none 
Exons 



Seq. ID OJ990402_32.9819.C4 
Strand 

End 21663 

Method TBLASTX : Cress 

End 19892 

Score 54 



19503. .19571, 19551. .19649, 19558 .. 19611, 19684 .. 19878 , 
19686.. 19892 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3558 
7563 
19215 

OJ990402_32.9819.C4.o2.ts 

20337 

none 



Seq. ID OJ990402_32.9819.C4 
Strand 

End 21663 

Method TBLASTX : Soybean 

End 20611 

Score 91 



20337. .20426, 2034 1 20433, 20504 .. 20611, 20505.. 20606 



'is? 



ill 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
ft) Start 
B GI 
Q Exons 

GI Descrip. 



3558 
7563 
19215 

OJ990402_32.9819.C4.o4.ts 

20786 

none 



Seq. ID OJ990402_32.9819.C4 
Strand 

End 21663 

Method * TBLASTX : Soybean 

End 21022 

Score 188 



20786. .20968, 20787 .. 20963, 20981.. 21022 



3558 
7563 
19215 

OJ990402_32.9819.C4..o7.gp 
20847 

61914_1.R1084 
20847. .21274, 21390.. 21663 

, 4106690/emb|CAA22629.1| 2.0e-43 (AL035065) putative urea active 
transporter [Schizosaccharomyces pombe] ' 



Seq. ID OJ990402__32.9819.C4 
Strand 

End 21663 

Method AAT/GAP 

End 21663 

Score 1336 



hJ Seq. No. 

C3 Gene No. 

Q Start 
Name 
Start 
GI 

Exons 



3558 
7563 
19215 

OJ990402_32.9819.C4.ol.tc 

21045 

none 



Seq. ID OJ990402__32.9819.C4 
Strand 

End 21663 

Method TBLASTX : Cress 

End 21509 

Score 313 



21045. .21275, 21047 .. 21274 , 21381 .. 21509, 21388. .21507 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



3558 
7564 
25373 

OJ990402_32.9819.C4.o2.tm 

25373 

none 



Seq. ID OJ990402_32.9819.C4 
Strand 

End 26210 

Method TBLASTX : Mai ze 

End 26210 

Score 36 



25373. .25423, 254 13 .. 254 96, 25414 .. 25512, 254 16 .. 254 99, 

25530. .25619, 25530 .. 25622, 25531 .. 25623, 25703 .. 25750, 

25704. .25760, 25711 .. 25815, 25918 .. 26010, 25920 .. 26012 , 

25921. .25983, 26163.. 26210 



Seq: No. 



3558 



Seq. ID OJ990402_32.9819.C4 



3704 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



7564 Strand 

25373 End 

OJ990402_32 . 9819 . C4 . ol . ts Method 

25414 End 

none Score 



26210 

TBLASTX: Soybean 

26024 

138 



25414. .25506, 25419. .25517, 254 19 254 99, 25536 25619, 
25537. .25623, 25548 .. 25625, 25711 .. 25815, 25920 26024 , 
25921. .25983 



Seq. No. 3558 
Gene No. 7565 
Start 26301 

Name OJ990402_32 . 9819 . C4 . 06 . tm 

Start 26301 
GI none 

Exons 26301. .26363, 26301 26417, 

26622. .26702, 26767 26874 , 
27165. .27200, 27290. .27376, 
27461. .27544, 27462. .27545, 
27662. .27712, 27662. .27712, 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ990402 32. 9819. C4 



27721 

TBLASTX: Maize 
27713 
92 

26302. .26415, 26621 .. 2 6710, 
26775. .26867, 27 161 .. 27 199, 
27291. .27374, 27298 .. 27375, 
27463. .27543, 27 639 .. 27710, 
27663. .27713 



Seq. No. 

Gene No. 

Start 

Name 

Start-- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3558 Seq. ID 

7565 Strand 

26301 End 

OJ9904 02_32 . 98 19 . C4 . o5 '. t s Method 

26346 End 

none Score 

26346. .26417, 26347 .. 26415, 26621 

26767. .26874, 26775.-26873, 27158 



OJ990402 32. 9819. C4 



27721 

TBLASTX: Soybean 
27721 
101 

26746, 26622. .26702, 
27199, 27165. .27200, 



27290. .27376, 27291 .. 27374 , 27463.-27543, 27639 .. 27710, 
27662. .27721 



3559 
7566 
1 

OJ990402_32.9819.C5.ol.np 
1 

1806144 



Seq. ID OJ990402_32. 9819.C5 

Strand + 

End 1423 

Method AAT/NAP 

End 1358 

Score -160 



1..53, 417. .453, 567. .678, 988. .1194, 1281. .1358 
(X97316) cdc2MsE [Medicago sativa] 



3559 
7566 
1 

OJ9904 02_32 . 9819 . C5 . ol . gs 

343 

none 



Seq. ID OJ990402 32. 9819. C5 



Strand 
End 

Method 

End 

Score 



+ 

1423 
GENSCAN 
1358 
.83 



343. .453, 567. .675, 988. .1194, 1284. .1358 



3559 
7566 
1 

OJ990402_32.9819.C5.ol.gp 
421 

16624 1.R1084 



Seq. ID OJ990402_32. 9819.C5 
Strand + 
End 1423 
Method AAT/GAP 
End 1423 
_ Score 876 . 

421. .453, 567. .675, 988. .1194, 1284. .1423 

1 1806144/emb|CAA65981| 1.0e-109 (X97316) cdc2MsE [Medicago 



3705 



sativa] 1 



Seq. No. 3559. 

Gene No. 7566 

Start 1 

Name OJ990402_32 . 981 9 . C5 . ol . tm 

Start 421 

GI none 
Exons 



Seq. ID -OJ990402_32.9819.C5 

Strand + 

End 1423 

Method TBLASTX: Maize 

End 1357 

Score 60 



421. .453, 422. .472, 565.-672, 567. .671, 573. .674, 984. .1064, 
987. .1010, 1080. .1190,. 1081. .1209, 1081. .1194, 1262. .1345, 
1277. .1333, 1281. .1349, 1337. .1357 



Seq. No. 3560 Seq. ID 

Gene No. 7567 Strand 

Start 4192 End 

Name 0 J9904 02_32 . 98 1 9 . C6 . o2 . gs Method 

Start 4192 End 

GI none Score 
Exons 



OJ990402_32.9819.C6 
+ 

5522 
GENSCAN 
5522 
.73 



4192. .4340, 4546. .4758, 4886. .5065, 5366. .5522 





Seq. No. 


3560 


Seq. ID 


OJ990402_32.9819.C6 




Gene No. 


7568 


Strand 




i* ~~z 


Start 


60 


End 


2307 


■>sr 


Name 


OJ990402 32.9819.C6.ol.gp 


Method 


AAT/GAP 


\7 


Start.;,. 


60- 


End 


2166 




GI 


14569 1.R1084 


Score 


1883 


i y 


Exons 


60. .600, 1057. .1122, 1232. 


.1291, 1610. 


.1725, 1832.. 1922, 


H 




2008.. 2166 








GI Descrip. 


'3182915/ sp|P91 92 4 | ARF DUGJA 3.0e-59 ADP-RIBOSYLATION FACTOR 


. =5 




>gi__l 84215 0_dbj _BAA1 92 2 5_ 


(AB001051) ADP-ribosylation factor 


ru 




[Dugesia japonica] 1 








Seq. No. 


3560 


Seq. ID 


OJ990402_32.9819.C6 


h 


Gene No. 


7568 


Strand 




h = 


Start 


60 


End 


2307 




Name 


OJ990402 32.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


412 


End 


2307 


: ^ 
*i=» 


GI 


none 


Score 


.76 


C3 


Exons 


412.. 600, 1057.. 1122, 1610 


..1725, 1832 


..1968, 1985. .2155, 


Q 




2216.. 2307 








Seq. No. 


3560 


Seq. ID 


OJ990402_32.9819.C6 




Gene No. 


7568 


Strand 






Start 


60 


End 


2307 




Name 


OJ990402 32.9819.C6.ol.np 


Method 


AAT/NAP 




Start 


415 


End 


2064 




GI 


6714424 


Score 


710 




Exons 


415.. 600, 1057.. 1122, 1232 


..1291, 1610 


..1725, 1832. .1922, 



2008. .2064 

GI Descrip. (AC012328) putative ADP-ribosylation factor [Arabidopsis 
thaliana] 



Seq. No. 3560 Seq. ID 

Gene No. 7569 " Strand 

Start 6284 End 

Name OJ990402_32 . 981 9 . C6 . o3 . gs Method 

Start 6284 End 



OJ990402_32.9819.C6 

19500 

GENSCAN 

19476 



3706 



GI 

Exons 



none Score . 4 8 

6284.. 6446, 7105.. 7262, 7353.. .7887, 8715.. 8829, 8837.. 8953, 
9121.. 9360, 9910.. 10140, 10434 .. 10486, 10611 .. 10801, 
10879. .10977, 11059. . 11404, 11448 .. 11653, 1174 6 .. 11813, 
12127. .12411, 12506. .12776, 13359 .. 13431, 13650 .. 14 603, 
15378. .16449, 16983 17221, 17720 .. 19071, 19156.. 19476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3560 
7569 
6284 

OJ990402_32.9819.C6.o2.np 

9902 

6815062 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19500 

Method AAT/NAP 

End 16350 

Score 6056 



9902.. 10134, 10189. .10209, 10444 .. 10801 , 1087 9 .. 10977 , 
11059. .11404, 11448. .11653, 11746. . 11937, 12014 .. 12411, 
12506. .12776, 13359 .. 13431, 13650 .. 15139, 16330.. 16350 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza. 
sativa] 



Seq. No. 3560 Seq. ID 

Gene No. 7569 Strand 

Start 6284 End 

Name . OJ990402_32 . 9819 ,C6.o2 .gp Method 

Start . 17494 . End 

GI 2798745 ■- Score 

Exons 17494. .17688 



OJ990402_32.9819.C6 

19500 
AAT/GAP 
17688 
295 



j'j Seq. No. 
!s 'f Gene No. 
;;3 Start 
I'll Name 
iS Start 
GI 

Exons 

GI Descrip. 



3560 Seq. ID OJ990402_32 . 9819 . C6 

7569 Strand 

6284 End 19500 

OJ9904 02_32 . 9819 . C6 . o3 . np Method AAT/NAP 

17698 End 19500 

6587835 Score 623 

17698. .18542, 1857 6 .. 19074 , 19120. .19500 

(AC006551) Similar to peptide transporter [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



3560 Seq. ID 

7570 Strand 

19510 End 

OJ990402_32. 9819.C6.o4 .tm Method 

416 End - 

none k Score 



OJ990402_32.9819.C6 
19678 

TBLASTX: Maize 

2065 

264 



416. .601, 420. .611, 445. .600, 1057. .1125, 1058. .1132, 
1059. .1130, 1231. .1278, 1232. .1291, 1233. .1292, 1607. .1723, 
1607. .1726, 1611. .1727, 1611. .1727, 1660. .1728, 1830. .1922, 
1830. .1940, 1831.. 1923, 1841. .1930, 2005.. 2064, 2006.. 2065 



3560 
7570 
19510 

OJ990402_32.9819.C6.o3.ts 

440 

none 

440. .601, 445. .600, 461. .601 



Seq. ID OJ990402_32.9819.C6 



Strand 

End 

Method 

End 

Score 



19678 

TBLASTX : Soybean 

601 

183 



Seq. No. 



3560 



Seq. ID OJ990402_32.9819.C6 



3707 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

l!3 Exons 

m 

,; jS Seq. No. 

* s JJ Gene No. 

U Start 

Ly Name 

i.3 Start 

m GI 

' : y Exons 

Q Seq. No. 

Gene No. 
U Start 
[ s| Name 
Start 
GI 

Q Exons 



□ 



7570 Strand 

19510 End 

OJ9904 02_32 . 9819 . C6 . o2 . tc Method 

4 52 End - 

none Score 



19678 

TBLASTX: Cress 

2064 

73 



452. .595, 460. .594, 1057. .1119, 1238. .1291, 1607. .1726, 
1611.. 1727, 1830.. 1928, 1831.. 1917, 1836.. 1922, 2005.. 2064 



3560 
7570 
19510 

OJ990402_32. 9819 . C6 . ol . ts 

1087 

none 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19678 

Method TBLASTX : Soybean 

End 2068 

Score 148 



1087. .1125, 1232. .1291, 1607. .1726, 1611. .1727, 1830. .1940, 
1831.. 1923, 2005.. 2067, 2006.. 2068 



3560 
7570 
19510 

OJ990402_32.9819.C6.ol.tw 

1607 

none 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19678 

Method TBLASTX : Wheat 

End 2080 

Score 83 



1607. .1723, 1607.. 1726, 1614.. 1727, 1666.. 1728, 1830.. 1928, 
1831. .1923, . 1838. .1873, 2005.. 2076, 2006.. 2080- 



3560 
7570 
19510 

OJ9904 02_32 . 9819 . C6 . 06 . tm 

11059 

none 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19678 

Method TBLASTX : Mai ze 

End 11641 

Score 134 



11059. .11355, 11447. .11473, 11480.. 11641 



3560 
7570 
19510 

OJ990402_32.9819.C6.o3.tm 

11875 

none 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19678 

Method TBLASTX: Maize 

End 12572 

Score 4 6 



11875. .11949, 11908. .11949, 12011 .. 12322 , 12015 .. 12320, 
12321. .12380, 12345. .12419, 12350 .. 124 18 , 12483.. 12572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3560 
7570 
19510 

OJ990402_32. 9819 . C6 . o2 . tm 

14576 

none 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19678 

Method TBLASTX: Maize 

End 15119 

Score 39 



14576. .14941, 14596 .. 14 619, 14652 .. 14942, 14960 .. 15115, 
14994.. 15119 



Seq. No. 3560 

Gene No. 7570 

Start 19510 

Name 0 J9904 02_32 . 98 19 . C6 . ol . tc 

Start 17719 



Seq. ID OJ990402_32.9819.C6 
Strand 

End 19678 

Method TBLASTX : Cress 

End 19381 



3708 



ru 

fa J 
I :j 

ru 



GI 


. none 




Score 


88 






Exons 


17719. .17844, 17833. 


.18051, 


17956. .18045, 18127 


. .18159, 






18286. .18450, 18457. 


.18504, 


18643. .18834, 18644 


. .18838, 






18877. .19071, 18899. 


.19072, 


19111. .19380, 19199 


. .19381 




Seq. No. 


3560 




Seq. ID 


OJ990402 


_32.9819 


.C6 


uene wo . 


/ 0 / u 




Strand 








Start 


19510 




End 


19678 






Name 


OJ990402 32. 9819. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


17779 




End 


18045 






GI 


none 




Score 


111 






Exons 


17779. .17841, 17833. 


.18045, 


17882. .18037, 17944 


. .18042 




Seq. No. 


3560 




Seq. ID 


OJ990402 


_32.9819 


.C6 


Gene No. 


7570 




Strand 








Of a >-+■ 


i qui n 




End 


19678 






Name 


OJ990402 32. 9819. C6. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start ■ 


17779 




End 


18504 






GI 


none 




Score 


50 






Exons 


17779. .17886, 17833. 


.18051, 


17900. .18049, 18028 


. .18201, 






18080. .18160, 18295. 


.18450, 


18460. .18504 






Seq. No. 


3560 




Seq. ID 


OJ990402 


_32.9819 


.C6 


bene wo. 


/ O / u 




Strand 








Start 


19510 




End 


19678 






Name 


OJ990402 32. 9819. C6. 


o4 ..ts 


Method 


TBLASTX: 


Soybean 




Start 


17833 




End 


18504 






GI 


none 




Score 


47 






Exons 


17833. .18051, 18058. 


.18279, 


18286. .18447, 18457 


. .18504 




Seq. No. 


3560 




Seq. ID 


OJ990402 


__32.9819 


.C6 


Gene No. 


7570 




Strand 










i om n 




End 


19678 






Name 


OJ990402 32. 9819. C6. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


18643 




End 


19389 






GI 


none 




Score 


132 






Exons 


18643. .18840, 18644. 


.18838, 


-18889. .19077, 18899 


• ,19078, 






19159. .19389, 19175. 

* 


.19387 










Seq. No. 


3560 




Seq. ID 


OJ990402 


_32.9819 


.C6 


Gene No. 


7570 




Strand 








O LalL 


i qci ri 




End 


19678 






Name 


OJ990402 32. 9819. C6. 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


18685 




End 


19309 






GI 


none 




Score 


62 






Exons 


18685. .18852, 18716. 


.18856, 


18877. .19071, 18899 


. .19060, 






19162. .19308, 19187. 


.19309 










Seq. No. 


3560 




Seq. ID 


OJ990402 


_32.9819 


.C6 


Gene No . 


/ D / U 




Strand 








Start 


19510 




End 


19678 






Name 


OJ990402 32. 9819. C6. 


o3.gp 


Method 


AAT/GAP 






Start 


19510 




End 


19678 






GI 


none 




Score 


322 






Exons 


19510. .19678 












Seq. No. 


3561 




Seq. ID 


OJ990402 


_32.9819 


.C7 



3709 




Gene No. 7571 Strand + 

Start 904 End 1293 

Name OJ990402_32 . 9819.C7 . ol .gs Method GENSCAN 

Start 904 End 1293 

GI none Score .41 

Exons 904.. 1293 



Seq. No. 3561 Seq. ID 

Gene No. 7572 Strand 

Start 2056 End 

Name OJ99'0402_32 . 9819 . C7 . o2 . gs Method 

Start 2056 End 

GI none Score 

Exons 2056.. 2352, 2483.. 2575, 2660.. 2710 



OJ990402_32.9819.C7 

2710 
GENSCAN 
2710 
.86 





Seq. No. 


3562 


Seq. ID 


OJ990402_32.9819.C8 




Gene No. 


7573 


Strand 


+ 




Start 


1 


End 


5321 




Name 


OJ990402 32.9819.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5241 




GI 


6466937 


Score 


2162 




Exons 


1..133, 945. .1563, 1606. .5241 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopj 


a 




thaliana] 






a 

rn 


Seq. No. 


3562 


Seq. ID 


OJ990402_32. 9819.C8 


I,! i 

i-i i 


Gene No. 


7573 


Strand 


+ 


! y 


Start 


1 


End 


5321 


O 


Name 


OJ990402 32.9819.C8.ol.gs 


Method 


GENSCAN 




Start 


512 


End 


5321 


i* ; : 


GI 


none 


Score 


.51 


Exons 


512.. 1605, 1831.. 2009, 2547 


..2735, 3268. .3369, 4864. .4989, 


! U 
is 




5041.. 5321 






£3 


Seq. No. 


3562 


Seq. ID 


OJ990402_32. 9819.C8 




Gene No. 


7574 


Strand 


+ 




Start 


9617 


End 


11438 




Name 


OJ990402 32.9819.C8.o2.gp 


Method 


AAT/GAP 


.1 & 


Start 


9617 


End 


11438 


.; si 


GI 


none 


Score 


1314 




Exons 


9617. .9925, 10008 .. 10092, 11124. .11438 






Seq. No. 


3562 


Seq. ID 


OJ990402_32.9819.C8 




Gene No. 


7575 


Strand 


+ 




Start 


17695 


End 


23077 




Name 


OJ990402 32.9819.C8.o5.gs 


Method 


GENSCAN 




Start 


17695 


End 


22831 




GI 


none 


Score 


.49 




Exons 


17695. .17770, 19522 .. 19690, 


20178. .20255, 20628 20654 , 






20779. .20870, 21185 .. 21237 , 


22667. .22831 




Seq. No. 


3562 


Seq. ID 


OJ990402_32. 9819.C8 




Gene No. 


7575 


Strand 


+ 




Start 


17695 


End 


23077 




Name 


OJ990402 32.9819.C8.o3..gp 


Method 


AAT/GAP 




Start 


20101 


.End 


23077 




GI 


50072 1.R1084 


Score 


1626 



3710 



Exons 20101. .20332, 20628 .. 20654 , 20779 .. 20870, 21185 .. 21294 , 

22667. .23077 

GI Descrip. 1 4006932/emb | CAA09608 | 8.0e-13 (AJ011400) NADH : ubiquinone 
oxidoreductase bl7.2 subunit [Bos taurus] 1 



Seq. No. 


3562 




Seq. ID 


OJ990402_ 


32.9819 


.C8 


Gene No. 


7575 




Strand 


+ 






Start 


17695 




End 


23077 






Name 


OJ990402 32. 9819. C8 


. o4 . np 


Method 


AAT/NAP 






Start 


20241 




End 


22822 






GI 


6714426 




Score 


510 






Exons 


20241. .20332, 20628 


. .20654, 


20779. .20870, 21185. 


.21294, 






22667. .22822 












GI Descrip. 


(AC012328) unknown ; 


protein 


[Arabidopsis thaliana 


] 




Seq. No. 


3562 




Seq. ID 


OJ990402_ 


32.9819 


.C8 


Gene No. 


7576 




Strand 


+ 






Start 


23838 




End 


27780 






Name 


OJ990402 32. 9819. C8 


. o4 . gp 


Method 


AAT/GAP 






Start 


23782 




End 


24537 






GI 


none 




Score 


690 






Exons 


23782. .23879, 23982 


. .24088, 


24166. .24244, 24335. 


.24394, 





24495. .24537 



Seq. No. 3562 
Gene No. 7576 
Start 23838 

Name OJ990402_32 . 9819 . C8 . 06 . gs 

Start 23838 
GI none 
Exons 23838. 

25071. 

27652. 



. Seq. ID OJ990402_32.9819.C8 
Strand + 
End 27780 
Method GENSCAN 
End 27780 
Score .42 

.23879, 23982. .24088, 24166 .. 24244 , 24878 24979, 
.25439, 25828. .25890, 26700 .. 26780, 27177 .. 27275, 
.27780 



Seq. No. 3562 Seq. ID OJ990402_ 

Gene No. 7576 Strand + 

Start 23838 End 27780 

Name OJ990402_32 . 9819 .C8 . o5 .np Method AAT/NAP 

Start 24881 End 27780 

GI 6714427 Score 1017 

Exons 24881. .24979, 2507 1 .. 25439, 2554 1 .. 25588, 25828. 

26700. .26784, 27181 .. 27275, 27408 .. 27545, 27652. 



32. 9819. C8 



,25890, 
,27780 



GI Descrip. (AC012328) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 3562 Seq. ID 

Gene No. 7576 Strand 

Start 23838 End 

Name OJ990402_32 . 9819 . C8 . o5 . gp Method 

Start 25338 End 

GI LIB3433-037-P1-K1-A9 Score 

Exons 25338. .25439, 25541 .. 25588 , 

27177. .27275, 27408. .27479 
GI Descrip. ' 3915309/sp | 052733 | XYLT_LACBR 3.0e-19 D-XYLOSE-PROTON SYMPORT 

(D-XYLOSE TRANSPORTER) >'gi_2895856 (AF045552) D-xylose 

proton-symporter [Lactobacillus brevis] 1 



OJ990402_32.9819.C8 
+ 

27780 
AAT/GAP 
27479 
772 



25828. .25890, 26700 .. 26780, 



Seq. No. 



3562 



Seq. ID OJ990402 32. 9819. C8 



3711 





Gene No. 


7577 








Strand 










Start 


5844 








End 


8679 








Name 


OJ990402 32 


. 9819. 


C8.o2. 


OS 


Method 


GENSCAN 








Start 


5844 








End 


8641 








GI 


none 








Score 


.88 








Exons 


5844 . . 6663, 


7080. 


.7551, 


7831. 


.8007, 8284.. 8332, 


8594. .8641 




Seq. No. 


3562 








Seq. ID 


OJ990402 


_32.9819 


.C8 




Gene No. 


7577 








Strand 










Start 


5844 








End 


8679 








Name 


OJ990402 32 


.9819. 


C8.o2. 


np 


Method 


AAT/NAP 








Start 


5862 








End 


8019 








GI 


4102839 








Score 


1122 








Exons 


5862. . 6663, 


7080. 


.7636, 


7791. 


.8019 . 










GI Descrip. 


(AF016713) 


LeOPTl 


[Lycopersicon esculentum] 








Seq. No. 


3562 








Seq. ID 


OJ990402 


_32 . 9819 


.C8 




Gene No. 


7577 








Strand 










Start 


5844 








End 


8679 








Name 


OJ990402 32 


. 9819. 


C8.ol. 


gp 


Method 


AAT/GAP 








Start 


8307 ~ 








End 


8679 








GI 


5003335 








Score 


225 






I s 1 


Exons 


8307. .8350, 


8594 . 


.8679 














Seq. No. 


3562 - 








Seq. ID 


OJ990402 


_32. 9819 


.C8 


~n 


Gene No. 


7578 








Strand 








! ! E 


Start 


13776 








End 


17016 






ST 

: s 


Name 


OJ990402 32 


. 9819. 


C8.o9. 


tm 


Method 


TBLASTX: 


Maize 






Start 


1580 ~ 








End 


2194 






■ J 


GI 


none 








Score 


121 








Exons 


1580. . 1708, 


1775. 


.2017, 


2105. 


.2194 








b? 


Seq. No. 


3562 








Seq. ID 


OJ990402 


_32.9819 


.C8 


: 


Gene No. 


7578 








Strand 








: =r 


Start 


. 13776 








End 


17016 






*J 


Name 


OJ990402 32 


. 9819. 


C8 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 






Start 


2402 ~ 








End 


2850 






. J 


GI 


none 








Score 


350 






3 


Exons 


2402. .2842, 


2479. 


.2850 














Seq. No. 


3562 








Seq. ID 


OJ990402 


_32.9819 


.C8 




Gene No. 


7578 








Strand 










Start 


13776 








End 


17016' 








Name 


OJ990402 32 


. 9819. 


C8.08. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


2423 








End 


2752 








GI 


none 








Score 


195 








Exons 


2423. .2752 


















Seq. No. 


3562 








Seq. ID 


OJ990402 


_32.9819 


.C8 




Gene No. 


7578 








Strand 










Start 


13776 








End 


17016 








Name 


OJ990402 32 


.9819. 


C8.o4. 


tm 


Method 


TBLASTX: 


Maize 






Start 


2461 








End 


2915 








GI 


none 








Score 


503 








Exons 


2461. .2847, 


2465. 


.2863, 


2465. 


.2851, 2859.. 2915 








Seq. No. 


3562 








Seq. ID 


OJ990402 


_32.9819 


,C8 



3712 



Gene No. 


/5 /8 








b trana 






Start 


13776 








End 


17016 




Name 


OJ990402 32. 


9819. 


C8.06. 


ts 


Method 


TBLASTX : Soybean 




Start 


2859 








End 


3197 




GI 


none 








Score 


282 




Exons 


2859. .3197, 


2921. 


.3187 










Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819 


.C8 


Gene No. 


7578 








Strand 






Start 


- 13776 








End 


17016 




Name 


OJ990402 32. 


9819. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2910 








End 


3311 




GI 


none 








Score 


305 




Exons 


2910. .3311, 


2921. 


.3277 










Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819 


.C8 


Gene No. 


7578 








Strand 






Start 


13776 








. End 


17016 




Name 


. OJ990402 32. 


9819. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2940 








End 


3461 




GI 


none 








Score 


572 




Exons 


2940. .3461, 


2942. 


.3301 










Seq. No. 


3562 








Seq. \ID 


OJ990402_32.9819 


.C8 


Gene No. 


7578 








Strand 






Start 


13776 








End 


17016 




Name 


OJ990402 32. 


9819. 


C8.o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


3221 








End 


3464 




GI 


none 








Score 


199 




Exons 


3221. .3361, 


3222. 


.3464 










Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819 


.C8 


Gene No. 


7578 








Strand 






Start 


13776 








End 


17016 




Name 


OJ990402 32. 


9819. 


C8.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3462 








End 


3887 




GI 


none 








Score 


230 




Exons 


3462. .3650, 


3462. 


.3593, 


3657. 


.3887 






Seq. No. 


3562 








Seq. ID 


OJ990402_32. 9819 


.C8 


Gene No. 


7578 








Strand 






Start 


13776 








End 


17016 




Name 


OJ990402 32. 


9819. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3657 








End 


4055 




GI 


none 








Score 


363 




Exons 


3657. .4055, 


3794. 


.4054 










Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819 


.C8 


Gene No. 


7578 








Strand 






Start 


13776 








End 


17016 




Name 


OJ990402 32. 


9819. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3888 








End 


4525 




GI 


none 








Score 


748 




Exons 


3888.-4523, 


3891. 


.4511, 


3983. 


.4522, 4394. .4525 




Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819 


.C8- 


Gene No. 


7578 








Strand 







3713 



• m 



Start 


13776 








End 


17016 


Name 


OJ990402 32 


.9819. 


C8.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3912 








End 


4295 


GI 


none 








Score 


291 


Exons 


3912. .4295, 


3924. 


.4097, 


3962. 


.4270, 4200. .4295 


Seq. No. 


3562 








Cart T H 


UJj^U'lUt . ?Ol3.bO 


uclie INO . 


/ O f o 












Start 


13776 










1 7D 1 fi 


Name 


OJ990402 32 


.9819. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


4143 








End 


-4523 


GI 


none 








Score 


282 


Exons 


4143. .4523, 


4235. 


.4474 








Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819.C8 


bene lno . 


1 R7 fi 








Strand 




Start 


13776 








End 


17016 


Name 


OJ990402 32 


.9819. 


C8.o5. 


tm 


Method 


TBLASTX : Maize 


Start 


4554 








End 


5198 


GI 


none 








Score 


522 


Exons 


4554. .5198, 


4641. 


.4736, 


4805. 


.4894, 4922. .5026, 5004. .5198 


Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819.C8 


bene ino . 










Strand 




Start 


13776 








End 


17016 


Name 


OJ990402 32 


.9819. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4590 








End 


4933 


GI 


none 








Score 


337 


Exons 


4590. .4931, 


4626. 


.4883, 


4682. 


.4933 




Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819.C8 


Gene No. 


7578 








Strand 




Start 


13776 








End 


17016 


Name 




. SOI? . 


PR r\l 
bO . OX . 




Method 


TBLASTX: Cress 


Start 


5799 








End 


8017 


GI 


none 








Score 


50 


Exons 


5799. .5825, 


5868. 


.5993, 


5905. 


.5991, 6045.. 6203, 6052.. 6192 




6117. .6626, 


6280. 


.6582, 


6411. 


.6590, 6630.. 6665, 7025. .7636 




7167. .7637, 


7838. 


.8017, 


7845. 


.8003 




Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819.C8 


Gene No. 


7578 








Strand 






1 ITTC 








End 


17016 


Name 


OJ990402 32 


.9819. 


C8.ol3 


. tm 


Method 


TBLASTX: Maize 


Start 


■ 5860 








End 


6165 


GI 


none 








Score 


77 


Exons 


5860. .5973, 


5862. 


.5990, 


5889. 


.5987, 5905.. 5991, 6045.. 6164, 




6052. .6165 












Seq. No. 


3562 








Seq. ID 


OJ990402_32.9819.C8 


Gene No. 


7578 








Strand 




Start 


13776 








End 


17016 


Name 


OJ990402 32 


.9819. 


C8.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


5862 








End 


6191 


GI 


none 








Score 


60 


Exons 


5862. .5990, 


5901. 


.5987, 


6045. 


.6191, 6052.. 6189 



3714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3562 
7578 
13776 

OJ990402_32 . 9819 . C8 . o2 . ts 

5865 

none 



Seq. ID OJ990402_32.9819.C8 
Strand 

End 17016 

Method TBLASTX : Soybean 

End 7540 

Score 95 



5865.. 6203, 6207.. 6434, 6286.. 6435, 6438.. 6629, 6439.. 6582, 
7172. .7540, 7197. .7535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3562 
7578 
13776 

OJ990402_32.9819.C8.o6.tm 

6280 

none 



Seq. ID. OJ990402_32.9819.C8 
Strand 

End 17016 

Method TBLASTX : Mai ze 

End 6668 

Score 354 



6280.. 6582, 6282.. 6590, 6324.. 6629, 6624.. 6668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

□ Exons 



3562, .. 

7578 

13776 

OJ990402_32.9819.C8.o3.tm 

7165 

none 



Seq. ID OJ990402_32.9819.C8 
Strand 

End 17016 

Method TBLASTX : Mai ze 

End 8020 

Score 523 



7165... 7194, 7173.. 7631, 7220.. 7636, 7221.. 7637, 7791.. 7838, 
7830.. 8000/. 7834.. 8007, 7838.. 8020, 7842.. 8009 



Seq. No. 3562 

\£ Gene No. 7578 

W Start 13776 

L J Name OJ990402_32 . 9819 . C8 . ol2 . tm 

..,3 Start 9824 

rjjj GI none 
Exons 



Seq. ID OJ990402_32.9819.C8 
Strand 

End' 17016 

Method TBLASTX : Mai ze 

End 11267 

Score 126 



9824. .9925, 9831. .9923, 9845.-9928, 10006 10092, 10008 .. 10091 , 
11118. .11267, 11118. .11252, 11123.. 11266 



□ 



Seq. No. 3562 

Gene No. 7578 

Start 13776 

Name OJ990402_32 . 9819 . C8 . 08 . tw 

Start 9829 

GI none 
Exons 



Seq. ID OJ990402_32.9819.C8 
Strand 

End 17016 

Method TBLASTX : Wheat 

End 11279 

Score 36 



9829. .9858, 9833. .9946, 9834. .9923, 9842. .9925, 10001 .. 10087 , 
10005. .10082, 10006. .10092, 11121 .. 11279, 11121 .. 11276, 
11123. .11278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 



3562 
7578 
13776 

OJ990402_32.9819.C8.o3.np 

13776 

4587521 



Seq. ID OJ990402_32.9819.C8 
Strand 

End 17016 

Method AAT/NAP 

End 17016 

Score 378 



13776. .13859, 15124 .. 15521, 16993.. 17016 

(AC007060) Identical to gb|D88748 AR411 gene from Arabidopsis 
thaliana. EST gb|T20672 comes from this gene. 



3562 
7578 



Seq. ID OJ990402_32.9819.C8 
Strand 



3715 



Start 
Name 
Start 
GI 

Exons 



13776 End 

OJ990402_32 . 98 19 . C8 . o4 . gs Method 

14963 End 

none Score 
14963. .15482, 15559. .15938 



17016 
GENSCAN 
15938 
.91 



Seq. No. 


3562 




Seq. ID 


OJ990402 32.9819. 


C8 


Gene No. 


7578 




Strand 


- 




Start 


13776 




End 


17016 




Name 


r\TQon/ino to qqio r*Q 

ujyyu^u^ . yoiy .lb . 


Oi . tc . 


Method 


1 ts LiAo lAtL^ress 




Start 


15171 




End 


15491 




GI 


none 




Score 


254 




Exons 


15171. .15422, 15194. 


.15451, 


15449. .154 


84, 15450.. 15491 




Seq. No. 


3562 




Seq. I'D 


OJ990402_32.9819. 


C8 


Gene No. 


7578 




Strand 


- 




Start 


13776 




End 


.17016 




Name 


ATOOH/I^O to qqi q oo 


O J . ts 


Method . 


i bbAb i a : ooyoean 




Start 


15194 




End 


15421 




GI 


none 




Score 


208 




Exons 


15194. .15421, 15195. 


.15410 








Seq. No. 


3562 




Seq. ID 


OJ990402 32.9819. 


C8 


Gene No. 


7578 




Strand 


- 




Start 


13776 




End 


17016 




Name 


(jjyyu4Uz jz.yoiy.Co. 


oil . tm 


Metnoa 


l rsLiAo l a : Ma i z e 




Start 


15236 




• End 


15422 




GI 


none 




Score 


181 




Exons 


15236. .15415, 15237. 


.15422 








Seq. No. 


3562 




Seq. ID 


OJ990402 32.9819. 


C8 


Gene No. 


7578 




Strand 


- 




Start 


13776 




End 


17016 




Name 


OJ990402 32. 9819. C8. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15236 




End 


15415 




GI 


none 




Score 


165 




Exons 


15236. .15415, 15237. 


.15413 








Seq. No. 


3562 




Seq. ID 


OJ990402_32.9819. 


C8 


Gene No. 


7579 




Strand 






Start 


20242 




End 


22898 




Name 


OJ990402 32. 9819. C8. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


20242 




End 


22845 




GI 


none 




Score 


100 




Exons 


20242. .20331, 20242. 


.20331, 


20256. .20339, 20628 .. 20654 , 






20629. .20655, 20778. 


.20870, 


20779. .20871, 20780. .20872, 






20780. .20872, 21183. 


.21290, 


21184. .21294, 21184 .. 21294 , 






22664. .22825, 22666. 


.22836, 


22702. .22845 





Seq. No. 3562 

-Gene No. 7 57 9 

Start 20242 

Name OJ990402_32 . 9819 .C8 . o9 . 

Start 20268 

GI none 

Exons 20268. .20333, 20622.. 20 



20780. .20872, 21183.. 21 



Seq. ID OJ990402_32.9819.C8 
Strand 

End 22898 
ts Method TBLASTX : Soybean 

End 22798 

Score 70 
660, 20628. .20654, 20779 .. 2087 1, 
302, 21184. .21306, 22664 .. 227 98 , 



3716 



22666.-22797 



Seq. No. 


3562 






Seq. ID 


OJ990402_32.9819 


.C8 


Gene No. 


7579 






Strand 






Start 


20242 






End 


22898 




Name 


OJ990402 32. 9819. C8 . 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


21228 






End 


22822 




GI 


none 






Score 


111 




Exons 


21228. 


.21296, 21229. 


.21294, 


22664 . .22822, 22678.. 22809 




Seq. No*. 


3562 






Seq. ID 


OJ990402_32. 9819 


.C8 


Gene No. 


7579 






Strand 






Start 


20242 






End 


22898 




Name 


OJ990402 32. 9819. C8. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


22700 






End 


22898 




GI 


none 






Score 


227 




Exons 


22700. 


.22831, 22705. 


.22827, 


22749. .22E 


132, 22848.-22898 




Seq. No. 


3562 






Seq. ID 


OJ990402_32. 9819 


.C8 


Gene No. 


7580 






Strand 






Start 


24167 






End 


27792 




Name 


OJ990402 32. 9819. C8. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


24167 






End 


26786 




GI 


none 






Score 


116 




Exons 


24167. 


.24244, . 24169. 


.24237, 


24326. .24388, 244 97 .. 24 58 6, 






24498. 


.24563, 24645. 


.24776, 


24646. .24780, 24877 24 978, 






24878. 


.24979, 25070. 


.25438, 


25074. .25424, 25538 .. 25588, 






25816. 


.25893, 25827. 


.25880, 


26693. .26785, 26700 .. 2678.6 




Seq. No. 


3562 






Seq. ID 


OJ990402_32.9819 


. C8 


Gene No. 


7580 






Strand 






Start 


24167 






End 


27792 




Name 


OJ990402 32. 9819. C8. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


25073 






End 


25564 




GI 


none 






Score 


217 




Exons 


25073. 


.25309, 25074. 


.25316, 


25338. .25424, 25367 .. 25438, 






25538. 


.25564 










Seq. No. 


3562 






Seq. ID 


OJ990402_32.9819 


-C8 


Gene No. 


7580 






Strand 






Start 


24167 






End 


27792 




Name 


OJ990402 32. 9819. C8. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


25412 






End 


27792 




GI 


none 






Score 


49 




Exons 


25412. 


.25441, 25414. 


.25440, 


25538. .25588, 25540 .. 25587, 






25816. 


.25893, 25827. 


.25892, 


26691. .26780, 2 6696 .. 26779, 






27167. 


.27271, 27177. 


.27275, 


27179. .27271, 27219 .. 27278 , 






27405. 


.27545, 27405. 


.27545, 


27407. .27547, 27651 .. 27773, 






27651. 


.27791, 27652. 


.27792 








Seq. No. 


3562 






Seq. ID 


OJ990402_32.9819 


.C8 


Gene No. 


7580 






Strand 






Start 


24167 






End 


27792 




Name 


OJ990402 32. 9819. C8 . 


o4 . ts 


Method 


TBLASTX : "Soybean 




Start 


27417 






End 


27773 




GI 


none 






Score 


203 




Exons 


27417. 


.27554, 27419. 


.27541, 


27645. .27773, 27651 .. 27752, 





3717 



27655. .27771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402_32.9819.C9 
+ 



3563 
7581 
1246 

OJ990402_32.9819.C9.ol.np 
1246 
4982479 

1246. .1548, 2791. .2943, 3118. 
4003. .4083, 4237. .4575, 4667. 
5824. .6075 

(AF0694 41) predicted protein of unknown function [Arabidopsis 
thaliana] 



6367 
AAT/NAP 
6075 
2019 

3253, 3503.. 3604, 3759.. 3878, 
4914, 5042.. 5366, 5484. .5717, 





Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 




Gene No. 


7581 








Strand 


+ 




Start 


1246 








End 


6367 




Name 


OJ990402 32. 


9819. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


1339 








End 


6216 




GI 


none 








Score 


.75 




Exons 


1339. .1548, 


2791. 


.2943, 


3118 


..3253, 3503. .3604, 3759. .3878 






4003. .4083, 


4237. 


.4577, 


5042 


..5366, 5484. .5717, 5824. .6216 


:. _j 


Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 




Gene No. 


7581 








. Strand 


+ 




Start 


1246 








v End 


6367 


m 

i y 


Name 


OJ990402 32. 


9819. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


5964 








End 


6367 




GI 


97565 1.R1084 






Score 


787 


id 


Exons 


5964. .6367 














GI Descrip. 


'4176420/dbj 


|BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 


ru 




[Arabidopsis 


thaliana] 1 










Seq. No. 


3563 








Seq. ID 


OJ990402 32. 9819. C9 




Gene No. 


7582 








Strand 


+ 




Start 


7948 








End 


13112 


u = 


Name 


OJ990402 32. 


9819. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


. •=* 


Start 


1240 








End 


1552 


C3 


GI 


none 








Score 


172 




Exons 


1240. .1422, 


1414. 


.1449, 


1448 


. .1552 






Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 




Gene No. 


7582 








Strand 


+ 




Start 


7948 








End 


13112 




Name 


OJ990402 32. 


9819. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1245 








End 


3268 




GI 


none 








Score 


169 




Exons 


1245. .1382, 


1246. 


.1419, 


1414 


..1449, 144 


8. .1552, 1450. .1551 






2792. .2866, 


2794. 


.2847, 


2893 


..2946, 2894. .2950, 3115.. 3255, 






3116. .3268 














Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 




Gene No. 


7582 








Strand 


+ 




Start 


7948 








End 


13112 




Name 


OJ990402 32. 


9819. 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1246 








End 


1552 




GI 


none 








Score 


167 



3718 




Exons 


1246. .1422, 


1414. 


.1446, 


1414. 


.1551, 1448.. 1552 


Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 


Gene No. 


7582 








Strand 


+ 


Start 


7948 








End 


13112 


Name 


OJ990402 32. 


9819. 


C9.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1808 








End 


11286 


GI 


none 








Score 


67 


Exons 


1808. .1861, 


8527. 


.8631, 


8680. 


.8898, 8890.. 8976, 9240.. 9287, 




9321. .9449, 


10153 


1.. 10266, 10155.. 10274 


, 10358. .10453, 




10593. .10682, 11179.. 11286 






Seq. No. 


3563 








Seq. ID 


OJ990402_32. 9819.C9 


Gene No. 


7582 








Strand 


+ 


Start 










End 


13112 


Name 


/^-rftftftvifto oo 

OJ9904U2 32 . 


ft O 1 ft 

9ol9 . 


cy . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


O C ft o 








End 


4599 


GI 


none 








Score 


82 


Exons 


3503 . . 3o4 3, 


A O T C 

4275 . 


A C C ft 

. 4ooy , 


A O O O 

4 2o2 . 


.4599 




Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 


Gene No. 


7582 








Strand 


+ 


Start 


1 Q A O 

/ y4o 








End 


13112 


Name 


Ojyyu4uz oZ . 


no i q 


cy . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


O ^ ft o 








End . 


5916 


GI 


none 








Score 


94 


Exons 


OT no oo^n 
3 / 9o . . 3o o9 , 


A O O C 

423o . 


a an a 


VI O /I ft 

424 U . 


.4575, 4676. .4915, 4676. .4774, 




4 bol . . 4oo / , 


A C ft C 

4 o9o . 


VI ftft"7 

. 4 yu / , 


c ft o o 
DU23 . 


.5151, 5042. .5371, 5043. .5303, 




5228. .5320, 


5483. 


.5710, 


5484. 


.5717, 5662. .5718, 5811. .5909, 




5821. .5916, 


5821. 


.5916 








Seq. No. 


"0 C £ o 

3oo3 








Seq. ID 


OJ990402_32.9819.C9 


Gene No. 


"7 C O O 








Strand 


+ 


Start 


"7 ft A O 

/ y4o 








End 


13112 


Name 


/*\ Tft n ft /i ft i oo 
OJ99U4U^ 32. 


ft O 1 ft 

ybiy . 


cy . oi . 


ts 


Method 


TBLASTX : Soybean 


Start 


A O O ft 

4239 








End 


4726 


GI 


none 








Score 


411 


Exons 


■ 4239. .4577, 


4240. 


.4575, 


4670. 


.4726 




Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 


Gene No. 


7582 








Strand 


+ 


Start 


7948 








End 


13112 


Name 


OJ990402 32. 


9819. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4261 








End 


4533 


GI 


none 








Score 


192 


Exons 


4261. .4533, 


4356. 


.4514 








Seq. No. 


3563 








Seq. ID 


OJ990402 32. 9819. C9 


Gene No. 


7582 








Strand 


+ 


Start 


7948 








End 


13112 


Name 


OJ990402 32. 


9819. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4705 








End 


5104 


GI 


none 








Score 


230 


Exons 


4705. .4884, 


4706. 


.4915, 


4914. 


.5102, 5042.. 5104, 5042.. 5104 


Seq. No. 


3563 








Seq. ID 


OJ990402_32.9819.C9 


Gene No. 


7582 








Strand 


+ 



3719 



Start 
Name 
Start 
GI 

Exons 



End 13112 
Method TBLASTX : Soybean 
End 5919 
Score 215 

,4975, 4735. .4902, 5013. .5303, 5042. .5344, 5234. .5356, 

,5710, 5481. .5717, 5484. .5717, 5820. .5897, 5821. .5916, 
,5919 



7948 

OJ990402_32. 9819 . C9 . o2 . ts 
4727 
none 
4727. 
5474. 
5821. 



Seq. No. 3563 

Gene No. 7 582 

Start 7948 

Name OJ990402_32 . 9819 .C9. ol . tc 

Start 5051 

GI none 

Exons 5051.. 5356, 5052.. 5303, 5267. 



Seq. ID OJ990402_32.9819.C9 

Strand + 

End 13112 

Method TBLASTX : Cress 

End 5585 

Score 312 
.5368, 5484.. 5585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
j't GI Descrip. 



3563 Seq. ID 

7582 Strand 
7948 End 
OJ990402_32. 9819 . C9 . o2 . np Method 
7906 End 
2832629 Score 
7906. .8991, 9258. .9485, 10152 .. 10257 , 10385 .. 104 52 , 
10577. .10679, 11182.. 11304 
. .(AL021711) ^.4-coumarate-CoA ligase-like [Arabidopsis thaliana] 



OJ990402_32.9819.C9 
+ 

13112 
AAT/NAP 
11304 
1219 



Seq. No. 
Gene No. 
Start 
Lu Name 
Start 

■ w Exons 



3563 
7582 
7948 

OJ9904 02_32. 9819 . C9 . o2 . gs 

7948 

none 



Seq. ID OJ990402_32.9819.C9 

Strand + 

End 13112 

Method GENS CAN 

End 13093 

Score .87 



7948. .8991, 9258. .9447, 10118 .. 10257, 10385 .. 10452, 
10577. .10679, 11928 .. 11960, 12639 .. 12763, 12904.. 13093 



\i Seq. No. 
i SJ jL Gene No. 
!*b Start 

Name 
j =3 Start 
□ GI 

Exons 



3563 
7582 
7948 

OJ990402_32. 9819 . C9 . o4 . tm 

8500 

none 

8500. .8631, 8532. .8651, 8691. 



Seq. ID OJ990402_32. 9819.C9 

Strand + 

End 13112 

Method TBLASTX : Maize 

End ' 897 6 

Score 98 

.8873, 8695. .8877, 8890. .8976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3563 Seq. ID 

7582 Strand 
7948 End 
OJ990402_32. 9819 . C9 . o3 . gp Method 
12454 End 
34177_1.R1084 Score 
12454. .12763, 12904.. 13017 

'5280991/emb|CAB45996.1| 6.0e-57 (Z97338) putative 
phosphocholine cytidylyltransf erase [Arabidopsis thaliana] 1 



OJ990402_32.9819.C9 
+ 

13112 
AAT/GAP 
13017 
801 



Seq. No. 
Gene No. 
Start 
Name 



3563 Seq. ID 

7582 Strand 

7948 End 

OJ9904 02_32 . 98 19 . C9 . o3 . np Method 



OJ990402_32.9819.C9 
+ 

13112 
AAT/NAP 



3720 



Start 12627 End 13112 

GI 5280991 Score 281 

Exons 12627. .12763, 12904.. 13112 

GI Descrip. (Z97338) putative phosphocholine cytidylyltransf erase 
[Arabidopsis thaliana] 



Seq. No. 


3563 




Seq. ID 


OJ990402_32. 9819 


.C9 


Gene No. 


7582 




Strand 


+ 




Start 


7948 




End 


13112 




Name 


OJ990402 32. 9819. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


12678 




End 


13024 




C T 


none 




Score 


144 




Exons 


12678. .12758, 12678. 


.12764, 12686. .12766, 12903 .. 13019, 






12905. .13024, 12973. 


.13023 








Seq, No. 


3563 




Seq. ID 


OJ990402_32.9819 


.C9 


Gene No. 


7582 




Strand 


+ 




Start 


7948 




End 


13112 




Name 


OJ990402 32. 9819. C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12678 




End 


13024 






none 




Score 


138 




Exons 


12678. .12758, 12686. 


.12757, 12895. .12927, 128 96 .. 13024 , 






12921. .13016, 12973. 


.13023 








Seq. . No. 


3564 




Seq. ID 


OJ990402_32.9819 


-C10 


Gene No. 


7583 




Strand 


+ 




Start 


312 




End 


1565 




Name 


OJ990402_32. 9819. C10 


. ol . ts 


Method 


TBLASTX : Soybean 




o tar l. 






End 


726 




GI 


none 




Score 


62 




Exons 


305. .400, 305. .400, 


309. .410, 


313. .426, 316. .417, 509.. 


562, 




519. .566, 648. .722, 


649. .726 








Seq. No. 


3564 




Seq. ID 


OJ990402_32. 9819 


,C10 


Gene No. 


7583 




Strand 


+ 




'Start 


312 




End 


1565 




Name 


OJ990402 32. 9819. C10 


. ol . tc 


Method 


TBLASTX: Cress 




Start . 


309 




End 


1013 




C T 


none 




Score' 


169 




Exons 


309. .410, 313. .411, 


519. .554, 


648. .806 


, 649. .858, 927.. 


1013 


Seq. No. 


3564 




Seq. ID 


OJ990402_32.9819 


.C10 


Gene No. 


7583 




Strand 


+ 




Start 


312 




End 


1565 




Name 


OJ990402 32. 9819. C10 


.ol- tm 


Method 


TBLASTX: Maize 




Start 


309 




End 


1449 




GI 


none 




Score 


182 




Exons 


309. .410, 313. .411, 


315. .413, 


316. .417 


, 519. .569, 648.. 


806, 




649. .849, 927. .1013, 


941... 1009, 1119.. 


1241, 1127.. 1240, 






1128. .1241, 1129. .1245, 1354., 


,1449, 1362. .1448 




Seq. No. 


3564 




Seq. ID 


OJ990402_32.9819 


.C10 


Gene No. 


7583 




Strand 


+ 




Start 


312 




End 


1565 




Name 


OJ990402 32. 9819. C10 


. ol . np 


Method 


AAT/NAP 




Start 


312 




End 


1565 




GI 


1416512 




Score 


464 





3721 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



312. .410, 518. .560, 649. .804, 948. .1028, 1148. .1240, 1363.. 
1522. .1565 

(D63167) CTP:phosphocholine cytidylyltransf erase " [Brassica 
napus] 



14 



3564 Seq. ID 

7583 Strand 
312 End 
OJ9904 02_32 . 98 19 . C10 . ol . gp Method 
315 End 
34177JL.R1084 Score 
315.. 410, 518.. 553 

, 5280991/emb|CAB45996.1| 6.0e-57 (Z97338) putative 
phosphocholine cytidylyltransferase [Arabidopsis thaliana] 1 



OJ990402_32. 9819. C10 
+ 

1565 
AAT/GAP 
553 
223 



3564 Seq. ID 

7583 Strand 

312 End 

OJ990402_32. 9819. C10. ol.gs Method 

315 End 

none Score 



OJ990402_32. 9819. C10 
+ 

1565 
GEN SCAN 
1240 
.94 



315. .410, 518. .560, 649. .804, 942. .1010, 1130. .1240 



3564 Seq. ID 

7583 Strand 

312 End 

OJ990402_32. 9819 . CIO . ol .tw Method 

315 End 

none Score 



OJ990402_32. 9819. C10 
+ 

1565 

TBLASTX: Wheat 

812 

155 



315. .413, 316. .411, 316. .414, 317. .412, 519. .569, 648. .812, 
649. .804, 654. .806 



3564 
7583 
312 

OJ990402_32. 9819. C10. o2.gp 
711 

929 1.R1084 



Seq. ID OJ990402_32. 9819. C10 

Strand + 

End . 1565 

Method AAT/GAP 

End 152 6 

Score 772 



711. .804, 942. .1010, 1130. .1240, 1363. .1526 
'4768992/gb|AAD29709.1|AF140496_l 2.0e-65 (AF140496) 
cholinephosphate cytidylyltransferase [Oryza sativa] 1 



3565 Seq. ID 

7584 Strand 
47 End 
OJ990402_32. 9819 . Cll . ol . gp Method 
47 End 
929_1.R1084 Score 
47. .293 

f 47 68 992/gb|AAD29709. 1|AF1404 96_1 2.0e-65 (AF1404 96) 
cholinephosphate cytidylyltransferase [Oryza sativa] 1 



OJ990402_32. 9819. Cll 
+ 

293 

AAT/GAP 
293 
456 



3565 
7585 
719 

OJ9904 02_32 . 9819 . Cll . o2 . gp 
719 



Seq. ID OJ990402_32. 9819. Cll 

Strand + 

End 3426 

Method AAT/GAP 

End 1083 



3722 




GI 


700761 


Score 


'413 




Exons 


719. .834, 973. .1083 








Seq. No. 


3565 


Seq. ID 


OJ990402_32 


.9819.C11 


Gene No. 


7585 


Strand 


+ 




Start 


719 


End 


3426 




Name 


OJ990402 32.9819.C11, 


. ol.gs Method 


GENSCAN 




Start 


751 


End 


3426 




GI 


none 


Score 


.8 




Exons 


751.. 834, 973.. 1282, 


2280.. 2393, 2589. 


.2747, 3093. 


.3222, 




3420. .3426 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3565 
7585 
719 

OJ990402_32 . 9819 . CI 1 . o3 . gp 
2034 

LIB3431-043-P1-K1-B4 



Seq. ID OJ990402_32.9819.C11 
Strand + 
End 3426 
Method AAT/GAP 
End 3177' 
Score. 803 
2034.. 2145, 2280.. 2389, 2589.-2766, 3093.. 3177 
, 5670155/gb|AF161269.1|AF161269 1.0e-44 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



U 



ri 



Seq. No. 
Gene No. 
Start 
Name 



Us 

I'U Start 



GI 

Exons 



; =1 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3565 Seq. ID 

7586 Strand 
3466. -End 
OJ990402_32 . 9819 . Cll . o4 . gp Method 
34 66 . End 

5455606 Score 
3466.. 3803 

5670155/gb|AF161269.1 IAF161269 1.0e-44 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



OJ990402_32. 9819. Cll 
.+ 

3803 
AAT/GAP 
3803 
672 



OJ990402_32. 9819. Cll 
+ 

4193 
AAT/GAP 
4193 
421 



3565 Seq. ID 

7587 Strand 
3958 End 
OJ990402_32 . 9819 . Cll . o5 . gp Method 
3958 End 
6025027 - Score 
3958. .4193 

3565 

7588 Strand 
4513 End 
OJ990402_32. 9819. Cll. ol.ts Method 
970 End 
none Score 
970. .1101, 999. .1112, 1081. .1188, 1089. .1277, 1382. .1519, 
1383.. 1535, 1407.. 1559, 1585.. 1665, 1589.. 1666, 1590.. 1655 



Seq. ID OJ990402_32. 9819. Cll 
+ 

5703 

TBLASTX : Soybean 
1666 
136 



Seq. No. 3565 

Gene No. 7588 

Start 4513 

Name OJ990402_32 . 9819 . Cll . o2 . tm 

Start 1506 

GI none 
Exons 



Seq. ID OJ990402_32. 9819. Cll 



Strand 
End 

Method 

End 

Score 



+ 

5703 

TBLASTX: Maize 

4096 

110 



1506. .1655, 1506. .1673, 1592. .1669, 2030. .2146, 2030. .2146, 
2031. .2168, 2268. .2321, 2275. .2388, 2278. .2391, 2279.-2392, 



3723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2586.. 2756, 2586.. 2666, 2588. 
3088.. 3222, 3092.. 3220, 3946. 

3565 
7588 
4513 

OJ990402_32.9819.Cll.o2.ts 

2348 

none 

2348.. 2392, 2586.. 2720, 2588. 
3946. .4095, 3947. .4096 

3565 
7588 
4513 

OJ990402_32.9819.Cll.o2.tc 

2586 

none 

2586.. 2756, 2588.-2767, 3088. 
3947. .4096 



.2767, 2588.. 2767, 2718.. 2768, 
,4095, 3947. .4096 

Seq. ID OJ990402_32.9819.C11 

Strand + 

End 5703 

Method TBLASTX : Soybean 

End 4096 

Score 58 

,2731, 3112.. 3222, 3113, .3220, 



Seq. ID OJ990402_32.9819.C11 

Strand + 

End 5703 

Method TBLASTX : Cress 

End 4096 

Score 213 

.3222, 3092. .3220, 3946. .4095, 



Seq. No. 3565 

Gene No. 7588 

Start 4513 

Name OJ990402_32 . 9819 . Cll .'o2 . 

Start 4513 

GI none 

Exons 4513. . 5703 



gs 



Seq. ID OJ990402_32. 9819. Cll 

Strand + 

End 5703 

Method GENSCAN 

End 5703 

Score .48 



Seq. No. 
irf? Gene No. 
Ty start 
;s Name 
Q Start 

: Exons 

:. a. 

' Seq. No. 
□ Gene No. 
ri Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3565 
7588 
4513 

OJ990402_32 . 9819. Cll .ol 
4528 
none 

4528. .4755, 4735. .4911 

3565 
7588 
4513 

OJ990402_32. 9819. Cll. ol, 

4826 

2191130 

4826. .5693 

(AF007269) A_IG002N01.7 

3565 
7588 
4513 

OJ990402_32. 9819. Cll. ol, 

5058 

none 

5058.. 5225, 5059.. 5358, 
5359. .5622 



Seq. ID OJ990402_32. 9819. Cll 

Strand + 

End 5703 

.tc Method TBLASTX : Cress 

End 4911 

Score 121 



' * Seq. ID OJ990402_32. 9819. Cll 

Strand + 

End 5703 

np Method AAT/NAP 

End 5693 

Score 285 

gene product [Arabidopsis thaliana] 

Seq. ID OJ990402_32. 9819. Cll 

Strand + 

End 5703 

tm Method TBLASTX: Maize 

End 5624 

Score 358 
5149. .5280, 5304. .5432, 5358. .5624, 



Seq. No. 
Gene No. 



3566 
7589 



Seq. ID OJ990402_32.9819.C12 
Strand + 



3724 






Start 


1301 


End 


3196 








Name 


OJ990402 32.9819.C12.ol.gs 


Method 


GENSCAN 








Start 


1301 


End 


3196 








GI 


none 


Score 


.94 








Exons 


1301. .3196 












Seq. No. 


3566 


Seq. ID 


OJ990402_ 


32.9819. 


C12 




Gene No. 


7590 


Strand 


+ 








Start 


12481 


End 


17820 








Name 


OJ990402_32. 9819.C12.o4 .gs 


Method 


GENSCAN 








otait 




End 


17820 








GI 


none 


Score 


.62 








Exons 


12481. .12589, 12760 .. 1277 6, 


13466. .14659, 14683. 


.14745, 








14833. .14901, 14989. .15057, 


15144. .15227, 15313. 


.15543, 








15620. .15657, 15732 15785, 


15841. .16033, 16396. 


.16524, 








17353. .17820 












Seq. No. 


3566 


Seq. ID 


OJ990402_ 


32.9819. 


C12 




Gene No. 


7590 


Strand * 


+ 








utdit 


12481 


End 


17820 








Name 


OJ990402 32.9819.C12.o3.np 


Method 


AAT/NAP 








Start 


13543 


End 


16638 








GI 


4467124 


Score 


578 








Exons 


13543. .14603, 15888 .. 16037 , 


16606. .16638 








GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


3566 


Seq. ID 


OJ990402_ 


32.9819. 


C12 




Gene No . 


7591 


Strand 








□ 


Start 


7028 


End 


10524 








Name 


OJ990402 32.9819.C12.o3.gs 


Method 


GENSCAN 








Start 


7028 


End 


10498 






r!n 


GI 


none 


Score 


1 






: =? 


Exons 


7028. .10498 










•*s=f 


Seq. No. 


3566 


Seq. ID 


OJ990402_ 


32.9819. 


C12 


' -J 


Gene No. 


7591 


Strand 








i- X 


Start 


7028 


End 


10524 








Name 


OJ990402 32.9819.C12.o2.np 


Method 


AAT/NAP 






y 


Start 


7031 


End 


10524 








GI 


6714431 


Score 


4466 






□ 


Exons 


7031.. 7735, 7823.. 10524 












GI Descrip. 


(AC012328) putative cellulose synthase 


catalytic 


: subunit 






[Arabidopsis thaliana] 












Seq. No. 


3566 


Seq. ID 


OJ990402_ 


32.9819. 


C12 




Gene No. 


7592 


Strand 












16085 


End 


19976 








Name 


OJ990402 32.9819.C12.o4.np 


Method 


AAT/NAP 








Start 


16085 


End 


19856 








GI 


1885385 


Score 


175 








Exons 


16085. .16101, 19453.. 19856 












GI Descrip. 


(U87863) SNAP-25 interacting protein hrs-2 [Rattus norvegici 




Seq. No. 


3566 


Seq. ID 


OJ990402_ 


32.9819. 


C12 




Gene No. 


7592 


Strand 










Start 


16085 


End 


19976 








Name 


OJ990402 32.9819.C12.o5.gs 


Method 


GENSCAN 







3725 



Start 
GI 

Exons 



18266 End 19976 

none Score . 87 

18266. .18646, 18884 .. 19147 , 19458.. 19976 



Seq. No. 3566 
Gene No. 7593 
Start 22799 

Name OJ990402_32 . 9819 .C12 . o5 . tc 

Start 1796 
GI none 

Exons 1796.. 2053, 2039.. 2386, 2081. 

2423.. 2602, 2441. .2800, 2501. 
2756.. 3064, 2795. .3037 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 
Method TBLASTX : Cress 
End 3064 
.Score 58 

.2293, 2129. .2416, 2168. .2395, 
.2692, 2651. .2992, 2711. .2908, 



Seq. No. 3566 

Gene No. 7593 

Start 22799 

Name OJ990402_32 . 9819 . C12 . 06 . tm 

Start 1817 

GI none 

Exons 1817.. 2344, 2009.. 2368, 2012. 

2444.. 2992, 2495.. 2968, 2762. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 32.9819.C12 



22917 

TBLASTX: Maize 
3082 
106 

2395, 2120. .2416, 2441. .2854, 
3082 



<*3- 

m 

ru 



Seq. No. 3566 

Gene No. 7593 V? 1 

Start 22799 

Name OJ990402_32 . 9819 . C12 . ol . tm 

Start 7026 

GI none 

Exons 7026. .7058, 
7824 . .8288 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_32.9819.C12 
22917 

TBLASTX: Maize 

8288 

34 



7028. .7063, 7073. .7741, 7074. .7724, 7823. .8278, 



Seq. No. 3566 

Gene No. 7593 

Start 22799 

Name OJ990402_32 . 9819 . C12 . o2 . tc 

Start 7071 

GI none 
Exons 



Seq. ID OJ990402_32. 9819.C12 
Strand 

End 22917 

Method TBLASTX : Cress 

End 9802 

Score 98 



7071. .7328, 7079. .7327, 8481. .8594, 8483. .8608, 8600. .8791, 
8601.. 8822, 8870. .8899, 8915. .8962, 8937. .8963, 9101. .9463, 
9117.. 9464, 9494. .9652, 9701. .9802 



Seq. No. 3566 

Gene No. 7593 

Start 22799 

Name OJ990402_32 . 9819 . C12 . o2 . ts 

Start 7085 

GI none 

Exons 7085.. 7378, 7086.. 7238, 7103. 

7398.. 7541, 7823. .7987, 7860. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7246, 7281 
.7988 



OJ990402 32.9819.C12 



22917 

TBLASTX : Soybean 
7988 
102 

7349, 7382. .7741, 



Seq. No. 3566 Seq. ID 

Gene No. 7593 Strand 

Start 22799 • End 

Name OJ990402_32 . 9819 .C12 . o4 . tw Method 

Start 7163 End 

GI none Score 



OJ990402_32.9819.C12 
22917 

TBLASTX: Wheat 

7310 . 

189 



3726 



Exons 



7163.. 7309, 7167.. 7310 





Seq. No. 


3566 








Seq. ID 


OJ990402_32.9819.C12 




Gene No. 


7593 








Strand 


- 




Start 


22799 








End 


22917 




Name 


OJ990402 32 


.9819 


.C12.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7311 








End 


7697 




GI 


none 








Score 


345 




Exons 


7311. .7697, 


7313 


. .7696 










Seq. No. 


Jobb 








Seq. ID 


OJ990402_32. 9819.C12 




Gene No. 


7593 








Strand 






Start 


22799 








End 


22917 




Name 


OJ990402 32 


.9819 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7329 








End 


8480 




GI 


none 








Score 


174 




Exons 


7329. .7547, 


7331 


. .7669, 


7608. 


.7667, 7671. .7730, 7673. .7741, 






7829. .8287, 


7830 


. .8288, 


8369. 


.8479, 8394. .8480 




Seq. No. 


3566 








Seq. ID 


OJ990402_32.9819.C12 




Gene No. 


7593 








Strand - 






Start 


22799 








End 


22917 




Name 


OJ990402 32 


.9819 


.C12.o3 


. tw 


Method 


TBLASTX: Wheat 


I.J 


Start . 


7926 








End 


8279 




GI 


none 








Score 


333 ' 




Exons 


7926. .8279, 


7931 


. .8278 










Seq. No. 


3566 








Seq. ID 


OJ990402_32. 9819.C12 




Gene No. 


7593 








Strand 




i.y 


Start 


22799 








End 


22917 


" 3 


Name 


OJ990402 32 


.9819 


.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7992 








End 


8893 




GI 


none 








Score 


349 




Exons 


7992. .8288, 


7994 


. .8287, 


8358. 


.8891, 8369.. 8893 




Seq. No. 


3566 








Seq. ID 


OJ990402_32. 9819.C12 




Gene No. 


7593 








Strand 






Start 


22799 








End 


22917 


"z =7 


Name 


OJ990402 32 


.9819 


.C12.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


8396 








End 


8792 


n 


GI 


none 








Score 


137 




Exons 


8396. .8593, 


8403 


. .8600, 


8600. 


.8791, 8601. .8792 




Seq. No. 


3566 








Seq. ID 


OJ990402_32.9819.C12 




Gene No. 


7593 








Strand 






Start 


22799 








End 


22917 




Name 


OJ990402 32 


.9819 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8447 








End 


8813 




GI 


none 








Score 


435 




Exons 


8447. .8809, 


8448 


. .8813 










Seq. No. 


3566 








Seq. ID 


OJ990402_32'. 9819. C12 




Gene No. 


7593 








Strand 






Start 


22799 








End 


22917 




Name 


OJ990402 32 


.9819 


,C12.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


8870 








End 


9632 




GI 


none 








Score 


123 



3727 



Exons 



8870.. 9004, 8871.. 9005, 8970.. 9632, 9026.. 9631 



Seq. No. 3566 Seq. ID OJ990402_32 . 9819 . C12 

Gene No. 7593 Strand 

Start 22799 End 22917 

Name OJ990402_32 . 9819 . C12 . o3 . ts Method TBLASTX : Soybean 

Start 8894 End 9439 

GI none Score 111 

Exons 8894.. 9007, 8895.. 9008, 8970.. 9278, 9026.. 9274, 9275.. 9439, 
9276. .9437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3566 
7593 
22799 

OJ990402 32.9819.C12.o5.tw Method TBLASTX: Wheat 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 



9101 
none 

9101. .9289, 9108. .9275 



End 
Score 



9289 
128 



Seq. No. 
Gene No. 
Start 
Name 
3 Start 
GI 

Exons 



3566 
7593 
22799 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 



OJ990402 32.9819.C12.o5.ts Method TBLASTX : Soybean 



10076 
none 



End 
Score 



10430 
82 



10076. . 10189, . 10077. .10190, 10188 .. 10280, 10190 .. 1027 6, 
10286. .10429, 10290.. 10430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3566 
7593 
22799 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 



OJ990402 32.9819.C12.o4.tc Method TBLASTX : Cress 



14087 
none 

14087. .14401 



End 
Score 



14401 
212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



3566 
7593 
22799 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 



OJ9904 02_32 .9819. C12 . o5 . tm Method TBLASTX : Maize 

14093 End 14479 

none Score 275 
14093. .14479, 14197.. 14325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3566 
7593 
22799 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 



OJ9904 02_32 .9819. C12 . 06 . ts Method TBLASTX : Soybean 

14153 End 14476 

none Score 304 
-14153. .14476, 14192. .14476 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3566 
7593 
22799 



Seq. ID OJ990402_32.9819.C12 
Strand 

End 22917 



OJ990402 32. 9819.C12.o4 .ts Method TBLASTX : Soybean 



18287 



End 



19986 



3728 



GI 

Exons 



none 



Score 



118 



18287. .18382, 18416. . 18649, 184 16 18583, 184 17 .. 18692, 

18480. .18647, 18875 .. 18982, 18883 18942, 18888 18998 , 

19001. .19150, 19072. .19176, 19083. . 19148, 19458 19832, 

19458. .19856, 19848 .. 19979, 19848 .. 19976, 19849. .19986 



Seq. No. 


3566 




Seq. ID 


OJ990402_32.9819. 


C12 


Gene No. 


7593 




Strand 






Start 


22799 




End 


22917 




Name 


OJ990402 32.9819.C12 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


18320 




End 


19976 




GI 


none 




Score 


151 




Exons 


18320. .18391, 18488. 


.18583, 


18501. .18692, 18501. .18650, 






18875. .18994, 18888. 


.18980, 


19016. .19150, 19083. .19148, 






19458. .19976, 19458. 


.19976 








Seq. No. 


3566 




Seq. ID 


OJ990402_32.9819. 


C12 


Gene No. 


7593 




Strand 


- 




Start 


22799 




End 


22917 




Name 


OJ99Q402 32.9819.C12 


. oo . tc 


Method 


TBLASTX: Cress 




Start 


19722 




End 


20028 




GI 


none 




Score 


137 




Exons 


19722. .19988, 19723. 


.20028 








Seq. No. 


3566 




Seq. ID 


OJ990402_32.9819. 


€12 


Gene No. 


7593 




Strand 






Start 


22799 




End 


22917 




Name 


OJ990402 32.9819.C12 


. 06 . gs 


Method 


GEN SCAN 




Start 


22799 




End 


22917 




GI 


none 




Score 


.99 




Exons 


22799. .22917 










Seq. No. 


3567 




Seq. ID 


OJ990402_32.9819. 


C13 


Gene No. 


7594 




Strand 






Start 


747 




End 


1161 




Name 


OJ990402 32.9ol9.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


733 




End 


1067 




GI 


none 




Score 


160 




Exons 


733. .861, 746. .844, 


747. .860, 938. .1066, 939. .1067 




Seq. No. 


3567 




Seq.. ID 


OJ990402_32.9819. 


C13 


Gene No. 


7594 




Strand 






Start 


747 




End 


1161 




Name 


OJ990402 32.9819.C13 


.ol.gs 


Method 


GEN SCAN 




Start 


747 




End 


1030 




GI 


none 




Score 


.92 




Exons 


747. .860, 941. .1030 










Seq. No. 


3567 




Seq. ID 


OJ990402_32.9819. 


C13 


Gene No. 


7594 




Strand 






Start 


747 




End 


1161 




Name 


OJ990402 32.9819.C13 


. ol . np 


Method 


AAT/NAP 




Start 


747 




End 


1161 




GI 


3914370 




Score 


213 




Exons 


747. .860, 941. .1060, 


1130. . 


1161- 







GI Descrip. GLYCEROL- 3 - PHOS PHATE AC YL TRANSFERASE PRECURSOR (GPAT) . 

gi I 419754 Ipir | | S31083 glycerol-3-phosphate O-acyltransf erase 



(EC 



3729 



2.3.1.15) precursor - Arabidopsis thaliana 
gil 217845 I dbj IBAA00575.1 | (D00672) glycerol-3-phosphate 
acyltransferase [Arabidopsis thaliana] gi I 217847 | dbj I BAA00576 . 1 1 
(D00673) glycerol-3-phosphate acyltransferase precursor 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3567 
7594 
747 

OJ990402_32, 
747 
none 



9819.C13.ol.tc 



1161 

TBLASTX: Cress 
1072 
61 

747. .860, 772. .864, 938. .1060, 939. .1061, 947. .1072 



Seq. ID OJ990402_32.9819.C13 
Strand 
End 

Method 
End 
Score 



Seq. No. 3568 Seq. ID 

Gene No. 7595 Strand 

Start 155 End 

Name OJ990402J32. 9819.C14 .ol.gs Method 

Start 155 End 

GI none Score 

Exons 155.. 409 



OJ990402_32.9819.C14 
+ 

409 

GEN SCAN 

409 

.58 



Seq. No. 
i=3 Gene No. 
,3 Start 
; n Name 
Start 
GI 

Exons 



i if 

w 

ry Seq. No. 
5 Gene No. 
L Start 
Name 
Start 
GI 

Exons 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3569 
7596 
123 

OJ9904 02_32 . 9819 . C15 . ol . tm 
26 

none 



Seq. ID OJ990402_32.9819.C15 
Strand 

End- 575 

Method TBLASTX: Maize 

End 575 

Score 177 



26. .316, 66. .410, 67. .414, 79. .414, 404. .487, 406. .486, 
408. .533, 432. .509, 501. .575 



3569 
7596 
123 

OJ990402_32.9819.C15.ol.gs 
123 
none 

123. .390 

3569 
7596 
123 

OJ990402_32.9819.C15.ol.tw 
238 
none 

238. .411, 241. .408, 404. .547, 408. .563, 411. .563 



Seq. ID OJ990402_32.9819.C15 
Strand 

End 575 

Method GENSCAN 

End 390 

Score .41 



Seq. ID OJ990402_32.9819.C15 
Strand 

End 575 

Method TBLASTX : Wheat 

End 563 

Score 163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990402_32. 9819.C16 
Strand 

End 2562 
Method AAT/NAP 
End 2562 
Score 508 

1...90, 198. .259, 356. .457, 1164. .1221, 1715. .1812, 1902. .1988, 
2071.. 2168, 2430.. 2562 

GLYCEROL- 3 -PHOSPHATE ACYLTRANSFERASE PRECURSOR (GPAT) 

gi I 81574 Ipir | | S01660 glycerol-3-phosphate O-acyltransf erase (EC 



3570 
7597 
1 

OJ990402_32.9819.C16.ol.np 
1 

130325 



3730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2.3.1.15) precursor - winter crookneck squash 
gi|18065|emb|CAA68740| (Y00771) protein precursor [Cucurbita 
moschata] 



3570 
7597 
1 

OJ990402_32.9819.C16.ol.gp 
1902 

uC-osflcypl55d01bl 



Seq. ID OJ990402_32. 9819.C16 
Strand 

End 2562 

Method AAT/GAP 

End 2517 

Score 411 



1902.. 1988, 2071.. 2168, 2430.. 2517 

'3608517 9.0e-27 (AF090735) putative glycerol-3-phosphate 
acyltransf erase [Cucurbita ficifolia] 1 



3570 
7598 
7837 

OJ990402_32.9819.C16.ol.tc 
25 

none 



Seq. ID OJ990402_32.9819.C16 
Strand 

End 8138 

Method TBLASTX : Cress 

End ' 2169 

Score 63 



25. .93, 42. .110, 189. .254, 197. .253, 356.-457, 357. .458, 
1164. .1223, 1712. .1810, 1714. .1827, 1720. .1851, 2068. .2169 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3570 
7598 
7837 

OJ990402_32.9819.C16.ol.tm 

1164 

none 



Seq. ID OJ990402_32.9819.C16 

Strand. 

End 8138 

Method TBLASTX : Mai ze 

End 1828 

Score 78 



1164. .1223, 1168. .1224, 1686. .1814, 1711. .1815, 1712. .1828, 
1714. .1827 



3570 
7598 
7837 

OJ990402_32.9819.C16.o2.gp 

7837 

none 

7837. .8138 



Seq. ID OJ990402_32. 9819.C16 
Strand 

End 8138 

Method AAT/GAP 

End 8138 

Score 472 



Seq. No. 3571 

Gene No. 7599 

Start 1 

Name 0 J 9 9 0 4 0 2_2 8.9819.C2.ol.np 

Start 1 

GI 6016707 

Exons 1..26, 499.. 697 

GI Descrip. (AC009325) putative thylakoid lumen rotamase [Arabidopsis 
thaliana] 



Seq. ID OJ990402_28. 9819.C2 
Strand + 

697 

AAT/NAP 
697 
306 



End 

Method 

End 

Score 



Seq. No. 3571 

Gene No. 7599 

Start 1 

Name OJ990402_28 . 9819 .C2 . ol . tm 

Start 483 

GI none 

Exons 483.. 587, 491.. 640, 492.. 638 



Seq. ID OJ990402_28.9819.C2 

Strand + 

End 697 

Method TBLASTX : Mai ze 

End 64 0 

Score 241 



3731 



\ 






JJ / X 






0,1990409 9ft Qftl 9 


C9 


Gene No. 


7599 




Strand 






Start 


1 




End 


697 




Name 


OJ990402 28.9819.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


488 




End 


629 




GI 


none 




Score 


79 




Exons 


488.. 628, 491.. 607, 495 


. .629 








Corf Mn 


"3S71 
,j j / 1 






OJ990409 9ft 9R1 9 


. C2 


Gene No. . 


759*9 




Strand 


+ _ 




Start 


1 




End- 


697 




Name 


OJ990402 28.9819.C2.ol. 


gs 


Method 


GENSCAN 




Start 


494 




End 


689 




GI 


none 




Score 


.89 




Exons 


494. .689 












JJ / J. 






O.T990409 9ft QftlQ 


CO 


Gene No. 


7599 




Strand 


+ _ 




Start 


1 




End 


697 




Name 


OJ990402 28. 9819.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


578 




End 


695 




GI 


none 




Score 


188 




Exons 


578. .694, S79..695 










Seq. No. 


3572 




Seq. ID 


OJ990402_28.9819 


.C3 


Gene No. 


7600 




Strand 






Of ar f 


i 
j. 




End 


7.17 




Name 


OJ990402 28.9819.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


717 




GI 


342 1.R1084 




Score 


1220 




Exons 


1. .717 










GI Descrip. 


M574406/gb |AAD24042.1| 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 










Seq. No. 


3572 




Seq. ID 


OJ990402_28.9819 


.C3 


UCilC IN . 


7600 




Strand 






Start 


1 




End 


717 




Name 


OJ990402 28.9819.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


634 




GI 


6742729 




Score 


978 




Exons 


1. .634 










GI Descrip. 


(AF121139) RIM2 protein 


. [Oryza sativa] 






o c 4 • IN (J . 


^79 




Seq. ID 


OJ990402_28.9819 




Gene No. 


7600 




Strand 






Start 


1 




End 


717 




Name 


OJ990402 28.9819.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


43 




End 


481 




GI 


none 




Score 


53 




Exons 


43. .195, 229. .348, 229. 


.351, 


350. .469, 


353. .481 




Seq. No. 


3572 




Seq. ID 


OJ990402_28.9819 


.C3 


Gene No. 


7600 




Strand 






Start 


1 




End 


717 




Name 


OJ990402 28.9819.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


62 




End 


526 





3732 




GI none Score 99 

Exons 62. .190, 62. .187, 67. .195, 152. .265, 187. .288, 196. .267, 

267. .350, 268. .351, 269. .352, 368. .472, 372. .461, 473. .526, 

474. .518 





Seq. No. 


3572 


Seq. ID 


OJ990402_28.9819.C3 




Gene No. 


7600 


Strand 


- 




Start 


1 


End 


717 




Name 


OJ990402_28.9819.C3.ol.tc 


Method 


TBLASTX: Cress 




btart 




£jnQ 


Dot 




GI 


none 


Score 


75 




Exons 


3S3..655, 375.. 470, 510.. 662 








Seq. No. 


3572 


Seq. ID 


OJ990402_28.9819.C3 




Gene No. 


7 600 


Strand 


- 




Start 


1 


End 


717 




Name 


OJ990402_28. 9819 . C3 . ol . ts 


Method 


TBLASTX: Soybean 




. Start 




End 


691 




GI 


none 


Score 


121 




Exons 


395. .691, 413. .637, 414. .659 








Seq. No. 


3573 


Seq. ID 


OJ990402_28.9819.C5 




Gene No. 


7601 


Strand 


+ 




Start 


5358 


End 


8782 




Name 


OJ990402_2'8. 9819 . C5 . o2 . gs 


Method 


GENSCAN 




Cf i >- 4- 

o tar u 


JJJO 


End 


8782 




GI 


none 


Score 


.43 




Exons 


5358.. 5432, 7186.. 7326, 8440 


..8549, 8606. .8782 




Seq. No. 


3573 


Seq. ID 


OJ990402_28.9819.C5 




Gene No. 


7602 


Strand 






Start 


1095 


End 


2895 


i l J 


Name 


OJ990402_28.9819.C5.ol.gs 


Method 


GENSCAN 




b car z 


i n Qt; 


End 


2895 


Q 


GI 


none 


Score 


.5 


H 


' Exons 


1095.. 1142, 1851.. 1962, 2798 


. .2895 






Seq. No. 


3574 


Seq. ID 


OJ990402_28. 9819.C6 




Gene No. 


7603 


Strand 


+ 




Start 


366 


End 


6004 




Name 


OJ990402 28.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


366 


End 


6004 




GI 


none 


Score 


.54 




Exons 


AAA 9*701 9Q1 ft 4MQ 


5195, 5882 


. . 6004 




Seq. No. 


3574 


Seq. ID 


OJ990402_28.9819.C6 




Gene No. 


7603 


Strand 


+ 




Start 


366 


End 


6004 




Name 


OJ990402 28.9819.C6.ol.gp 


Method 


AAT/GAP 




Start 


4541 


End 


5018 




GI 


34656 1.R1084 


Score 


937 




Exons 


4541. .5018 








GI Descrip. 


'4176420/dbj IBAA37167 | 2 . Oe- 


11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 








Seq. No. 


3574 


Seq. ID 


OJ990402_28..9819.C6 




Gene No. 


7603 


Strand 





3733 





Start 


366 




End 


6004 






Name 


OJ990402 28.9819.C6.o2. 


gp 


Method 


AAT/GAP 






Start 


5330 




End 


5684 






GI 


3061011 




Score 


706 






Exons 


5330. .5684 












Seq. No. 


3574 




Seq. ID 


OJ990402_28. 


9819. C6 




Gene No. 






otrana 


+ 






Start 


7091 




End 


10547 






Name 


OJ990402 28.9819.C6.o2. 


gs 


Method 


GENSCAN 






Start 


7091 




End 


10547 






GI 


none 




Score 


.8 






Exons 


7091.. 7443, 7536. .7626, 


10372 


. .10547 








Seq. No. 


3574 




Seq. ID 


OJ990402_28. 


9819. C6 




Gene No. 


7604 




Strand 


+ 






Start 


7091 




End 


10547 






Name 




gp 


Method 


AAT/GAP 






Start 


9184 




End 


9653 






GI 


3760640 




Score 


108 






Exons 


9184.. 9209, 9586.. 9653 












GI Descrip. 


4176420/dbj IBAA37167 | 2 


.Oe-11 


(AB008097) cytochrome 


i P450 






[Arabidopsis thaliana] 












Seq. . No. 


3575 




Seq. ID 


QJ990402 28. 


9819. C7 




Gene No. 


7605 




Strand 


+ 






Start 


921 




End 


2730 




ry 


Name 


OJ990402 28.9819.C7.ol. 


gs 


Method 


GENSCAN 






Start 


921 




End 


2730 




i :l 


GI 


none 




Score 


.59 




;.y 

SB. 


Exons 


921.. 1066, 2313.. 2460, 


2602. . 


2730 






r ! e 


Seq. No. 


3575 




Seq. ID 


OJ990402_28. 


9819. C7 




Gene No . 


1 C f\ c 




Strand 


+ 






Start 


5115 




End 


7744 






Name 


OJ990402 28.9819.C7.o2. 


gs 


Method 


GENSCAN 






Start 


5115 




End 


7744 






GI 


none 




Score. 


.45 




: =1 


Exons 


5115.. 5168, 5336.. 5510, 


6851. 


.6961, 7551. .7744 




i. 

c5 


Seq. No. 


3575 




Seq. ID 


OJ990402_28. 


9819. C7 




Gene No. ■>? 


7607 




Strand 








Start 


1 




End 


107 






Name 


OJ990402_28.9819-C7.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


107 






GI 


LIB3477-003-P1-K1-E9 




Score 


182 






Exons 


1. .107 












GI Descrip. 


'24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 






sativa] ' 












Seq. No. 


3576 




Seq. ID 


OJ990402_28. 


9819. C8 




Gene No. 


7608 




Strand 








Start 


25 




End 


446 






Name 


OJ990402 28.9819.C8.ol. 


gs 


Method 


GENSCAN 






Start 


25 




End 


446 






GI 


none 




Score 


.71 





3734 



Exons 



25. .157, 370. .446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990402_28. 9819.C8 
Strand 

756 

AAT/GAP 
756 
78 



3576 
7609 
685 

OJ990402_28.9819.C8.ol.gp 
685 

72424_1.R1084 
685. .756 

, 2842493/emb|CAA16890.1| 8.0e-32 (AL021749) predicted protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



3577 
7610 
650 

OJ990402_28. 9819. CIO. ol.gs 

650 

none 

650. .777 



Seq. ID OJ990402_28. 9819. C10 

Strand + 

End 777 

Method GEN SCAN 

End 777 

Score .91 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990502_20.9819.C1 
Strand 

758 

AAT/NAP " 
758 
229 



3578 
7611 
202 

OJ990502_20.9819.Cl.ol.np 
202 

6907087 
202. .301, 382.. 758 

(AP001129) ESTs C72771 (E2215) , AU082313 {E2215 ) correspond to a 
region of, the predicted gene.; hypothetical protein [Oryza 
sativa] 



End 

Method 

End 

Score 



3578 
7611 
202 

OJ990502_20. 9819. CI. ol.gs 

390 

none 

390. .704 



Seq. ID OJ990502_20. 9819. CI 

Strand 

End 758 

Method GEN SCAN 

End 704 

Score .8 



i3 Seq. No. 3579 

!3 Gene No. 7 612 

Start 211 

Name OJ990502_20 . 9819 . C2 . ol . gs 

Start 211 

GI none 

Exons 211.. 428, 647.. 945 



Seq. ID OJ990502_20.9819.C2 



Strand 
End 

Method 

End 

Score 



•+ 

945 

GENSCAN 

945 

.81 



Seq. No. 3580 

Gene No. 7613 

Start 302 

Name OJ990502_20 . 9819 ,C3 . ol . gs 

Start 302 

GI none 

Exons 302.. 412, 670.. 722, 914.. 

Seq. No. 3581 

Gene No. 7 614 



938 



Seq. ID OJ990502_20. 9819.C3 

Strand 

End 938 

Method GENSCAN 

End 938 

Score .44 



Seq. ID OJ990502_20. 9819.C4 
Strand + 



3735 



Start 
Name 
Start 
GI 

Exons 



992 End 1259 

OJ990502_20.9819.C4 .ol.gs Method GENSCAN 

992 End 1259 

none Score . 7 
992. .1259 



en 

i s ji 

o 

8 =T 

£3 

hi 

1.1 
C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3581 
7615 
1 

OJ990502_20.9819.C4 .ol.np 

1 

3935149 

1..166, 295. .545, 1553. .1580 

(AC005106) T25N20.13 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502_20.9819.C4 

1580 
AAT/NAP 
1580 
141 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990502 20. 9819. C4 



1580 
AAT/NAP 
1217 
41 



3581 
7615 
1 

OJ990502_20.9819.C4.o2.np 
1143 
5922630 
1143. .1217 

(AP000492) EST C98748 {E3038 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016863 | dbj |BAA85206.1| (AP000570) EST C98748 (E3.038) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



3582 
7616 
1 

OJ990502_20 . 9819 . C5 . ol . np 
1 

5852175 



Seq. ID OJ990502_20.9819.C5 



Strand 
End 

Method 

End 

Score 



+ 

15687 
AAT/NAP 
15687 
132 



1..57, 8441. .8583, 9204. .9252, 9828.-9936, 15609. .15687 
(AL117265) zhb0005.1 [Oryza sativa] 



3582 
7616 
1 

OJ990502_20. 9819. C5. ol.gs 

501 

none 



Seq. ID OJ990502_20.9819.C5 



Strand 
End 

Method 

End 

Score 



+ 

15687 
GENSCAN 
8722 
.68 



501. .585, 1543. .1897, 2538. .2613, 3711. .3912, 4008. .4076, 
4766.-4886, 5308. .5399, 6870. .7028, 7827. .7839, 7983. .8031, 
8120.. 8722 



Seq. No. 3582 Seq. ID 

Gene No. 7616 Strand 

Start 1 End 

Name OJ990502_20 . 98 19 . C5 . ol . gp Method 

Start 8724 End 

GI 101153_1.R1084 Score 

Exons 8724.. 8745, 9204.. 9457 

GI Descrip. ' 5852170/emb | AL117265 . 1 1 OST1780.4 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ990502_20.9819.C5 
+ 

15687 
AAT/GAP 
9457 
338 



3736 



Seq. No. 


3582 


Seq. ID 


OJ990502_20 


.9819.C5 


Gene No. 


7617 


Strand 






Start 


9242 


End 


12564 




Name 


OJ990502 20.9819.C5.o2.gs 


Method 


GENSCAN 




Start 


9242 


End 


12564 




GI 


none 


Score 


.65 




Exons 


9242.. 9338, 10643 .. 10753, 11711 .. 11733, 


12253.. 12564 


Seq. No. 


3582 


Seq. ID 


OJ990502_20 


do i q r*cL 


Gene No. 


7618 


Strand 






o car l. 


13014 


End 


14419 




Name 


OJ990502 20.9819.C5.o2.np 


Method 


AAT/NAP 




Start 


13014 


End 


14419 




GI 


6815052 


Score 


152 




Exons 


13014. .13079, 14147. .14229, 


14269. .14419 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. . No. 


3583 


Seq. ID 


OJ990502_20 


QOI Q PC 


Gene No. 


7619 


Strand 


+ . 




Start 


63 


End 


1158 




Name 


OJ990502 20.9819.C6.ol.np 


Method 


AAT/NAP 




Start 


63 


End 


1158 




GI 


484643 


Score 


63 




Exons 


63.. 137, 634.. 739, 1102.. 1158 






GI Descrip. 


proline-rich cell wall protein - carrot gi 1470322 


(J Pll "7 "7 ^ \ 
\ JjU X / / D / 




proline-rich protein [Daucus 


carota] 






Seq. No. 


3583 


Seq. ID 


OJ990502_20 


. y o X :? • CD 


Gene No. 


7620 


Strand 


+ 




OLaLU 


1309 


End 


3703 




Name 


OJ990502 20.9819.C6.o3.np 


Method 


AAT/NAP 




Start 


1309 


End 


3703 




GI 


4680500 


Score 


424 




Exons 


1309. .1448, 3000. .3703 








GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3583 


Seq. ID 


OJ990502_20 


.9819.C6 


Gene No. 


7620 


Strand 


+ 




O Lai L 


1309 


End 


3703 




Name 


OJ990502 20.9819.C6.o2.np 


Method 


AAT/NAP 




Start 


1615 


End 


3703 




GI 


4680341 


Score 


432 




Exons 


1615.. 1659, 3006.. 3703 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


3583 


Seq. ID 


OJ990502_20 


.9819.C6 


Gene No . 


7620 


Strand 


+ 




Start 


1309 


End 


3703 




Name 


OJ990502 20.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


2648 


End 


3619 




GI 


none 


Score 


.81 




Exons 


2648. .3619 








Seq. No. 


3583 


Seq,. ID 


OJ990502_20 


. 9819. C6 


Gene No. 


7621 


Strand 


+ 




Start 


9172 


End 


17301 




Name 


OJ990502 20.9819.C6.o5.np 


Method 


AAT/NAP 





3737 



! :S 



G 



Start 


9172 


End 


13925 


GI 


82753 


Score 


45 


Exons 


9172.. 9218, 12003. .12109, 13892.. 13925 




GI Descrip. 


hypothetical protein 3 - maize mitochondrion plasmid S-l 


Seq. No. 


JJOJ 


Seq. ID 


OJ990502 20.9819.1 


Gene No. 


/ oZl 


Strand 


+ 


o tar t 


yX I £. 


End 


17301 


Name 


ujyyuDU<s . yo x y . to . 04 . gs 


Method 


GENSCAN 


Start 


1 OHIO 


End 


17301 


GI 


none 


Score 


.52 


Exons 


12032. .12202, 12984 .. 13069, 


14272. .14356, 14450. .14628, 




16120. .16234, 16277. .16415, 


16880. .16989, 17191.. 17301 


Seq. No. 


"3 c; q *a 
JJO J 


Seq. ID 


nTQQn^no on qqi q i 


Gene No. 


/ bz 1 


Strand 


j_ 


Ofa r f 
O l_ ax L. 


Qi to 


End 


1 / OUl 


Name 


ujyyuouz zu . yy i y . Co . ob . np 


Method 


a a t /Map 


Start 


izz y 3 


End 


X *i D 


GI 




Score 


D X 


Exons 


12295. .12384, 14515. .14532 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


3583 


Seq. ID 


OJ990502_20. 9819. < 


Gene No. 


7621 


Strand 


+ 


JLalL 


9172 


End 


17301 


Name 


OJ990502 20.9819.O6.o7.np 


Method 


AAT/NAP 


Start 


13188 


End 


13622 


GI 


6539570 


Score 


83 


Exons 


13188. .13399, 13556.. 13622 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3583 


Seq. ID 


OJ990502_20. 9819. < 


Gene No. 


7622 


Strand 




Start 


6030 


End 


10451 


Name 


OJ990502 20.9819.C6.o4.np 


Method 


AAT/NAP 


Start 


4731 


End 


9450 


GI 


6721557 


Score 


124 


Exons 


4731.. 4839, 5053.. 5191, 9383 


. .9450 




GI Descrip. 


(AP001073) ESTs C71763 (E0309) , AU082059 (E0309) correspond 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome II BAC T20B5 genomic sequence; hypothetical protein. 
(AC002409) [Oryza sativa] gi | 6815082 | dbj | BAA90368 . 1 | (AP001081) 
ESTs C71763 (E0309) , AU082059 (E0309) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chrom 



3583 Seq. ID 

7622 Strand 

6030 End 

OJ990502_20 . 9819 . C6 . o2 . gs Method 

6030 End 

none Score 
6030. .6626 



OJ990502_20.9819.C6 

10451 
GENSCAN 
6626 
.82 



Seq. No, 
Gene No. 
Start 



3583 
7622 
6030 



Seq. ID 

Strand 

End 



OJ990502 20. 9819. C6 



10451 



3738 



Name 

Start 

Gi 

Exons 



OJ990502_20.9819.C6.ol.gp 

6285 

1632706 

6285. .6564 



Method AAT/GAP 
End 6564 
Score 539 



Seq. No. 3583 Seq. ID 

Gene No. 7622 Strand 

Start 6030 End 

Name OJ990502_20 . 98 19 . C6 . o2 . gp Method 

Start . 8198 End 

GI none Score 

Exons 8198.. 8522, 8842.. 8931 



OJ990502_20.9819.C6 

10451 
AAT/GAP 
8931 
719 





Seq. No. 


3583 


Seq. ID 


OJ990502_20.9819.C6 




Gene No. 


7622 


Strand 






Start 


6030 


End 


10451 




Name 


OJ990502 20.9819.C6.o3.gs 


Method 


GENSCAN 




Start 


8472 


End • 


10451 






none 


Score 


.65 




Exons 


8472. .8522, 8842. .8958, 9353. 


.9699, 10308. . 10376, 10412.. 10451 




Seq. No. 


3583 


Seq. ID 


OJ990502_20.9819.C6 




Gene No. 


7622' 


Strand 




i" 


Start 


6030 


End 


10451 


'a sJ 


Name 


OJ990502 20.9819.C6.o3.gp 


Method 


AAT/GAP 


Li i 


Start 


9276 


End 


9830 


\\j 


GI 


none 


Score 


1012 


Q 


Exons 


9276. .9830 






y 


Seq. No. 


3583 


Seq. ID 


OJ990502_20.9819.C6 


hi 


Gene No. 


7623 


Strand 




rU 


Start 


13685 


End 


14130 




Name 


OJ990502 20.9819.C6.o8.np 


Method 


AAT/NAP 




Start 


13685 


End 


14130 


□ 


GI 


6539570 


Score 


178 




Exons 


13685. .13755, 13940.. 14130 






\:& 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


': C7 


Seq. No. 


3583 


Seq. ID 


OJ990502_20.9819.C6 




Gene No. 


7624 


• Strand 






Start 


14266 


End 


14371 




Name 


OJ990502 20.9819.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2762 


End 


3733 




GI 


none 


Score 


71 




Exons 


2762. .2848, 2957. .3103, 3212. 


.3406, 3226. .3405, 3425.. 3601, 






3427.. 3600, 3606.. 3689, 3701. 


.3733 





Seq. No. 3583 

Gene No. 7 624 

Start " 14266 

Name OJ990502_20 . 9819 . C6 . ol . ts 

Start 3205 

GI none 

Exons 3205.. 3408, 3206.. 3406, 3425. 
3612.. 3677 



Seq. ID OJ990502_20.9819.C6 
Strand 

End 14371 

Method TBLASTX: Soybean 

End 3689 

Score 179 

.3601, 3427. .3600, 3603.. 3689, 



Seq. No. 3583 Seq. ID OJ990502_20 . 98 19 . C6 

3739 



Gene No . 


1 CO A 




btrana 




Start 


14266 




End 


14371 


Name 


OJ990502 20.9819.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3314 




End 


3689 


GI 


none 




Score 


78 


Exons 


3314. .3424, 3428. .3601, 


3612. 


.3689 




Seq. No. 


3583 




Seq. ID 


OJ990502_20.9819.C6 


Gene No . 


/ OZ 4 




Strand 




Start 


14266 




End 


14371 


Name 


OJ990502 20.9819.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3428 




End 


3689 


GI 


none 




Score 


155 


Exons 


3428.. 3604, 3436.. 3603, 


3605. 


.3670, 3606.. 3689 


Seq. No. 


3583 




Seq. ID 


OJ990502_20.9819.C6 


Gene No.' 


7624 




Strand 




Start 


14266 




End 


14371 


Name 


OJ990502 20.9819.C6.o9. 


np 


Method 


AAT/NAP 


OtaiL 






End 


14371 


GI 


6630699 




Score 


87 


Exons 


14266. .14371 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 6721536 |dbj IBAA89566 


.11 (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


3584 




Seq. ID 


OJ990502_20.9819.C7 


Gene No. 


7625 




Strand 


-f 


Start 


490 




End 


772 


Name . 


OJ990502 20\'9819.C7.ol. 


np 


Method 


AAT/NAP 


Start 


4 90 




End 


772 


GI 


2498930 




Score 


95 


Exons 


490. .566, 734. .772 









GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi| 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


3584 








Seq. ID 


OJ990502 


Gene No. 


7625 








Strand 


+ 


Start 


490 








End 


772 


Name 


OJ990502 20 


.9819. 


C7. 


ol . gs 


Method 


GENSCAN 


Start 


507 








End 


566 


GI 


none 








Score 


.94 


Exons 


507. .566 












Seq. No. 


3585 








Seq. ID 


OJ990502 


Gene No. 


7626 








Strand 


+ 


Start 


1 








End 


4345 


Name 


OJ990502 20 


.9819. 


C9. 


ol .np 


Method 


AAT/NAP 


Start 


1 








End 


916 


GI 


3935149 








Score 


272 


Exons 


1..20, 229. 


.916 










GI Descrip. 


(AC005106) 


T25N20 


'.13 


[Arabidopsis thaliana] 


Seq. No. 


3585 








Seq. ID 


OJ990502 


Gene No. 


7626 








Strand 


+ 


Start 


1 








End 


4345 


Name 


OJ990502 20 


.9819. 


C9. 


ol . gs 


Method 


GENSCAN 



3740 






Start 


376 


End 


4345 










GI 


none 


Score 


.63 - 










Exons 


376. .412, 2716. .2943, 3117. 


.4345 












Seq. No. 


3585 


Seq. ID 


OJ990502 


_20. 


9819 


.C9 




Gene No. 


7626 


Strand 


+ 










a r-t- 
OLal L 


1 


End 


4345 










Name 


OJ990502 20.9819.C9.o2.np 


Method 


AAT/NAP 










Start 


3183 


End 


4297 










GI 


4680338 


Score 


594 










Exons . 


3183.. 3965, 3993.. 4297 














GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp 


. indicc 




Seq. No. 


3585 


Seq. ID 


OJ990502 


o a 


A O 1 A 

9819 






Gene No. 


7627 


Strand 


+ 












9268 


End 


9945 










Name 


OJ990502 20.9819.C9.o3.np 


Method 


AAT/NAP 










Start 


9268 


End 


9945 










GI 


3935149 


Score 


358 










Exons 


9268.-9844, 9881. .9945 














GI Descrip. 


(AC005106) T25N20.13 [Arabidopsis thaliana] 










Seq. No. 


3585 


Seq. ID 


OJ990502 


A A 

20 . 


A O 1 A 

98 19 


- C9 




Gene No. 


7628 


Strand 


+ 










O Ldl 11 


20052 


End 


25945 










Name 


OJ990502 20.9819.C9.o7.np 


Method 


AAT/NAP 








h ■ * 


Start 


20052 


End 


25945 








! u 


GI 


5091513 


Score 


493 








.: 


Exons 


20052. .20103, 24292 .. 24512, 


25178. .25945 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 










Seq. No. 


3585 


Seq. ID 


OJ990502 


A A 

20 . 


A O 1 A 

98 1 9 


r> A 

. C9 


i y 


Gene No . 


7628 


Strand 


+ 










Start 


20052 


End 


25945 










Name 


OJ990502 20.9819.C9.o7.gs 


Method 


GENSCAN 










Start 


24162 


End 


25660 










GI 


none 


Score 


.57 










Exons „ 


24162. .24241, 2428 6.-24575, 


25209. .25660 








□ 


Seq. No. 


3585 


Seq. ID 


OJ990502 


_20. 


9819 


.C9 




Gene No . 


7629 


Strand 


+ 










Start 


26800 


End 


28067 










Name 


OJ990502 20.9819.C9.o8.gs 


Method 


GENSCAN 










Start 


26800 


End 


28067 










GI 


none 


Score 


.64 










Exons 


26800. .26846, 27224.-27338, 


27876. .28067 










Seq. No. 


3585 


Seq. ID 


OJ990502 


_20. 


9819 


.C9 




Gene No . 


7630 


Strand 


+ 










Start 


31606 


End 


32890 










Name 


OJ990502 20.9819.C9.ol0.gs 


Method 


GENSCAN 










Start 


31606 


End 


32890 










GI 


none 


Score 


.8 










Exons 


31606. .31645, 31961 .. 32105, 


32230. .32890 










Seq. No. 


3585 


Seq. ID 


OJ990502_ 


_20. 


9819 


-C9 




Gene No . 


7631 


Strand 











3741 




Start 


4426 


End 


5005 




Name 


OJ990502 20.9819.C9.o2.gs 


Method 


GENSCAN 




Start 


4426 


End 


5005 




GI 


none 


Score 


.65 




Exons 


4426.. 4520, 4912.. 5005 








Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819.C9 


Gene No. 


7632 


Strand 






Start 


5538 


End 


5797 




Name 


UjyyuDUZ zu . yoiy . cy . oi . gp 


Method 


AAT/GAP 




Start 


5538 


End 


5797 




GI 


LIB3431-010-P1-N1-F11 


Score 


453 




Exons 


5538. .5797 








GI Descrip. 


' 287403/dbj | D10838 | RICSBE1 


1.0e-lll Rice gene for starch 




branching enzyme' 








Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819.C9 


Gene No. 


7633 


Strand 






Start 


6194 


End 


9153 




Name 


OJ990502 20.9819.C9.o3.gs 


Method 


GENSCAN 




Start 


6194 


End 


9153 




GI 


none 


Score 


.75 




Exons 


6194. .6375, 7587. .7799, 7928. .8095, 9060. .9153 




Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819.C9 


Gene No. 


7634 


Strand 






Start 


13920 


End 


17015 




Name 


OJ990502 20.9819.C9.o4.np 


Method 


AAT/NAP 




Start 


13920 


End 


17015 




GI 


629561 


Score 


146 




Exons 


13920. .13973, 15128 .. 15507, 


16967. .17015 




GI Descrip. 


SRG1 protein - Arabidopsis 


thaliana gi 


| 479047 |emb|CAA55654 




(X79052) SRG1 [Arabidopsis 


thaliana] 








gi|5734767|gb|AAD50032.1|AC007651 27 (AC007651) 


SRG1 Prote: 




[Arabidopsis thaliana] 








Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819.C9 


Gene No. 


7635 


Strand 






Start 


20581 


End 


23875 




Name 


OJ990502 20.9819.C9.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


3236 


End 


4279 




GI 


none 


Score 


63 




Exons 


3236.. 3304, 3320.. 3502, 3539.. 3607, 3668.. 3976, 


3799. .3945, 




4019. .4279, 4021. .4278 








Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819.C9 


Gene No. 


7635 


Strand 






Start 


20581 


End 


23875 




Name 


OJ990502 20.9819.C9.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3668 


End 


4279 




GI 


none 


Score 


244 




Exons 


3668.-3976, 3830. .3955, 4019. .4279, 4021. .4278 




Seq. No. 


3585 


Seq. ID 


OJ990502 


_20. 9819.C9 


Gene No. 


7635 


Strand 






Start 


20581 


End 


23875 




Name 


OJ990502 20.9819.C9.ol.tc 


Method 


TBLASTX: 


Cress 



3742 



e « 

cn 

LJ 



Start 


3878 


End 


4305 






GI 


none 


Score 


89 






Exons 


3878.. 4003, 4022.. 4279, 4117 


. .4305 








Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819. 


.C9 


Gene No. 


/ DJJ 


bt rana 








Start 


20581 


End 


23875 






Name 


OJ990502 20.9819.C9.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


3893 


End 


4279 






GI 


none 


Score 


84 






Exons 


3893.. 3961, 4022.. 4195, 4205 


. .4279 








Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819, 


,C9 


Gene No. 


/ b Jo 


Strand 








Start 


20581 


End 


23875" 






Name 


OJ990502 20.9819.C9.o2.tm 


Method 


TBLASTX:! 


Maize 




Start 


19526 


End 


19733 






GI 


none 


Score 


42 






Exons 


19526. .19543, 19553 19672, 


19554. .19733, 19554 


. .19730 




Seq. No. 


3585 


Seq. ID 


OJ990502 


_20.9819. 


■ C9 


Gene No . 


/boo 


Strand 








Start 


20581 


End 


23875 






Name 


OJ990502 20.9819.C9.o6.gs 


Method 


GENSCAN 






Start 


20581 


End 


23875 






GI 


none 


Score 


.87 






Exons 


20581. .20708, 23287 .. 23428, 


23598. .23710, 23824 


. .23875 




Seq. No. 


3586 


Seq. ID 


OJ990502 


_20.9819. 


.C10 


Gene No. 


7636 


Strand 


+ 






O 4- -» -.4- 

o rar z 


3021 


End 


8910 






Name 


OJ990502 20.9819.C10.ol.np 


Method 


AAT/NAP 






Start 


3021 


End 


4676 






GI 


6539588 


Score 


210 






Exons 


3021. .3278, 4616.. 4676 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


3586 


Seq. ID 


OJ990502 


_20.9819. 


.C10 


Gene No. 


7636 


Strand- 


+ 








3021 


End 


8910 






Name 


OJ990502 20.9819.C10.o2.np 


Method 


AAT/NAP 






Start 


3101 


End 


8910 






GI 


5852180 


Score 


487 






Exons 


3101.. 3200, 6687.. 6755, 7734 


..7852, 7904. .8313, 


8872. .8910 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


3586 


Seq. ID 


OJ990502 


_20. 9819. 


.C10 


Gene No. 


7637 


Strand 








Start 


6604 


End 


6985 






Name 


OJ990502 20.9819.C10.ol.gp 


Method 


AAT/GAP 






Start 


6604 


End 


6985 






GI 


uC-osflcyp033a04bl 


Score 


667 






Exons 


6604. .6985 










GI Descrip. 


, 6016845/dbj I AP000570. 1 | AP000570 3.0e- 


59. Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


3586 


Seq. ID 


OJ990502 


_20.9819. 


■ C10 



3743 





Gene No. 


7638 


Strand 










Start 


7853 


End 


8433 








Name 


OJ990502 20.9819.C10.o2.gs 


Method 


GENSCAN 








Start 


7853 


End 


8433 








GI 


none 


Score 


.96 








Exons 


7853. .7967, 8060. .8433 












Seq. No. 


3587 


Seq. ID 


OJ990502_20. 


9819 


.Cll 




Gene No. 


7639 


Strand 


+ 








Start 


511 


End 










Name 


OJ990502 20.9819.Cll.ol.np 


Method 


AAT/NAP 








Start 


511 


End 


2079 








GI 


6539588 


Score 


204 








Exons 


511. .797, 2045. .2079 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


3587 


Seq. ID 


OJ990502_20. 


9819 


.Cll 




Gene No. 


7639 


Strand 


+ 








Start 


511 


End 


3845 








Name 


OJ990502 20.9819.Cll.ol.gs 


Method 


GENSCAN 








Start 


538 


End 


3845 








GI 


none 


Score 


.48 






_t 


Exons 


538. .675, 787. .971, 3276. .3455, 3626.. 


3845 






:. 1 


Seq. No. 


. 3588 


Seq. ID 


OJ990402_29. 


9819 


.C2 




Gene No. 


7640 


Strand 


+ 






ru 


Start 


1 


End 


906 








Name 


OJ990402 29.9819.C2.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


903 






: c 


GI 


4680179 


Score 


1226 








Exons 


1. .903 










i 8 U 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






:I 

: : -~. 


Seq. No. 


3588 


Seq. ID 


OJ990402_29. 


9819 


.C2 




Gene No. 


7640 


Strand 


+ 






" 5> j 


Start 


1 


End 


906 








Name 


OJ990402 29.9819.C2.ol.gs 


Method 


GENSCAN 






. ~. 


Start 


70 


End 


906 






I 1 ! 


GI 


none 


Score 


.95 








Exons 


70. .657, 688. .906 












Seq. No. 


3588 


Seq. ID 


OJ990402_29. 


9819 


.C2 




Gene -No. 


7641 


Strand 


+ 








Start 


1611 


End 


2493 








Name 


OJ990402 29.9819.C2.o2.np 


Method 


AAT/NAP 








Start 


1611 


End 


2493 








GI 


5852178 


Score 


356 








Exons 


1611. .1911, 1943. .2044, 2396. 


.2493 










GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 










Seq. No. 


3588 


Seq. ID 


OJ990402 29. 


9819 


.C2 




Gene No. 


7642 


Strand 


+ 








Start 


3848 


End 


5559 








Name 


OJ990402 29.9819.C2.o3.np 


Method 


AAT/NAP 








Start 


3848 


End 


5559 








GI 


6907087 


Score 


712 








Exons 


3848. .4218, 4264. .4927, 5458. 


.5559 









3744 



GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 





region of the predicted gene.; hypothetical protein [Oryza 




sativa] 










Seq. No. 


3588 




Seq. ID 


OJ990402_29.9819. 


CO 




7643 




Strand 


+ 




Start 


8471 




End 


9154 




Name 


OJ990402 29 


.9819.C2.o5.np 


Method 


AAT/NAP 




Start 


7796 




End 


9154 




GI 


2443320 




Score 


1852 




Exons 


7796. .9154 










GI Descrip. 


(D85597) polyprotein [Oryza australiensis] 




oeq. no. 


ocoo 
3DOO 




Seq. ID 


ojyyu4Uz ^y.yyiy. 


C2 


Gene No. 


/o4o 




otrana 






Start 


O A ^ 1 

o471 




End 


y io4 




Name 


ojyyo40z_^y 


. 9ol 9 . CZ . o4 . gs 


Metnoa 


(jLNoOAN 




Start 






tna-. 


yuo / 




GI 


none 




Score 


.55 




Exons 


8471. .8584, 


8611. .9087 








oeq. no. 


JDOO 




oeq. id 


OTQQnyi no OQ QQ1 Q 

ujyyu4u^ ^y.yoiy. 


C2 


Gene No. 


n a a a 




otrana 






Start 


1 COQ 
lOZO 






onon 
zuz u 




Name * 


ATQQrt^AO OO 

ujyyu4uz zy 


.yyiy.Lz.oz.gs 


Meiinoa 






Start 


1 £ O O 

lOZO 




hna 


o n o r\ 




GI 


none 




Score 


1 




Exons 


1628. .2020 










Seq. No. 


Jooo 




Seq. ID 


OJ990402_29.9819. 




CZ. ana NT r\ 


/ D4D 




Strand 






Start 


oyoo 




End 


7901 




Name 


ujyyu^uz zy 


. yyiy . lz . 04 . np 


Method 


AAT/NAP 




Start 


CQCQ 

oyoo 




End 


7901 




GI 


4680186 




Score 


212 




Exons 


5958. .6157, 


7845. .7901 








GI Descrip. 


(At hi / uy ; 


unknown [Oryza 


sativa subsp 


. indica] 




oeq. in o . 


3588 




Seq. ID 


OJ990402_29. 9819. 


C2 


Gene No. 


7646 




Strand 






Start 


10101 




End 


18003 




Name 


OJ990402 29 


.9819.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


58 




End 


525 




GI 


none 




Score 


91 




Exons 


58. .249, 59 


..334, 70.. 525, 


72. .407, 465. .524 




oeq . no . 


3588 




Seq. ID 


OJ990402_29.9819. 


C2 


Gene No. 


7646 




Strand 






Start 


10101 




End 


18003 




Name 


OJ990402 29 


.9819.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


78 




End 


663 




GI 


none 




Score 


229 




Exons 


78.-233, 79 


..240, 238. .663 


, 240. .662 






Seq. No. 


3588 




Seq. ID 


OJ990402_29. 9819. 


C2 


Gene No. 


7646 




Strand 






Start 


10101 




End 


18003 





3745 



Name 

Start 

GI 

Exons 



OJ990402_29. 9819.C2.o4 .tw Method 

525 End 

none Score 
525.. 836, 526.. 855 



TBLASTX: Wheat 

855 

343 



Seq. No. 3588 Seq. ID 

Gene No. 7 64 6 Strand 

Start 10101 End 

Name OJ990402_29. 9819.C2.o6. tm Method . 

Start 667 End 

GI none Score 
Exons 



OJ990402_29.9819.C2 
18003 

TBLASTX: Maize 

913 

182 



667. .867, 699. .878, 881. .913, 881. .913 



Seq. No. 3588 
Gene No. 7 64 6 

Start 10101 

Name OJ990402_29 . 9819 . C2 . ol . tw 

Start 7794 
GI none 

Exons 7794.. 7895, 7795.. 7908, 7899. 

8006.. 8107, 8012. .8107, 8077. 
8235. .8414, 8339. .8473, 8344. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 29. 9819. C2 



18003 

TBLASTX: Wheat 
8556 
164 

8045, 7910.. 8011, 7914. 
8211, 8090. .8518, 8129. 
8511, 8518.. 8556 



,8015, 
,8293, 





Seq. No. 


3588 










Seq. ID 


OJ990402_29.9819.C2 




Gene No. 


7646 










■ Strand 






Start 


10101 










End 


18003 


i.-ii 


Name 


OJ990402 29. 


9819 


.C2.04. 


tm 


Method 


TBLASTX: Maize 


ru 


Start 


7794 










End 


8194 


Q 


GI 


none 










Score 


123 




Exons 


7794. . 


.7907, 


7795 


. .7908, 


7905. 


.7997, 7917.. 8000, 7919.. 8050, 


'•s w 




8015. . 


.8194, 


8017 


. .8127 








i y 


Seq. No. 


3588 










Seq. ID 


OJ990402_29.9819.C2 




Gene No. 


7646 










Strand 






Start 


10101 










End 


18003 


Name 


OJ990402 29. 


9819 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7801 










End 


8188 


! 

: T 
'Sef 


GI 


none 










Score 


80 


Exons 


7801. . 


.7905, 


7897 


. .7992, 


7899. 


.7991, 7916.. 7996, 7979.. 8086, 


ri 




8015. . 


.8188 














Seq. No. 


3588 










Seq. ID 


OJ990402_29.9819.C2 




Gene No. 


7646 










Strand 






Start 


10101 










End 


18003 




Name 


OJ990402 29. 


9819 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


8486 










End 


9048 




GI 


none 










Score 


42 




Exons 


8486. . 


.8521, 


8518 


. .8892, 


8911. 


.9048 






Seq. No. 


3588 










Seq. ID 


OJ990402_29.9819.C2 




Gene No. 


7646 










Strand 






Start 


10101 










End 


18003 




Name 


OJ990402 29. 


9819 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8512 










End 


9021 




GI 


none ■ 










Score 


212 




Exons 


8512. , 


,8889, 


8917 


. .9021 









3746 




Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


.C2 


Gene No. 


7646 






Strand 








Start 


10101 






End " 


18003 






Name 


OJ990402 29. 


9819. C2 


. o3. tw 


Method 


TBLASTX: 


Wheat 




Start 


8629 






End 


9116 






GI 


none 






Score 


438 






Exons 


8629. .9066, 


8635.. 9066, 8709 


..9068, 8943.. 9086, 


9069. .9116 




9071. .9115 














Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


.C2 


Gene No. 


7646 






Strand 








Start 


10101 






End 


18003 






Name 


OJ990402 29. 


9819. C2 


o5 .gs 


Method 


GENSCAN 






Start 


10101 






End 


17689 






GI 


none 






Score 


.44 






Exons 


10101. .10196 


, 11922 


.12158, 


12245. .12330, 12920 


. .13081, 






13180. .13328 


, 14262 


.14399, 


15023. .15083, 15673 


. .15739, 






16690. .17341 


17412 


.17689 










Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


.C2 


Gene No. 


7646 






Strand 








btart 


1U1U-L 






End 


18003 






Name 


OJ990402 29. 


9819. C2 


o6.np 


Method 


AAT/NAP 






Start 


10821 






End 


14253 






GI 


228207 






Score 


65 






Exons 


10821. .10873 


, 12828 


.13081, 


13356. .13439, 14214 


. .14253 




GI Descrip. 


tnpl protein 


[Antirrhinum majus]- 








Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


-C2 


Gene No . 


764 6 






Strand 








Start 


10101 






End 


18003 






Name 


OJ990402 29. 


9819. C2 


ol .gp 


Method 


AAT/GAP 






Start 


11571 






End 


12477 






GI 


none 






Score 


889 






Exons 


11571. .11837 


, 12062 


.12158, 


12245. .12292, 12412 


. .12477 




Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


.C2 


Gene No. 


^ C A C 

/ t>4 O 






Strand 








Start 


10101 






End 


18003 






Name 


OJ990402 29. 


9819. C2 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


11928 






End 


12161 






GI 


none 






Score 


78 






Exons 


11928. .12161 


, 11981 


.12142 










Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


.C2 


Gene No. 


T C A C 

/ o4 0 






Strand 








Start 


10101 






End 


18003 






Name 


OJ990402 29. 


9819. C2, 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12861 






End 


13082 






GI 


none 






Score 


181 






Exons 


12861. .13082 


, 12874, 


.13062, 


12885. .13067 






Seq. No. 


3588 






Seq. ID 


OJ990402 


_29.9819 


.C2 


Gene No. 


764 6 






Strand 








Start 


10101 






End 


18003 






Name 


OJ990402 29. 


9819. C2. 


o7 .np 


Method 


AAT/NAP 






Start 


16814 






End 


18003 







3747 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5732031 Score 286 

16814. .17333, 17976.. 18003 

(AF147260) No definition line found [Arabidopsis thaliana] 



3588 
7646 
10101 

OJ990402_29.9819.C2.o2.tm 

17056 

none 



Seq. ID OJ990402_29.9819.C2 
Strand 

End 18003 

Method TBLASTX : Maize 

End 17435 

Score 97 



17056. .17337, 17067 17198, 17099 .. 17287 , 17226 .. 17336, 
17400. .17435 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990402_29. 9819.C3 
Strand + 
End 6875 
Method AAT/NAP 
End 6875 
Score 6764 

1229. .2292, 2623. .3086, 3150. .3523, 3707. .3841, 4016. .4256, 
4449. .4931, 5103. .6500, 6594. .6875 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



3589 
7647 
1229 

OJ990402_29.9819.C3.ol.np 

1229 

6498441 





Seq. No. 


3589 








Seq. ID 


OJ990402_29.9819.C3 


*: • * 


Gene No. 


7648 








Strand 




!* ! t 


Start 


7518 








End 


18060 


\ c= t 


Name 


OJ990402 29. 


9819. 


C3.o7. 


tw 


Method 


TBLASTX: Wheat 


j : I 


Start 


1377 








End 


1769 


•s rs 


GI 


none 








Score 


58 


rsj 


Exons 


1377. .1424, 


1431. 


.1529, 


1448. 


.1528, 1496. .1657, 1512. .1769 




Seq. No. 


3589 








Seq. ID 


OJ990402_29.9819.C3 


Q 


Gene No. 


7648 








Strand 




'"■4 


Start 


7518 








End 


18060 


Li 


Name 


OJ990402 29. 


9819. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


1382 








End 


1667 


i. 5 


GI 


none 








Score 


187 


L ~3 


Exons 


1382. .1666, 


1419. 


.1667 










Seq. No. 


3589 








Seq. ID 


OJ990402_29. 9819.C3 




Gene No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29. 


9819. 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1777 








End 


5237 




GI 


none 








Score 


228 




Exons 


1777. .1830, 


4776. 


.5027, 


4803. 


.5027, 4868. .5041, 5088. .5237 






5097. .5234, 


5099. 


.5236 










Seq. No. 


3589 








Seq. ID 


OJ990402_29. 9819.C3 




Gene No. 


7648 








Strand * 






Start 


7518 








End 


18060 




Name 


OJ990402 29. 


9819. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2507 








End 


2990 




GI 


none 








Score 


414 




Exons 


2507. .2680, 


2508. 


.2990, 


2702. 


.2962 





3748 



Con Mrt 

oeq. wo. 














Gene No. 


7.648 








Strand 




Start 


7518 








End 


18060 


Name 


OJ990402 29. 


9819 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3158 








End 


3620 


GI 


none 








Score 


588 


Exons 


3158. .3619, 


3159 


. .3620 








Crt/v M/~\ 

oecj . ino . 


^RP Q 








oecj ■ lu 


rnQQCSACl 1 ? 9Q QP1Q P^ 


Gene No. 


7648 








Strand 




Start 


7518 








End 


18060 


Name 


OJ990402 29. 


9819 


.C3.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


3198 








End 


3563 


GI 


none 








Score 


117 


Exons 


3198. .3422, 


3429 


. .3563 








oeq . wo . 










C on TP), 




Gene ■ No . 


7648 








Strand 




Start 


7518 








End 


18060 


Name 


OJ990402 29. 


9819 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3288 








End 


3644 


GI 


none 








Score 


392 


Exons 


3288. .3644, 


3323 


. .3634, 


. 3339. 


.3644 




Seq. No. 


TCQQ 

jjo y 








oeq . lu 


nTQQn409 OQ QQ1 Q 
5 ^ . :? O X :? . 


Gene No. 


7648 








Strand 




Start 


7518 








End 


18060 . 


Name 


OJ990402 29. 


9819 


.C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3671 








End 


4055 


GI 


none 








Score 


357 


Exons 


3671. .3757, 


3672 


. .4055, 


3815. 


.4036 




C ^ /-t KI r\ 

ocCJ . InO . 














Gene No. 


7648 








Strand 




Start 


7518 








End 


18060 


Name 


OJ990402 29. 


9819 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3729 








End 


4153 


GI 


none 








Score 


484 


Exons 


3729. .4148, 


3730 


. .3918, 


3827. 


.4153 




Q Qrf M/-\ 

oeq. wo. 


J JO? 


- 






oeq. lu 


PiTQQ0dfi9 9Q Qftl Q P*3 


Gene No. 


7648 








Strand 




Start 


7518 








End 


18060 


Name 


OJ990402 29. 


9819 


-C3.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


3807 








End 


4178 


GI 


none 








Score 


278 


Exons 


3807. .4178, 


3824 


. .3967 








Seq. No. 


3589 








Seq. ID 


OJ990402_29.9819.C3 


Gene No. 


7648 








Strand 




Start 


7518 








End 


18060 


Name 


OJ990402 29. 


9819 


.C3.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4926 








End 


5492 


GI 


5666795 








Score 


68 


Exons 


4926. .5024, 


5100 


. .5237, 


5292. 


.5492 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 



3749 




beq. NO. 










beq. iu 


ujyyuftuz zy.ytJiy 




Gene No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


.C3.O10 


I. tw 


Method 


TBLASTX: Wheat 




Start 


5240 








End 


5552 




GI 


none 








Score 


192 




Exons 


5240. .5416, 


5292 


. .5552 










O A S-V XT A 

beq.. wo. 


3do y 








beq. iu 


ujyyufiu^ ^y.yoiy 




Gene No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5745 








End 


6068 




GI 


none 








Score 


360 




Exons 


5745. .6068, 


5774 


. . 6055 










beq. NO. 


ooo y 








beq. id 


uj y y U4 uz z. y . y o i y 


. Lj 


Geri'e No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


.C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5882 








End 


6263 




GI 


none 








Score 


375 




Exons 


5882. .5938, 


5883 


. .6263, 


5984. 


.6232 






Seq. No. 


3589 








Seq. ID 


OJ990402_29.9819 


.C3 


Gene No . 










Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


.C3.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


6264 








End 


6866 




GI 


none 








Score 


265 




Exons 


6264. .6548, 


6265 


. .6555, 


6269. 


.6547, 6404. .6574, 6740.. 6862, 




6741. .6866 














beq. wo. 


joo y 








Seq. ID 


OJ990402_29.9819 


.C3 


Gene No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


.C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


6735 








End 


6917 




GI 


none 








Score 


185 




Exons 


6735. .6917, 


6740 


. .6874 










O A r*t XT j-i 

beq. no. 










Seq. ID 


OJ990402_29.9819 


.C3 


Gene No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


,C3.o2. 


gs 


Method 


GENSCAN 




Start 


7518 








End 


10712 




GI 


none 








Score 


.97 




Exons 


7518. .10712 














Seq. No. 


3589 








Seq. ID 


OJ990402_29.9819 


.C3 


Gene No. 


7648 








Strand 






Start 


7518 








End 


18060 




Name 


OJ990402 29 


.9819 


.C3.o2. 


np 


Method 


AAT/NAP 




Start 


7521 








End 


10712 




GI 


6907089 








Score 


4087 




Exons 


7521. .9357, 


9451 


. .10712 











3750 



GI Descrip. 



(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3589 Seq. ID 

7648 Strand 

7518 End 

OJ990402_29 . 98 19 . C3 . o3 . np Method 

9961 End 

5922623 Score 



OJ990402_29.9819.C3 

18060 
AAT/NAP 
12417 
382 



9961. .9998, 11571 .. 11648, 11816 11963, 12337. .12417 
(AP000492) hypothetical protein [Oryza sjativa] 
gi I 6016856 1 dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 29. 9819. C3 



3589 
7648 
7518 

OJ990402_29.9819.C3.o5.np 
10714 
1076802 

10714. .10752, 11241. .11518, 16753 .. 16987 , 17639. .18060 
extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



18060 
AAT/NAP 
18060 
133 



Seq. No. 


3589 




Seq. ID 


OJ990402_29.9819. 


G3 


Gene No. 


7648 




Strand 






Start 


7518 




End 


18060 




Name 


OJ990402 29. 9819. C3. 


o4 . np 


Method 


AAT/NAP 




Start 


12747 




End 


15206 




GI 


5911167 




Score 


1530 




Exons 


12747. .12876, 12978. 


.15206 








GI Descrip. 


(AF136221) putative 


transposase protein [Zea mays] 




Seq. No. 


3589 




Seq. ID 


OJ990402_29.9819. 


C3 


Gene No. 


7648 




Strand 






Start 


7518 




End 


18060 




Name 


OJ990402 29. 9819. C3. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


12762 




End 


13327 




GI 


none 




Score 


63 




Exons 


12762. .12893, 1297.4. 


.13327, 


13209. .13274 




Seq. No. 


3589 




Seq. ID 


OJ990402_29.9819. 


C3 


Gene No. 


7648 




Strand 






Start 


7518 




End 


18060 




Name 


OJ990402 29. 9819. C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


12977 




End 


13423 




GI 


none 




Score 


91 




Exons 


12977. .13423, 13212. 


.13376 








Seq. No. 


3589 




Seq. ID 


OJ990402_29.9819. 


C3 


Gene No. 


7648 




Strand 






Start 


7518 




End 


18060 




Name 


OJ990402 29. 9819. C3. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


12989 




End 


13390 




GI 


none 




Score 


61 




Exons 


12989. .13144, 12989. 


.13228, 


13238. .13390, 13264.. 13344 





Seq. No. 3589 Seq. ID 

Gene No. 7648 Strand 

Start 7518 End 

Name OJ990402_29. 9819 .C3 .06 . ts Method 

Start 13737 End 

GI none Score 

Exons 13737. .13976, 13744.. 13971 

Seq. No. 3589 Seq. ID 

Gene No. 7648 Strand 

Start 7518 End 

Name OJ990402_29 . 9819 . C3 . o5 . tm Method 

Start 13806 End 

GI none Score 
Exons 



OJ990402_29.9819.C3 
18060 

TBLASTX : Soybean 

13976 

77 



OJ990402_29. 9819.C3 
18060 

TBLASTX: Maize 

14249 

79 



13806. .14006, 13921. .14010, 14016 1424 9, 14019 .. 14084 , 
14100. .14249 



Seq. No. ^ 3589 Seq. ID 

Gene No. '7648 " Strand 

Start 7518 End 

Name 0 J9 90 4 02_2 9 . 98 1 9 . C3 . 08 . tw Method 

Start 14019 End 

GI none Score 

Exons 14019. .14306, 14116.. 14301 

Seq. No. 3589 Seq. ID 

Gene No. 7648 Strand 

Start 7518 End 

Name OJ990402_29 . 9819 . C3 . ol . tc Method 

Start 14094 End 

GI none Score 

Exons 14094. .14453, 14128.. 14454 

Seq. No. 3589 Seq. ID 

Gene No. 7648 Strand 

Start 7518 End 

Name OJ990402_29. 9819.C3. o3.ts Method 

Start 14421 . . End 

GI none Score 

Exons 14421. .14711 



OJ990402_29.9819.C3 
18060 

TBLASTX: Wheat 

14306 

100 



OJ990402_29.9819.C3 
18060 

TBLASTX: Cress 

14454 

148 



OJ990402_29.9819.C3 
18060 

TBLASTX: Soybean 

14711 

206 



Seq. No. 3590 Seq. ID 

.Gene No. 764 9 Strand 

Start 2013 End. 

Name OJ990402_29. 9819.C4 . ol . gs Method 

Start , 2013 End 

GI none Score 

Exons 2013. .2387 



OJ990402_29. 9819.C4 
+ 

2387 
GENSCAN 
2387 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3590 
7650 
4118 

OJ990402_29. 9819 . C4 . o2 . gs 

4118 

none 



OJ990402_29. 9819.C4 
+ 



Seq. ID 
Strand 

End 16101 
Method GENSCAN 
End 16101 
Score .79 

4118. .4205, 4561. .4732, 4880. .5026, 6176. .6383, 6734. .6766, 
7292. .7550, 8090. .8468, 9737. .9955, 12563 .. 12698 , 15017 .. 15265 , 



3752 



15808. .16101 



Seq. No. 


3590 


Seq. ID 


OJ990402 


29. 9819. C4 


Gene No. 


7650 


Strand 


+ 




Start 


4118 


End 


16101 




Name 


OJ990402 29.9819.C4.o2.gp 


Method 


AAT/GAP 




Start 


6070 


End 


6561 




GI 


none 


Score 


556 




Exons 


6070.. 6382, 6539.. 6561 








Seq. No. 


3590 


Seq. ID 


OJ990402_ 


29. 9819. C4 


Gene No. 


7650 


Strand 


+ 




Start 


4118 


End 


16101 




Name 


OJ990402 29.9819.C4.ol.np 


Method 


AAT/NAP 




Start 


7280 


■ End 


16098 




GI 


1363377 


Score 


555 




Exons 


7280.. 7550, 8090.. 8468, 9737 


..9955, 12563.. 12698 


, 15014 . .15270, 




15816. .16098 








GI Descrip. 


vetispiradiene synthase 1 - 


Hyoscyamus 


muticus ( 


fragment) 



gi 1 763423 (U20188) vetispiradiene synthase [Hyoscyamus muticus] 



Seq. No. 

Gene No. 

Start 
!: f Name 
J =f Start 

m gi 

fU Exons 

□ 

] ;* Seq. No. 
: *=* Gene No. 
i"U Start 
l3 Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3590 
7651 
17277 

OJ990402_29.9819.C4.o3.gs 

17277 

none 

17277. .17337, 20190 .. 20701, 
21243. .21314, 21347. .21542 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_ 
+ 

21542 
GENSCAN 
21542 
.71 



29. 9819. C4 



20737. .20879, 20899 .. 21192, 



3590 
7652 
21763 

OJ990402_29.9819.C4.o4.gp 
21763 

101153_1.R1084 
21763. .21792, 22268.. 22494 

'5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl-7804 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_ 
+ 

22494 
AAT/GAP 
22494 
359 



29. 9819. C4 



3590 Seq. ID 

7653 Strand 
23494 End 
OJ990402229.9819.C4 .o5.gp Method 
23494 End 
61605_1.R1084 Score 
23494. .23765 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990402_29.9819.C4 
+ 

23765 
AAT/GAP 
23765 
426 



3590 Seq. ID 

7654 Strand 

41977 End 

0 J9 90 4 02_2 9 . 9 8 1 9 . C4 . 08 . gs Method 

41977 End 

none Score 



OJ990402_29.9819.C4 
+ 

45865 
GENSCAN 
45865 
.47 



41977. .42339, 42379 .. 42510, 42581 .. 43694 , 43752 44876, 



3753 




45029. .45280, 45558.. 45865 



Seq. No. 


o c o r\ 


Seq. ID 


OJ990402_29.9819.C4 


Gene No. 


7654 


Strand 


+ 


Start 


41977 


End 


45865 


Name 


OJ990402 29.9819.C4.o5.np 


Method 


AAT/NAP 


Start 


42319 


End 


45439 


GI 


5902445 


Score 


2959 


Exons 


42319. .44155, 44195.. 45439 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


3590 


Seq. ID 


OJ990402_29.9819.C4 


Gene No. 


7655 


Strand 


+ 


Start 


48717 


End 


54088 


Name 


OJ990402 29.9819.C4.o8.np 


Method 


AAT/NAP 


Start 


48717 


End 


52317 


GI 


2342425 


Score 


257 


Exons , 


48717. .48850, 50661 .. 50777 , 


50943. .51100, 51269. .51351, 




" 51450. .51525, 51914 .. 52004 , 


52168. .52317 


GI Descrip. 


(AB000798) NPKl-related protein kinase 


2 [Arabidopsis thaliana] 


Seq. No. 


3590 


Seq. ID 


OJ990402_29.9819.C4 


Gene No. 


7655 


Strand 


+ 


Start 


4 8717 -> • 


End 


54088 


Name 


■OJ990402 29.9819.C4.ol0.gs 


Method 


GENSCAN 


Start 


49452 


End 


54088 


GI 


none 


Score 


.67 


Exons 


49452. .49513, 50509. .50599, 


51897. .52004, 52171 .. 52325, 




53986.. 54088 






Seq. No. 


3590 


Seq. ID 


OJ990402_29.9819.C4 


Gene No. 


7656 


Strand 


+ 


Start 


56563 


End 


56817 


Name 


OJ990402 29.9819.C4.oll.gs 


Method 


GENSCAN 


Start 


56563 


End 


56817 


GI 


none 


Score 


.94 


Exons 


56563. .56817 






Seq. No. 


3590 


Seq. ID 


OJ990402_29.9819.C4 


Gene No . 


7657 


Strand 




Start 


291 


End 


4 65 


Name 


OJ990402 29.9819.C4.ol.gp 


Method 


AAT/GAP 


Start 


291 


End 


4 65 


GI 


10431 1.R1084 


Score 


303 


Exons 


291. .465 






GI Descrip. 


■ ' 1256198/dbj | D63711 1 RICTNR3 


4.0e-82 Rice transposon Tnr3 DNA, 




' complete sequence ' 






Seq. No. 


3590 


Seq. ID 


OJ990402_29.9819.C4 


Gene No. 


7658 


Strand 




Start 


15001 


End 


15412 


Name 


OJ990402 29.9819.C4.o3.gp 


Method 


AAT/GAP 


Start 


15001 


End 


15412 


GI 


uC-osflcyp091cl0al 


Score 


788 


Exons 


15001. .15412 






GI Descrip. 


'3970689/emb |CAA77191| 2 . Oe- 


09 (Y18484) 


(+) -delta-cadinene 



synthase [Gossypium arboreum] 1 



3754 



Seq. No. 


3590 


Seq. ID 


OJ990402_ 


29. 


9819 


-C4 




/ DJ -7 


■JLi aiiu 










Start 


31846 


End 


32250 








Name 


OJ990402 29.9819, 


.C4.o2.np Method 


AAT/NAP 








Start 


31846 


End 


32250 








GI 


2462640 


Score 


493 








Exons 


31846. .32250 












GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 








Seq. No. 


3590 


Seq. ID 


OJ990402_ 


29. 


9819 


-C4 


Gene No. 


7660 


Strand 










Start 


33284 


End 


33401 








Name 


OJ990402 29.9819. 


.C4.o3.np Method 


AAT/NAP 








Start 


33284 


End 


33401 








GI 


6721512 


Score 


81 








Exons 


33284 . .33401 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 









£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 36940 

Method AAT/GAP 

End 36940 .-, v - 

Score 64 3 



3590 
7661 
36559 

OJ990402_29.9819.C4.o6.gp 
36559 

uC-osflcyp033a04bl 
36559. .36940 

1 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



3590 
7662 
37369 

OJ990402_29.9819.C4.o6.gs 

37369 

none 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 38297 

Method GENSCAN 

End 38297 

Score . 68 



37369..37S44, 37750 37819, 37950.. 38297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3590 
7663 
38913 

OJ990402_29.9819.C4.o7.gs 

38913 

none 



Seq. ID OJ990402_29. 9819.C4 
Strand 

End 44481 

Method GENSCAN 

End 41705 

Score .75 



38913. .39707, 39837 .. 40685, 40776.. 41705 



Seq. No. 3590 

Gene No. 7663 

Start 38913 

Name OJ990402_29 . 9819 . C4 . o4 . np 

Start 38916 

GI 4680179 

Exons 38916. .41845, 44441. .44481 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990402_29. 9819.C4 
Strand 

End 44481 

Method AAT/NAP 

End 44481 

Score 4141 



Seq. No. 3590 Seq. ID OJ990402_29 . 9819 . C4 

Gene No. 7664 Strand 

Start 44477 End 48647 



3755 





Name 


OJ990402 29. 9819. C4 


. o6.np 


Method 


AAT/NAP 




Start 


44477 




End 


48647 




GI 


6539586 




Score 


234 




Exons 


44477. .44517, 47865 


. .48082, 


48131. .4852 


8, 48566 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


Q C OA 

jsyu 




Seq. ID 


OJ990402 




Gene No. 


/ bo4 




Strand 






otan 


A A All 

4 4 4// 




End 


48647 




Name 


ojyyu4Uz zy.yoiy.L^ 


. o9 . gs 


Method 


GENSCAN 




Start 


4 bUoo 




End 


48498 




GI 


none 




Score 


.87 




Exons 


46065. .46555, 46654 


. .46772, 


46963. .47208, 47276 






47441. .47587, 47655 


. .47779, 


47859. .48498 




Seq. No. 


3590 




Seq. ID 


OJ990402 




Gene No. 


7665 




Strand 






Start 


49415 




End 


51111 




Name 


OJ990402 29. 9819. C4 


. o7.np 


Method 


AAT/NAP 




Start 


49415 




End 


51111 




GI 


6721512 




Score 


74 




Exons 


49415. .49522, 51051 


. .51111 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


i 


Seq. No. 


3590 




Seq. ID 


OJ990402 




Gene No. 


7666 




Strand 




! t 


OLai L 


53559 




End 


55015 


i i 


Name 


OJ990402 29. 9819. C4 


. o9.np 


Method 


AAT/NAP 




Start 


53559 




End 


55015 




GI 


6498436 




Score 


564 




Exons 


53559. .53678, 53895 


. .54238, 


54506. .55015 


J 


GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 



Seq. No. 3590 Seq. ID 

Gene No. 7667 Strand 

Start 58259 End 

Name OJ990402_29. 9819. C4 . ol . tc Method 

Start 8092 End 

GI none Score 

Exons 8092.. 8457 



OJ990402_29.9819.C4 
58471 

TBLASTX: Cress 

8457 

195 



Seq. No. 3590 

Gene No. 7667 

Start 58259 

Name OJ990402_29. 9819.C4 .o9. tm 

Start 8112 

GI none 

Exons 8112.. 8261, 8113.. 8271, 8116.. 

9729.. 9962, 9792.. 9962, 12555. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 29. 9819. C4 



58471 

TBLASTX: Maize 
15265 
150 

8274, 8281. .8415, 8395. 
.12575, 12579. .12695, 



,8469, 



15002. .15187, 15016. .15213, 15212 .. 15265 , 15221. .15262 



Seq. No. 3590 Seq. ID 

Gene No. 7 667 Strand 

Start 58259 End 

Name OJ990402_29 . 9819 . C4 . ol2 . tw . Method 

Start 15212 End 

GI none Score 



OJ990402_29. 9819. C4 
58471 

TBLASTX: Wheat 

16098 

60 



3756 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene . No . 
Start 
Name 
Start 

] :i gi 

^ Exons 

rt} 

'■A Seq. No. 

Gene No. 
is jf Start 
hJ Name 
Start 
GI 

,«=s Exons 

'i * 

( 7 Seq. No. 

Gene No. 
i fe 3 Start 
• := i Name 
ilZ Start 
U GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ru 



15212. .15259, 15817. 
15972. .16088, 15973. 

3590 
7667 
58259 

OJ990402_29.9819.C4. 

15817 

none 

15817. .16083, 15819. 



.15963, 
.16098 



15822. .15887, 15960 .. 16088 , 



Seq. ID OJ990402_29.9819.C4 
Strand 

58471 

TBLASTX: Maize 
16083 
195 



End 

Method 
End 
Score 



ol3. tm 
.15890, 15969.. 16040 



3590 
7667 
58259 

OJ9904 02_29 . 9819 . C4 . olO . tm 

30382 

none 

30382. .30675, 30688.. 30759 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Mai ze 

End 30759 

Score 60 



3590 
7667 
58259 

OJ990402_29 . 9819 . C4 . o5 . tm 
30928 
none 

30928. .31041, 30929. . 31033, 31036 .. 31107 , 31096 .. 31305, 
31102. .31305 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Mai ze 

End 31305 

Score 87 



3590 
7667 
58259 

OJ990402_29.9819.C4, 

30946 

none 

30946. .31263, 30977, 



Seq. ID OJ990402_29.9819.C4 
Strand 

58471 

TBLASTX: Wheat 
31293 
98 



End 

Method 
End 
Score 



o9.tw 

.31273, 30979.. 31293 



3590 
7667 
58259 

OJ990402_29.9819.C4.o2.tm 

31306 

none 

31306. .31425, 314 44 .. 3174 9, 
31793. .31876, 31946. .31978 



Seq. ID OJ990402_29. 9819. C4 

Strand 

- End 58471 

Method TBLASTX: Maize 

End 32214 

Score 51 
31568. .31750, 31771. .32214, 



3590 
7667 
58259 

OJ990402_29. 9819. C4. oil. tw 
34878 
none 

34878. .34928, 34 929 35042, 34940 .. 34 990, 35016 .. 35276, 
35048.. 35275 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Wheat 

End 35276 

Score 57 



Seq. No. 
Gene No. 
Start 



3590 
7667 
58259 



Seq. ID. OJ9904.02_29. 9819.C4 
Strand 

End 58471 



3757 



y 
'•■2 j 
ru 

t. c 

'"4 



Name 


OJ990402 29. 9819. C4 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


38961 




End 


39294 




GI 


none 




Score 


143 




Exons 


38961. ."39293, 39025 


. .39294 








Seq. No. 


3590 




. Seq. ID 


OJ990402_29.9819 


.C4 


Gene No. 


7667 




Strand 






Start 


58259 




End 


58471 




Name 


OJ990402 29. 9819. C4 


.ol .tm 


Method 


TBLASTX: Maize 




Start 


39141 




End 


39740 




GI 


none 




Score 


229 




Exons 


39141. .39581, 39157 


. .39579, 


39579. .39740, 39585.-39737 




Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


,C4 


Gene No. 


7667 




Strand 






Start 






End 


58471 




Name 


OJ990402 29. 9819. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


39294 




End 


45073 




GI 


none 


- 


Score 


78 




Exons 


39294. .39920, 39297 


. .39548, 


39406. .39864, 44756 .. 44911, 






44945. .45073 










Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 


Gene No. 


1 66 / 




■ Strand 






Start 


58259 




r " "End 


58471 




Name 


OJ990402 29. 9819. C4 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


39789 




End 


40081 




GI 


none 




Score 


206 




Exons 


39789. .40079, 39793 


. .40080, 


39929. .40081 




Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 


Gene No. 


/66 / 




Strand 






Start 


58259 




End 


58471 




Name 


OJ990402 29. 9819. C4 


.o2.ts 


M.ethod 


TBLASTX: Soybean 




Start 


39879 




End 


40139 




GI 


none 




Score 


115 




Exons 


39879. .40082, 39879 


. .40139 








Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 


Gene No. 


Job J 




Strand 






Start 


58259 




End 


58471 




Name 


OJ990402 29. 9819. C4 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


39927 




End 


40494 ■ 




GI 


none 




Score 


232 




Exons 


39927. .40463, 39928 


. .40179, 


39933. .40391, 40234. .40494 




Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 


Gene No. 


7667 




Strand 






Start 


58259 




End 


58471 




Name 


OJ990402 29. 9819. C4 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


40485 




End 


40848 




GI 


none 




Score 


172 




Exons 


40485. .40847, 40494 


. .40847, 


40498. .40848 




Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 


Gene No. 


7667 




Strand 






Start 


58259 




End 


58471 





3758 





Name 


OJ990402 ;29.9819.C4 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


40536 




End 


40950 






GI 


none 




Score 


154 






Exons 


40536. .40949, 40538 


. .40849, 


40542. .40886, 40549.. 40950 






Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 




Gene No. 


7667 




Strand 








Start 


58259 




End 


58471 






Name 


OJ990402 29. 9819. C4 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


40668 




End 


43453 






GI 


none 




Score 


66 






Exons 


40668. .40913, 40768 


. .40896, 


43199. . 43327, 43346.-43453 






Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 




Gene No. 


7667 




Strand 








Start 


c o o c o 




End 


58471 






Name 


OJ990402 29. 9819. C4 


.o4 . tm 


Method 


TBLASTX: Maize 






Start 


40884 




End 


43228 






GI 


none 




Score 


41 






Exons 


40884. .41198, 40927 


. .40971, 


41005. .41133, 41205. .41384, 








41257. .41376, 42863 


. .43228 










Seq. No. 


3590 




Seq. ID. 


r : OJ990402_29.9819 


.C4 




Gene No. 


7667 


- 


Strand 








Start 


c o o c o 

58259 




' End 


58471 




-.'Ft 


Name 


OJ990402 29. 9819. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




J 3 i: 


Start 


40935 




End 


43177 




: s? 


GI 


none 




Score 


203 




s? 


Exons 


40935. .41294, 40936 


. .41211, 


41257. .41292, 4 12 98 .. 4 1330, 








41299. .41328, 42806 


. .43177 








. 

: 5 


Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 


i u 


Gene No. 


7667 




Strand 








Start 


58259 




End 


58471 






Name 


OJ990402 29. 9819. C4 


. o5.tw 


Method 


TBLASTX: Wheat 






Start 


40953 




End 


43260 




j; J; 


GI 


none 




Score 


65 






. Exons 


40953. .41270, 41050 


. .41178, 


42836. .43258, 42881 .. 43135, 








42946. .43260 










=3. 
■ 5 

-j 


Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 




Gene No. 


T C £L H 

/DO / 




Strand 








Start 


58259 




End 


58471 






Name 


OJ990402 29. 9819. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


41271 , 




End 


42784 






GI 


none 




Score 


264 






Exons 


41271. .41648, 41314 


. .41757, 


41527. .41679, 42563. .42784 






Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 




Gene No. 


7667 




Strand 








Start 


58259 




End 


58471 






Name 


OJ990402 29. 9819. C4 


.08. tm 


Method 


TBLASTX: Maize 






Start 


41452 




End 


41742 






GI 


none 




Score 


180 






Exons 


41452. .41742, 41454 


. .41741 










Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819 


.C4 



3759 



1 



Gene No. 7667 Strand 

Start 58259 End 

Name OJ990402_29. 9819.C4 .ol3. tw Method 

Start 41893 End 

GI none Score 

Exons 41893. .42072 



58471 

TBLASTX: Wheat 

42072 

192 



! il 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3590 
7667 
58259 

OJ990402_29. 9819.C4 .o6.tw 
42225 
none 

42225. .42398, 42229 42561, 42250 .. 42540, 42474. .42560 



Seq. ID OJ990402_29.9819.C4 
Strand 

58471 

TBLASTX: Wheat 
42561 
330 



End 

Method 

End 

Score 



3590 
7667 
58259 

OJ990402_29. 9819. C4. oil. tm 

42394 

none 

42394. .42591, 42448 .. 42570, 

3590. ' -v." - 

7667 

58259 

OJ990402_29. 9819 . C4 . olO . tw 

43405 

none 

43405. .43632, 43406 .. 43630, 

3590 
7667 
58259 

OJ990402_29.9819.C4.ol4.tw 

43844 

none 

43844. .44110, 43846. .43983 

3590 
7667 
58259 

OJ990402_29.9819.C4.o7.tm 

44318 

none 

44318. .44620, 44356.. 44619 

3590 
7667 
58259 

OJ990402_29.9819.C4 .o7.tw 

44318 

none 

44318. .44701, 44323.-44697 

3590 
7667 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Maize 

End 42751 

Score 192 
42483. .42590, 42563.. 42751 

Seq. ID . OJ990402_29 . 9819 .C4 
Strand ' - * 

End 58471 

Method TBLASTX : Wheat 

End 43813 

Score 212 
43640. .43813, 43733. .43810 

Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Wheat 

End 44110 

Score 181 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Mai ze 

End 4 4 620 

Score 302 



Seq. ID OJ990402_29.9819.C4 
Strand 

End 58471 

Method TBLASTX : Wheat 

End 44701 

Score 328 



Seq. ID OJ990402_29. 9819.C4 
Strand 



3760 



Start 
Name 
Start 
GI 

Exons 



58259 

OJ990402_29.9819.C4.ol2.tm 

50712 

none 

50712. .50777, 50940 .. 51101, 
51267. .51350 



End 58471 
Method TBLASTX : Mai ze 
End 51350 
Score 92 
51044. .51094, 51266 51337, 



Seq. No. 3590 
Gene No. 7667 

Start . 58259 

Name 4 'OJ990402_2 9 . 98 1 9 . C4 . o3 . ts 
Start 50712 
GI none 
Exons 



Seq. ID OJ990402_29.9819.C4 



Strand 
End 

Method 

End 

Score 



58471 

TBLASTX : Soybean 

51098 

81 



50712. .50777, 50931 .. 51098, 50940.. 51098 





Seq. No. 


3590 




Seq. ID 


OJ990402_29.9819.C4 




Gene No. 


7667 




Strand 






Start 


58259 




End 


58471 




Name 


OJ990402 29.9819.C4.ol4.tm 


Method 


TBLASTX: Maize 




Start 


51449 




End 


52323 




GI 


none 




Score 


95 




Exons 


51449. 


.51514, 51463. .51513, 


51876. .52010, 518 96 .. 52003, 






52176. 


.52313, 52177.. 52323 






;. : 


Seq. No. 


3590 




Seq-. ID 


OJ990402_29.9819.C4 




Gene No. 


7667 : . ' 




Strand 




U i 


Start 


58259 




End 


58471 


rjj 


Name 


OJ990402 29.9819.C4.ol2.gs 


Method 


GENS CAN 




Start 


58259 




End 


58471 


; j £ 


GI 


none 




Score 


.44 




Exons 


58259. 


.58471 






:*i i 

! y 


Seq. No. 


3591 




Seq. ID 


OJ990402_24.9819.C1 


ii 


Gene No. 


7668 




Strand 






Start 


84 




End 


4111 




Name 


OJ990402 24 . 9819 . CI . ol . np 


Method 


AAT/NAP 




Start 


84 




End 


4111 




GI 


3785977 


Score 


969 


ii 


Exons 


84.. 235, 465.. 655, 820.. 987, 


1357. .1524 


1610.. 1814, 1912. 




2811. . 


2899, 3326.. 3391, 4015 


. .4111 




O 


GI Descrip. 


(AC005560) similar to axi 1 protein from Nicotiana tabacum 



[Arabidopsis thaliana] 



Seq. No. 3591 

Gene No. 7668 

Start 84 

Name OJ9904 02_24 . 9819 . CI . ol . tc 

Start 464 

GI none 
Exons 



Seq. ID OJ990402_24.9819.C1 
Strand 
End 

Method 
End 
Score 



4111 

TBLASTX: Cress 

994 

139 



464. .643, 467. .661, 555 .. 650, 814 .. 930, 820. .990, 830. .994 



Seq. No. 3591 Seq. ID 

Gene No. 7668 Strand 

Start 84 End 

Name OJ990402_24 . 9819 . CI . o2 . ts Method 

Start 4 64 End 

GI none Score 



OJ990402_24.9819.C1 
4111 

TBLASTX : Soybean 

661 

94 



3761 



Exons 



464. .628, 473. .661, 474. .650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3591 
7668 
84 

OJ990402_24.9819.Cl.ol.gs 

4 65 

none 



Seq'. ID OJ990402_24.9819.C1 
Strand 

End 4111 

Method GENSCAN 

End 4105 

Score .68 



465. .655, 820. .864, 1357. .1523, 1648. .1784, 1912. .2109, 
2811.. 2899, 3326.. 3393, 4057.. 4105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3591 
7668 
84 

OJ990402_24.9819.Cl.ol.ts 

898 
none 



Seq. ID OJ990402_24 .9819. CI 
Strand 

End 4111 

Method TBLASTX : Soybean 

End 1756 

Score 68 

898.. 993, 899.. 988, 1351.. 1533, 1352.. 1525, 1354.. 1533, 
1608. .1751, 1610. .1756 



LtJ 



Seq. No. 
Gene No. 
Start 
Name , 
.Start 
GI 

Exons 



Seq. No. 

□ Gene No. 

fU Start 

j. Name 

i>=* Start 

:;j gi 

^ Exons 

1>£ 



3591 
7668 
84 

OJ990402_24.9819.Clvo2.-tc 

1354" 
none 



Seq. ID OJ990402_24.9819.C1 
Strand 

End 4111 

Method TBLASTX: Cress . 

End * 1816 

Score 179 



1354. .1527, 1355. .1525, 1363. .1533, 1475. .1525, 1563. .1646, 
1607. .1816, 1608. .1805 



3591 
7668 
84 

OJ990402_24.9819.Cl.o3.ts 

1757 

none 



Seq. ID OJ990402_24 . 9819. CI 
Strand 

End 4111 

Method TBLASTX : Soybean 

End 2900 

Score 61 



1757. .1810, 1758. .1829, 1906. .2070, 1926. .2111, 2811. .2900, 
2813.. 2899, 2832.. 2900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3592 
7669 

-1 

OJ990402_24.9819.C2.ol.np 

1 

3779024 
1. .935, . 1187. .1254 

(AC005171) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990402_24.9819.C2 

Strand + 

End 125.4 ' 

Method AAT/NAP 

End 1254 

Score 1171 



3592 
7669 
1 

OJ990402_24.9819.C2.ol.tc 
55 

none 

55. .231, 60. .236 

3592 
7669 



Seq. ID OJ990402_24.9819.C2 

Strand + 

End 1254 

Method TBLASTX : Cress 

End 236 

Score 231 



Seq. ID OJ990402_24.9819.C2 
Strand + 



3762 




Start 


1 


End 


1254 




Name 


OJ990402 24.9819.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


58 


End 


219 




GI 


none 


Score 


216 




Exons 


58. .219, 58. .216, 66. .218 








Seq. No. 


3592 


Seq. ID 


OJ990402_24.9819. 


C2 


Gene No. 


7669 


Strand 


+ 




Start 


1 


End 


1254 




Name 


OJ990402 24.9819.C2.ol.gs 


Method 


GENSCAN 




Start 


85 


End 


885 




GI 


none 


Score 


.81 




Exons 


85. .885 








Seq. No. 


3592 


Seq. ID 


OJ990402_24.9819. 


C2 


Gene No. 


7669 


Strand 


+ 




Start 


1 


End 


1254 




Name 


OJ990402 24.9819.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


163 


End 


555 




GI 


none 


Score 


519 




Exons 


163.. 555, 168.. 554 








Seq. No. 


3592 


Seq. ID 


OJ990402_24.9819. 


C2 


Gene No. 


7669 


Strand 


+ 




'Start 


1 ' 


End ■ 


1254 




Name 


OJ990402 24.9819.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


228 


End 


658 




GI 


none 


Score 


455 




Exons 


228.. 656, 231.. 650, 232. .657, 524.. 658 






Seq. No. 


3592 


Seq. ID 


OJ990402_24.9819. 


C2 


Gene No. 


7669 


Strand 


+ 




Start 


1 


End 


1254 




Name 


OJ990402 24.9819.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


685 


End 


801 




GI 


none 


Score 


186 




Exons 


685.. 801, 690.. 800 








Seq. No. 


3593 


Seq. ID 


OJ990402_24.9819. 


C3 


Gene No. 


7670 


Strand 


+ 




Start 


1 


End 


1258 




Name 


OJ990402 24.9819.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1258 




GI 


3779024 


Score 


588 




Exons 


1..326, 523. .627, 738.. 825, 


1094. .1258 






GI Descrip. 


(AC005171) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


3593 


Seq. ID 


OJ990402_24.9819. 


C3 


Gene No. 


7670 


Strand 


+ 




Start 


1 


End 


1258 




Name 


OJ990402 24.9819.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


47 


End 


249 




GI 


none 


Score 


202 




Exons 


47. .247, 48. .248, 48. .248, 


49. .249 






Seq. No. 


3593 


Seq. ID 


OJ990402_24 . 9819. 


C3 


Gene No. 


7670 


Strand 


+ 





3763 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990402_24.9819.C3.ol.gs 
84 

none 

84. .326, 523. .627, 738. .806 



End 

Method 

End 

Score 



1258 
GENSCAN 
806 
.76 



3594 
7671 
1 

OJ990402_24.9819.C4.ol.np 
1 

3779024 



Seq. ID OJ990402_24.9819.C4 
Strand + 

2029 
AAT/NAP 
2029 
799 



End 

Method 
End . 
Score 

1..80, 165. .281, 462. .683, 819. .977, 1454. .1543, 1628. .1723, 
1794 . .2029 

(AC005171) unknown protein [Arabidopsis thaliana] 



3594 
7671 
1 

OJ990402_24.9819.C4.ol.gs 

42 

none 



Seq. ID OJ990402_24.9819.C4 

Strand + 

End 2029 

Method GENSCAN 

End 194 7 

Score . 9 



42. .80, 165. .281, 462. .683, 1454. .1543, 1628. .1723, 1794. .1947 



Seq. ID OJ990402_24'.9819.C4 

Strand + 

End 2029 

Method TBLASTX : Mai ze 

End 508 

Score 60 

42. .80, 43. .90, 44. .79, 156. .281, 157. .282, 165. .287, 458. .508, 
461. .508 



3594 
7671 
1 

OJ990402_24.9819.C4.o2.tm 
42 

none 



3594 
7671 
1 

OJ990402_24.9819.C4.ol.tm 

620 

none 



Seq. ID OJ990402_24.9819.C4 

Strand + 

End 2029 

Method TBLASTX : Mai ze 

End 1952 

Score 68 



620. .685, 622. .684, 622. .705, 639. .686, 818. .979, 861. .974, 
862. .975, 1442. .1543, 1454. .1543, 1583. .1726, 1583. .1717, 
1587.. 1718, 1791. .1952, 1791. .1949 



3594 
7671 
1 

OJ990402_24 . 9819 . C4 . ol . tc 

1643 

none 



Seq. ID OJ990402_24.9819.C4 

Strand + 

End 2029 

Method TBLASTX : Cres s 

End 1952 

Score 96 



1643. .1726, 1791. .1952, 1792. .1950, 1793. .1951 



3594 
7671 
1 

OJ990402_24 . 9819 . C4 .ol . ts 

1791 

none 



Seq. ID OJ990402_24 . 9819.C4 

Strand + 

End 2029 

Method TBLASTX : Soybean 

End 1952 

Score 250 



3764 



Exons 



1791. .1952, 1791. .1949, 1793. .1951 



Seq. No. 3595 

Gene No. 7672 

Start 1 

Name OJ990402_24 . 9819 . C5 . ol .np 

Start 1 

GI 3779024 

Exons 1..94, 272.. 364, 952.. 1095 

GI Descrip. (AC005171) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990402_24.9819.C5 

Strand + 

End 1098 

Method AAT/NAP 

End 1095 

Score 263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
. : _ Name 

Start* 
U GI 

r!§ 

i bS 

Q 
Lit 



Exons 



Seq. No. 
Gene No. 
! :5 Start 
| : Lj Name 
» Start 

n GI 
'.'Z Exons 
""4 

hi Seq. No. 
i'l Gene No. 

Start 
:=r Name , 

Start 

GI 

Exons 



Seq. ID OJ990402_24.9819.C5 

Strand + 

End 1098 

Method GENSCAN 

End 1098 

Score .89 



Seq. ID OJ990402_24.9819.C5 
Strand 

End 2881 

Method TBLASTX : Mai ze 

End _ 2881 

Score " 7 9 



3595 
7672 
1 

OJ990402_24.9819.C5.ol.gs 
272 
none 

272.. 364, 988.. 1098 

3595 
7673 
2276 

OJ990402_24.9819.C5.o2.tm 
2276 
none 

2276. .2410, 2278. .2412, 2330. .2398, 2334. .2408, 2639. .2878, 
2641. .2877, 2645. .2881 



3595 
7674 
3200 

OJ990402_24.9819.C5.ol.tm 

3200 

none . 



Seq. ID OJ990402_24.9819.C5 
Strand 

End 3979 

Method TBLASTX : Maize 

End 3979 

Score 177 



3200. .3451, 3201.. 3452, 3443. .3496, 3447. .3551, 3448. .3549, 
3648.. 3698, 3652.. 3684, 3909. .3977, 3920.. 3979 



3596 
7675 
1169 

OJ990402_24.9819.C6.ol.tm 

1000 

none 



Seq. ID OJ990402_24.9819.C6 
' Strand 

End 2234 

Method TBLASTX : Mai ze 

End 2228 

Score 35 



1000. .1077, 1001. .1075, 1072. .1263, 1076. .1264, 1076. .1279, 
1137. .1277, 1696. .1809, 1721. .1813, 2190. .2228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3596 
7675 
1169 

OJ990402_24 . 9819 . C6 . ol .np 

1077 

5713194 



Seq. ID OJ990402_24.9819.C6 
Strand 

End 2234 

Method AAT/NAP 

End 2028 

Score 203 



1077. .1265, 1724. .1802, 1971. .2028 

(AF170082) cleavage stimulation factor 64 kilodalton subunit 
[Drosophila melanogaster] 



Seq. No. 



3596 



Seq. ID OJ990402 24. 9819. C6 



3765 




Gene No. 


7675 






Strand 








Start 


1169 






End 


2234 






Name 


OJ990402 24 


.9819.C6.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1091 






End 


1813 






GI 


none 






Score 


148 






Exons 


1091. .1279, 


1097. .1261, 


1137. 


.1277, 1696.. 1809, 


1721. .1813 


Seq. No. 


3596 






Seq. ID 


OJ990402 


_24 . 9819. 


C6 


Gene No. 


7675 






Strand 








Start 


1169 






End 


2234 






Name 


OJ990402 24 


.9819.C6.ol. 


gs 


Method 


GENSCAN 






Start 


1169 






End 


2234 






GI 


none 






Score 


.79 






Exons 


1169. .1265, 


1724. .1802, 


2105. 


. 2234 








Seq. No. 


3597 






Seq. ID 


OJ990402 


_24 . 9819. 


C7 


Gene No. 


7676 






Strand 


+ 






Start 


47 






End 


1335 






Name * 


OJ990402 24 


.9819.C7.ol. 


gs 


Method 


GENSCAN 






Start 


47 






End 


1335 






GI 


none 






Score 


. 61 






Exons 


47. .127, 1291. .1335 












Seq. No. 


3598 - 






Seq. ID 


OJ'9'90402 


_24 . 9819. 


C9 


Gene No.:/. 


7677 






Strand 


+ 






Start 


470 






End 


2167 






Name 


OJ990402 24 


.9819.C9.ol. 


gs 


Method 


GENSCAN 






Start 


470 






End 


2167 






GI 


none 






Score 


.42 






Exons 


470.;612, 2125. .2167 












Seq. No. 


3598 






Seq. ID 


OJ990402 


_24 . 9819. 


C9 


Gene No. 


7678 






Strand 


+ 






Start 


3391 






End 


3927 






Name 


OJ990402 24 


.9819.C9.o2. 


gs 


Method 


GENSCAN 






Start 


3391 






End 


3927 






GI 


none 






Score 


.97 






Exons 


3391. .3927 














Seq. No. 


3598 






Seq. ID 


OJ990402 


_24 . 9819. 


C9 


Gene No. 


7679 






Strand 


+ 






Start 


6572 






End 


7180 






Name 


OJ990402 24 


.9819.C9.ol. 


np 


Method 


AAT/NAP 






Start 


6529 






End 


7099 






GI 


6227011 






Score 


332 






Exons 


6529. .7099 














GI Descrip. 


(AC009513) 


F12P19.3 [Arabidopsis thaliana] 






Seq. No. 


3598 






Seq. ID 


OJ990402 


_24.9819. 


C9 


Gene No. 


7679 






Strand 


+ 






Start 


6572 






End 


7180 






Name 


OJ990402 24 


.9819.C9.o4. 


gs 


Method 


GENSCAN 






Start 


6572 






End 


7180 






GI 


none 






Score 


.89 






Exons 


6572. .7180 














Seq. No. 


3598 






Seq. ID 


OJ990402 


_24.9819. 


C9 



3766 





7 £p n 

/ DO U 










Start 


4723 






End 


5934 


Name 


OJ990402 24 


.9819 


.C9.o3.gs 


Method 


GENSCAN 


Start 


4723 






End 


5934 


GI 


none 






Score 


.62 


Exons 


4723..49S7, 


5112 


..5332, 5930. 


.5934 




Seq. No. 


3598 






Seq. ID 


OJ990402_24.9819.C9 


Gene No. 


7681 






Strand 




otalL 


OH H £. 






End 


7239 


Name 


OJ990402 24 


.9819 


.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


3484 






End 


7015 


GI 


none 






Score 


123 


Exons 


3484..3627, 


3507 


..3626, 3648. 


.3824, 3652.. 3840, 6665.. 7015, 




6682. .6993 










Seq. No. 


3598 






Seq. ID 


OJ990402_24.9819.C9 


Gene No. 


7681 






Strand 




OUait 


Oft *± Z 






End 


7239 


Name 


OJ990402 24 


.9819 


.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


3484 






End 


7099 


GI 


none 






Score 


182 


Exons 


3484. .3651, 


3492 


..3650, 3642. 


.3935, 3643.. 3930, 6656.. 6802, 




6658. .6801, 


6733 


.,7098, 6734. 


.7099 




Seq. No. 


3598 






Seq. ID 


OJ990402_24.9819.C9 


Gene No. 


7681 






Strand 




Start 


6442 






End 


7239 


Name 


ujyyufiuz zft 




.Ly.oi .is 


Method 


TBLASTX : Soybean 


Start 


3484 






End 


7093 


GI 


none 






Score 


108 


Exons 


3484. .3627, 


3507 


..3626, 3646. 


.3789, 3709.. 3786, 3783.. 3920, 




3790. .3918, 


6665 


..6730, 6764. 


.6964, 6772. .6951, 6967. .7023, 




6968. .7093 










Seq. No. 


3598 






Seq. ID 


OJ990402_24.9819.C9 


Gene No. 


7681 






Strand 




Start 


6442 






End 


7239 


Name 


OJ990402 24 


.9819 


.C9.ol.gp 


Method 


AAT/GAP 


Start 


6442 






End 


7239 


GI 


3972 1.R1084 




Score 


1493 


Exons 


6442. .7239 










GI Descrip. 


•2462834 5. 


0e-26 


(AF000657) hypothetical protein [Arabidopsis 




thaliana] ' 










Seq. No. 


3599 






Seq. ID 


OJ990402_24. 9819. C10 


Gene No. 


7682 






Strand 




Start ' 


1209 






End 


2964 


Name 


OJ990402 24 


.9819 


.ClO.ol .gs 


Method 


GENSCAN 


Start 


1209 






End 


2964 


GI 


none 






Score 


.63 


Exons 


1209. .1237, 


1277 


..1408, 1486. 


.1557, 1766. .1846, 2460. .2498, 



2895. .2964 



Seq. No. 
Gene No. 
Start 



3600 
7683 
52 



Seq. ID OJ990402_24.9819.C11 
Strand + 
End 2317 



3767 




Name 


OJ990402 24.9819.Cll.ol.np 


Method 


AAT/NAP 




Start 


52 


End 


2317 




GI 


2586082 


Score 


2528 




Exons 


52. .2317 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


3600 


Seq. ID 


a 7f\nA >t no o a no 1 o 

OJ990402_24 . 9819 . 


Cll 


bene no. 


1 £ O O 

7683 


Strand 


+ 




Start 


tz O 

52 


End 


0 0 1 1 
2317 




Name* 


OJ990402 24.9819.Cll.ol..gs 


Method 


GENSCAN 




Start 


95 


End 


1305 




GI 


none 


Score 






Exons 


95. .640, 662. .1103, 1277.. 


1305 






Seq. No. 


3600 


Seq. ID 


a innA n ao o a nolo. 

OJ990402 24.9819. 


Cll 


bene no . 


/ 684 


otrand 






Start 


1802 


End 


1887 




Name 


OJ990402 24.9819.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


110 


End 


441 




GI 


none 


Score 


199 




Exons 


110. .439, 214. .441 








Seq. No. 


3600 


Seq. ID 


OJ990402_24 . 9819. 


Cll 


Gene No . 


7684 


Strand 






Start 


1802 


End 


1887 




Name 


OJ990402 24.9819.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


134 


End 


555 




GI 


none 


Score 


9b 




Exons 


134.. 226, 251.. 553, 253.. 555 






Seq. No. 


3600 


Seq. ID 


r-\ Tn on a no 0 A O O 1 Ci 

OJ99Q402 24.9819. 


Cll 


Gene No. 


7684 


Strand 






Start 


1802 


End 


1000 
1887 




Name 


OJ990402 24.9819.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


557 


End 


1105 




GI 


none 


Score 


0 0 




Exons 


557. .748, 860. .1105, 908.. 


1105 






Seq. No. 


3600 


Seq. ID 


OJ9904U2 24.9819. 


Cll 


bene no . 


7684 


Strand 






Start 


1802 


' End 


1000 
1887 




Name 


OJ990402 24.9819.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


923 


End 


1312 




GI 


none 


Score 


409 




Exons 


923.. 1312, 941.. 1153, 961. 


.1251 






Seq. No. 


3600 


Seq. ID 


OJ990402_24.9819. 


Cll 


Gene No . 


7684 


Strand 






Start 


1802 


End 


1887 




Name 


OJ990402 24.9819.Cll.o2.ts 


Method ^ 


■ TBLASTX: Soybean 




Start 


1379 


End 


1788' 




GI 


none 


Score 


168 




Exons 


1379. .1576, 1618. .1788 








Seq. No. 


3600 


Seq. ID 


OJ990402_24.9819. 


Cll 


Gene No. 


7684 


Strand 






Start ' 


1802 


End 


1887 





3768 





Name 


OJ990402 24 


.9819. 


Cll-o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


1597 








End 


1887 






GI 


none 








Score 


151 






Exons 


1597. .1785, 


1626. 


.1778, 


1804. 


.1887 








Seq. No. 


3600 








Seq. ID 


OJ990402_24.9819 


.Cll 




bene ino . 


/ DO ft 








Q-j- T--) riH 








Start 


1802 








End 


1887 






Name 


OJ990402 24 


.9819. 


Cll.o2 


.gs 


Method 


GENSCAN 






Start 


1802 








End 


1861 






GI 


none 








Score 


.44 






Exons 


1802. .1861 
















Seq. No. 


3600 








Seq. ID 


OJ990402_24.9819 


.Cll 




oene no . 


/DO J 








ouranci 








Start 


- 1795 








End 


2247 






Name 


OJ990402 24 


.9819. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1795 








End 


2247 






GI 


none 








Score 


361 






Exons 


1795. .2067, 


1798. 


.2247, 


2157. 


.2237 








Seq. No. 


3600 








Seq. ID 


OJ990402_24.9819 


.Cll 




Gene No . 


/ DO D 








O Liana 






E 


Start. 


1795 








End 


2247- 






Name. 


OJ990402 24 


.9819. 


Clliol 


.ts 


Method 


TBLASTX: Soybean 






Start 


1810 








End 


2229 




= ! = 


GI 


none 








Score 


273 




: 5 
~ 


Exons 


1810. .2229 














:J 


Seq. No. 


3600 • 








Seq. ID 


OJ990402_24.9819 


.Cll 


. 


uene wo . 


/DO 0 








oL.ra.nci 






f = 


Start 


1795 








End 


2247 




y 


Name 


OJ990402 24 


.9819. 


Cll.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


1888 








End 


2247 




s 

; 


GI 


none 








Score 


283 




: 5 


Exons 


1888. .2247, 


2031. 


.2243 












Seq. No. 


3600 








Seq. ID 


OJ990402_24.9819 


.Cll 


■J 

sx 


Gene No. 


7685 








Strand 







J ;f Start 
uJ Name 

Start 

GI 

Exons 



1795 End 
OJ990402_24 .9819. Cll. o3.tm Method 
1903 End 
none Score 
1903.. 2226, 2050.. 2073, 2103. .2222 



2247 
TBLASTX: Maize 
2226 
278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



3601 Seq. ID 

7686 Strand 

1 End 
OJ990402_24 . 9819 . C12 . ol . np Method 

1 End 

2586082 Score 
1. .1687 

(U72725) retrofit [Oryza longistaminata] 



OJ990402_24.9819.C12 
+ 

1687 
AAT/NAP 
1687 
2197 



3601 
7686 
1 



Seq. ID OJ990402_24 .9819.C12 
Strand + 
End 1687 



3769 






Name 


OJ990402 


24.9819.C12.ol 


. gs 




Start 


76 








GI 


none 








Exons 


76. .232, 


269. .1561 






Seq. No. 


3601 








Gene No. 


7686 








Start 


1 








Name 


OJ990402 


24.9819.C12.o2 


.ts 




Start 


134 








GI 


5509260 








Exons 


134. .661, 


280. .444, 484 


. .648 




GI Descrip. 


- 








Seq. No. 


3601 








Gene No. 


7686 








Start 


1 








Name 


OJ990402 


24.9819.C12.o4 


. tm 




Start 


205 








GI 


none 








Exons 


205. .456, 


206. .457 






Seq. No. 


3601 








Gene No. 


7 686 








Start 


1 ' 






; =7 


Name 


OJ990402 


24.9819.C12.ol 


.tc 


s n 


Start 


275 - 








GI 


none 








Exons 


275. .544, 


283. .543 




J 


Seq. No. 


3601 






MS 


Gene No. 


7686 






sr 


Start 


1 








Name 


OJ990402 


24.9819.C12.o2 


.tw 


: ^. 
:sf 


Start 


325 






E 


GI 


none 








Exons 


325. .423, 


326.. 670, 478 


. .624 


_ 


Seq. No. 


3601 






13 


Gene No. 


7686 






i 


Start 


1 








Name 


OJ990402 


24.9819.C12.o2 


. tm 




Start 


458 








GI 


none 








Exons 


4S8..898, 


478. .768, 811 


. .858 




Seq. No. 


3601 








Gene No. 


7686 








Start 


1 








Name 


OJ990402 


24.9819.C12.o2 


.tc 




Start 


725 








GI 


none 








Exons 


725. .973 








Seq. No. 


3601 








Gene No. 


7686 








Start 


1 







3770 . 




Method 


GENSCAN 




End 


1561 




Score 


.49 




Seq. ID 


OJ990402_24.9819. 


.C12 


Strand 


+ 




End 


1687 




Method 


TBLASTX : Soybean 




End 


661 




Score 


412 




Seq. ID 


OJ990402_24.9819. 


.C12 


Strand 


+ 




End 


1687 




Method 


TBLASTX: Maize 




End 


457 




Score 


210 




Seq.' ID 


OJ990402_24.9819. 


.C12 


Strand 


+ 




End 


1687 




Method 


TBLASTX: Cress 




End 


544 




Score 


290 




Seq. ID 


OJ990402_24.9819. 


.C12 


Strand 


+ 




End 


1687 




Method 


TBLASTX: Wheat 




End 


838 




Score 


282 




485. .631 


, 662.. 838 




Seq. ID 


OJ990402_24.9819, 


.C12 


Strand 


+ 




End 


1687 




Method 


TBLASTX: Maize 




End 


898 




Score 


378 




Seq. ID 


OJ990402_24.9819, 


.C12 


Strand 


+ 




End 


1687 




Method 


TBLASTX: Cress 




End 


973 




Score 


188 




Seq-. ID 


OJ990402_24.9819. 


.C12 


Strand 


+ 




End 


1687 





Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
:;3 Start 
1. 1 Name 
^ Start 

Exons 

; t 

Ly Seq. No. 
i.n Gene No. 
«j1 Start 
! Name 
iS _ Start 
□ ' GI 
'"•J Exons 



I.JE. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990402_24 . 9819 . C12 . ol . tw Method 
839 End 
none Score 
839.. 1276, 844.. 1158, 1236.. 1277 



TBLASTX : Wheat 

1277 

451 



3601 
7686 
1 

OJ990402_24 . 9819 . C12 . o3 . tm 

974 

none 



Seq. ID OJ990402_24.9819.C12 

Strand + 

End 1687 

Method TBLASTX: Maize 

End 1201 

Score 275 



974. .1201, 976. .1170, 1046. .1171 



3601 
7686 
1 

OJ990402_24.9819.C12.ol.ts 

1040. 

none 



Seq. ID OJ990402_24 .9819.C12 

Strand + 

End 1687 

Method TBLASTX : Soybean 

End 1636 

Score 510 



1040. .1636, 1042.. 1173, 1210.. 1431, 1238.. 1435, 1498.. 1530 



3601 
7686 
1 

OJ990402_24 . 9819 . C12 . ol . tm 

1207 

none 



Seq. ID OJ990402_24.9819.C12 

Strand ' + 

End 1687 

Method TBLASTX : Mai ze 

End 1627 

Score 142 



1207.. 1341, 1208.. 1336, 1342.-1527, 1343.. 1627, 1403.. 1615 



3601 
7686 
1 

OJ990402_24.9819.C12.o3.tc 

1211 

none 



Seq. ID OJ990402_24 .9819.C12 

Strand + 

End 1687 

Method TBLASTX : Cress 

End 1642 

Score 65 



1211. .1303, 1313. .1441, 1342. .1440, 1448. .1642 



3602 
7687 
180 

OJ990402_24. 9819 . C13 . ol . gs 

180 

none 

180. . 604 



Seq. ID OJ990402_24.9819.C13 

Strand + 

End 604 

Method GEN SCAN 

End 604 

Score . 53 



Seq. No. 3602 

Gene No. 7688 

Start 930 

Name OJ990402_24 . 9819 . C13 . o2 . gs 

Start 930 

GI none 

Exons 930.. 1136 



Seq. ID OJ990402_24.9819.C13 
Strand 

End 1136 

Method GENSCAN 

End 1136 

Score . 95 



Seq. No. 3603 

Gene No. 7689 

Start 115 

Name OJ990402_24 . 9819 . C14 . ol . gs 



Seq. ID OJ990402_24.9819.C14 

Strand + 

End 24 97 

Method GENSCAN 



3771 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



115 
none 

115.. 227, 2231.. 2497 



End 24 97 

Score .61 



OJ990402 24.9819.C15 



3604 Seq. ID 

7690 Strand 
1954 End 2483 

OJ990402_24 . 9819 .C15 . ol . gp Method AAT/GAP 
1954 End 2483 

LIB3475-006-P1-K1-D9 Score 550 

1954.. 1996, 2092.. 2483 

'5923669/gb|AAD56320.1|AC009326_7 2.0e-09 (AC009326) 
hypothetical protein [Arabidopsis thaliana] 1 





Seq. No. 


3605 






Seq. ID 


OJ990402_24 


.9819 


.C17 




Gene No. 


7691 






Strand 










Start 


844 






End 


1668 








Name 


OJ990402 24.9819 


.C17 .ol 


.gs 


Method 


GENSCAN 








Start 


844 






End 


1668 








GI 


none 






Score 


.68 








Exons 


844. .1014, 1396. 


.1668 














Seq. . No. 


3606 






Seq. ID 


OJ990402 24 


.9819 


.C18 


n 


Gene No. 


7692 






Strand 


+ 






. =* 


Start 


379 






End 


1403 








Name 


OJ990402 24.9819 


.C18.ol 


.gs 


Method 


GENSCAN 






rn 


Start 


379 






End 


1403 






i y 


GI 


none 






Score 


.6 






i. -i 
; : 


Exons . 


379.-497, 1295.. 


1403 












■-'^ 


Seq. No. 


3607 






Seq. ID 


OJ990402_24 


.9819 


.C19 


hJ 


Gene No. 


7693 






Strand 


+ 








Start 


1341 






End 


2825 








Name 


OJ990402 24.9819 


-C19.01 


.gs 


Method 


GENSCAN 








Start 


1341 






End 


2825 






- 

? . t 


GI 


none 






Score 


.52 








Exons 


1341.. 1521, 2806 


. .2825 












'J 


Seq. No. 


3608 






Seq. ID 


OJ990402_24 


.9819 


.C20 


u 


Gene No. 


7694 






Strand 


+ 






i s si 


Start 


233 






End 


330 








Name 


OJ990402 24.9819 


.C20.ol 


.gs 


Method 


GENSCAN 








Start 


233 




End 


330 








GI 


none 






Score 


.65 








Exons 


233. .330 
















Seq. No. 


3608 






Seq. ID 


OJ990402_24 


.9819 


.C20 




Gene No. 


7695 






Strand 










Start 


2735 






End 


4527 








Name 


OJ990402 24.9819 


.C20.o2 


.gs 


Method 


GENSCAN 








Start 


.2735 




End 


4527 








GI 


none 






Score 


.63 








Exons 


2735.-2849, 4493 


. .4527 














Seq. No. 


3609 






Seq. ID 


OJ990402_24 


.9819 


.C21 




Gene No. 


7 69'6 






Strand 










Start 


9408 






End* 


9898 







3772 



Name 



OJ990402 24.9819.C21.ol.tm 



Method TBLASTX : Maize 



I'll 



Start 


5688 








End 


5994 






GI 


none 








Score 


164 






Exons ' 


5688. .5891, 


5742 


. .5879, 


5893 


..5994, 5898. .5993 






O n y-w XT n 

oeq. wo. 










Q&n T H 
Ocv^ • ±U 


OJ990402_24. 


.9819. 


K*£. X 


Gene No. 


7696 
















Start 


9408 








Hi 1 1 LI 


9898 






Name 


OJ990402 24 


.9819 


.C21.ol 


. tw 




TBLASTX: Wheat 




Start 


5754 








End 


6108 






GI 


none 








Score 


86 






Exons 


5754. .5888 f 


5890 


. .6069, 


6073 


fil Oft 








beq. wo. 


o buy 








Qo/t t n 
oeq . i u 


OJ990402_24, 


,9819. 


CO T 


Gene No. 


7696 








O L I. clilU 








Start 


9408 








r nr j 
Cjiia 


9898 






Name 


OJ990402 24 


.9819 


.C21.o2 


. gs 


netnoa 


GENSCAN 






Start 


9408 








HiIlU. 


9898 






GI 


none 








Score 


/86 






Exons 


9408. .9472, 


9847 


. .9898 












Seq. No. 


3610 








Seq. ID 


OJ990402_24, 


.9819. 


C23 


oene ino ■ 


7697 








Strand 


+ 






Start 


861 








End 


4591 






Name 


OJ990402 24 


. 9819 


.C23.ol 


. np. 


Method 


AAT / : NAP 






Start 


861 








End 


4591 






GI 


4972067 








Score 


660 






Exons 


861. .891, 2010.. 


2617, 2660.. 


2800, 3259. 


.3299, 4268, 


. .4591 


GI Descrip. 


(AL078467) 


putative protei [Arabidopsis thaliana] 






oeq. wo. 


3610 








Seq. ID 


OJ990402_24, 


.9819. 


C23 


Gene No. 


7697 








Strand 


+ 






Start 


861 








End 


4591 






Name 


OJ990402 24 


.9819 


.C23.ol 


.gs 


Method 


GENSCAN 






Start 


1050 








End 


1288 






GI 


none 








Score 


.61 






Exons 


1050. .1288 
















oeq. wo. 


3610 








Seq. ID 


OJ990402_24. 


. 9819. 


C23 


Gene No. 


7697 








Strand 


+ 






Start 


861 








End 


4591 






Name 


OJ990402 24 


.9819 


.C23.b2 


. gs 


Method 


GENSCAN 






Start 


1679 








End 


4552 






GI 


none 








Score 


.98 






Exons 


1679. .1843, 


1939 


. .2550, 


2611 


..2776, 4224. .4552 






Seq. No. 


3610 








Seq. ID 


OJ990402 24, 


.9819. 


C23 


bene no . 


7697 








Strand 


+ 






Start 


861 








End 


4591 






Name 


OJ990402 24 


.9819 


.C23.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2050 








End 


2706 






GI 


none 








Score 


117 






Exons 


2050. .2172, 


2073 


. .2147, 


2239 


..2328, 2401. .2580, 2403. .2537, 




2587. .2706 
















Seq. No. 


3610 








Seq. ID 


OJ990402_24. 


,9819. 


C23 


Gene No. 


7697 








Strand 


+ 







3773 



Start 
Name 
Start 
GI 

Exons 



861 End 

OJ990402_24 . 9819 .C23 .ol . tc Method 

2059 End 

none Score 



4591 

TBLASTX: Cress 

2781 

116 



2059. .2175, 2245. .2310, 2397. .2600, 2398. .2601, 2580. .2753, 
2581. .2781 



ry 



''J 



'is* 



Seq. No. 


3610 


Seq. ID 


OJ990402_24 . 9819. C23 


Gene No. 


7697 


Strand 


+ 


Start 


861 


End 


4591 


Name 




Method 


TBLASTX: Maize 


Start 


2245 


End 


2781 


GI 


none 


Score 


67 


Exons 


•2245.-2328, 2383. .2484, 2395. 


.2601, 2397.. 2663, 2580. .2753, 




2581. .2781 






Seq. No. 


3611 


Seq. ID 


OJ990402_24.9819.C24 


Gene No. 


7698 


Strand 


+ 


Start 


5210 


End ' 


21345 


Name 


OJ990402 24.9819.C24.ol.gs 


Method 


GENSCAN 


Start 


5210 


End 


11823 


V3 J. 


none 


Score 


.49 


Exons 


5210.. 5610, 7329.. 7365, 7503. 


.7610, 11674. .11823 


Seq. No. 


3611 


Seq. ID 


OJ990402_24.9819.C24 


Gene No. 


7698 


Strand 


+ 


Start 


5210 


End 


21345 


Name 


OJ990402 24.9819.C24.o2.np 


Method 


AAT/NAP 


Start 


5477 


End 


21345 




4539658 


Score 


204 


Exons 


5477. .5643, 19905 .. 19975, 20026. .20084 


, 20194. .20349, 




21290. .21345 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


3611 


Seq. ID 


OJ990402_24.9819.C24 


Gene No. 


7698 


Strand 


+ 


o car t. 


5210 


End 


21345 


Name 


OJ990402 24 . 9819 . C24 . o2 . gs 


Method 


GENSCAN 


Start 


15507 


End 


17528 


GI 


none 


Score 


.69 


Exons 


15507. .15558, 17392.. 17528 






Seq. No. 


3611 


Seq. ID 


OJ990402_24.9819.C24 


Gene No. 


7698 


Strand 


+ 


Start 


5210 


End 


21345 


Name 


OJ990402 24.9819.C24.o3.gs ' 


Method 


GENSCAN 


Start 


18981 


End 


19336 


GI 


none 


Score 


.88 


Exons 


18981. .19119, 19233.. 19336 






Seq. No. 


3611 


Seq. ID 


OJ990402_24 .9819.C24 


Gene No. 


7699 


Strand 




Start 


19790 


End 


21197 


Name 


OJ990402 -24.9819.C24.o4.gs 


Method 


GENSCAN 


Start 


19790 


End 


21197 


GI 


none 


Score 


.62 



3774 



□ 



Exons 


19790. .20006, 20429 20567, 


21161. .21197 




Seq. No. 


3612 




Seq. ID 


OJ990402_ 


_24.9819.C25 


Gene No. 


/ /uu 




C4- v n H 






Start 


T Q 

Jo 






D ? ± 




Name 


r\TQQf\AClO OA 


QQ1 Q POC r\ 1 /-to 

. y o i y . L/ZD . oi . gs 


\A ^ W 


P P M Q C T\ M 




Start 


T Q 
JO 




bnu 


Dji 




GI 


none 




Score 






Exons 


jo . . by i 










Seq. No. 


3613 




Seq. ID 


OJ990402 


_24.9819.C26 


Gene No. 


/ /Ul 




oLiana 






Start 


bZo 




tna 


Q4 9 

y 4 _ 




Name 


ojyyu4u_ _4 


. yoiy.c_b.oi. gs 


Metnoa 






Start 


£ o c 






y 4 _ 




GI 


none 




Score 


- *4 ft 




Exons 


bzo . . y4_ 










Seq. No. 


3613 




Seq. ID 


OJ990402 


_24.9819.C26 


Gene No. 


7702 




Strand 


+ 




Start 


D J 4 o 




End 


15809 




Name 


(JjyyU4U_ _4 


QQ1 Q C"~> £. «e 

. yoiy.uzD.ojs.gs 


Method 


GENS CAN 




Start 


CO/IO 

Do4o 




End 


11774 




GI 


none 




Score 


.8 




Exons 


CO/IO coco 


c^rnr* ctco /:occ 
DbyU..O/Oo, DODO 


..7215, 7390.. 7621, 


7943. .8280, 




Oil /i c n o "7 o 


yo44..yo44, yy^i 


. .10115, 10215. .11774 


Seq. No. 


Jul J 




Seq. ID 


OJ990402 


_24.9819.C26 


Gene No. 


770? 




Strand 


+ 




Start 


5348 




End 


15809 




Name 


OJ990402 24 


.9819.C26.o2.np 


Method 


AAT/NAP 




Start 


6904 




End 


15809 




GI 


5922631 




Score 


6566 




Exons 


6904. .7028, 


7287.. 7531, 7790 


..7997, 8043. .8606, 


8649. .8799, 




8926. .9852, 


10459. .12942, 15762.. 15809 






GI Descrip. 


(AP000492) 


ESTs C26347 (C12145) , AU078074 (C12145) 


correspond 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. (AF049110) 


[Oryza 


sativ 










Seq. No. 


3613 




Seq. ID 


OJ990402 


_24. 


9819 


.C26. 


Gene No. 


7702 




Strand 


+ 








Start 


5348 




End 


15809 








Name 


OJ990402 24.9819.C26. 


. o4 .gs 


Method 


GENS CAN 








Start 


11938 




End 


14082 








GI 


none 




Score 


.46 








Exons 


11938. .12852, 13474., 


,13645, 


13901. .14082 








Seq. No. 


3613 




Seq. ID 


OJ990402 


_24 . 


9819 


.C26 


Gene No. 


7702 




Strand 


+ 








Start 


5348 




End 


15809 








Name 


OJ990402 24.9819.C26, 


. o2 . gp 


Method 


AAT/GAP 








Start 


14524 




End 


14951 








GI 


2428185 




Score 


809 









377.5 



3 



=1 

y 



Exons 


14524. .14951 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 4, 


BAC clone: tl7804 




Seq. No. 


3613 


Seq. ID 


OJ990402_24.9819. 


C26 


Gene No. 


/ /UJ 


btrana 


+ 




Start 


2UoU / 


hna 


22340 




Name 


OJ990402 24 . 9819 . C26 . o4 . np 


Method 


AAT/NAP 




Start 


ZuoO 1 


hna 


22340 




GI 


4oOj9Jo 


Score 


255 




Exons 


oncm oincc ooott o o q vt r\ 

ZudO / . . 21(J5o , 22oll..22o4U 








GI Descrip. 


(ACUUb/:o4 ; putative disease 


resistance 


response protein 






[Arabidopsis thaliana] 








Seq. No. 


3613 


Seq. ID 


f\ TQQC\ A C\0 OA QQ1 Q 


C26 


Gene No. 


7704 


Strand 


.+ "~ 




Start 


23278 


End 


24417 




Name 


OJ990402 24.9819.C26.o5.np 


Method 


AAT/NAP 




Start 


23278 


End 


24417 




GI 


6721512 


Score 


55 




Exons 


23278. .23402, 24388.. 24417 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3613 


Seq. ID 


OJ990402_24.9819,. 


C26., 


Gene No. 


7705 


Strand 


- 




Start 


1673 


End 


2236 




Name 


OJ990402 24.9819.C26.o2.gs 


Method 


GENSCAN 




Start 


1673 


End 


2005 




GI 


none 


Score 


.74 




Exons 


1673. .2005 








Seq. No. 


3613 


Seq. ID 


OJ990402_24.9819. 


C26 


Gene No. 


7705 


Strand 






Start 


1673 


End 


2236 




Name 


OJ990402 24 . 9819 . C26 . ol . np 


Method 


AAT/NAP 




Start 


1676 


End 


2236 




GI 


6227011 


Score 


349 




Exons 


1676. .2236 








GI Descrip. 


(AC009513) F12P19.3 [Arabidopsis thaliana] 




Seq. No. 


3613 


Seq. ID 


OJ990402_24.9819. 


C26 


Gene No. 


7706 


Strand 






Start 


16175 


End 


21064 




Name 


OJ990402 24.9819.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1676 


End 


21046 




GI 


none 


Score 


176 




Exons 


1676.. 2035, 1683.. 2036, 2024 


..2107, 20621. .20707, 20732. 


.20788, 




20792. .20878, 20894 .. 20932, 


20941. .21033, 20942.. 21046 




Seq. No. 


3613 


Seq. ID 


OJ990402_24.9819. 


C26 


Gene No. 


7706 


Strand- 






Start 


16175 


End 


21064 




Name 


OJ990402 24.9819.C26.o4.tm 


Method 


TBLASTX: Maize 




Start 


1676 


End 


21064 




GI 


none 


Score 


168 




Exons 


1676.. 1945, 1682.. 2008, 1683 


..2009, 1687. .2022, 20728 20775 , 



20729. .20776, 20792 .. 20902, 20801 .. 21031, 20929 .. 21018 , 



3776 



21026. .21064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3613 
7706 
16175 

OJ990402_24.9819.C26.ol.tc 

1760 

none 



Seq. ID OJ990402_24 .9819.C26 
Strand 

End 21064 

Method TBLASTX : Cress 

End 20989 

Score 148 



1760. .2035, 1761. .2036, 1985. .2107, 20624 .. 20776, 20656 .. 20775, 
20791. .20889, 20792 .. 20890, 2094 1 .. 20988, 20942. .20989 



Seq. No. 3613 Seq. ID 

Gene No. 7706 Strand 

Start 16175 End 

Name OJ990402_24 . 9819 . C26 . o9 . tw Method 

Start 8181 End 

GI none Score 

Exons 8181. .8441, 8182. .8463, 8442. .8552 



OJ990402_24 .9819.C26 
21064 

TBLASTX: Wheat 

8552 

191 



Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


Gene No. 


7706 




Strand 


- 


Start 


16175 




End 


21064 


Name 


OJ990402 24. 


9819.C26.o6.tw 


Method 


TBLASTX: Wheat 


Start 


9192 




End 


9649 


GI 


none 




Score 


14 6 


Exons 


3 13Z . . 93oo , 


941o..yb4y, 941/. 


. 3 o4 / 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


Gene No. 


7706 




Strand 


- 


Start 


16175 




End 


21064 


Name 


OJ990402 24. 


9819.C26.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9869 




End 


10325 


GI 


none 




Score 


481 


Exons 


9869. .10324, 


9870. .10325 






Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


Gene No. 


7706 




Strand 




Start 


16175 




End 


21064 


Name 


OJ990402 24. 


9819.C26.o4.ts 


Method 


TBLASTX : Soybean 


Start 


9909 




End 


10274 


GI 


• none 




Score 


133 


Exons 


9909. .10133, 


10140. .10274 






Seq. No. 


3613 




Seq. ID 


OJ990402_24 .9819 


Gene No. 


7706 




Strand 




Start 


16175 




End 


21064 


Name 


OJ990402 24. 


9819.C26.o2.tm 


Method 


TBLASTX : Mai ze 


Start 


9998 




End 


10355 


GI 


none 




Score 


365 


Exons 


9998. .10345, 


9999. .10355 






Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


Gene No. 


7706 




Strand 




Start 


16175 




End 


21064 


Name 


OJ990402 24. 


9819.C26.o2.tw 


Method 


TBLASTX: Wheat 


Start 


10440 




End 


10864 


GI 


none 




Score 


420 



3777 



Exons 


10440, .10859, 10487. 


.10861, 


10538. .10864 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10518 




End 


10919 




GI 


none 




Score 


280 




Exons 


10518. .10919, 10535. 


.10678, 


10551.. 10910 




Seq. No. 


- -,3613 




Seq. ID 


OJ990402_24.9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


10590 




End 


11030 




GI 


none 




Score 


266 




Exons 


10590. .10841, 10619. 


.10840, 


10862. .10993, 10863 .. 11006, 






11004. .11030 










Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


10868 




. End 


11153 




GI 


none 




Score 


267 




Exons 


10868. .10945, 10869. 


.11150, 


11058. .11153 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


11145 




End 


11533 




GI 


none 




Score 


71 




Exons 


11145. .11249, 11285. 


.11533, 


11289. .11531 




Seq. No. 


3613 




Seq. ID 


OJ990402_24 .9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26 


. o4 . tw 


■Method 


TBLASTX: Wheat 




Start 


11154 




End 


11576 




GI 


none 




Score 


385 




Exons 


11154. .11576, 11159. 


.11500 








Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


11208 




End 


11480 




GI 


none 




Score 


134 




Exons 


11208. .11378, 11382. 


.11480 








Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819 


.C26 


Gene No. 


7706 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819. C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


11894 




End 


12216 




GI 


none 




Score 


75 





3778 




Exons 


11894. .11956, 11959.. 


12216, 


11973. . 12215 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819. 


C26 


bene ino . 


11C\ A 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


12031 




End 


12413 




GI 


none 




Score 


396 




Exons 


12031. .12411, 12031.. 


12285, 


12036. .12413 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819. 


C26 


rt y\ rt XT /™\ 

bene ino . 


/ / U 0 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


12357 




End 


12630 




GI 


none 




Score 


92 




Exons 


12357. .12431, 12358. . 


12447, 


12451. .12534, 12544.. 12630 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819- 


C26 


bene wo . 


7 7 fi 6 




Strand 






Start 


16175 




End 


21064 




Name 


OJ990402 24.9819.C26. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12415 




End 


12933 




GI 


none 




Score 


340 




Exons 


12415. .12-891, 12561.. 


12764, 


12883. .-12933 




Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819. 


C26 


Gene No. 


7706 




Strand 








1 CI TC 

ID1 / j 




End 


21064 




Name 


OJ990402 24.9819.C26. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


12712 




End 


12956 




GI 


none 




Score 


169 




Exons 


12712. .12894, 12741.. 


12791, 


12834. .12893, 12873 .. 12956, 






12874. .12951 










Seq. No. 


3613 




Seq. ID 


OJ990402_24.9819. 


C26 


Gene No. 


7706 




Strand 






Start 


16175 - ■ 




End 


21064 




Name 


OJ990402 24.9819.C26. 


o5 .gs 


Method 


GENSCAN 




Start 


16175 




End 


19110 




GI 


none 




Score 


.76 




Exons 


16175. .16626, 16700.. 


16813, 


16876. .17065, 17140 17250, 






17252. .17349, 17415.. 


17653, 


17850. .181 


D70, 18226. .19110 





Seq. No. 3613 

Gene No. 7706 

Start 16175 

Name OJ990402_24 . 9819 . C26 . o3 . np 

Start 16187 

GI 6691716 

Exons 16187. .16626, 16700 .. 16813, 
17415. .17594, 17673 .. 17773, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16963. .17065, 
17850. .18025, 



OJ990402 24.9819.C26 



21064 
AAT/NAP 
19110 
2464 

17140. 
18217. 



17337, 
19110 



(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 



3613 



Seq. ID OJ990402_24.9819.C26 



3779 



Gene No. 7706 Strand 

Start 16175 End 

Name OJ990402_24 . 9819 . C26 . 08 . tw Method 

Start 18700 End 

GI none Score 

Exons 18700. .18990, 18737.. 18991 



21064 

TBLASTX: Wheat 

18991 

97 



in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3614 
7707 
49 

OJ990402_24.9819.C27.ol.gs 
49 

none 



Seq. ID OJ990402_24 .9819.C27 



Strand 
End 

Method 

End 

Score 



+ 

4135 
GENSCAN 
4135 
.43 



49. .414, 750. .882, 2258. .2546, 3757. .3853, 3869. .4135 



3614 
7707 
49 

OJ990402_24 . 9819 . C27 . ol . np 
3400 
6227011 
3400.. 3544, 3699.. 4129 

(AC009513) F12P19.3 [Arabidopsis thaliana] 



Seq. ID OJ990402_24.9819.C27 
Strand + 

4135 
AAT/NAP 
4129 
312 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_24 
+ 

4135 
AAT/GAP 
4017 
689 



9819. C27 



3614 
7707 
49 

OJ990402_24.9819.C27.ol.gp 
3571 

LIB3433-051-P1-K1-E4 
3571. .4017 

, 115772/sp|P12330|CB21_ORYSA 6.0e-24 CHLOROPHYLL A-B BINDING 
PROTEIN 1 PRECURSOR (LHCII TYPE I CAB-1) (LHCP) 

>gi_824 60_pir S03705 chlorophyll a/b-binding protein 1R 

precursor - rice >gi_20178_emb_CAA32108_ (X13908) chlorophyll 
a/b-binding preprotein (AA -31 to 235) [Oryza sativa] ' 



Seq. No. 3614 

Gene No. 7708 

Start 5676 

Name 0 J 9 9 0 4 0 2_2 4 . 9 8 1 9 . C 2 7 . o 1 . t s 

Start 3784 

GI none 
Exons 



Seq. ID OJ990402_24 .9819.C27 
Strand 

End 627 6 

Method TBLASTX : Soybean 

End 4117 

Score 58 



3784. .3840, 3785. .3844, 3844. .3924, 3845. .3931, 3941. .4117, 
3949. .4113 



Seq. No. 


3614 








Seq. ID 


OJ990402_24.9819. 


C27 


Gene No. 


7708 








Strand 






Start 


5676 








End 


6276 




Name 


OJ990402 24, 


.9819. 


C27.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


3790 








End 


4126 




GI 


none 








Score 


132 




Exons 


3790. .3930, 


3791. 


.3931, 


3937. 


.4113, 3941. .4126 




Seq. No. 


3614 








Seq. ID 


OJ990402_24.9819. 


C27 


Gene No. 


7708 








Strand 






Start 


5676 








End 


6276 





3780 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



OJ990402_24. 9819 . C27 . ol . tc Method TBLASTX : Cress 
3803 End 4123 

none Score 80 

3803.. 3856, 3844.. 3930, 3845.. 3931, 3940.. 4113, 3941.. 4123 



3614 
7708 
5676 

OJ990402_24. 9819 . C27 . o2 . gs 

5676 

none 



Seq. ID OJ990402_24 .9819.C27 
Strand 

End 627 6 

Method GENSCAN 

End 627 6 

Score .86 



5676.. 5916, 5943.. 6132, 6144.. 6276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3615 Seq. ID OJ990402_24 . 9819 . C28 

7709 Strand + 

2443 End 2677 

OJ990402_24 . 9819 . C28 . ol . np Method AAT/NAP 

1774 End 2677 

4557435 Score 80 

1774.. 1920, 2038.. 2346, 2592.. 2677 

CD68 antigen gi | 461715 | sp | P34810 | CD68_HUMAN MACROSIALIN 
PRECURSOR (GP110) (CD68) gi | 477366 | pir | | A48931 transmembrane 
glycoprotein CD68, 110K - human gi | 298 665 | bbs | 1274 93 (S57235) 
CD68=110kda transmembrane glycoprotein [human, promonocyte cell 
line U937, Peptide, 354 aa] [Homo sapiens] 



3615 Seq. ID 

7709 Strand 

2443 End 
OJ990402_24. 9819.C28 . o2 . gs Method 

2443 End 

none Score 
2443. .2621 



OJ990402_24 .9819.C28 
+ 

2677 
GENSCAN 
2621 
.97 



^ Seq. No. 3615 Seq. ID 

'*4 Gene No. 7710 Strand 

U Start 536 End 

Name ? OJ990402_24 . 9819. C28 . ol . gs Method 

!;= Start 536 " End 

i s 

■f GI none Score 

j »3 Exons 536. .853 



OJ990402_24.9819.C28 

2677 
GENSCAN 
853 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3615 Seq. ID OJ990402_24 . 9819 . C28 

7710 Strand 

536 End 2677 

OJ990402_24 . 98 19 . C28 . o2 . np Method AAT/NAP 

553 End 2677 

3153821 Score 104 

553. .713, 746. .796, 2336. .2677 

(AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 
.Gene No. 
Start 
Name 
Start 



3616 Seq. ID 

7711 Strand 

748 End 

OJ9904 02_24. 9819 . C29 . ol . np Method 

748 " End 



OJ990402_24.9819.C29 
829 

AAT/NAP 
829 



3781 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852084 
748. .829 
(AL117264) 



Score 



zwh0007.1 [Oryza sativa] 



94 



3616 
7712 
1154 

OJ990402_24.9819.C29.ol.gs 

1154 

none 



Seq. ID OJ990402_24.9819.C29 
Strand 

End 2856 

Method GENSCAN 

End 2856 

Score .82 



1154. .1343, 2005. .2700, 2771. .2856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3616 
7713 
3671 

OJ990402_24. 

3671 

none 

3671. .3869/ 



9819.C29.o2.gs 



4624. .5244, 5349 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5464 



OJ990402_24.9819.C29 

5464 
GENSCAN 
5464 
.97 



Seq. No. 


3617 




Seq. ID 


OJ990402_24. 


9819 


.C30 


Gene No. 


7714 




Strand 


+ 






Start 


24 




End 


731 






Name 


OJ990402 24.9819.C30.ol 


.gs 


Method 


GENSCAN 






Start 


24 




End 


731 






GI 


none 




Score 


.86 






Exons 


24. .135, 688. .731 












Seq. No. 


3617 




Seq. ID 


OJ990402_24 . 


9819 


.C30 


Gene No. 


7715 




Strand 








Start 


1710 




End 


3790 






Name 


OJ990402 24.9819.C30.o2 


.gs 


Method 


GENSCAN 






Start 


1710 




End 


3790 






GI 


none 




Score 


.73 






Exons 


1710. .1881, 2871. .3790 












Seq. No. 


3617 




Seq. ID 


OJ990402_24. 


9819 


.C30 


Gene No. 


7716 




Strand 








Start 


5061 




End 


5203 






Name 


OJ990402 24.9819.C30.ol 


.gp 


Method 


AAT/GAP 






Start 


4788 




End 


5203 






GI 


59160 1.R1084 




■ Score 


784 






Exons 


4788. .5203 












GI Descrip. 


»4176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


3617- 




Seq. ID 


OJ990402_24. 


9819 


.C30 


Gene No. 


7716 




Strand 








Start 


5061 




End 


5203 . 






Name 


OJ990402 24.9819.C30.o3 


.gs 


Method 


GENSCAN 






Start 


5061 




End ' 


5202 






GI 


none 




Score 


.72 






Exons 


5061. .5202 












Seq. No. 


3618 




Seq. ID 


OJ990402_24 . 


9819 


.C31 


Gene No. 


7717 




Strand 


+ 






Start 


196 




End 


1686 







3782 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
..^ Gene No. 
j =f Start 
: :3 Name 
jlH Start 

Exons 

Seq. No. 
W Gene No. 
j : y Start 
, 5 Name 
,U Start 

;:1 gi 

Exons 

|ISS 

□ Seq. No. 
! 2 Gene No. 
lt t Start 
"" rf Name 

Start 

GI 

Exons 



OJ990402_24.9819.C31.ol.gs 

196 

none 

196. .1117 

3618 
7717 
196 

OJ990402_24 . 9819 . C31 . o3 . tw 

349 

none 

349. .588, 607. .684 

3618 
7717 
196 

OJ990402_24.9819.C31.ol.tm 

427 

none 



Method 

End 

Score 



GENSCAN 

1117 

.42 



Seq. ID OJ990402_24.9819.C31 

Strand + 

End 1686 

Method TBLASTX : Wheat 

End 684 

Score 187 



Seq. ID OJ990402_24.9819.C31 

Strand + 

End 1686 

Method TBLASTX: Maize 

End 1398 

Score 691 



427. .1272, 483. .749, 508. .837, 771. .1262, 1264. .1377, 1369. .1398 



3618 
7717 
196 

OJ990402_24.9819.C31.o2.tw 

721 

none 



Seq. ID OJ990402_24.9819.C31 

Strand + 

End 1686 

Method TBLASTX : Wheat ' 

End 1070 

Score 188 



721. .912, 726. .911, 913. .1065, 930. .1070 



3618 
7717 
196 

OJ990402_24.9819.C31.ol.tw 

1264 

none 



Seq. ID OJ990402_24.9819.C31 

Strand + 

End 1686 

Method TBLASTX : Wheat 

End 168 6 

Score 270 



1264. .1575, 1269. .1562, 1279. .1563, 1558. .1686 



3619 
7718 
45 

OJ990402_26.9819.C2.ol.gs 
45 

none 
45. .683 



Seq. ID OJ990402_26.9819.C2 
Strand 

End 683 

Method GENSCAN 

End 683 

Score . 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990402_26.9819.C3 
Strand + 

174 

AAT/NAP 
174 
78 



3620 
7719 
1 

OJ990402_26.9819.C3.ol.np 
1 

1621440 
1. .174 

(U72148) plasma membrane H+-ATPase [Lycopersicon esculentum] 



End 

Method 

End 

Score 



3620 
7720 
2914 



Seq. ID OJ990402_26.9819.C3 
Strand + 
End 8241 



3783 





Name 


OJ990402 26.9819.C3.ol.gs 


Method 


GENSCAN 








Start 


2914 


End 


8241 








GI 


none 


Score 


.53 








Exons 


2914. .3249, 4012. .4212, 4627 


..4765, 5030.. 5340, 


5411. .5501, 






7895. .8241 












Seq. No. 


3620 


Seq. ID 


OJ990402_ 


26.9819 


.C3 




Gene No. 


7720 


Strand 


+ 








Of -i *-4- 


2914 


End 


8241 








Name 


OJ990402 26.9819.C3.o2.np 


Method 


AAT/NAP 








Start 


7474 


End 


7875 








GI 


2462640 


Score 


555 








Exons 


7474. .7875 












GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 








Seq. No. 


3620 


Seq. ID 


OJ990402_ 


26.9819 


.C3 




Gene No. 


7721 


Strand 


+ 








Start 


30088 


End 


37878 








Name 


OJ990402 26.9819.C3.o5.gs 


Method 


GENSCAN 








Start 


30088 


End 


37878 








GI 


none 


Score 


.51 








Exons 


30088. .31140, 31228. .31687, 


32277. .33751, 34082. 


.34418, 








34620. .34789, 36048 .. 36104 , 


37051. .37878 






i. 1 


Seq. No. 


3620 . ' 


Seq. ID 


OJ990402_ 


26.9819 


.C3 


:. i i 


Gene No. 


7721 


Strand 


+ 






1 y 




30088 


End 


37878 








Name 


OJ990402 26.9819.C3.o5.np 


Method 


AAT/NAP 








Start 


32003 


End 


35110 






• s y 


GI 


4416302 


Score 


3442 








Exons 


32003.. 35110 










ry 


GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






!L 


Seq. No. 


3620 


Seq. ID 


OJ990402_ 


26.9819 


.C3 


w 


Gene No. 


7722 


Strand 


+ 






j 


Start 


40644 


End 


40769 






• jl 

•- S3 


Name 


OJ990402 26.9819.C3.o2.gp 


Method 


AAT/GAP 








Start 


40644 


End 


40769 






.SSI 

L J 


GI 


uC-osroM202017a05al 


Score 


144 








Exons 


40644. .40769 












GI Descrip. 


'6041846/gb|AAF02155.1|AC009853 15 1.0e-09 (AC009853) unknown 






protein [Arabidopsis thaliana] 1 










Seq. No. 


3620 


Seq. ID 


OJ990402_ 


26. 9819 


.C3 




Gene No. 


7723 


Strand 










Start 


9670 


End 


11601 








Name 


OJ990402 26.9819.C3.o2.gs 


Method 


GENSCAN 








Start 


9670 


End 


11601 








GI 


none 


Score 


.9 








Exons 


9670.. 9705, 10993.. 11601 












Seq. No. 


3620 


Seq. ID 


OJ990402_ 


26.9819 


.C3 




Gene No. 


7724 


Strand 










Start 


13545 


End 


18211 








Name 


OJ990402 26.9819.C3.o4.np 


Method 


AAT/NAP 








Start 


13545 


End 


18211 








GI 


6705984 


Score 


6256 







3784 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13545. .18211 

(AB033235) gag-pol polyprotein [Oryza sativa] 



3620 
7725 
37935 

OJ990402_26.9819.C3.o9.tw 

6433 

none 



Seq. ID OJ990402_26.9819.C3 

Strand - . 

End 40341 

Method TBLASTX : Wheat 

End 6817 

Score 295 



6433. .6657, 6434. .6724, 6500. .6691, 6761.. 6817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3620 
7725 
37935 

OJ990402_26.9819.C3.ol0.tm 

7648 

none 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Mai ze 

End 8415 

Score 262 



7648^8214, 7740.. 7928, 8296.. 8415 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26. 9819.C3.o20 .tm 

Start 8416 

GI none 
Exons 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX: Maize 

End 8748 

Score 71 



8.416. .8505, 8482. .8619, 8502. .8606, 8683. .8748, 8688. .8747 



r=, Seq. No. 3620 

! : 1 Gene No. 7725 

^ Start 37 935 

W Name OJ9904 02_2 6.9819.C3.ol3.tw 

i : U Start 8458 

GI none 

Exons 



Seq. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX : Wheat 

End 8742 

Score 55 



8458. .8505, 8476. .8619, 8503. .8640, 8653.. 8742 



t * Seq. No. 

I s ^ Gene No. 

U Start 

fi Name 

^ Start 

^ GI 

Exons 



3620 
7725 
37935 

OJ990402_26.9819.C3.ol8.tm 

9038 

none 

9038. .9361 



Seq. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX: Maize 

End 9361 

Score 221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3620 
7725 
37935 

OJ990402_26.9819.C3.ol6.tm 

13452 

none 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX: Maize 

End 13691 

Score 123 



13452. .13490, 13503 .. 13691, 13515 .. 13655 , 13529 .. 13687 , 
13573. .13689 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26 '. 9819 . C3 . 08 . tm 

Start 13693 



Seq. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX : Maize 

End 13967 



3785 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

13693. .13965, 13695.. 13967 

3620 
7725 
37935 

0 J9 904 02_2 6.9819.C3.o2.tw 

13734 

none 

13734. .14132, 13744. .14130 



Score 262 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Wheat 

End 14132 

Score 4 68 



Seq. No. 3620 Seq. ID 

Gene No. 7725 Strand 

Start 37935 End 

Name OJ990402_26 . 9819 .C3 . ol7 . tm Method 

Start 13971 End 

GI none Score 

Exons 13971.. 14264 



OJ990402_26.9819.C3 
40341 

TBLASTX: Maize 

14264 

222 



Seq. No. 3620 Seq. ID 

Gene No. 7725 Strand 

. Start 37935 End 

5C * Name OJ990402_26 . 9819 . C3 . o7 . tw Method 

=j Start . 14163 End 

iJ GI none Score 

:R Exons 14163. .14522, 14173.. 14517 



OJ990402_26.9819.C3 
40341 

TBLASTX: Wheat 
14522 

_320 



OJ990402 26. 9819. C3 



La 



rj i 



.as* 



Seq. No. 3620 Seq. ID 

Gene No. 7725 Strand 

Start 37935 End 

Name 0 J9904 02_2 6.9819.C3.o4.tm Method 

Start 14267 End 

GI none Score 

Exons 14267. .14605, 14271 .. 14 615, 14272 .. 14583, 14274.. 14612 



40341 

TBLASTX: Maize 

14615 

299 



Seq. No. 

Gene No. 
kj Start 

Name 
■}% Start 
U GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3620 Seq. ID 

7725 Strand 

37935 End 

OJ990402_26 . 9819 . C3 . ol . tc Method 

14334 End 

none Score 

14334. .14699, 14335 .. 14559, 14337.. 14627 



OJ990402 26. 9819. C3 



40341 

TBLASTX: Cress 
14699 
197 



3620 
7725 
37935 

OJ990402_26. 9819.C3. 

14649 

none 

14649. .15074, 14649. 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990402 26. 9819. C3 



ol . tw 
.15074, 14650.. 15075 



40341 

TBLASTX: Wheat 
15075 
420 



Seq. No. 3620 Seq. ID 

Gene No. 7725 Strand 

Start 37935 End 

Name OJ990402_26 . 9819 . C3 . ol9 . tm Method 

Start 14695 End 

GI none Score 



OJ990402_26. 9819.C3 
40341 

TBLASTX: Maize 

14870 

116 



3786 



'"'-4 



Exons 


14695. .14868, 14700. 


.14870 








Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


.C3 


uene wo . 


/ /Zj 




Strand 






Start 


37935 




End 


40341 




Name 


OJ990402 26. 9819. C3. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


14791 




End 


14990 




GI 


none 




Score 


74 




Exons 


14791. .14880, 14796. 


.14882, 


14878. . 14976, 14886. .14990 




Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


.C3 


bene wo. 


1 1 ZD 




Strand 






Start 


37935 




End 


40341 




Name 


OJ990402 26. 9819. C3. 


06. tm 


Method 


TBLASTX : Maize 




Start 


14970 




End 


15514 




GI 


none 




Score 


87 




Exons 


14970. .15293, 15094. 


.15294, 


15287. .15514, 15309. .15473 




Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


.C3 


bene wo . 


/ /iJ 




Strand 






Start 


37935 




End 


40341 




Name 


OJ990402 26. 9819. C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start . 


14995 




End 


15252 




GI 


none. 




Score 


208 




Exons 


.14995. .15252, 14995. 


.15183, 


14997. .15251 




Seq. No. 


. 3620 




Seq. ID 


OJ990402_26. 9819 


.C3 


Gene No . 


*7 "7 9 ^ 
1 1 ZD 




Strand 






Start 


37935 




End 


40341 




Name 


OJ990402 26. 9819. C3. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


15162 




End 


15562 




GI 


none 




Score 


97 




Exons 


15162. .15293, 15284. 


.15562, 


15309. .15515 




Seq. No. 


3620 




Seq. ID 


OJ990402_26. 9819 


.C3 


oene wo. 


1 I ZD 




Strand 






Start 


37935 




End 


4 0341 




Name 


OJ990402 26. 9819. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15284 




End 


15634 




GI 


none 




• Score 


125 




Exons 


15284. .15634, 15285. 


.15515 








Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


.C3 


i^ene wo. 


f I ZD 




Strand 






Start 


37935 




End 


40341 




Name 


OJ990402 26. 9819. C3. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


15557 




End 


16024 




GI 


none 




Score 


133 




Exons 


15557. .16024, 15588. 


.15812, 


15590. .15949 




Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


.C3 


Gene No. 


7725 




Strand 






Start 


37935 




End 


40341 




Name 


OJ990402 26. 9819. C3. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


15611 . 




End 


16093 




GI 


none 




Score 


164 




Exons 


'15611. .16093, 15645. 


.15998 









3787 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26. 9819.C3.ol5. tm 

Start 16049 

GI none 

Exons 16049. .16192, 16050. . 16187, 16061 16189, 16063 .. 16194 , 
16205. .16300 



Seq. ID OJ990402_26.9819.C3 
Strand * - 
End 40341 
Method TBLASTX : Maize 
End 16300 
Score 181 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26 . 9819 . C3 . ol2 . tm 

Start 16373 

GI none 

Exons 16373. .16618, 16407.. 16616 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Mai ze 

End 16618 

Score 88 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26. 9819 . C3 . o4 . tw 

Start * 16376. 

GI none 

Exons 16376. .16570, 16404 .. 16565, 16583 16858 , 16584 .. 16838 , 
16589. .16858 



Seq'. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX : Wheat 

End 16858 

Score 118 



f5 Seq. No. 

>7i Gene No. 

| : !f Start 

" ,s * Name 

FLI Start 

i: GI 

Exons 

'"■-J 

. 7 Seq. No. 
i B * Gene No. 
hj Start 
O Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3620 
7725 
37935 

OJ990402_26.9819.C3.o6.ts 

16376 

none 

16376. .16618, 16422.. 16616 

3620 
7725 
37935 

OJ990402_26.9819;C3.o3.tw. 

17208 

none 

17208. .17573, 17215 .. 17376, 
17577. .17768, 17578 .. 17709/ 



Seq. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX : Soybean 

End 16618 

Score 80 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Wheat 

End 17785 

Score 270 
17216. .17572, 17237 17578 , 
17579. .17785, 17579.. 17767 



3620 
7725 
37935 

OJ990402_26. 9819 . C3 . o7 . ts 
17342 
none 

17342. .17563, 17603 .. 17737 , 17604.. 17738 



Seq. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX : Soybean 

End 17738 

Score 87 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26. 9819 .C3 . ol3 . tm 

Start 17546 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX: Maize 

End 17783 



3788 



GI 

' Exons 



none 

17546. .17773, 17547 17771, 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26 . 9819. C3 .oil .tm 

Start 31834 

GI none 

Exons 31834. .31923, 31840 31923, 
32056. .32184 



Score 210 
17585. .17782, 17664.. 17783 

Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX: Maize 

End 32191 

Score 92 
31952. .32191, 31960 .. 32028, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
r=| Start 
'""Z Name 

Start 
C* 5 GI 
TU Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3620 
7725 
37935 

OJ990402_26. 9819. C3. oil. tw 

31967 

none 

31967. .32284, 31981.. 32202 

3620 
7725 
37935 

OJ990402_26.9819.C3.o7.tm . 

32194 

none 

32194. .32325, 32195. .32323, 
32314. .32586, 32318.. 32584 

3620 
7725 
37935 

OJ990402_26.9819.C3.o5.tw 

32356 

none 

32356.-32586, 32357 32602, 
32642. .32920, 32642.. 32929 

3620 
7725 
37935 

OJ990402_26.9819.C3.o2.tm 

32591 

none 

32591. .32662, 32617 .. 32664 , 
33253. .33390, 33293.. 33451 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Wheat 

End 32284 

Score 236 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX: Maize 

End . 32586 

Score 92 
32311. .32535, 32313 .. 32519, 



Seq. ID OJ990402_26. 9819.C3 
Strand 

End 40341 

Method TBLASTX : Wheat 

End 3292 9 

Score 272 
32366. .32611, 32641 32919, 



Seq.. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Mai ze 

End 33451 

Score 109 
32662. .33279, 32663 .. 33280, 



3620 
7725 
37935 

OJ990402_26. 9819 . C3 . o5 . ts 
32771 
none 

32771. .33232, 32800 .. 32961, 33028.. 33180 



Seq. ID OJ990402_26.9819.C3 
Strand 

40341 

TBLASTX : Soybean 
33232 
329 



End 

Method 

End 

Score 



3620 
7725 



Seq. ID OJ990402_26.9819.C3 
Strand 



3789 



Start 
Name 
Start 
GI 

Exons 



37935 

OJ990402_26.9819.C3.ol4.tw 

33014 

none 

33014. .33091, 33098 .. 33244 , 
33265. .33345 



End 

Method 

End 

Score 



40341 

TBLASTX: Wheat 

33345 

100 



33107. .33247, 33108 .. 33248, 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_2 6 . 981 9 . C3 . o9 . tm 

Start 33452 

GI none 

Exons 33452. .33700, 33472.-33735, 



Seq. ID OJ990402_26.9819.C3 
Strand 

End 40341 

Method TBLASTX : Mai ze 

End 33739 

Score 291 
33689. .33739 



Seq. No. . 3620 

Gene No. * 7725 

Start 37935 

Name OJ990402_26 . 9819 . C3 . ol . ts 

Start 33467 

GI 5509260 

Exons 33467. .34075, 33562 .. 34080, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_26.9819.C3 
40341 

TBLASTX : Soybean 

34080 

715 



33817. .34080 



U Seq. No. 
ff\ Gene No. 
r U Start 
Name 

! «y gi 

W Exons 



3620 
7725 
37935 

OJ990402_2 6.9819.C3.o6.tw 

33596 

none 

33596. .33685, 33692 .. 337 18, 
33725. .33853, 33727 .. 34065, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

33709 

33896 



OJ990402 26. 9819. C3 



40341 

TBLASTX: Wheat 
34072 
84 

34062, 33719. .34066, 
34072 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26 . 9819 . C3 . o3 . tc 

Start 33688 

GI none 

Exons 33688. .33834, 3368 9 .. 33961, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_26.9819.C3 
40341 

TBLASTX: Cress 

33961 

193 



33755. .33835 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26 . 9819 . C3 . o3 . tm 

Start 33740 

GI none 

Exons 33740. .34207, 33740 33859, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
33742. .34206 



OJ990402_26.9819.C3 
40341 

TBLASTX: Maize 
34207 
572 



Seq. No. 3620 

Gene No. 7725 

Start 37935 

Name OJ990402_26 . 9819 . C3 . ol4 . tm 

Start 34249 

GI none 

Exons 34249/. 34302, 34250 .. 34441, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_26.9819.C3 
40341 

TBLASTX: Maize 

34441 

246 



34253. .34423, 34345. .34440 



3790 



Seq. No. 


3620 




Seq. ID 


ftv "T ft ft ft A ft ft ft S~- ft ft -1 ft 

OJ990402_26. 9819 


Gene No. 


7725 




Strand 




Start 


37935 




End 


40341 


Name 


OJ990402_26. 9819.C3 


.ol2. tw 


Method 


TBLASTX: Wheat 


Start 


34256 




End 


34687 


GI 


none 




Score . 


97 


Exons 


34256. . 34417, 34430 


. . 34687 






Seq. No. 


3620 




Seq. ID 


-ft -r ft ft ft a ft ft ft f ft ft *i ft 

OJ990402_26. 9819 


Gene No. 


. 7725 




Strand 




Start 


37935 




End 


40341 


Name 


OJ990402_26.9819,C3 


. ol. tm 


Method 


TBLASTX: Maize 


Start 


34442 




End 


35190 


GI 


none 




Score 


914 


Exons 


34442 . . 35104, 34444 


. . 35118, 


34451. .35119, 35005 35109, 




35161 . . 35190 








Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


Gene No. 


7725 




Strand 




Start 


37935 




End 


40341 


Name 


OJ990402_26.9819.C3 


,o2.ts 


Method 


TBLASTX : Soybean 


Start 


34451 




End 


35116 


GI 


none 




Score 


307 


Exons 


.34451. .34834, 34456 


. . 34827, 


34463.-34834, 34868 .. 35116, 




34876.. 35043 








Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


Gene No . 


7725 




Strand 




Start 


37935 




End 


40341 


Name 


OJ990402_26. 9819.C3 


;o2 . tc 


Method 


TBLASTX: Cress 


Start 


34631 




End 


35089 


GI 


none 




Score 


69 


Exons 


34631. .34720, 34724 


. . 34858, 


34844. .35089, 34870.. 35037 


Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


Gene No. 


. 7725 




Strand 




Start 


37935 




End 


40341 


Name 


T V"\ /"V A ft ft ft /* ft ft 1 ft J**m ft 

OJ990402_26. 9819.C3 


.olS.tw 


Method 


TBLASTX: Wheat 


Start 


34724 




End' 


35056 


GI 


none 




Score - 


100 


Exons 


34724 . . 34849, 34744 


. . 34845, 


34868. .35056, 34924.. 35043 


Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


Gene No. 


7725 




Strand 




Start 


37935 




End 


40341 


Name 


OJ990402 26. 9819. C3 


. 06 . np 


Method 


AAT/NAP 


Start 


37934 




End 


39910 


GI 


6721516 




Score 


593 


Exons 


37934. .37960, 39086 


. .39450, 


39670. .39910 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3620 




Seq. ID 


OJ990402_26.9819 


Gene No. 


7725 




Strand 




Start 


37935 




End 


4-0341 


Name 


OJ990402 26. 9819. C3 


,o6.gs 


Method 


GENSCAN 


Start 


37935 




End 


40341 


GI 


none 




Score 


.79 



3791 



Exons 



37935. .38253, 40226.. 40341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3621 
7726 
213 

OJ990402_27.9819.C2.ol.gs 

213 

none 

213. .747, 1233. .1285 



Seq. ID OJ990402_27.9819.C2 
Strand 

End 1285 

Method GENSCAN 

End 1285 

Score .8 



Seq. ID OJ990402_27.9819.C3 
Strand + 

5383 
AAT/NAP 
2017 
1460 



3622 
7727 
1 

OJ990402_27 . 9819 . C3 . o2 . np 
1 

6630685 
1. .77, 918. .2017 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



End 

Method 

End 

Score 



3622 
7727 
1 

OJ990402_27 . 9819 . C3 . ol . gs 

614 

none 



Seq. ID OJ990402_27.9819.C3 

Strand + 

End 5383 

Method GENSCAN 

End 5383 

Score .71 



614.. 661, 992.. 1328, 3038.. 3094, 3674. .3795, 3993.. 4424, 
4793. .4951, 5165.. 5383 



Seq. ID OJ990402_27.9819.C3 

Strand + 

End 5383 

Method AAT/GAP 

End 5226 

Score 429 



3622 
7727 
1 

OJ990402_27. 9819 . C3 . ol . gp 
4923 

61605_3.R1084 
4923.-5226 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 


3622 




Seq. ID 


OJ990402_27.9819 


.C3 


Gene No. 


7728 




Strand 






Start 


1 




End 


782 




Name 


OJ990402 27 


■9819.C3.ol.np 


Method 


AAT/NAP 




.Start 


1 




End 


782 




GI 


6721516 




Score 


229 




Exons 


1..32, 454. 


.782 








GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


3622 




Seq. ID 


OJ990402_27.9819 


.C3 


Gene No. 


7729 




Strand ' 






Start 


5594 




End 


9387 




Name 


OJ990402 27 


.9819.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


916 




End 


1228 




GI 


none 




Score 


397 




Exons 


916. .1227, 


917. .1228 








Seq. No. 


3622 




Seq. ID 


OJ990402_27.9819 


.C3 



37 92 





Gene No. 


7729 






Strand 






Start 


5594 






End 


9387 




Name 


OJ990402 27 


.9819.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1166 






End 


1597 




GI 


none 






Score 


105 




Exons 


1166. .1327, 


1340. .1597 










Seq. No. 


3622 






Seq. ID 


OJ990402_27.9819.C3 




Gene No. 


7729 






Strand 






Start 


5594 - 






End 


9387 




Name 


OJ990402 27 


.9819.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1352 






End 


2150 




GI 


none 






Score 


910 




Exons 


1352. .2014, 


1354. .2028, 


1915. 


.2073, 1917. .2039, 2115. .2150 




Seq. No. 


3622 






Seq. ID 


OJ990402_27.9819.C3 




Gene No. 


7729 






Strand 






Start 


5594 






End 


9387 




Name 


OJ990402 27 


.9819.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1361 






End 


2047 




GI 


none 






Score 


302 




Exons 


1361. . 1744, 


1366. .1737, 


1373. 


.1744, 1778. .2047, 1786. .1953 




Seq. No. 


3622 






Seq. ID 


OJ990402_27.9819.C3 


;. i 


Gene No. 


7729 






Strand 




s w 


Start 


5594 






End 


9387 


en 


Name 


OJ990402 27 


.9819.C3.ol. 


tc 


Method 


TBLASTX: Cress 


i y 


Start 


1541 






End 


1999 




GI 


none 






Score 


69 


i.Li 


Exons 


1541. .1630, 


1634. .1768, 


1754. 


.1999, 1780. .1947 


': =? 


Seq. No. 


3622 






Seq. ID 


OJ990402_27.9819.C3 


ry 


Gene No. 


7729 






Strand 






Start 


5594 






End 


9387 




Name 


OJ990402 27 


.9819.C3.o3. 


np 


Method 


AAT/NAP 




Start 


5594 






End 


9387 




GI 


6063554 






Score 


322 




Exons 


5594. .5769, 


6401. .6428, 


6746. 


.6967, 7086. .7354, 9356. .9387 


'is? 


GI Descrip. 


(AP000615) 


ESTs AU075609(C63344) ,C71850 (E04 64 ) , C98611 (E04 64 ) 






correspond 


to a region 


of the predicted gene.; hypothetical 


: : cf 




protein [Oryza sativa] 










Seq. No. 


3622 






Seq. ID 


OJ990402_27.9819.C3 




Gene No. 


7729 






Strand 






Start 


5594 






End 


9387 




Name 


OJ990402 27 


.9819.C3.o2. 


gs 


Method 


GENS CAN 




Start 


6306 






End 


9183 




GI 


none 






Score 


.58 




Exons 


6306. .6421, 


6746. . 6965, 


8920. 


.9018, 9163. .9183 




Seq. No. 


3623 






Seq. ID 


OJ990402_27.9819.C4 




Gene No. 


7730 






Strand 


+ 




Start 


370 






End 


487 




Name 


OJ990402 27 


. 9819. C4 .ol. 


gs 


Method 


GEN SCAN 




Start 


370 






End 


487 




GI 


none 






Score 


.58 




Exons 


370. .487 











3793 



Seq. No. 


3623 


Seq. ID 


OJ990402 


_27.9819.C4 


Gene No. 


7731 


Strand 


+ 




otart 


A A CI 
4 HO J 


End 


15214 




Name 


OJ990402 27.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


4250 


End 


8009 




GI. 


2623246 


Score 


1380 




Exons 


4250. .4274, 5663..S943, 6105. 


.6304, 6867.. 7102, 


7363. .7505, 




7613.. 7684, 7785.. 8009 








GI Descrip/ 


(AF030709) poly (A) polymerase 


[Pisum sativum] 




Seq. No. 


3623 


Seq. ID 


OJ990402 


_27.9819.C4 


Gene No. 


7731 


Strand 


+ 




Start 


4463 


End 


15214 




Name 


OJ990402 27.9819.C4.o2.gs 


Method 


GEN SCAN 




Start 


4463 


End 


12627 




GI 


none 


Score 


.77 




Exons 


4463..4579> 4614. .4717, 5280. 


.5305, 5813.. 5943, 


6105. .6304, 




6867. .7102, 7363. .7505, 7613. 


.7684, 7785. .7931, 


9167. .9311, 




9402. .9542, 10102 .. 10247 , 104 99 .. 10906, 


12234. . 


12276, 




12614. .12627 









:i : : 

i y 



ru 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

GI Descrip. 



3623 Seq. ID 

7731 Strand 
"4463 End 

OJ9904 02_27 . 9819 . C4 . o2 . gp Method 
'6253 End 

LIB34 32-011-P1-K1-B5 Score 

6253.. 6304, 6867.. 7102, 7363.. 7506 

'6016707/gb|AAF01533.1|AC009325_3 3.0e-66 (AC009325) putative 
thylakoid lumen rotamase [Arabidopsis thaliana] 1 



OJ990402_27.9819.C4 
+ 

15214 • 
AAT/GAP 
7506 
755 



Seq. No. 


3623 


Seq. ID 


OJ990402_27 


.9819.C4 


Gene No. 


7731 


Strand 


+ 




Start 


4463 


End 


15214 




Name 


OJ990402 27.9819.C4.o3.np 


Method 


AAT/NAP 




Start 


8976 


End 


12430 




GI 


- 3582340 


Score 


172 




Exons 


8976. .9012, 10441. .10910, 


12354. .12430 






GI Descrip. 


(AC0054 96) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


3623 


Seq. ID 


OJ990402_27 


.9819.C4 


Gene No. 


7731 


Strand 


+ 




Start 


4463 


End 


15214 




Name 


OJ990402 27.9819.C4 .o3.gp 


Method 


AAT/GAP 




Start 


12119 


End 


13090 . 




GI 


uC-osflcypl76e06bl 


Score 


915 




Exons 


12119. .12444, 12937.. 13090 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone: 


tl7804 ' 



Seq. No. 3623 Seq. ID 

Gene No. 7731 Strand 

Start 4463 End 

Name OJ990402_27 . 9819 . C4 . o3 . gs Method 

Start 12919 End 

GI none Score 



OJ990402_27.9819.C4 
+ 

15214 
GENSCAN 
15214 
.51 



3794 



Exons 12919. .14081, 15043.. 15214 



Seq. No. 


3623 


Seq. ID 


OJ990402_27.9819 




Gene No. 


7731 


Strand 


+ 




Start 


4463 


End 


15214 




Name 


OJ990402 27.9819.C4.o4.np 


Method 


AAT/NAP 




Start 


12926 


End 


14926 




GI 


4406785 


Score 


105 




Exons 


12926. .13186, 14898.. 14926 








GI Descrip. 


(AC006532) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


3623 


Seq. ID 


OJ990402_27.9819 


.C4 


Gene No. 


7731 


Strand 


+ 




Start 


4463 


End 


15214 




Name 


OJ990402 27.9819.C4.o4.gp 


Method 


AAT/GAP 




Start 


13472 


End 


13894 




GI 


572371 


Score 


768 




Exons 


13472. .13894 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3623 
7732 
17179 

OJ990402_27.9819.C4.o6.np 

17179 

5852178 

17179. .17506, 18127. .18192, 



Seq. ID 

Strand 

End 

Method 
,End 
Score 



OJ990402_27, 
+ 

19382 
AAT/NAP 
18660 
159 



9819. C4 



18557. .18660 



(AL117265) zhb0008.1 [Oryza sativa] 



3623 Seq. ID 

7732 Strand 
17179 End 
OJ9904 02_27 . 98 1 9 . C4 . o7 . np Method 
17239 End 
6063554 Score 
17239. .17374, 1920S.. 19382 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990402_27.9819.C4 
+ 

19382 
AAT/NAP 
19382 
155 



Seq. No. 3623 Seq. ID 

Gene No. 7733 Strand 

Start 1 End 

Name OJ990402_27 . 9819 . C4 . ol . np Method 

Start 1 End 

GI 6721516 Score 

Exons 1..63, 460.. 700 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990402_27.9819.C4 
700 

AAT/NAP 
700 
342 



Seq. No. 3623 Seq. ID 

Gene No. 7734 Strand 

Start 16974 End 

Name OJ990402_27 . 9819 . C4 . o2 . tc Method 

Start 5668 End 

GI none Score 

Exons 5668.. 5751, 5673.. 5759, 5673.. 5750, 5763 
5764. .5943 



OJ990402 27. 9819. C4 



21731 - 
TBLASTX: Cress 
5943 
65 

5843, 5763. .5939, 



3795 



i U 



Seq. No. 


3623 








Seq. ID 


OJ990402 


_27.9819.C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 




Name 


OJ990402 27 


.9819. 


C4.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


6104 








End 


6873 




GI 


none 








Score 


244 




Exons 


6104. .6301, 


6105. 


.6302, 


6139. 


.6309, 6139.. 6309, 


6814. .6873 


Seq. No. 


3623 








Seq. ID 


OJ990402 


_27.9819.C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 




Name 


OJ990402 27 


.9819. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6105 








End 


7013 




GI 


none 








Score 


291 




Exons 


6105. .6305, 


6105. 


.6302, 


6106. 


.6309, 6856.. 6960, 


6864. .7013, 




6865. .7011 














Seq. No. 


3623 








Seq. ID 


OJ990402 


_27. 9819.C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 




Name 


OJ990402 27 


.9819. 


C4 . o'3 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6951 








End 


7107 




GI 


none 








Score 


241 




Exons 


6951. .7094, 


6952. 


.7101, 


7009. 


.7107 






Seq. No. 


3623 








Seq. ID 


OJ990402 


_27. 9819.C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 




Name 


OJ990402_27 


.9819. 


C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6988 








End 


8026 




GI 


none 








Score 


189 




Exons 


6988. .7101, 


6990. 


.7094, 


7000. 


.7119, 7362.. 7505, 


7364. .7507, 




7598. .7681, 


7601. 


.7684, 


7612. 


.7686, 7782.. 7850, 


7784. .7852, 




7830. .7892, 


7847. 


.7891, 


7850. 


.7894, 7895.. 7951, 


7896. .7952, 




7926. .8012, 


7952. 


.8008, 


7955. 


.8026 






Seq. No. 


3623 








Seq. ID 


OJ990402 


27. 9819. C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 




Name 


OJ990402 27 


.9819. 


C4 .o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7361 








End 


7687 




GI 


none 








Score 


161 




Exons 


7361. .7498, 


7362. 


.7499, 


7367. 


.7501, 7610. .7684, 


7610. .7687 


Seq. No. 


3623 








Seq. ID 


OJ990402 


_27.9819.C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 




Name 


OJ990402 27 


.9819. 


C4 .ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7424 








End 


7880 




GI 


none 








Score 


116 




Exons 


7424. .7507, 


7425. 


. 7505, 


7434 . 


.7508, 7435.. 7506, 


7441. .7509, 




7607. .7681, 


7612. 


.7680, 


7613. 


.7687, 7615.. 7683, 


7784. .7879, 




7785. .7880, 


7785. 


.7880 










Seq. No. 


3623 








Seq. ID 


OJ990402 


_27.9819.C4 


Gene No. 


7734 








Strand 






Start 


16974 








End 


21731 





3796 



[ u 



Name 


OJ990402 27.9819.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7771 


End 


8024 




GI 


none 


Score 


138 




Exons 


7771.. 7959, 7784. .8008, 7785 


. .8024 






Seq. No. 


3623 


Seq. ID 


OJ990402_27.9819 


.C4 


VJC1IC W • 


7734 


Qf rand 






Start 


16974 


End 


21731 




Name 


OJ990402 27.9819.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


7880 


End 


8024 




GI 


none 


Score 


214 




Exons 


7880.. 8020, 7881.. 8024 








Seq. No. 


3623 


Seq. ID 


OJ990402_27.9819 


.C4 


vj cue inu • 


7734 


Strand 






Start 


16974 


End 


21731 




Name 


OJ990402 27.9819.C4.o5.ts 


Method 


TBLASTX : Soybean 




Start 


• 10559 


End 


10813 




GI 


none 


Score 


64 




Exons 


10559. .10645, 10580 . . 10645, 


1064 5. .10812, 1064 6. .10813 




Seq. No. ' 


3623 


Seq. ID 


OJ990402_27. 9819 


.C4 


Gene No. 


7734 


Strand 






Start 


16974 


End 


21731 




Name 


OJ990402 27.9819.C4.o4.tm , 


Method 


TBLASTX: Maize 




Start 


1063*3" 


End 


10783 




GI 


none 


Score 


180 




Exons 


10633. .10782, 10634.. 10783 









ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3623 
7734 
16974 

OJ990402_27 . 9819 . C4 . o5 . np 

16923 

5441880 



OJ990402 27. 9819. C4 



Seq. ID 
Strand 

End 21731 
Method AAT/NAP 
End 21731 
Score 238 

16923. .17137, 17431 .. 17680, 17918 .. 18128, 21706. .21731 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



3623 
7734 
16974 

OJ990402_27 . 9819 . C4 . o4 . gs 

16974 

none 



Seq. ID OJ990402_27 . 9819.C4 
Strand 

End 21731 

Method GENSCAN 

End 20566 

Score .45 



16974. .17260, 17571 .. 17826, 17918 18115, 18 181 .. 18336, 
19448. .19521, 20182.. 20566 



3624 - 

7735 

10778 

OJ990402_27.9819.C5.o2.gs 

10778 

none 



Seq. ID OJ990402_27. 9819.C5 

Strand + 

End 13768 

Method GENSCAN 

End 13768 

Score .48 



10778. .10822, 10857.... 11097, 11582 11698, 11909 .. 12031, 
12541. .12657, 12978.. 13768 



3797 



Seq. No. 


3624 


Seq. ID 


OJ990402_27.9819.C5 


Gene No. 


7736 


Strand 




Start 


67 


End 


15481 


Name 


OJ990402 27.9819.C5.ol.gs 


Method 


GENSCAN 


Start 


67 


End 


10132 


GI 


none 


Score 


.43 


Exons 


67. .468, 703. .949, 1084. .1272, 


1321. .: 


3387, 4533.-4667, 




4722. .4760, 4895. .5064, 5824.. 


5949, 6428.. 6546, 6767.. 8037 




8349.. 8829, 8916.. 8984, 9583.. 


10132 




Seq. No. 


3624 


Seq. ID 


OJ990402_27 . 9819. C5 


Gene No. 


7736 


Strand 




Start 


67 


End 


15481 


Name 


OJ990402 27.9819.C5.o3.ts 


Method 


TBLASTX : Soybean 


Start 


77 


End 


327 


GI 


none 


Score 


42 


Exons 


77. .115, 82. .327, 164. .325 






Seq. No. 


3624 


Seq. ID 


OJ990402_27.9819.C5 


Gene No. 


7736 


Strand 




Start 


67 


End 


15481 


Name 


OJ990402 27.9819.C5.ol.np 


Method 


AAT/NAP 


Start 


88 


End 


3253 


GI 


4544372 


Score 


1256 


Exons 


88. .1649, 1755. .2167, 2228.-3253 




GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidop; 




thaliana] 






Seq. No. 


3624 


Seq. ID 


OJ990402_27.9819.C5 


Gene No. 


7736 


Strand 




Start 


67 


End 


15481 


Name 


OJ990402 27.9819.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


109 


End 


510 


GI 


none 


Score 


92 


Exons 


109. .510, 137. .370 






Seq. No. 


3624 


Seq. ID 


OJ990402_27.9819.C5 


Gene No. 


7736 


Strand . 




Start 


67 


End 


15481 


Name 


OJ990402 27.9819.C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


547 


End 


913 


GI 


none 


Score 


56 . 


Exons 


547. .588, 643. .912, 830. .913 






Seq. No. 


3624 


Seq. ID 


OJ990402_27.9819.C5 


Gene No. 


7736 


Strand 




Start 


67 


End 


. 15481 


Name 


OJ990402 27.9819.C5.o4.ts 


Method 


TBLASTX: Soybean 


Start 


670 


End 


1041 


GI 


none 


Score 


85 


Exons 


670. .1041, 848. .964 






Seq. No. 


3624 


Seq. ID 


OJ990402_27.9819.C5 


Gene No. 


7736 


Strand 




Start 


67 


End 


15481 


Name 


OJ990402 27.9819.C5.o3.tm 


Method 


TBLASTX: Maize 



3798 



'J 
ru 



□ 



Start 


691 








End 


1023 




GI 


none 








Score 


80 




Exons 


691. .915, 913. .1023 










Seq. No. 


^694 








Seq. ID 


OJ990402_27.9819. 


C5 




77*36 

/ /JO 








Strand 






Start 


67 








End 


15481 




Name 


n.TQQn4n? ?7 


• ^ O i J • 


PS r>4 


tw 


Method 


TBLASTX: Wheat 




Start 


1 4 Q1 ~~ 








End 


1889 




GI 


none 








Score 


38 




Exons 


1491. .1760, 


1513. 


.1644, 


1684. 


.1749, 1800. .1889 




Seq. No. 


"3694 








Seq. ID 


OJ990402_27.9819. 


C5 


Porto XTo 


77 "36 








Strand 






Start 


67 








End 


15481 




Name 


O.TQQDdn? 97 


Qft 1 Q 

• Jul?. 


PS nl 


ts 


Method 


TBLASTX : Soybean 




Start 


1 S99 _ 








End 


1934 




GI 


none 








Score 


130 




Exons 


1522. .1776, 


1524 . 


.1775, 


1797. 


.1934, 1801. .1932 




Seq. No. 










Seq. ID 


OJ990402_27.9819. 


C5 


uene lno . 


77 "36 








Strand 






Start 


67 








End 


15481 




Name 


n.TQQndn9 97 




PS r>9 
tJ ■ uz . 


ts 


Method 


TBLASTX : Soybean 




Start 


90ft S ~~ 








End 


2555 




GI 


none 








Score 


71 




Exons 


2085. .2273, 


2098. 


.2229, 


2274. 


.2555, 2293. .2517 




Seq. No. 


"3694 








Seq. ID 


OJ990402_27.9819. 


C5 


bcilc LNO • 


77 "36 








Strand 






Start 


67 








End 


15481 




Name 


n.TQQ04n9 97 


• -7 O X -7 • 


PS 


tw 


Method 


TBLASTX: Wheat 




Start 


9179 _ 








End 


2570 




GI 


none 








Score 


39 




Exons 


2172. .2273, 


2176. 


.2244, 


2235. 


.2570, 2239.. 2553 




Seq. No. 


"3694 








Seq. ID 


OJ990402_27. 9819. 


C5 




77 "36 








Strand . 






Start 


67 








End 


15481 




Name 


O.7QQn4 09 97 


Qft 1 Q 


PS nl 


tm 


Method 


TBLASTX: Maize 




Start 


9941 ~~ 








End 


2702 




GI 


none 








Score 


227 




Exons 


2241. .2702, 


2242. 


.2553, 


2614. 


.2700 






Seq. No. 


"3694 

J OZ ft 








Seq. ID 


OJ990402_27.9819. 


C5 


bene ino . 


77 "36 
/ / jo 








Strand 






Start 


67 








End 


15481 




Name 


uj y y ufi uz z / 


QQI Q 

. y o ± y . 


to . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


2572 








End 


2975 




GI 


none 








Score 


281 




Exons 


2572. .29.16, 


2592. 


.2924, 


2614. 


.2916, 2919. =2975, 2929. .2970 


Seq. No. 


3624 








Seq. ID 


OJ990402_27.9819. 


C5 


Gene No. 


7736 








Strand 






Start 


67 








End 


15481 




Name 


OJ990402 27 


.9819. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2703 








End 


2921 





3799 



GI 


none 


Score 


219 






Exons 


2703.. 2921, 2704. .2916 










Seq. No. 


3624 


Seq. ID 


OJ990402 


_27.9819. 


C5 


Gene No. 


7736 


Strand 








Start 


67 


End 


15481 






Name 


OJ990402 27.9819.C5.o2.np 


Method 


AAT/NAP 






Start 


5780 


End 


15481 






GI 


4680183 


Score 


198 






Exons 


5780.. 5869, 6476.. 6546, 15430.. 15481 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


3624 


Seq. ID 


OJ990402 


_27.9819. 


C5 


Gene No. 


7736 


Strand 








Start 


67 


End 


15481 






Name 


OJ990402 27.9819.C5.ol.gp 


Method 


AAT/GAP 






Start 


11182 


End 


11805 






GI 


3761363 


Score 


1027 






Exons 


11182. .11805 










GI Descrip. 


5852170/emb|AL117265.1|OST17804 l.Oe- 


151 Oryza 


sativa 





Seq. No. 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



3624 Seq. ID 

7736 Strand 

67 End 

OJ990402_27. 9819.C5 .o3.np Method 

11764 End 

6063554 Score 



OJ990402_27.9819.C5 

15481 
AAT/NAP 
13900 
206 



11764. .11934, 13205. .13428, 13730. .13900 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



3624 
7736 
67 

OJ990402_27.9819.C5.o3.gp 
12003 
2427387 
12003.. 12378 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: t 17804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 27. 9819. C5 



15481 
AAT/GAP 
12378 
699 



3625 Seq. ID 

7737. Strand 
55 End 
OJ990402_27. 9819.C6.ol.np Method 
55 End 
6498441 Score 
55. .113, 301.. 725 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990402_27. 9819.C6 
+ 

725 

AAT/NAP 

725 

413 



3625 
7738 
51 



Seq. ID 

Strand 

End 



OJ990402 27. 9819. C6 



719 



3800 



i !i 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990402_27.9819.C6.ol.gs 
51 

none 

51. .145, 459. .626 

3625 
7738 
51 

OJ9904 02_27 . 981 9 . C6 . ol . tw 
423 
none 

423. .497, 427. .549, 523. .642, 645. .719 

3626 
7739 
1 

0 J9 90 4 02_2 7 . 98 1 9 . C7 . ol . np 

1 

6498441 
1. .174/ 216. .709 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Method 


GENSCAN 




End 


626 




Score 


.8 




Seq. ID 


OJ990402_27.9819 


.C6 


Strand 






End 


719 




Method 


TBLASTX: Wheat 




End 


719 




Score 


100 




645. .719 






Seq. ID 


OJ990402_27.9819 


.C7 


Strand 


+ 




End 


709 




Method 


AAT/NAP 




End 


709 




Score 


373 





3626 
7739 
1 . 

OJ990402_27.9819.C7.ol.gs 
43 

none 

43. .80, 244. .296, 316. .613 

3627 
7740 
54 

OJ990402_27.9819.C8.ol.gs 
54 

none 

54. .145, 342.. 658 



Seq. ID OJ990402_27.9819.C7 

Strand + 

End 709 

Method GENSCAN 

End 613 

Score .78 



Seq. ID OJ990402_27.9819.C8 

Strand + 

End 658 

Method GENSCAN 

End 658 

Score . 65 



3627 
7741 
837 

OJ990402_27.9819.C8.ol.np 
837 

6630699 
837. .922 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990402_27.9819.C8 
Strand + 

922 

AAT/NAP 
922 
81 



End 

Method 

End 

Score 



Seq. No. 3627 

Gene No. 7742 

Start 1061 

Name OJ990402_27 . 9819 . C8 . o2 . np 

Start 1061 

GI 5922620 ' 



Seq. ID OJ990402_27.9819.C8 
Strand 

End 1137 

Method AAT/NAP 

End 1137 

Score 99 



3801 



Exons " 1061. .1137 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
.predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 Idbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


3628 


Seq. ID 


OJ990402 


_27. 


9819. 


C9 


Gene No. 


7743 


Strand 


+ 








Start 


1 


End 


7417 








Name 


OJ990402_27.9819.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3103 








GI 


4206306 


Score 


443 








Exons 


1..147, 866. .1413, 3080. .3103 












GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. No. 


3628 


Seq. ID 


OJ990402 


_27. 


9819. 


C9 


Gene No. 


7743 . 


Strand 


+ 








Start 


1 


.End 


7417 








Name 


OJ990402_27.9819.C9.ol.gs 


Method . 


GEN SCAN 








Start 


i Oft 

429 


End 


4636 








GI 


none 


Score 


.51 








Exons 


429. .575, 727. .793, 829. .1042 


, 2824. .2877, 3065 


. .3127, 






4099.. 4430, 4523.. 4636 












Seq. No. 


3628 


Seq. ID 


OJ990402 


_27. 


9819. 


C9 


Gene No. 


7743 


Strand 


+ 








Start 


1 


End 


7417 








Name 


OJ990402_27.9819.C9.o3.np 


Method 


AAT/NAP 








Start 




End 


7417 








GI 


5852180 


Score 


326 








Exons 


2671. .2707, 2807. .2877, 4140. 


.4325, 7050. .7417 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


3628 


Seq. ID 


OJ990402 


_27. 


9819. 


C9 


Gene No. 


7744 


Strand 










Start 


1547 


End 


4757 








Name 


OJ990402 27.9819.C9.o2.np 


Method 


AAT/NAP *. 








Start 


1547 


End 


4757 








GI 


5852180 


Score 


433 








Exons 


1547. .1608, 4172. .4585, 4637. 


.4757 










GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


3628 


Seq. ID 


OJ990402 


_27. 


9819. 


C9 


Gene No. 


7744 


Strand 










Start 


1547 


End 


4757 








Name 


OJ990402 27.9819.C9.ol.gp 


Method 


AAT/GAP 








Start 


2726 


. End 


3107 








GI 


uC-osflcyp033a04bl 


Score 


667 








Exons 


2726. .3107 












GI Descrip. 


? 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, • chromosome 1, clone : P0711E10 1 










Seq. No. 


3628 


Seq. ID 


OJ990402 


_27. 


9819. 


C9 


Gene No. 


7745 


Strand 










Start 


6513 


End 


7339 








Name 


OJ990402 27.9819.C9.ol.tm 


Method 


TBLASTX:! 


Maize 





3802 




Start 


871 


End 


1332 


GI 


none 


Score 


321 


Exons 


871.. 1332, 972.. 1193, 1236 


. .1301 




Seq. No. 


3628 


Seq. ID 


OJ990402_27. 9819.C9 


uene no . 


/ / Q. 0 


o Lianu 




Start 


6513 


End 


7339 


Name 


OJ990402 27.9819.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


982 


End 


1371 


GI 


none 


Score 


239 


Exons 


982. .1371 






Seq. No. 


3628 


Seq. ID 


OJ990402_27.9819.C9 


Gene No. 


7745 


Strand 


- 


Start 


6513 


End 


7339 


Name 


OJ990402 27.9819.C9.o3.gp 


Method 




Start 


5882 


End 


6263 


GI 


uC-osflcyp033a04bl 


Score 


695 


Exons 


5882. .6263 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


3628 


Seq. ID 


OJ990402_27.9819.C9 


Gene No . 


* 7745 ; - ; ; . 


Strand 




Start 


6513 '* 


End 


7339 


Name 


OJ990402 27.9819.C9.o2.gs 


Method 


GENS CAN 


Start 


6513 


End 


7339 


GI 


none 


Score 


.88 


Exons 


6513.. 6533, 7139.. 7339 






Seq. No. 


3629 


Seq. ID 


OJ990402_27. 9819. C10 


Gene No. 


7746 


Strand 


+ 


Start 


251 


End 


425 


Name 


OJ990402 27.9819.C10.ol.np 


Method 


AAT/NAP 


o Lai L 


251 


End 


425 


GI 


6063554 


Score 


164 


Exons 


251. .425 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


3629 


Seq. ID 


OJ990402_27. 9819. C10 


bene ino . 


7747 


Strand 


+ 


Start 


1096 


End 


1302 


Name 


OJ990402 27.9819.C10.ol.gs 


Method 


GEN SCAN 


Start 


1096 


End 


1302 


GI 


none . 


Score 


.64 


Exons 


1096. .1302 






Seq. No. 


3630 


Seq. ID 


OJ990402 27.9819.C11 


Gene No. 


7748 


Strand 


+ 


Start 


1199 


End 


1523 


Name 


OJ990402 27.9819.Cll.o2.np 


Method 


AAT/NAP 


Start 


1199 


End 


1523 


GI 


5441880 


Score 


38 


Exons 


1199. .1309, 1385. .1523 







GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 



3803 




predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


3630 




Seq. ID 


OJ990402 


_27. 


, 9819 


.Cll 


Gene No. 


7749 




Strand 


- 








Start 


662 




End 


1198 








Name 


OJ990402 27.9819.C11. 


ol .gs 


Method 


GENSCAN 








Start 


662 




End 


1186 








GI 


none 




Score 


.84 








Exons 


662. .760, 1115. .1186 














Seq. No. 


3630 




Seq. ID 


OJ990402 


_27. 


,9819 


.Cll 


Gene No. 


7749 




Strand 


- 








Start 


662 




End 


1198 








Name 


OJ990402 27.9819.C11. 


ol .np 


Method 


AAT/NAP 








Start 


665 




End 


1198 








GI 


5852178 




Score 


166 








Exons 


665. .768, 1133. .1198 














GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 










Seq. No. 


3631 




Seq. ID 


OJ990402 


_27, 


,9819 


.C14 


Gene No. 


7750 




Strand 


+ 








Start 


1 




End 


1020 








Name 


OJ990402 27.9819.C14. 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


1020 








GI 


6498441 




Score 


657 









rU Exons 1..165, 352.. 521, 556.. 1020 

q GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
l7j predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF09880.6) 


[Oryza sativa] 


Seq. . No. 


3631 


Seq. ID 


OJ990402_27.9819.C14 


Gene No. 


7750 


Strand 


+ 


Start 


1 


End 


1020 


Name 


OJ990402 27.9819.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


28* 


End 


476 


GI 


none 


Score 


221 


Exons 


28.-. 261, 105. .263, 130. .267, 334. .372, 


345. .371, 381. .476, 




383.-439 






Seq. No. 


3631 


Seq. ID 


OJ990402_27. 9819.C14 


Gene No. 


7750 


Strand 


+ 


Start 


1 


End 


1020 


Name 


OJ990402 27.9819.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


557 


End 


859 


GI 


none 


Score 


202 


Exons 


557. .859, 559. .858 






Seq. No. 


3632 


Seq. ID 


OJ990402_27. 9819.C15 


Gene No.. - 


7751 


Strand 


+ 


Start 


1 


End 


1009 


Name 


OJ990402 27.9819.C15.ol.np 


Method 


AAT/NAP 


-Start 


1 


End 


525 


GI 


1352316 


Score 


160 


Exons 


1..25, 209. .278, 361. .525 






GI Descrip. 


DR1 PROTEIN HOMOLOG gi | 633026 | dbj | BAA07288 | (D38110) Drl 




[Arabidopsis thaliana] 







3804 



Seq. No. 3632 

Gene No. 7751 

Start 1 

Name OJ990402_27. 9819. CIS. ol.tm 

Start 197 

GI none 
Exons 



Seq. ID OJ990402_27. 9819. CIS 

Strand + 

End 1009 

Method TBLASTX : Mai ze 

End 604 

Score 70 



197. .283, 225.. 278, 226. .285, 363. .494, 363. .479, 365. .604, 
512.. 568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 
13 GI 
,j Exons 
rfl GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3632 
7751 
1 

OJ990402_27. 9819. CIS. ol.tw 

225 

none 



Seq. ID OJ990402_27 . 9819. CIS 

Strand + 

End 1009 

Method TBLASTX : Wheat 

End 538 

Score 65 



225. .278, 225. .278, 226. .279, 227. .283, 360. .491, 363. .479, 
364. .501, 368. .538 



3632 
7751 
1 

OJ990402_27. 9819. CIS. ol.gp 
230 

LIB3475-003-P1-K2-E10 
230. .278, 364. .793 

! 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID OJ990402_27. 9819. CIS 

Strand + 

End 1009 

Method AAT/GAP 

End 7 93 

Score 901' 



3632 
7751 
1 

OJ990402_27. 9819. CIS. ol.gs 

4 67 

none 

467. .1009 

3633 
7752 
176 

OJ990402_27. 9819. C16. ol.gs 

176 

none 

176. .356, 613. .816 



Seq. ID OJ990402_27. 9819. CIS 



Strand 
End 

Method 

End 

Score 



+ 

1009 
GENSCAN 
1009 
.98 



Seq. ID OJ990402_27.9819.C16 

Strand + 

End 816 

Method GENSCAN 

End 816 

Score .69 



3634 
7753 
738 

OJ990402_27. 9819. C18. ol.gp 
738 

3761363 
738. .1361 

5852170/emb|AL117265.1 IOST17804 1.0e-151 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl780'4 



Seq. ID OJ990402_27.9819.C18 
Strand + 

1361 
AAT/GAP 
1361 
1015 



End 

Method 
End 
' Score 



Seq. No. 



3634 



Seq. ID OJ990402_27.9819.C18 



3805 






Gene No. 


7754 




Strand 








Start 


1422 




End 


1735 






Name 


OJ990402 27.9819.C18. 


ol .gs 


Method 


GENSCAN 






Start 


1422 




End 


1617 






GI 


none 




Score 


.61 






Exons 


1422. .1617 












Seq. No. 


3634 




Seq. ID 


OJ990402_27.9819 


.C18 




Gene No. 


7754 




Strand 














bna 


1 IOC 






Name 


OJ990402 27.9819.C18. 


ol .np 


Method 


AAT/NAP 






Start 


1486 




End 


1735 






GI 


5852179 




Score 


159 






Exons 


1486. .1735 












GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 








Seq. No. 


3635 




Seq. ID 


OJ990402_27.9819 


.C19 




Gene No. 


7755 




Strand 








Start 


223 




End 


432 






Name 


OJ990402 27.9819.C19. 


ol .gs 


Method 


GENSCAN. 






Start 


223 




End 


432 






GI 


none 




Score 


.76 






Exons 


223. .432 












Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819 


.C20 




Gene No. 


7756 




Strand 


+ 




m 


Start 


311 




End 


707 






Name 


OJ990402 27.9819.C20. 


ol .gp 


Method 


AAT/GAP 




: stt 


Start 


311 




End 


707 






GI 


none 




Score 


748 




»y 


Exons 


311. .707 










s 

! y 


Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819 


.C20 




Gene No. 


7757 




Strand 


+ 






Start 


1276 




End 


1614 






Name 


OJ990402 27.9819.C20. 


o2 .gp 


Method 


AAT/GAP 




H . 


Start 


1276 




End 


1614 






GI 


3762718 




Score 


586 




:. : 


Exons 


1276. .1614 












Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819 


.C20 




Gene No. 


7758 




Strand 


+ 






Start 


21278 




End 


21634 






Name 


OJ990402 27.9819.C20. 


o5 .gp 


Method 


AAT/GAP 






Of -J 


21278 




End 


21634 






GI 


4879016 




Score 


525 






Exons 


21278. .21634 












GI Descrip. 


6041757/gb|AC011806. 1 


IAC011806 0.0e+00 


Genomic Sequence 


For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 












Seq. No. 


3636 




Seq. ID 


OJ990402_27. 9819 


.C20 




Gene No. 


7759 




Strand 


+ 






Start 


21643 




End 


21946 






Name 


OJ990402 27.9819.C20. 


o6.gp 


Method 


AAT/GAP 






Start 


21643 




End 


21946 






GI 


61605 3.R1084 




Score 


445 





3806 



Exons 


21643. .21946 








GI Descrip. 


1 1402920/emb | CAA66965 | 


2.0e- 


20 (X98321) 


peroxidase [Arabidops 




thaliana] 1 








Seq. No. 


3636 




Seq. ID 


OJ990402_27 . 9819 .C20 


Gene No. 


7759 




Strand 


+ 


Start 


21643 




End 


21946 


Name 


OJ990402 27 . 9819.C20.o7 


.gp 


Method 


AAT/GAP 


Start 


21643 




End 


21942 


GI 


61605 3.R1084 




Score 


446 


Exons 


21643. .21942 








GI Descrip. 


'1402920/emb|CAA66965| 


2.0e- 


20 (X98321) 


peroxidase [Arabidops: 




thaliana] ' 








Seq. No. 


3636 




Seq. ID 


OJ990402_27 . 9819. C20 


Gene No. 


7760 




Strand 


+ 


Start 


22413 




End 


22925 


Name 


OJ990402 27.9819.C20.o8 


.gp 


Method 


AAT/GAP 


Start 


22413 




End 


22925 


GI 


uC-osflM202048cl2bl 




Score 


727 


Exons 


22413. .22925 








GI Descrip. 


'5257255/dbj IAP000364.il AP000364 2.0e-16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819.C20 


Gene No. 


7761 




Strand 




Start 


856 




End 


10472 


Name 


OJ990402 27.9819.C20.ol 


.gs 


Method 


GENSCAN 


Start 


856 




End 


10472 


GI 


none 




Score 


.45 


Exons 


8S6..885, 1429. .1611, 1827.. 


2026, 3211. 


.3259, 5010.. 5301, 




8036. .8163, 8184.. 8609, 


8617 


. .8901, 10155. .10472 


Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819.C20 


Gene No. 


7761 




Strand 




Start 


856 




End 


10472 


Name 


OJ990402 27. 9819.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1437 




End 


5159. 


GI 


5596439 




Score 


616:^- ' . 


Exons 


1437.. 1730, 1827.. 2026, 


3211 


..3259, 5010.. 5159 


GI Descrip. 


(AF132115) cytochrome b 


-561 


[Arabidopsis thaliana] 


Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819.C20 


Gene No. 


7762 




Strand 




Start 


12367 




End 


24755 


Name 


OJ990402 27.9819.C20.ol 


.tm 


Method 


TBLASTX: Maize' 


Start 


1395 




End 


5139 


GI 


none 




Score 


254 


Exons 


1395.. 1721, 1396.. 1674, 


1639 


..1737, 1647. .1733, 1798. .2055, 




1802.M903, 1827.. 2027, 


1828 


..2028, 3212.. '3265, 3213.. 3260, 




5013.. 5120, 5019.. 5138, 


5026 


. .5139 




Seq. No. 


3636 




Seq. ID 


OJ990402_27 .9819.C20 


Gene No . 


7762 




Strand 




Start 


12367 




End 


24755 


Name 


OJ990402 27.9819.C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1438 




End 


5138 



3807 



GI none Score 186 

Exons 1438.. 1731, 1524.. 1733, 1608.. 1733, 1827.. 2051, 1855.. 2055, 

3209.. 3265, 5019.. 5138 



Seq. No. 3636 

Gene No. 7762 

Start 12367 

Name OJ990402_27 . 9819 . C20 . ol . tc 

Start 1572 

GI none 

Exons 1572.. 1733, 1582.. 1710, 1827. 



Seq. ID OJ990402_27.9819.C20 
Strand 

End 24755 

Method TBLASTX : Cress 

End 3265 

Score 87 . 
.2051, 3203.. 3265 



Seq. No. 3636 

Gene No. 7762 

Start 12367 

Name OJ990402_27 . 9819 . C20 . o3 . tm 

Start 8550 

GI none 

Exons 8550.. 8615, 8555.. 8620, 8731. 

10408. .10605, 10422.. 10610 



Seq. ID OJ990402_27. 9819.C20 
Strand 

End 24755 

Method TBI^STX: Maize 

End 10610 

Score 63 

.8988, 8742.. 8813, 10351 .. 10392, 



Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819 


.C20 


Gene No. 


7762 




Strand 






Start 


12367 




End 


24755 




Name 


OJ990402 27. 


9819.C20.o2.ts ; 


Method 


TBLASTX : Soybean 




Start 


8761 




End 


8988 




GI 


none 




Score 


160 




Exons 


8761. .8868, 


8766.. 8825, 8869 


..8988, 8874. .8987 




Seq. No. 


3636 




Seq. ID 


OJ990402_27.9819 


.C20 


Gene No. 


7762 




Strand 






Start 


12367 




End 


24755 




Name 


OJ990402 27. 


9819.C20.o2.gs 


Method 


GENSCAN 




Start 


12367 




End 


24755 




GI 


none 




Score 


.61 




Exons 


12367. .12948 


, 13034. .13102, 


14187. .14281, 14875. .14964, 





16000. .16077, 16428. .16497, 18636 .. 1874 9, 18990 .. 19172 , 
19429. .19562, 20785 .. 20968, 21655 .. 21815 , 21821 .. 21940 , 
22966. .23130, 23451 .. 23628 , 24652.. 24755 



Seq. No. 3636 Seq. ID OJ990402_27 . 98 1 9 . C20 

Gene No. 7762 Strand 

Start 12367 End 24755 

Name OJ990402_27 . 9819 . C20 . 64 . gp Method AAT/GAP 

Start 12519 End 13082 

GI LIB3475-003-P1-K2-E10 Score 913 

Exons 12519. .12948, 13034.. 13082 

GI Descrip. f 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



Seq. No. 3636 Seq. ID OJ990402_27 . 9819 . C20 

Gene No. 7762 Strand 

Start 12367 End 24755 

Name OJ990402_27 . 9819 . C20 . o2 . tm Method TBLASTX : Maize 

Start 12708 End 16082 

GI none Score 164 



3808 



Exons 



12708. .12947, 12744. 

12833. .12949, 13029. 

14190. .14282, 14204. 

14874. .14963, 14876. 
16062. .16082 



,12800, 12811. . 12948, 12818 .. 12949, 

,13103, 13034. .13102, 14 182 .. 14283, 

,14284, 14845. .14925, 14862 .. 14 963, 

,14965, 16000. .16059, 16001 .. 16057 , 



Seq. No. 3636 
Gene No. 77 62 

Start 12367 

Name OJ990402_27 . 9819 . C20 . ol . tw 

Start 12774 
GI none 

Exons 12774. .12944, 12811 .. 12948 , 

13029. .13109, 13033. .13110, 
14182. .14283, 14186 14284 , 
14844. .14963, 14876. .14962 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990402 27.9819.C20 



24755 

TBLASTX: Wheat 
14963 
172 

12821. .12952, 12833 .. 12949, 
13033. .13104, 13034. .13105, 
1418 6. . 14281, 14187. .14282, 



;3 

In 



;3 



13 



2 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3636 Seq. ID 

7762 Strand 

12367 End 24755 

OJ990402_27 . 9819 . C20 . o2 . np Method AAT/NAP 

12787 End 16054 

1352316 Score 476 
12787. .12951, 
16000. .16054 

DR1 PROTEIN HOMOLOG gi i 633026 | dbj | BAA07288 
[Arabidopsis thaliana] 



OJ990402 27.9819.C20 



13034. .13102, 14187. .14281, 14875 .. 14 964 , 

D38110) Drl 



3636 Seq. ID 

7762 Strand 

12367 End 

0 J9904 02_27 . 98 1 9 . C20 . o3 . np Method 

22312 End 

6063554 Score 



OJ990402_27.9819.C20 

24755 
AAT/NAP 
24085 
461 



22312. .22487, 23426.-23683, 23807.. 24085 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



3637 
7763 
1311 

OJ9904 02_27.9819.C21.ol.np 

1311 

6498441 

1311.. 2373, 2709.. 3159, 3223. 
4918.. 6251, 6345.. 6626 



Seq. ID OJ990402_27. 9819.C21 

Strand + 

End 6626 

Method AAT/NAP . 

End 6626 

Score 5012 

.3596, 3780. .3914, 4089. .4731, 



GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 3637 Seq. ID 

Gene No. 7764 Strand 

Start 11041 End 

Name OJ990402_27 . 9819 . C21 . o3 . gs Method 

Start 11041 End 

GI none Score 



OJ990402_27.9819.C21 
+ 

11322 
GENSCAN 
11322 
.88 



3809 




Exons 11041. .11322 



Seq. No. 


3637 








Seq. ID 


OJ990402_27. 9819 


.C21 


Gene" No . 


7765 








Strand 






Start 


5590 








End 


10030 




Name 


OJ990402 27 


.9819 


.C21.o2 


np 


Method 


AAT/NAP 




Start 


5590 








End 


10030 




GI 


5803259 








Score 


1365 




Exons 


5590. . 5621, 


6502 


. .6695, 


7361. 


.8180, 8218.. 8652, 8754.. 10030 


GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819 


.C21 


Gene No . 


7766 








Strand 






Start 


12500 








End 


13959 




Name 


OJ990402 27 


.9819 


.C21.o7 


tw 


Method 


TBLASTX: Wheat 




Start 


1493 ~ 








End 


1850 




GI 


none 








Score 


119 




Exons 


1493. .1609, 


1497 


. . 1610, 


1577 . 


.1816, 1578.. 1850 




Seq. No. 


3637 








Seq. ID 


OJ990402_27 . 9819 


.C21 


Gene No. 


7766 








Strand 


— 




Start 


12500 








End 


13959 




Naine 


OJ990402 27 


.9819 


.C21.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


2593 ~~ 








End 


3123 




GI 


none 








Score 


396 




Exons 


2593. .3123, 


2593 


3015, 


2787 . 


.3104 






Seq. No. 


3637 








Seq. ID 


OJ990402_27 . 9819 


.C21 


Gene No. 


7766 








Strand 


— 




Start 


12500 








End 


13959 




Name 


OJ990402 27 


.9819 


.C21.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


3230 ~ 








End 


3693 




GI 


none 








Score 


174 




Exons 


3230. .3673, 


3231 


3692, 


3232. 


.3693 






Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819 


.C21 


Gene No . 


7766 








Strand 






Start 


12500 








End 


13959 




Name 


OJ990402 27 


.9819 


.C21.ol 


tm 


Method' 


TBLASTX: Maize 




Start 


3361 ~ 








End 


3717 




GI 


none 








Score 


372 




Exons 


3361. .3717, 


3397 


. .3690, 


3402. 


.3704 






Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819 


.C21 


Gene No . 


7766 








Strand 






Start 


12500 








End 


13959 




Name 


OJ990402 27 


.9819 


.C21.o3 


tm 


Method 


TBLASTX: Maize 




Start 


3745 ~ 








End 


4131 




GI 


none 








Score 


319 




Exons 


3745. .4131, 


3807 


. .3995 










Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819 


.C21 


Gene No. 


7766 








Strand 






Start 


12500 








End 


13959 




Name 


OJ990402 27 


.9819 


.C21.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


3805 








End 


4226 




GI 


none 








Score 


476 





3810 




Exons 


3805. .4221, 


3806. 


.3973, 


3807. 


.4226 




Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27, 


,9819. 


C21.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3880 








End 


4251 


GI 


none 








Score 


264 


Exons 


3880. .4251, 


3894 . 


.3992 








Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27, 


.9819. 


C21.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


4603 








End 


5051 


GI 


none 








Score 


228 


Exons 


4603. .4827, 


4671. 


.4829, 


4696. 


.4833, 4900. .4938, 4911. .4937, 




4947. .5051, 


4949. 


.5050 








Seq. No. 


3637 








Seq. ID 


OJ990402_27 . 9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27. 


.9819. 


C21.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


5054 








End • 


5387 


GI 


none 








Score 


-202 


Exons 


5054. .5386, 


5085. 


.5387 








Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27 


.9819. 


C21.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5496 








End 


5819 


GI 


none 








Score 


347 


Exons 


5496. .5819, 


5621. 


.5806 








Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27 


.9819. 


C21.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5633 








End 


6014 


GI 


none 








Score 


381 


Exons 


5633. .5983, 


5634. 


.6014 








Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27 


.9819. 


C21.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6018 








End 


6617 


GI 


none 








Score 


261 


Exons 


6018. . 6305, 


6019. 


.6084, 


6020. 


.6118, 6154. .6453, 6158. .6298, 




6390. . 6464, 


6422. 


.6466, 


6491. 


.6610, 6492.. 6617 


Seq. No. 


3637 








Seq. ID 


OJ990402_27.9819.C21 


Gene No. 


7766 








Strand 




Start 


12500 








End 


13959 


Name 


OJ990402 27 


.9819, 


C21.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6485 








End 


6641 



3811 



3 

i a 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none * Score 
6485.. 6628, 6486.. 6641, 6507.. 6638 



192 



3637 
7766 
12500 

OJ990402_27 . 9819 .C21 . o4 . gs 

12500 

none 

12500. .12639, 13953.. 13959 



Seq. ID OJ990402_27.9819.C21 
Strand 

End 13959 

Method * GENSCAN 

End 13959 

Score .42 



3638 Seq. ID 

7767 Strand 

54 End 
OJ9904 02_27.9819.C22.ol.gs Method 

54 End 

none Score 

54. .111, 160. .263 



OJ990402_27.9819.C22 
+ 

263 

GENSCAN 

263 

.83 



3639 
7768 
79 

OJ990402_27 . 9819 . C23 . ol . gp 
7 9 

uC-osflcypl76e06bl 
79. .408 

, 5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ990402_27.9819.C23 
Strand 

408 

AAT/GAP 
408 
613 



End 

Method 

End 

Score 



3640 Seq. ID 

7769 Strand 
1 End 
OJ990422_20 . 98 1 9 . CI . ol . np Method 
1 End 
2498930 Score 
1..60, 510. .578, 686. .735 

DORSAL -VENTRAL PATTERNING PROTEIN SOG {SHORT GAS T RU LAT ION 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990422_20.9819.C1 
+ 

735 

AAT/NAP 
735 
49 



=5 

=\ Seq. No. 


3640 


Seq. ID 


OJ990422_20.9819.C1 


Gene No. 


7769 


Strand 


+ 


Start . 


1 


End 


735 


Name 


OJ990422 20.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


519 


End 


578 


GI 


none 


Score 


.94 


Exons 


519. .578 






Seq. No. 


3641 


Seq. ID 


OJ990422_20.9819.C2 


Gene No. 


7770 


Strand 


+ 


Start 


1 


End 


748 


Name 


OJ990422 20.9819.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


748 


GI 


2498930 


Score 


" 1188 


Exons 


1. .748 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 



3812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3641 
7770 
1 

OJ990422_20 . 9819 . C2 . ol .gs 
43 

none 

43.. 619, 634.-722 



Seq. ID OJ990422_20.9819:C2 

Strand + 

End 748 

Method GENSCAN 

End 722 

Score .9 



Seq. ID OJ990422_20.9819.C3 
Strand 

End 850 

Method AAT/GAP 

End 850 

Score 238 



3642 
7771 
722 

OJ990422_20.9819.C3.o2.gp 
722 

uC-osflM202014dl2bl 
722. .850 

'2462777 2.0e-14 (U65090) carboxypeptidase D [Homo sapiens] 1 



3643 
7772 
1 

OJ990422_20.9819.C4.ol.np 
1 

722349 



Seq. ID OJ990422_20.9819.C4 

Strand + 

End 1231 

Method AAT/NAP 

End 1231 

Score 116 



1..27, 249. .331, 406. .499, 603. .674, 755. .871, 1160. .1231 
(U22360) Guflp [Saccharomyces cerevisiae] 



ru 

□ 

i y 



Li 



Seq. No. 


3643 


Seq. ID 


OJ990422_20.9819.C4 


Gene No. 


7772 


Strand 


+ 


Start 


1 


End 


1231 


Name 


OJ990422 20.9819.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


250 


End 


872 


GI 


none 


Score 


86 


Exons 


250.. 315, 252.. 305, 392.. 505, 


393. .500 


, 603. .671, 604. .675, 




755. .862, 756. .872, 773. .841 






Seq. No. 


3643 


Seq. ID 


OJ990422_20.9819.C4 


Gene No. 


7772 


Strand 


+ 


Start 


1 


End 


1231 


Name 


OJ990422 20.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


377 


End 


871 


GI 


none 


Score 


.82 


Exons 


377.. 495, 758., 871 






Seq. No. 


3643 


Seq. ID 


OJ990422_20.9819.C4 


Gene No. 


7772 


Strand 


+ 


Start 


1 


End 


1231 


Name 


OJ990422 20.9819.C4.ol.gp 


Method 


AAT/GAP 


Start 


392 


End 


874 


GI 


3768057 


Score 


536 


Exons 


392. .499, 603. .674, 758. .874 






GI Descrip. 


601 64 94 /sp | 067 618 I LEPA AQUAE 


8.0e-27 GTP-BINDING PROTEIN LEPA 




>gi_2984041 (AE000753) G-protein LepA 


[Aquifex aeolicus] 


Seq. No. 


3644 


Seq. ID 


OJ990422_20. 9819.C5 


Gene No. 


7773 


Strand 


+ 


Start 


422 


End 


2754 


Name 


OJ990422 20-9819. C5.ol.np 


Method 


AAT/NAP 



3813 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



is : : 
! ! r 

: 

Q Seq. No. 

j .| Gene No. 

Start 

^ Name 
i Start 

i- GI 

i"1 Exons 



422 End 1702 

2506378 Score 322 

422.. 572, 773.. 832, 1528.. 1702 

GTP-BINDING PROTEIN LEPA gi 11788922 (AE000343) GTP-binding 
elongation factor, may be inner membrane protein [Escherichia 
coli] 

3644 Seq. ID OJ990422_20 . 9819 . C5 

7773 Strand + 

422 End 2754 

OJ990422_20 . 98 19 . C5 . ol . gs Method GENSCAN 

432 End 2754 

none Score . 92 

432. .572, 773. .832, 1528. .1684, 2614. .2754 



3644 Seq. ID 

7773 Strand 

422 End 

OJ990422_20 . 98 19 . C5 . ol . gp Method 

470 End 

16112 1.R1084 Score 



OJ990422_20.9819.C5 
+ 

2754 
AAT/GAP 
1925 
797 



470. .572, 773. .832, 1528. .1798, 1887. .1925 

, 1708794/sp|P37 94 9|LEPA_BACSU 8.0e-26 GTP-BINDING PROTEIN LEPA 
>gi_1122398_emb_CAA62842_ (X91655) lepA [Bacillus subtilis] 
>gi_1303804_dbj_BAA124 60_ (D84432) YqeQ [Bacillus subtilis] 
>gi_2634997_emb_CAB14493_ (Z99117) GTP-binding protein [Bacillus 
subtilis] 1 



3644 Seq. ID 

7773 Strand 

422 End 

OJ990422_20 . 98 1 9 . C5 . o2 . gp Method 

2483 End 

none Score 
2483.-2748 



OJ990422_20.9819.C5 
+ 

2754 
AAT/GAP 
2748 
458 



Seq. No. 

Gene ,No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3644 
7774 
3339 

OJ990422_20.9819.C5.o4 .gp 
3312 

uC-osflM202014dl2bl 



Seq. ID OJ990422_20.9819.C5 
Strand + 

17152 
AAT/GAP 
6034 
748 



End 

Method 
End 
Score 

3312. .3438, 3954. .4014, 4121. .4216, 4900. .4930, 5014. .5070, 
5975.. 6034 

'2462777 2.0e-14 (U65090) carboxypeptidase D [Homo sapiens] 1 



3644 
7774 
3339 

OJ990422_20 . 98 1 9 . C5 . o2 . gs 

3339 

none 



Seq. ID OJ990422_20.9819.C5 

Strand + 

End 17152 

Method GENSCAN 

End 17152 

Score .51 



3339.-3684, 3878. .3913, 5599. .5777, 5975. .6070, 6224. .6346, 
6441. .6545, 8469. .8531, 9425. .9508, 9724. .9787, 10105 .. 10318 , 
11562. .11761, 12971. .13140, 15373 .. 15451, 15835 .. 158 95, 
16717.. 17152 



3814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3644 
7774 
3339 

OJ990422_20.9819.C5.o3.np 

4143 

6682608 



Seq. ID OJ990422_20.9819.C5 

Strand + 

End 17152 

Method AAT/NAP 

End 8444 

Score 827 



4143. .4216, 4900. .4930, 5014. .5070, 5975. .6070, 6224. .6350, 

6384. .6545, 7571. .7624, 8036. .8154, 8268. .8444 

(AC016163) putative carboxypeptidase [Arabidopsis thaliana] 



3644 Seq. ID 

7774 Strand 

3339 End 

OJ990422_20 . 98 1 9 . C5 . o5 . gp Method 

8260 End 

none Score 
8260. .8652 



OJ990422_20.9819.C5 
+ 

17152 
AAT/GAP 
8652 
773 



ru 



| S 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3644 Seq. ID OJ990422_20 . 9819 . C5 

7775 Strand 

18156 End 18255 

OJ990422_20.9819.C5.o6.gp Method AAT/GAP 

18156 End 18255 

LIB3477-003-P1-K1-E9 . Score 127 

18156. .18255 

'24 98586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



3644 
7776 
19321 

OJ990422_20.9819.C5.o9.tm 
427 
none 

427. .573, 432. .569, 433. .576, 434. .574 



Seq. ID OJ990422_20.9819.C5 



Strand 
End 

Method 

End 

Score 



26485 

TBLASTX: Maize 

576 

200 



3644 . 

7776 

19321 

OJ990422_20.9819.C5.o6.tm 

4883 

none 

4883. .4930, 4885. .4917, 5010. 
5014.. 5085, 5968.. 6072, 5969. 
6223.. 6345, 6224.. 6346, 6438. 
6466. .6546 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990422 20. 9819. C5 



26485 

TBLASTX: Maize 
6546 
66 

.5084, 5012.. 5068, 5014.. 5085, 
.6082, 5972.. 6085, 6223.-6345, 
.6545, 6440. .6544, 6445.-6546, 



Seq. No. 3644 
Gene No. 7776 
Start 19321 

Name OJ990422_20 . 9819 . C5 . o4 . tm 

Start ■ 8006 
GI none 
Exons 8006.. 8158, 

8269. .8373, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422_20.9819.C5 
26485 

TBLASTX: Maize 

8531 

236 



8006.. 8161, 8020.. 8163, 8262.. 8372, 8263.. 8346, 
8466. .8531, 8469. .8531 



3815 






•Seq. No. 


3644 




Seq. ID 


OJ990422_20. 9819. 


C5 




Gene No. 


7776 




Strand 














End 


26485 






Name 


OJ990422 20. 9819. C5. 


o3.gs 


Method 


GENSCAN 






Start 


19321 




End 


25810 






GI 


none 




Score 


.63 






Exons 


19321. .19538, 20387. 


.21773, 


21825. .23420, 23502 .. 24384, 








24857. .25145, 25154. 


.25359, 


25686. .25810 






Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819. 


C5 




Gene No. 


7776 




Strand 








Start 


19321 




End 


26485 






Name 




o4 .np 


Method 


AAT/NAP 






Start 


19445 




End 


26371 






GI 


6466937 




Score 


2382 






Exons 


19445. .19545, 20476. 


.24212, 


24269.-24724, 26316. .26371 






GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops. 






thaliana] 












Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819. 






Vjtriic LNVJ • 


7776 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


20589 




. End 


21041 




U 


GI 


none 




Score 


43 




l tJ 
.; a. 


Exons 


20589. .20663, 20593. 


.20637, 


20658. .21041, 20671. .21021 




us 


Seq. No. 


. 3644 




Seq. ID 


OJ990422_20.9819. 




: C7 


rt T-* rt KT rt 


ill 




Strand 








Start 


19321 




End 


26485 




LU 


Name 


OJ990422 20. 9819. C5. 


o2.tw 


Method 


TBLASTX: Wheat 




; =3 


Start 


20622 




End 


21032 




V \ \ 


GI 


none 




Score 


173 






Exons 


20622. .21032, 20692. 


.20979 










Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819. 




"'■iA 


f^ono Mo 
ot:l it: v*\j • 


ill fi 




Strand 








Start 


19321 




End 


26485 




":3 


Name 


OJ990422 20. 9819. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




\. -i 


Start 


21093 




End 


21482 






GI 


none . 




Score 


144 






Exons 


21093. .21290, 21285. 


.21482 










Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819. 


C5 






777 

/ / / D 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


21103 




End 


21737 






GI 


none 




Score 


136 






Exons 


21103. .21285, 21105. 


.21290, 


21285. .21737, 21286. .21633 






Seq. No. 


3644 




Seq. ID 


OJ990422_20. 9819. 


C5 




Gene No. 


7776 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


21330 




End 


21713 






GI 


none 




Score 


106 





3816 






Exons 


21330. .21713/ 21421. 


:-21591 










Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No. 


1 1 lb 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


o3. tw 


Method 


TBLASTX: Wheat 






Start 


21570 




End 


21968 






GI 


none 




Score 


64 






Exons 


21570. .21968, 21679. 


.21831 










Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No. 


111b 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


o7. tm 


Method 


TBLASTX: Maize 






Start 


21738 




End 


22163 






GI 


none 




Score 


38 






Exons 


21738. .21968, 21893. 


.21946, 


21990. .22163, 21991. .22161 






Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No . 


1 1 lb 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


o4 . ts 


Method 


TBLASTX: Soybean 






Start 


22149 




End 


22406 






GI 


none 




Score 


90 






Exons 


22149. .22406, 22255. 


.22404 








m 


Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No . 


1 1 lb 




Strand 








Start 


19321 




End 


26485 




u 


Name 


OJ990422 20. 9819. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




S.y 


Start 


22164 




End * 


22691 




!. 1 


GI 


none 




Score 


112 




• — 


Exons 


22164. .22529, 22164. 


.22691, 


22171. .22494, 22576.-22686 






Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No. 


1 1 lb 




Strand 








Start 


^19321 




End 


26485 




js J: 


Name 


OJ990422 20. 9819. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




i. i 


Start 


22314 




End 


22715 






GI 


none 




Score 


273 






Exons 


22314. .22715 












Seq. No. 


3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No. 


11 lb 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


22440 




End 


22806 






GI 


none 




- Score 


85 






Exons 


22440. .22787, 22579. 


.22806 










Seq. No. 


- 3644 




Seq. ID 


OJ990422_20.9819 


.C5 




Gene No. 


7776 




Strand 








Start 


19321 




End 


26485 






Name 


OJ990422 20. 9819. C5. 


o3. tm 


Method 


TBLASTX: Maize 






Start 


22710 




End 


23186 






GI 


none 




Score - 


187 






Exons 


22710. .23180, 22710. 


.23186, 


22939.. 23181 





3817 






Seq. No. 


~iCL A A 
Jb4 4 




Seq. ID 


OJ990422 


O n QQ1 Q 

zu . yy iy 


. LD 




Gene No. 


7776 




Strand 










Start 


19321 




End 


26485 








Name 


OJ990422 20. 9819. C5 


. ol. tw 


Method 


TBLASTX: 


Wheat 






Start 


22764 




End 


23246 








GI 


none 




Score 


51 








Exons 


22764..23246, 22768 


. .22902, 


22806. .23096, 22939 


. .23145 






Seq. No. 


O C A A 

,5o4 4 




Seq. ID 


OJ990422 


zu . yy 19 


. Co 




Gene No. 


7776 




Strand 










Start 


19321 




End 


26485 








Name 


OJ990422 20. 9819. C5, 


. o3 . ts 


Method 


TBLASTX: 


Soybean 






Start 


22896 




End 


23210 








GI 


none 




Score 


216 








Exons 


22896. .23210 














Seq. No. 


O £ A A 

Jo4 4 




Seq. ID 


OJ990422 


OA ft O T ft 

zu . 9y iy 


. Co 




Gene No. 


7776 




Strand 










Start 


19321 




End 


26485 








Name 


OJ990422 20. 9819. C5 . 


,o8.tm 


Method 


TBLASTX :i 


Maize 






Start 


23457 




End 


24071 








GI 


none 




Score 


124 








Exons 


23457. .23546, 23634, 


. .23876, 


23943. .24071 






■I 


Seq. No. 


3644 




Seq. ID 


OJ990422 


_20.9819 


.C5 


■ 5 73- 

1 : : 


Gene No. 


7776 




Strand 








:= i E 


Start 


19321 




End 


26485 






j U 
.set 


Name 


OJ990422 20. 9819. C5, 


. o5 . np 


Method 


AAT/NAP 






: S 


Start" 


26238 




End 


26485 






: : t 


GI 


5932442 




Score 


123 






: ^ 


Exons 


26238. .26485 












I'll 
: =r 


GI Descrip. 


(AF188620) GTP-binding protein LepA [Bordetella 


pertussis] 


i3 


Seq. No. 


3645 




Seq. ID 


OJ990422 


_20.9819 


.C6 




Gene No. 


7777 




Strand 


+ 






: - J 


0 tarn 


5113 




End 


6669 






i 5 j, 


Name 


OJ9.90422 20. 9819. C6. 


.ol.gp. 


Method 


AAT/GAP 






: ^ 


Start 


5*0 4 i 




End 


5513 






"i 

,z «. 


GI 


uC-osflcyp023el2bl 




Score 


934 






l =zf 


Exons 


5041. .5513 












! s er 


GI Descrip. 


'629849/pirl | S43335 


3.0e-45 


pectate lyase (EC 4 


.2.2.2) ■ 


- maize 






>gi_405535 (L20140) 


homology 


r with pectate lyase 


[Zea mays] 1 




Seq. No. 


3645 




Seq. ID 


OJ990422 


_20. 9819 


.C6 




Gene No. 


7777 




Strand 


+ 








Start 


5113 




End 


6669 








Name 


OJ990422 20. 9819. C6. 


, o2.gs 


Method 


GENSCAN 








Start 


5113 




End 


6527 








GI 


none 




Score 


.86 








Exons 


5113. .6015, 6102. .6527 












Seq. No. 


3645 




Seq. ID 


OJ990422 


_20.9819 


-C6 




Gene No. 


7777 




Strand 


+ 








Start 


5113 




End 


6669 








Name 


OJ990422 20. 9819. C6. 


, ol . np 


Method 


AAT/NAP 








Start 


5116 




End 


6524 







3818 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



629849 " " Score 1865 

5116.. 6074, 6173.. 6524 

pectate lyase (EC 4.2.2.2) - maize gi 1 405535 (L20140) homology 
with pectate lyase [Zea mays] 



3645 Seq. ID 

7777 Strand 

5113 End 

OJ990422_20.9819.C6.o5.gp Method 

5934 End . 

28922_1.R1084 Score 
5934.. 6074, 6173.. 6669 

' 629849/pir| IS43335 7.0e-78 pectate lyase (EC 4.2.2.2) - maize 
>gi_405535 (L20140) homology with pectate lyase [Zea mays] 1 



OJ990422_20.9819.C6 
+ 

6669 
AAT/GAP 
6669 
1070 



3645 Seq. ID 

7777 Strand 

5113 End • 

OJ990422_20.9819.C6.o4.gp Method 

5936 End 

28922_1.R1084 Score 
5936.. 6074, 6173.. 6669 

'629849/pir| IS43335 7.0e-78 pectate lyase (EC 4.2 



OJ990422_20.9819.C6 
+ 

6669 
AAT/GAP 
6669 
1066 



2.2) - maize 



>gi_405535 (L20140) homology with pectate lyase [Zea mays] 1 



3645 Seq. ID 

7777 Strand 

5113 End 6669 

OJ990422_20. 9819 . C6 . o3 . gp Method AAT/GAP 

5937 End 6669 
28922_1.R1084 Score 1064 
5937.. 6074, 6173.. 6669 

f 629849/pir| IS43335 7.0e-78 pectate lyase (EC 4. 
>gi_405535 (L20140) homology with pectate lyase 

3645 Seq. ID OJ990422_ 

7777 v Strand + 

5113 End 6669 

OJ990422_20 . 9819 . C6 . o2 . gp Method AAT/GAP 

5938 End 6669 
28922_1.R1084 Score 1062 
5938. .6074, 6173. .6669 

1 629849/pir | IS43335 7.0e-78 pectate lyase 



OJ990422_20.9819.C6 
+ 



2.2.2) - maize 
[Zea mays] ' 



20. 9819. C6 



>gi_405535 (L20140) homology with pectate 



(EC 4 
lyase 



2.2.2) - maize 
[Zea mays] 1 



3645 Seq. ID 

7778 Strand 

6815 End 

OJ9904 22_20 . 9819 . C6 . o3 . gs Method 

6815 End 

none Score 
6815. .7432 



OJ990422_20.9819.C6 
+ 

7432 
GENSCAN 
7432 
.98 



Seq. No.- 3645 Seq. ID 

Gene No. 7779 Strand 

Start 13638 . End 

Name OJ990422_20 . 9819 . C6 . o5 . gs Method 



OJ990422_20.9819.C6 
+ 

22691 
GENSCAN 



3819 



In 
Q 

Y\\ 
j far 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13638 
none 



End 
Score 



22691 
.82 



13638. .13640, 13795 13815, 14901 .. 14937, 15023 .. 15348 , 

15447. .15578, 15663 15811, 16318 16386, 16509 .. 16659, 

16741. .16806, 17245. .17433, 18053 .. 18193, 18284 .. 18358, 

18483. .18659, 18760 .. 18851, 18928 1904 4 , 19486 .. 19600, 

19659. .19793, 20156. . 20352, 204 87 20532, 20645 .. 20751, 

20868. .21012, 21202 .. 21298, 22561.. 22691 



3645 

7779 

13638 

OJ990 

13936 

64538 

13936 

15447 

16741 

18483 

19722 

20868 

(AC01 

(beta 



422 20.9819.C6.o3.np 



53 



14000, 
15578, 
,16806, 
,18659, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14901 

16318 

18053 

18928 

20439 



OJ990422_20.9819.C6 
+ 

22691 
AAT/NAP 
21333 
3319 

15023. 
16509. 
18284. 
19486. 



, 15348, 
, 16656, 
.18358, 
,19600, 



14124. .14178, 14901. .14937, 
15663. .15811, 16318. .16386, 
17245. .17433, 18053 .. 18 193, 
18760. .18851, 18928. .19044, 
..19793, 20156. .20352, 20439 /. 20532 , 
..21031, 21188.. 21333 

1717) putative coatomer protein complex, subunit beta 2 
prime) [Arabidopsis thaliana] 



20645. .20751, 



3645 Seq. ID 

7779 ' Strand 

13638 End 
OJ990422_20 . 9819 . C6 . 08 . gp Method 
18553 End 
14052JL.R1084 Score 
18553. .18659, 18760 18851, 
19722. .19823 

, 5902363/gb|AAD55465.1|AC009322_5 3.0e-78 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



OJ990422_20.9819.C6 
+ 

22691 
AAT/GAP 
19823 
877 



18928. .19044, 19486 .. 19600, 



OJ990422_20.9819.C6 
+ 



3645 Seq. ID 

7779 Strand 
13638 End 22691 

OJ990422_20. 9819 . C6 . o9 . gp Method AAT/GAP 

20263 End 21258 

55249_1.R1084 Score 871 

20263. .20352, 20439 .. 20532, 
21202. .21258 

, 5902363/gb|AAD55465.1|AC009322_5 2.0e-50 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] ' 



20645. .20751, 20868 .. 21012, 



3645 
7780 
797 

OJ990422_20.9819.C6.ol.gs 

797 

none 



Seq. ID OJ990422_20.9819.C6 



Strand 
End 

Method 

End 

Score 



2879 
GENSCAN 
2879 
.56 



797. .946, 1372. .1569, 2064. .2228, 2340 .. 2429, . 2769 .. 287 9 



Seq. No. 



3645 



Seq. ID OJ990422_20.9819.C6 



3820 




Gene No. 


7781 


Strand 




Start 


8156 


End 


13219 


Name 


OJ990422 20.9819.C6.o4.gs 


Method 


GENSCAN 


Start 


8156 


End 


12992 


GI 


none 


Score 


.87 


Exons 


8156.. 8257, 8844.. 9125, 9438 


..9524, 9972.. 10082, 10630 .. 10709, 




11587. .11698, 12528. .12716, 


12828. .12992 


Seq. No. 


3645 


Seq. ID 


OJ990422_20.9819.C6 


Gene No. 


7781 


Strand 




Start 


8156 


End 


13219 


Name 


OJ990422 20.9819.C6.o6.gp 


Method 


AAT/GAP 


Start 


8982 


End 


11610 


GI 


702351 


Score 


753 


Exons 


8982.. 9125, 9438.. 9524, 9972 


..10082, 10630. .10709, 11587.. 11610 


Seq. No. 


3645 


Seq. ID 


OJ990422_20.9819.C6 


Gene No. 


7781 


Strand 




Start 


8156 


End 


13219 


Name 


OJ990422 20.9819.C6.o2.np 


Method 


AAT/NAP 


Start 


11587 


End 


12953 


GI 


6730735 


Score 


348 


Exons 


11587. .11698, 12528. .12716, 


12765. .12953 


GI Descrip. 


(AC018849) putative DNA repair protein 


[Arabidopsis thaliana] 


Seq. No. 


3645 


Seq. ID 


OJ990422_20.9819.C6 


Gene No. 


7781 


Strand 




Start 


8156 


End 


13219 


Name 


OJ990422 20.9819.C6.o7.gp 


Method 


AAT/GAP 


Start 


12602 


End 


13219 


GI 


LIB3477-001-P1-K1-B4 


Score 


756 


Exons 


12602. .12716, 12828. .13005, 


13111. . 13219 


GI Descrip. 


'2906008 6.0e-09 (AF034203) 


DNA repair 


protein XRCC1 [Cricetulus 




griseus] 1 






Seq. No. 


3645 


Seq. ID 


OJ990422_20.9819.C6 


Gene No. 


7782 


Strand 




Start 


21786 


End 


22265 


Name 


OJ990422 20.9819.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


5296 


End 


6455 


GI 


none 


Score 


377 


Exons 


5296.. 5694, 5313.. 5696, 5691 


..6053, 5776.. 6069, 6170. .6283, 




6171. .6455 






Seq. No. 


3645 


Seq. ID 


OJ990422_20.9819.C6 


Gene No. 


7782 


Strand 




Start 


21786 


End 


22265 


Name 


OJ990422 20.9819.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


5298 


End 


6530 


GI 


none 


Score 


1028 


Exons 


5298.. 6062, 5299.. 6069, 6171 


. .6530, 6176. . 6526 


Seq. No. 


3645 


Seq. ID 


OJ990422_20.9819.C6 


Gene No. 


7782 


Strand 




Start 


21786 


End 


22265 


Name 


OJ990422 20.9819. C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5338 


End 


6527 



3821 



GI 

Exons 



none Score 378 

5338.. 5700, 5373.. 5699, 5467.. 5700, 5697.. 6062, 5776.. 6069, 
6170.. 6283, 6171.. 6527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3645 
7782 
21786 

OJ990422_20.9819.C6.o5.tw 

5665 

none 



Seq. ID OJ990422_20.9819.C6 
Strand 
End 

Method 
End 

Score ■ 



22265 

TBLASTX: Wheat 

6044 

42 



5665..S694, 5667.. 5690, 5685.. 5777, 5802.. 6044, 5803.. 6042 



Seq. No. 3645 Seq. ID 

Gene No. 7782 Strand 

Start 21786 End 

Name OJ990422_20 . 9819 . C6 .o4 . tw Method 

Start 6261 End 

GI none Score 

Exons 6261.. 6527, 6263.. 6526 



OJ990422_20. 9819.C6 
22265 

TBLASTX: Wheat 

6527 

259 



Seq. No. 3645 

Gene No. 7782 

Start 21786 

Name OJ990422_20 . 9819 . C6 . o5 . tm 

Start 8839 

GI none 
Exons 



OJ990422 20. 9819. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8839.. 8898, 8844.. 8942, 8943.. 9128, 8949.. 9125, 9430.. 9528, 
9437.. 9526, 9438.. -9527, 9972.. 10088, 9973.. 10074, 10630 . . 10710, 
11582. .11683, 11584. .11682, 11584 11 685, 11604 .. 11696, 
11610. .11690 



22265 

TBLASTX: Maize 

11696 

66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3645 
7782 
21786 

OJ990422_20. 9819. C6.o2. tni 
15049 



none 
15049. 
15178. 
15444 . 



Seq. ID OJ990422_20. 9819.C6 
Strand 

End 22265 
Method TBLASTX: Maize 
End 15794 
Score 102 
15204, 15088. .15351, 15089 . .15325, 15126, 
15303, 15410. .15577, 15444. 



15228, 15244, 
15581, 15659. .15778, 15660 .. 15779, 15660. 



15347, 
15584, 
15794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3645 

7782 

21786 

OJ9904 

15049 

none 

15049. 

15444. 

16308. 

16507. 

17233. 

18045. 

18284. 

18747. 

18926. 

19483. 



22 20.9819.C6.o2.ts 



15222, 
15584, 
16379, 
16665, 
17433, 
18194, 
18358, 
18848, 
19075, 
19602, 



15088. 
15446. 
16316. 
16735. 
17241. 
18052. 
18480. 
18757. 
19478. 
19719. 



.15159, 
.15574, 
.16387, 
.16806, 
.17423, 
.18189, 
.18671, 
.18873, 
.19600, 
.19796, 



Seq. ID OJ990422_20.9819.C6 
Strand 

End 22265 
Method TBLASTX : Soybean 
End 21391 
Score 122 
15178. .15228, 15244 .. 15303, 
15660. .15815, 15662. .15826, 
16319. .16387, 16504 .. 16665, 
16740. .16802, 17228 .. 17404 , 
17433, 18044. .18193, 
18356, 18283. . 18357, 
18662, 18488. .18673, 
18851, 18925. .19077, 



17242 
18282 
18483 
18759 
19478 



19600, 19479. .19601, 



19724. .19789, 20148 .. 20348 , 



3822 





20159. 


.20350, 


20173. 


.20352, 


20436. .20537, 20437 


. .20535, 






20642. 


.20752, 


20642. 


.20755, 


20644. .20772, 20875 


. .21012, 






20877. 


.20951, 


21208. 


.21351, 


21212. .21232, 21280 


. .21366, 






21353. 


.21391 














Seq. No. 


3645 








Seq. ID 


OJ990422 


_20.9819 


.C6 


Gene No. 


7782 








Strand 








C -j- -a v-f- 


21786 








End 


22265 






Name 


OJ990422 20. 9819. C6. 


o2.tc 


Method 


TBLASTX:' 


Cress 




Start 


15085 








End 


15794 






GI ' 


none 








Score 


458 






Exons 


15085. 


.15351,. 


15129. 


.15347, 


15444 . .15572, 15446 


. .15574, 






15540. 


.15584, 


15660. 


.15794, 


15684. .15746 






Seq. No. 


3645 








Seq. ID 


OJ990422 


_20.9819 


.C6 


bene ino . 


7782 








Strand 








Start 


21786 








End 


22265 






Name 


OJ990422 20. 9819. C6. 


o6.tw 


Method 


TBLASTX: 1 


Wheat 




Start 


15106 








End 


15392 , 






GI 


none 








Score 


179 






Exons 


15106. 


.15348, 


15156. 


.15392, 


15180. .15359 






Seq. No. 


3645 








Seq. ID 


OJ990422 


_20.9819 


.C6 


Gene No. 


7782 








Strand 








Start 


21786 








End 


22265 






Name 


OJ990422 20. 9819. C6. 


o3 . tw 


Method 


TBLASTX: 1 


wneau - 




Start 


17265 








End 


18162 






GI 


none 








Score 


274 






Exons 


17265. 


.17429, 


17266. 


.17460, 


17272. .17433, 18050 


. .18160, 






18050. 


.18160, 


18051. 


.18161, 


18051. .18161, 18052 


. .18162, 






18052. 


.18162 














Seq. No. 


3645 








Seq. ID 


OJ990422 


_20.9819 


.C6 


Gene No. 


7782 








Strand 








Start 


21786 








End 


22265 






Name 


OJ990422 20. 9819. C6. 


o4 . tm 


Method 


TBLASTX:) 


Maize 




Start 


17349 








End 


19796 






GI 


none 








Score 


123 






Exons 


17349. 


.17423, 


17350. 




18044. .18193, 18044 


1 ft 1 ft 1 

• . J. 0 x 0 / , 






18052. 


.18189, 


18276. 


.18350, 


18283. .18357, 18284 


. .18358, 






18483. 


.18662, 


18528. 


.18659, 


18581. .18667, 18755 


. .18850, 






18757. 


.18873, 


18759. 


.18872, 


18925. .19065, 18926 


. .19075, 






19476. 


.19601, 


19478. 


.19603, 


19478. .19603, 19719 


. .19796, 






19719. 


.19781, 


19724. 


.19795 










Seq. No. 


3645 








Seq. ID 


OJ990422 


_20.9819 


.C6 


Gene No. 


7782 








Strand 








Start 


21786 








End 


22265 






Name 


OJ990422 20. 9819. C6. 


o3.tc 


Method 


TBLASTX: 1 


Cress 






18044 








End 


19570 






GI 


none 








Score 


233 






Exons 


18044. 


.18193, 


18044. 


.18181, 


18052. .18189,. 18283 


. . 18357, 






18284. 


.18358, 


18483. 


.18662, 


18513. .18671, 18757 


. .18813, 






18758. 


.18808, 


18759. 


.18812, 


18786. .18851, 18787 


. .18873, 






18880. 


.19098, 


18932. 


.19048, 


19478. . 19570 






Seq. No. 


3645 








Seq. ID 


OJ990422 


_20.9819 


,C6 



3823 



Gene No. 7782 
Start 21786 

Name OJ990422_20 . 9819 .C6 . o2 . tw 

Start 18163 
GI none 
Exons 18163. 

18288. 

18484. 

18759. 

19460. 



,18192, 18283. .18357, 

18365, 18480. .18659, 

18672, 18740. .18841, 

18851, 18925. .19074, 

19600, 19478.. 19597 



Strand 
End 

Method 

End 

Score 



22265 

TBLASTX: Wheat 

19600 

36 



18284. .18358, 18284 .. 18358, 

18483. .18662, 184 84. .18672, 

18757. .1884 9, 18758. .18841, 

18926. .19039, 18929 .. 19075, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3645 
7782 
21786 

OJ990422_20.9819-C6-o3.tm 

20154 

none 

20154. .20339, 20154 .. 20351, 
20432. .20530, 20434 .. 20532 , 
20437. .20535, 20642 .. 20752 , 
20866. .21012, 20866 .. 20958 , 
22147. .22179 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20159 

20435 



OJ990422 20. 9819. C6 



22265 

TBLASTX: Maize 
22179 
142 

20350, 20173. .20352, 
20533, 20436. .20537, 



20647. .20745, 20859 20969, 
22021. .22092, 22094 22135, 



ru 



ly 



! 5=? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3645 
7782 
21786 

OJ990422_20.9B19.C6.o4.tc 

20249 

none 

20249. .20350, 20251 20352 , 
20436. .20537, 20437 20535, 
20865. .20951, 20875 .. 20976, 



Seq. ID OJ990422_20.9819.C6 
Strand 

End 22265 

Method TBLASTX : Cress 

End 20976 

Score 135 
20423. .20533, 20434 20526, 
20642. .20752, 2064 4 .. 20751, 
20901. .20954 



Seq. ID OJ990422_20.9819.C6 
Strand 

End 22265 
Method TBLASTX : Wheat 
End 20991 
S*iore 130 

20276. .20350, 20278 .. 20352 , 20280 .. 20351 , 20432 .. 20533, 
20435. .20533, 20436 .. 20537 , 20437 .. 20535, 20642 .. 20752, 
20645. .20752, 20853 .. 20957 , 20859 .. 20969, 20866 .. 20991, 
20867.. 20959 



3645 
7782 
21786 

OJ990422_20.9819.C6.ol.tw 

20276 

none 



Seq. No. 3645 Seq. ID 

Gene No. 7782 Strand 

Start 21786 End 

Name OJ990422_20 . 9819 .C6 . olO . gp Method 

Start 21786 End 

GI none Score 

Exons 21786. .22265 



OJ990422_20.9819.C6 

22265 
AAT/GAP 
22265 
600 



Seq. No. 3646 Seq. ID 

Gene No. 7783 Strand 

Start 421 End 

Name OJ990422_21 . 9819 . CI . ol . gp Method 

Start 421 End 



OJ990422_21.9819.C1 
495 

AAT/GAP 
495 



3824 



GI LIB3477-003-P1-K1-E9 Score 125 

Exons 421.. 495 

GI Descrip. ' 2498586/sp| Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


3647 


Seq. ID 


OJ990422_21.9819. 


C2 


Gene No. 


7784 


Strand 


+ 




Start 


9058 


End 


15815 




Name 


OJ990422 21.9819.C2.o3.gs 


Method 


GENSCAN 




Start 


9058 


End 


15815 




GI 


none 


Score 


.9 




Exons 


9058.. 9095, 9400.. 9571, 9637 


..12060, 


12088. .12921, 13518 


. .15815 


Seq. No. 


3647 


Seq. ID 


OJ990422_21.9819. 


C2 


Gene No. 


7784 


Strand 


+ 




Start 


9058 


End 


15815 




Name 


OJ990422 21.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


10188 


End 


15812 




GI 


6498441 


Score 


6846 




Exons 


10188. .11251, 11582. .12024, 


12088. .12461, 12645. .12779, 






12953. .13379, 13572. . 13868, 


14040. .15437, 15531.. 15812 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 




Seq. No.. 


3647 


Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7785 


Strand 


+ 




Start 


25724 


End 


30118 




Name 


OJ990422 21.9819.C2.o4.np 


Method 


AAT/NAP 




Start 


25724 


End 


30118 




GI 


2586082 


Score 


4303 




Exons 


2S724..25943, 26044.. 30118 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


3647 


Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7786 


Strand 


+ 




Start 


38468 


End 


39865 




Name 


OJ990422 21.9819.C2.o5.np 


Method 


AAT/NAP 




Start 


38468 


End 


39865 




GI 


5042462 


Score 


111 




Exons 


38468. .38497, 39726.. 39865 








GI Descrip. 


(AC007789) putative negatively light-: 


regulated protein 


[Oryza 



sativa] 



Seq. No. 3647 Seq. ID 

Gene No. 7787 * Strand 

Start 6032 End 

Name OJ990422_21 . 9819 . C2 . o2 . gs Method 

Start 6032 End 

GI none" Score 

Exons 6032.. 6417, 6657.. 8178 



OJ990422_21.9819.C2 

8178 
GENSCAN 
8178 
. 4 



Seq. No. 3647 Seq. ID 

Gene No. 7788 Strand 

Start 16441 End 

Name OJ990422_21 . 9819 . C2 . o4 . gs Method 



OJ990422_21. 9819.C2 

19702 
GENSCAN 



3825 



Start ■ 


16441 


End 


19702 








GI 


none 


Score 


.69 








Exons 


16441. .18346, 18441. .19702 












Seq. No. 


3647 


Seq. ID 


OJ990422 


_21 


9819 


.C2 


Gene No. 


7788 


Strand 


- 








Start 


16441 


End 


19702 








Name 


OJ990422 21.9819.C2.o2.np 


Method 


AAT/NAP 








Start 


16444 


End 


19702 








GI 


5803259 


Score 


4777 








Exons 


16444. .18346, 18441.. 19702 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


3647 


Seq. ID 


OJ990422 


_21 


9819 


.C2 


Gene No. 


7789 


Strand 










Start 


21406 


End 


33792 








Name 


OJ990422 21. 9819 . C2 . olO . tm 


Method 


TBLASTX: 


Maize 




Start 


6093 


End 


6419 








GI 


none 


Score 


44 








Exons 


6093.. 6140, 6098.. 6196, 6237. 


.6419, 6245. .6418 









■few 

!i n 

ru 



'•'4 

□ 

5==? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3647 

7789 

21406 

OJ9904 

6296 

none 

6296. . 

7435. . 

7780. . 

7867. . 

8104. . 

21494. 

21866. 

21866. 

22082. 

3647 

7789 

21406 

OJ9904 

6320 

none 

6320. . 

7564. . 

7567. . 

7847. . 

7867. . 

7873. . 

8200. . 

21491. 

21494. 

21504. 

21866. 

21938. 

22011. 

22100. 



22 21.9819.C2.o2.ts 



6418, 6656.. 6673, 6739 
7815, 7489. .7722, 7558 
8193, 7783.. 7818, 7783 
8193, 7867..82S3, 7870 
8193, 8200.. 8292, 8371 
.21775, 21503. .21766, 
.22273, 21866. .22021, 
.22177, 21867. .22094, 
.22381, 22082. .22321, 



Seq. ID OJ990422_21. 9819.C2 
Strand 

End 33792 

Method TBLASTX : Soybean 

End 22417 

Score 70 

.6873, 6919. .6987, 7003.. 7083, 
.7821, 7564. .7722, 7564. .7722, 
.7827, 7867. .8268, 7867. .8193, 
.8271, 7888. .8007, 7930. .8196, 
.8472, 21416. .21484, 21491 .. 21742, 
21504. .21743, 218 66 .. 224 17 , 
21866. .22108, 218 66 .. 22135, 
22010. .22408, 22076 22408, 
22154. .22417, 22253.. 22375 



22 21.9819.C2.ol.tc 



6418, 
7821, 
7722, 
8020, 
8193, 
8193, 
8259, 
.2174 
.2167 
.2173 
.2224 
.2234 
.2224 
.2232 



. Seq. ID 
Strand 
End 

Method 
End 
Score 

6739. .6870, 6901. .6987, 7 
7564. .7722, 7564. .7722, 7 
7568. .7819, 7585. .7821, 7 
7847. .7951, 7867. .8196, 7 
7867. .8193, 7867. .8199, 7 
7903.. 8124, 7960. .8250, 8 
8317.. 8451, 21416. .21475, 
2, 21491. .21739, 21491. .21 
0, 21494. .21751, 21503 
22106, 21866 
22273, 21866 
22114, 21962 
22390, 22073 



OJ990422 21. 9819. C2 



1, 21810. 

9, 21866. 

5, 21959. 

1, 22070. 



4, 22103. .22267, 22142. 



.21 
,22 
,22 
.22 
.22 
.22 



33792 
TBLASTX 
22450 
77 

558. .7809, 
567. .7821, 
640. .7759, 
867. .8193, 
867. .8253, 
002. .8193, 
21491. .21 
757, 21494 
742, 21503 
450, 21866 
108, 21867 
225, 22010 
417, 22082 
417, 22221 



Cress 



7561. . 

7567. . 

7661. . 

7867. . 

7867. . 

8023. . 
796, 
. .21757 
. .21742 
. .21961 
. .22094 
. .22384 
. .22321 
. .22313 



7722, 
7821, 
7858, 
7953, 
8196, 
8157, 



3826 



22226. .22450 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3647 

7789 Strand 

21406 End 

OJ990422_21 . 9819 . C2 . o4 . tm Method 

6664 End 

none Score 

6664.. 6750, 6739.. 7092, 6740.. 7093 

3647 Seq. ID 

7789 Strand 

21406 End 

OJ990422_21 . 9819 . C2 . o4 . tc Method 

6988 End 

none Score 

6988.. 7233, 7031.. 7216 

3647 

7789 Strand 

21406 End 
OJ990422_21 . 9819 .C2 . oil . tw Method 

7 496 End 

none Score 



Seq. ID OJ990422_21.9819.C2 



33792 

TBLASTX: Maize 

7093 

173 



OJ990422_21.9819.C2 
33792 

TBLASTX: Cress 

7233 

100 



Seq. ID OJ990422_21.9819.C2 



33792 

TBLASTX: Wheat 

22345 

60 



7496. .7651, 7567. .7722, 7567. .7686, 7867. .8040, 7903. .8121, 
7919. .8107, 7948. .8361, 8183. .8278, 21548 .. 21778, 21567 .. 21761 , 
21866. .21991, 21866 .. 21931 , 22100 .. 22345, 22134.. 22325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3647 
7789 
21406 

OJ990422_21, 
7496 
none 
7496. 
7568. 
7867. 



OJ990422 21. 9819. C2 



9819.C2.o7.tm 



33792 

TBLASTX: Maize 

22420 

65 



,7681, 
,7807, 
.7983, 
8371. .8466, 
21494.\21751 
21866. .22021 
21938. .22180 
22082. .22390 



7567. .7 
7621. .7 
7921. .8 
21410. . 
, 21503 
, 21866 
, 22011 
, 22139 



Seq. ID 
Strand 
End 

Method 
End 
Score 

827, 7567. .7821, 7567. .7722, 7567. .7722, 
821, 7853.. 8086, 7867.. 8190, 7867.. 8043, 
199, 7921. .8184, 7984. .8196, 8167. .8295, 
21484, 21491. .21751, 21494 .. 21757 , 
21751, 21629. .21748, 21866 .. 22120, 
22270, 21867. .22310, 21936 .. 22190, 
22259, 22073. .22387, 22073 .. 22321, 
22420, 22142.. 22420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3647 Seq. ID 

7789 Strand 

21406 End 

OJ990422_21 . 9819 . C2 . o9 . tw Method 

10336 End 

none Score 



OJ990422_21.9819.C2 
33792 

TBLASTX: Wheat 

10728 

58 



10336. .10383, 10390. 
10471. .10728 



,10488, 10395. .10487, 10455 .. 10694 , 



Seq. No. 3647 Seq. ID 

Gene No. 7789 Strand 

Start 21406 End 

Name OJ990422_21 . 9819 . C2 . ol2 . tm Method 

Start 10341 End 



OJ990422_21.9819.C2 
33792 

TBLASTX: Maize 
10626 



3827 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

10341. .10625, 10378. 



Score 



191 



.10626 



3647 
7789 
21406 

OJ990422_21.9819.C2.o7.tw 

10736 

none 

10736. .10789, 13740 .. 13991, 
14034. .14171, 14036.. 14173 



Seq. ID OJ990422_21.9819.C2 
Strand 

End 33792 

Method TBLASTX : Wheat 

End 14174 

Score 236 
13805. .13981, 14025. .14174, 



3647 
7789 
21406 

OJ990422_21. 9819 . C2 . o5 . tw 
11466 
none 

11466. .11639, 11467. .11865, 11661 .. 11864 , 11778 .. 11867 , 
33616. .33792 



Seq. ID OJ990422_21.9819.C2 
Strand 

End 33792 

Method TBLASTX : Wheat 

End 33792 

Score 359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



! ( y Seq. No. 

:.=i Gene No. 

??* Start 

5 ^ Name 

Start 

£3 GI 

'*J Exons 

Seq. No. 
';~ Gene No. 

start 
l3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3647 
7789 
21406 

OJ990422_21. 9819.C2, 

12095 

none 

12095. .12538, 12096, 

3647 
7789 
21406 

OJ990422_21. 9819.C2. 

12136 

none 

12136. .12360, 12367, 



Seq. ID OJ990422_21.9819.C2 
Strand 

33792 

TBLASTX: Wheat 
12558 
223 



End 

Method 
End 
Score 



ol. tw 

.12551, 12097. .12558, 12097. .12552 



08. ts 
.12501 



Seq. ID OJ990422_21.9819.C2 
Strand 

End 33792 

Method TBLASTX : Soybean 

End 12501 

Score 117 



3647 
7789 
21406 

OJ990422_21.9819.C2.o3.tm 
12226 
none 

12226. .12582, 12261 .. 12572, 12277.. 12582 



Seq. ID OJ990422_21.9819.C2 
Strand 

33792 

TBLASTX: Maize 
12582 
390 



End 

Method 

End 

Score 



3647 
7789 
21406 

OJ990422_21. 9819 . C2 . 06 . tm 
12609 
none 

12609. .12887, 12610 .. 12888, 12882.. 12992 



Seq. ID OJ990422_21.9819.C2 
Strand 

33792 

TBLASTX: Maize 
12992 
283 



End 

Method 

End 

Score 



3647 
7789 
21406 

OJ990422 21. 9819. C2. 



o2.tw 



Seq. ID OJ990422_21.9819.C2 
Strand 

End 33792 

Method TBLASTX : Wheat 



3828 






Start 


12666 




End 


13085 






GI 


none 




Score 


280 






Exons 


12666. .12887, 12667 


. .12897, 


12667. .12888, 12879 .. 13085, 








12905. .13078 












Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 




Gene No. 


7789 




Strand 








Start 


21406 




End 


33792 






Name 


OJ990422 21. 9819. C2 


,o5. ts 


Method 


TBLASTX : Soybean 






Start 


12745 




End 


. 13115 






GI 


none 




Score 


154 






Exons 


12745. .12888, 12762 


. .12887, 


12885. .13115 






Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 




Gene No. 


7789 




Strand 








Start 


21406 




End 


33792 






Name 


OJ990422 21. 9819. C2 


.o7.ts 


Method 


TBLASTX : Soybean 






Start 


13863 




End 


14429 






GI 


5666795 




Score 


68 






Exons 


13863. .13961, 14037 


. .14174, 


14229. .14429 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 






Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 




Gene No. 


7789 




Strand 








Start 


21406 




'End 


33792 






Name 


OJ990422 21. 9819. C2 


.ol3. tw 


Method 


TBLASTX: Wheat 






Start 


14177 




End 


14489 




ry 


GI 


none 




Score 


188 






Exons 


14177. .14353, 14229 


. .14489 








i . E 
* ^ 


Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 




Gene No. 


7789 




Strand 






ry 


Start 


21406. 




End 


33792 






Name 


OJ990422 21. 9819. C2 


.o5 . tm 


Method 


TBLASTX: Maize 




•is* 


Start 


14682 




End 


15005 




£ 


GI 


none 




Score 


339 




'Si 


Exons 


14682. .15005, 14711 


. .14992 








; ; 
'is* 


Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


.: =a 

; s 
: ==f 


Gene No. 


7789 




Strand 






■ J= i 


Start 


21406 




End 


33792 






Name 


OJ990422 21. 9819. C2 


.06. tw 


Method 


TBLASTX: Wheat 






Start 


14823 




End 


15200 






GI 


none 




Score 


353 






Exons 


14823. .15200, 14921 


. .15169 










Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 




Gene No. 


7789 




Strand 








Start 


21406 




End 


33792 






Name 


OJ990422 21. 9819. C2 


.ol2. tw 


Method 


TBLASTX: Wheat 






Start 


15201 




End 


15803 






GI 


none 




Score 


255 






Exons 


15201. .15485, 15203 


. .15511, 


15206. .15484, 15677 .. 15799, 








15678. .15803 












Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 




Gene No. 


7789 




Strand 







3829 




Start 21406 End ' 33792 

Name OJ990422_21 . 9819 .C2 .o3.np Method AAT/NAP 

Start 21406 End 22409 

GI 1184075 Score 474 

Exons 21406.. 22409 

GI Descrip. (U42444) Cf-2 . 1 [Lycopersicon pimpinelli folium] 

gi| 1587673|prf | I2207203A Cf-2 gene [Lycopersicon esculentum] 



Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


,C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


26607 




End 


26882 




GI 


none 




Score 


260 




Exons 


26607. .26882, 26625 


. .26882 








Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


26718 




End' 


27089 




GI 


none 




Score 


404 




Exons 


26718. .27089, 26742 


. .27071, 


26756. .27088 




Seq. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


"j "7 o n 

7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


27156 




End 


27569 




GI 


none 




Score 


78 




Exons 


27156. .27260, 27267 


. .27380, 


27399. .27569 




Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


T *7 O rt 

7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


27564 




End 


28028 




GI 


none 




Score 


360 




Exons 


27564. .28028, 27576 


. .27926, 


27902. .28018 




Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


-C2 


Gene No. 


7789 




Strand 






Start 


21406' 




End 


33792 




Name 


OJ990422 21. 9819. C2 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


27573 




End 


28000 




GI 


none 




Score 


64 




Exons 


27573. .27662, 27638 


. .28000, 


27684. .27998 




Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


27576 




End 


28010 




GI 


none 




Score 


269 




Exons 


27576. .28010 











Seq. No. " 3647 Seq. ID OJ990422_21 . 9819 . C2 

3830 



Gene No . 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


27668 




End 


28028 




GI 


none 




Score 


272 




Exons 


27668.-27859, 27681. 


.28028 








Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 


Gene No. 


7789 




Strand 






otart 






hjna 


o J / y<£ 




Name 


OJ990422 21.9819. C2. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


28610 




End 


29086 




GI 


5509260 




Score 


378 




Exons 


28610. .29086, 28726. 


.29067 








GI Descrip. 


- 










Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 . 


oll.tm 


Method 


TBLASTX: Maize 




Start 


28636 




End 


28888 




GI 


none 




Score 


219 




Exons 


28636.-28887, 28637. 


.28888 








Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 ?1. 9819. C2. 


o3. tc 


Method. 


TBLASTX: Cress 




Start 


28705 




End 


28975 




GI 


none 




Score 


293 




Exons 


28705. .28956, 28706. 


.28975 








Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 


Gene' No . 


7789 




Strand 






Start 


21406 




End 


33792 


• 


Name 


OJ990422 21. 9819. C2. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


28756 




End 


29269 




GI 


none 




Score 


273 




Exons 


28756. .28890, 28757. 


.29101, 


28909- .28980, 29087.. 29269 




Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 


Gene No . 


t i o n 

7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


28889 




End 


29329 




GI 


none 




Score 


420 




Exons 


28889. .29329, 28909. 


.29208 








Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2. 


06 . tc 


Method 


TBLASTX: Cress 




Start 


29147 




End 


29398 




GI 


none 




Score 


193 




Exons 


29147. .29398 










Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819. 


C2 



3831 




Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


29270 




End 


29707 




GI 


none 




Score 


423 




Exons 


29270. .29707, 29290. 


.29592 








Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7789 




Strand 






Start 


2140.6 




End 


33792 




Name 


OJ990422 21. 9819. C2. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


29459 




End 


30109 




GI 


none 




Score 


280 




Exons 


29459. .29866, 29461. 


.29622, 


29707. .29808, 29893 .. 30018 , 






29897. .30109 










Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2 . 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


29471 




End 


30118 




GI 


none 




Score 


516 




Exons 


29471. .30118, 29473. 


.29598, 


29704. .29841, 29897.. 30058 




Seq. No. 


3647 




Seq. ID 


OJ990422_21.9819 


.C2 


Gene No. 


7789 




Strand 






Start 


21406 




End 


33792 




Name 


OJ990422 21. 9819. C2. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


29663 




End 


30130 




GI 


none 




Score 


55 




Exons 


29663. .29734, 29744. 


.29887, 


29900. .30130 




Seq. No. 


3648 




Seq. ID 


OJ990422_21.9819 


.C3 


Gene No. 


7790 




Strand 


+ 




Start 


1282 




End 


3606 




Name 


OJ990422 21. 9819. C3. 


ol . gs 


Method 


GENSCAN 




Start 


1282 


End 


3606 




GI 


none 




Score' 


.65 




Exons 


1282.. 1380, 2871.. 2972, 3415 


. .3606 






Seq. No. 


3648 




Seq. ID 


OJ990422_21.9819 


.C3 


Gene No. 


7791 




Strand 


+ 




Start 


10508 




End 


11689 




Name 


OJ990422 21. 9819. C3. 


o3.gs 


Method 


GENSCAN 




Start 


10508 




End 


11689 




GI 


none 




Score 


.99 




Exons 


10508. .10510, 10645. 


.10706, 


11542. .11689 




Seq. No. 


3648 




Seq. ID 


OJ990422_21.9819 


.C3 


Gene No. 


7792 




Strand 


+ 




Start 


16009 




End 


16713 




Name 


OJ990422 21. 9819. C3. 


o5 . gs 


Method 


GENSCAN 




Start 


16009 




End 


16713 




GI 


none 




Score 


.69 




Exons 


16009. .16366, 16458. 


.16538, 


16628. .16713 




Seq. No. 


3648 




Seq. ID 


OJ990422_21.9819 


.C3 



3832 




Gene No. 


7793 Strand 






4246 End 


8820 


Name 


OJ990422 21.9819.C3.o2.gs Method 


GENSCAN 


Start 


4246 End 


8417 


GI 


none Score 


.53 


Exons 


4246. .4613, 4762. .5334, 5701. .5804, 5864. .6107, 6245. .6418, 




6432. .7038, 7420. .7595, 7694.. 8417 




Seq. No. 


3648 Seq. ID 


OJ990422_21.9819.C3 


Gene No. 


7793 Strand 




otaiL 


4246 End 


8820 


Name 


OJ990422 21.9819.C3.ol.np Method 


AAT/NAP 


Start 


4249 End 


8820 


GI 


2586083 Score 


1722 


Exons 


4249. .4613, 4762. .5250, 6348. .8017, 8378. .8820 


GI Descrip. 


(U72725) receptor kinase-like protein 


[Oryza longistaminata] 


Seq. No. 


3648 Seq. ID 


OJ990422_21.9819.C3 


Gene No. 


7794 ' * Strand 




OtdlL 


13020 End 


15433 


Name 


OJ990422 21.9819.C3.o4.gs Method 


GENSCAN 


Start 


13020 End 


15433 


GI 


none Score 


.81 


Exons 


13020. .13271, 13349. .13469, 13645 .. 13687, 13769 . .13831, 


- 


. 13935. .14307, 14381 14448, 14 922 .. 15065, 15172. .15433 


Seq. No. 


3648 Seq. ID 


OJ990422_21.9819.C3 


Gene No. 


7795 Strand 




OLdlL 


17797 End 


18506 


Name 


OJ990422 21.9819. C3.ol.tm Method 


TBLASTX :Maize 


Start 


251 End 


5215 


GI 


none Score 


46 


Exons 


251. .391, 440. .550, 4769. .4795, 4776.. 


4832, 4838. .5215, 




4839. .5162 




Seq. No. 


3648 Seq. ID 


OJ990422_21.9819.C3 


Gene No. 


7795 Strand 




OLdlt 


17797 End 


18506 


Name 


OJ990422 21.9819.C3.o2.ts Method 


TBLASTX : Soybean 


Start 


440 End 


6459 


GI 


none Score 


95 


Exons 


440. .553, 545. .604, 4432. .4614, 4439.. 


4615, 4763. .5008, 




4842. .5015, 5042. .5251, 5045. .5242, 6379.-6459 


Seq. No. 


3648 Seq. ID 


OJ990422_21.9819.C3 


Gene No . 


7795 Strand 




Start 


17797 End 


18506 


Name 


OJ990422 21.9819.C3.o3.tm Method 


TBLASTX: Maize 


Start 


4315 End 


4620 


GI 


none Score 


137 


Exons 


4315. .4371, 4417. .4620, 4433. .4615 




Seq. No. 


3648 Seq. ID 


OJ990422_21.9819.C3 


Gene No. 


7795 Strand 




Start 


17797 End 


18506 


Name 


OJ990422 21.9819.C3.ol.tc Method 


TBLASTX: Cress 


Start 


4516 End 


8586 



3833 





. GI 


none 










Score 


64 










Exons 


4516. 


.4614, 


4838.- 


.5029, 


4845. 


.4988, 


5144. 


.5242, 


6667. 


. 6777, 






6676. 


.-6951, 


6724. 


.6951, 


6724. 


.6948', 


6727. 


.6924, 


6727. 


. 6948, 






6727. 


.6951, 


6727. 


.6948, 


6727. 


.6948, 


6727. 


.7053, 


6727. 


. 6888, 






6728. 


. 6838, 


6730. 


.6948, 


6730. 


.7053, 


6731. 


.7033, 


6931. 


.7050, 






7057. 


.7401, 


7060. 


.7416, 


7063. 


.7425, 


7063. 


.7425, 


7063. 


.7410, 






7063. 


.7416, 


7063. 


.7296, 


7090. 


.7449, 


7090. 


.7158, 


7090. 


.7425, 






i n on 
/ u yu . 


7 A A Q 

. / ft ft y , 


*7 n qi 


i ^ ^n 


/ U?J . 


. / fl J X , 




7 4 9^ 


/ £. VJ ft . 


7 A1A 

. / 4 O 4 , 






7223. 


.7402, 


7321. 


.7440, 


7399. 


.7524, 


7417. 


.7518, 


7464. 


.7490, 






7600. 


.7689, 


7603. 


.7689, 


7720. 


.7770, 


7725. 


.7793, 


7728. 


.8267, 






7731. 


.8357, 


7731. 


.8225, 


7731. 


.8030, 


7734. 


.8222, 


7734 . 


.8429, 






7752. 


.8495, 


7815. 


.8357, 


7818. 


.8495, 


7887. 


.8429, 


7947. 


.8453, 






7960. 


.8259, 


8104 . 


.8280, 


8229. 


.8528, 


8449. 


.8586, 


8449. 


.8577 




Seq. No. 


3648 










Seq. 


ID OJ990422 


21. 9819. C3 




Gene No. 


7795 










Strand 










Start 


17797 










End 


18 


506 








Name 


OJ990422 21 


.9819. 


C3.o2. 


tm 


Method TBLASTX: 


Maize 






Start 


6721 










End 


8616 








GI 


none 










Score 


93 










Exons 


6721. 


.6948, 


6727. 


.6924, 


6728. 


.6925, 


6796. 


.7038, 


6796. 


.6948, 






6872. 


.7027, 




TO/IT 

. / oft / , 


7HQ 1 
/ UO 1 . 


.7329, 


7081. 


.7272, 


7090. 


.7425, 






7150. 


.7425, 


7288. 


.7401, 


7734. 


.7997, 


7734. 


.7934, 


7734. 


.8003, 






7743. 


.8198, 


7807. 


.8136, 


7815. 


.8102, 


7815. 


.8279, 


7887. 


.8357, 






7959. 


.8435, 


8026. 


.8130, 


8031. 


.8447, 


8031. 


.8285, 


8094. 


.8351, 


'ft 




8104 . 


.8259, 


8154. 


.8438, 


8310. 


.8453, 


8317. 


.8409, 


8376. 


.8429, 


.! = 

3 y 




8379. 


.8447, 


8443. 


.8589, 


8458. 


.8616 












Seq. No. 


3648 










Seq. 


ID OJ990422 


21. 9819. C3 


!y 


Gene No. 


7795 










Strand 








=% 


Start 


17797 










End 


18506 






■~ 


Name 


OJ990422 21 


.9819. 


C3.ol. 


ts 


Method TBLASTX: 


Soybean 


"U 


Start 


6727 










End 


8586 








GI 


none 










Score 


89 








3 J 


Exons 


6727. 


.7053, 


6727. 


.6948, 


6727. 


.6948, 


6727. 


.6948, 


6730. 


.7053, 


L | 




6797. 


.7027, 


7057. 


.7401, 


7060. 


.7437, 


7063. 


.7416, 


7088. 


.7180, 






7090. 


.7161, 


7228. 


.7302, 


7241. 


.7435, 


7243. 


.7431, 


7309. 


.7410, 


~\ 




7405. 


.7533, 


7600. 


.7686, 


7604. 


.7696, 


7731. 


.8279, 


7731. 


.8234, 






7734. 


.8366, 


7741. 


.8127, 


7752. 


.8438, 


7816. 


.8043, 


7818. 


.8459, 


13 




7881. 


.7955, 


7948. 


.8187, 


8010. 


.8441, 


8250. 


.8528, 


8449. 


.8586, 


==? 




8449. 


.8577 



















Seq. No. 3648 

Gene No. 7795 

Start 17797 

Name OJ990422_21 . 9819 . C3 . ol . 

Start 6853 

GI none 

Exons 6853.. 6942, 7183.. 7287, 
7836. .7937 

Seq. No. 3648 

Gene No. 77 95 

Start 17797 

Name OJ990422_21 . 98 19 . C3 . 06 . 

Start 17797 

GI none 



Seq. ID OJ990422_21.9819.C3 
Strand 

End 18506 

tw Method TBLASTX: Wheat 

End 7937 

Score 142 
7322. .7603, 7324.. 7605, 7324.. 7602, 



Seq. ID OJ990422_21.9819.C3 
Strand 

End 18506 

gs Method GENSCAN 

End 18506 

Score .53 



3834 




Exons 17797. .18013, 18078 18190, 18249.. 18506 





Seq. No. - 


364 9 






Seq. ID 


OJ990422_21.9819.C4 




Gens No . 


7796 






Strand 






Start 


112 






End 


8528 




Name 


OJ990422 21 


.9819. 


C4 .ol.gs 


Method 


GENSCAN 




Start 


112 






End 


8528 




GI 


none 






Score 


.5 




Exons 


112. .266, 359. .452, 583. .661, 


747. .823, 


1029. .1152, 1221. .1 






1585. .1735, 


2033. 


.4958, 5041. 


.6458, 6484.. 6580, 6669.. 6846, 






7153. .7255, 


7574. 


.7840, 8401. 


.8528 






Seq. No. 


3649 






Seq. ID 


OJ990422_21.9819.C4 






7796 






Strand 






Start 


1 io 

x xz 






End 


8528 




Name 


OJ990422 21 


.9819. 


C4 .ol.np 


Method 


AAT/NAP 




Start 


2032 






End 


6380 




GI 


4585985 






Score 


2516 




Exons 


2032. .2912, 


2940. 


.3378, 3613. 


.4958, 5041.. 5517, 5740.. 6253, 






6300. .6380 












GI Descrip. 


(AC005287) 


Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 








Seq. ID 


OJ990422 21.yol9.C4 




Gene No. 


7796 






Strand 




. 


Start 


■ 112 






End 


a c o o 

8528 


■ S S3, 


Name 


OJ990422 21 


.9819. 


C4 .ol. ts 


Method 


TBLASTX: Soybean 


! ; 


Start 


2128 






End 


2310 


i"t S 

: si 


GI 


none 






Score 


79 


;" ~1 


Exons 


2128. .2310, 


2132 . 


.2308 






^y 


Seq. No. 








Seq. ID 


OJ990422_21.9819.C4 




Gene No. 


7796 






Strand 




: i i 
: ~ 


Start 


112 






End 


8528 


■3 ■ 


Name 


OJ990422 21 


.9819. 


C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


2236 






End 


2556 


j 


GI 


none 






Score 


82 




Exons 


2236. .2310, 


2329. 


.2556, 2408. 


.2554 






Seq. No. 








Seq. ID 


OJ990422_21.9819.C4 


j. _l 


Gene No. 


7796 






Strand 






Start 


112 






End 


8528 




Name 


OJ990422 21 


.9819. 


C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


2302 






End 


2548 




GI 


none 






Score 


106 




Exons 


2302. .2547, 


2351. 


.2548 








Seq. No. 


3649 






Seq. ID 


OJ990422_21.9819.C4 




Gene No. 


7796 






* Strand. 






Start 


112 






End 


8528 




Name 


OJ990422 21 


.9819. 


C4.o3.tm 


Method 


TBLASTX: Maize 




Start ■ 


2863 






End 


3232 




GI 


none 






Score 


114 




Exons 


2863. .3204, 


2881. 


.3207, 2948. 


.3232 






Seq. No. 


3649 






Seq. ID 


OJ990422_21. 9819.C4 




Gene No. 


7796 






Strand 






Start 


112 






End 


8528 



3835 



Name 


OJ990422 21. 


9819 


.C4.o4. 


tm 


"Method 


TBLASTX: 


Maize 


Start' 


3376 








End 


3831 




GI 


none 








Score 


81 


** 


Exons 


3376. .3591, 


3625 


. .3762, 


3763. 


.3831 






Seq. No. 


3649 








Seq. ID 


OJ990422 


_21.9819.C4 


Gene No. 


7796 








Strand 






Start 


112 








End 


8528 




Name 


OJ990422 21. 


9819 


.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4885 








End 


5294 




GI 


none 








Score 


86 




Exons 


4885. .4965, 


5022 


. .5171, 


5027. 


.5161, 5165.. 5290, 


5178. .5294 


Seq. No. 


3649 








Seq. ID 


OJ990422 


_21.9819.C4 


Gene No. 


7796 








Strand 






Start 


112 








End 


8528 




Name 


OJ990422 21. 


9819 


.C4.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5045 








End 


5473 




GI 


none 








Score 


65 




Exons 


5045. .5152, 


5058 


. .5153, 


5151. 


.5372, 5177. .5473, 


5186. .5440 


Seq. No. 


3649 








Seq. ID 


OJ990422 


_21.9819.C4 


Gene No. 


7796 








Strand 






Start 


112 








End . 


8528 




Name 


OJ990422 21. 


9819 


.C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5297 








End 


6100 




GI 


none 








Score 


42 




Exons 


5297. .5578, 


5421 


. .5561, 


5567. 


.5794, 5582.. 6031, 


5700. .6032, 




6047. .6100 














Seq. No. 


3650 








Seq. ID 


OJ990422 


_21.9819.C6 


Gene No. 


7797 








Strand 


+ 




Start 


351 








End 


723 




Name 


OJ990422 21. 


9819 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


351 








End 


723 




GI 


none 








Score 


.53 




Exons 


351. .723 














Seq. No. 


3651 








Seq. ID 


OJ990402 


_21.9819.C1 


Gene No. 


7798 








Strand 


+ 




Of 

otart 


1 








End 


105 




Name 


OJ990402 21. 


9819 


.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


105 




GI 


5042454 








Score 


79 




Exons 


1. .105 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa]. 




Seq. No. 


3651 








Seq. ID 


OJ990402 


_21.9819.C1 


Gene No. 


7799 








Strand 


+ 




Start 


377 








End 


494 




Name 


OJ990402 21. 


9819 


.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


377 








End 


494 




GI 


none 








Score 


.97 




Exons 


377. .494 














Seq. No. 


3652 








Seq. ID 


OJ990402 


_21.9819.C2 


Gene No. 


7800 








Strand 







3836 



Start 


' 216 


End 


1221 


Name 


OJ990402 21.9819.C2.ol.gs 


Method 


GEN SCAN 


Start 


216 • 


End : 


1221 


GI 


none 


Score 


.72 


Exons 


216. .491, 1101. .1221 






Seq. No. 


3653 


Seq. ID 


OJ990402 


Gene No. 


7801 


Strand 


+ 


Start 


194 


End 


742 


Name 


OJ990402 21.9819.C3.ol.gs 


Method 


GENSCAN 


Start 


194 


End 


652 


GI 


none 


Score 


. 68 


Exons 


194.. 335, 531.. 652 






Seq. No. 


3653 


Seq. ID 


OJ990402 


Gene No. 


7801 


Strand 


+ 


Start 


194 


End 


"7 A O 


Name 


OJ990402 21.9819.C3.ol.np 


Method 


AAT/NAP 


Start 


211 


End 


742 


GI 


6907089 


Score 


184 


Exons 


211. .742 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3654 


Seq. ID 


OJ990402 


Gene No. 


7802 


Strand 


+ 


Start 


41 


End 


1103 


Name 


OJ990402 21.9819.C4.ol.np 


Method 


AAT/NAP 


Start 


41 


End 


i u / y 


GI 


6721558 


Score 


123 


Exons 


41. .261, 835. .923, 956. .1079 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi | 6815083 |dbj IBAA90369.il 


(AP001081) 


hypotheti 




[Oryza sativa] 






Seq. No. 


3654 


Seq. ID 


OJ990402 


Gene No. 


7802 


Strand 


+ 


Start 


41 


End 


1103 


Name 


OJ990402 21.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


137 


End 


1000 


GI 


none 


Score 


.93 



Exons 



137. .261, 328. .513, 584. .642, 712. .1000 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990402_21.9819.C4 
+ 

1103 
AAT/NAP 
1103 
503 



3654 Seq. ID 

7802 Strand 
41 End 
OJ990402_21 . 9819 . C4 . o2 . np Method 
253 End 
6721561 Score 
253. .513, 584. .642, 712. .1103 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



3655 
7803 



Seq. ID 
Strand 



OJ990402 21. 9819. C5 



3837 



r 



Start 
Name 
Start 
GI 

Exons 



400 End - 

OJ990402_21 . 9819 . C5 . ol . gs Method 

400 - * End 

none Score 
400. .457 



457 

GENSCAN 

457 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990402_21.9819.C6 
Strand + 

419 

AAT/NAP 
419 
80 



3656 
7804 
1 

OJ990402_21.9819.C6.ol.np 
1 

1076802 
1. .419 

extensin-like protein - maize gi | 600118 I emb | CAA84230 I (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf || 2111476A 
extensin-like domain [Zea mays] 



End 

Method 

End 

Score 



Seq. ID OJ990402_21.9819.C6 

Strand + 

End 7171 

Method GENSCAN 

End 7171 

Score . 61 

2630. .3034, 3113. .4488, 4571. .4723, 4908. .5079, 5518. .5556, 
6097. .6133, 7074. .7171 



3656 
7805 
2630 

OJ990402_21.9819.C6.o2.gs 

2630 

none 



t or 



Seq. No. 3656 

Gene No. 7805 

Start 2630 

Name OJ9904 02_21 . 98 19 . C6 . ol . gp 

Start 4897 

GI LIB3431-001-P1-N1-B5 

Exons 4897.. 5079, 5185.. 5417 

GI Descrip. ' 4680203/gb | AAD27566. 1 | AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990402_21.9819.C6 

Strand + 

End 7171 

Method AAT/GAP 

End 5417 

Score 766 



Seq. No. 


3656 




Seq. ID 


OJ990402_21, 


.9819.C6 


Gene No. 


7806 




Strand 






Start 


99 




End 


160 




Name 


OJ990402 21.9819.C6.ol 


.gs 


Method 


GENSCAN 




Start 


99 




End 


160 




GI 


none 




Score 


..72 




Exons 


99. .160 










Seq. No. 


3657 




Seq. ID 


OJ990402_21. 


.9819.C7 


Gene No. 


7807 




Strand 


+ 




Start 


570 




End 


5524 




Name 


OJ990402 21.9819.C7.ol 


.gs 


Method 


GENSCAN 




Start 


570 




End 


5524 




GI 


none 




Score 


.79 




Exons 


570.. 699, 1357.. 1393, 


1849. . 


1934, 2195 


..3142, 3277. 


. .3624, 




4008. .4580, 4680. .4784 


, 4854 


. .5524 






Seq. No. 


3657 




Seq. ID 


OJ990402_21. 


,9819.C7 


Gene No. 


7808 




Strand 






Start . 


7245 




End 


13567 




Name 


OJ990402 21.9819.C7.ol 


.gp 


Method 


AAT/GAP 





3838 




Start 


7087 








End 


7338 






5004669 








Score 


478 




Exons 


7087.. 7338 














Seq. No. 


3657 








Seq. ID 


OJ990402_21.9819 


.C7 


Gene No. 


7808 








Strand 






Start 


7245 








End 


13567 




Name 


OJ990402 21. 


,9819. 


C7.o2. 


gs 


Method 


GENSCAN 




Start 


7245 








End 


13567 




GI 


none 








Score 


.77. 




Exons 


7245. .8011, 


8767. 


.8883, 


9595. 


.9753, 11371. .11456, 12147 


. .1 



Seq. No. 


3658 








Seq. ID 


OJ990402 


_21.9819.C8 


Gene No. 


7809 








Strand 


+ 




Start 


1714 








End 


6454 




Name 


OJ990402 21, 


.9819. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


1714 








End 


6017 




GI 


none 








Score 


.42 




Exons 


1714. .1823, 


2203. 


.2326, 


4054. 


.4505, 4620.. 4683, 


4753. .5130, 




5481. .5539, 


5812. 


.6017 










Seq. No. 


3658 








Seq. ID 


OJ990402 


_21.9819.C8 


Gene No. 


7809 








Strand 


+ 




^ Start 


1714 








End 


6454 




!? Name 


OJ990402 21. 


.9819. 


C8.o2. 


np 


'Method 


AAT/NAP 




3 Start 


5047 








End 


6454 




R GI 


6069646 








Score 


242 




LJ Exons 


5047. .5208, 


5813. 


.6454 











fj GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

j'l [Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

"~'t Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

) m f m putative non-LTR retroelement reverse transcriptase. (AC006248) 

i'U [Oryza sativa] 



=5. 

i:3 



Seq. No. 


3658 


Seq. ID 


OJ990402 


Gene No. 


7810 


Strand 




Start 


1 


End 


2451 


Name 


OJ99040.2 21.9819.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2451 


GI 


4680203 


Score 


259 


Exons 


1..274, 2411. .2451 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


3658 


Seq. ID 


OJ990402 


Gene No. 


7811 


Strand 




Start 


5459 


End 


5541 


Name 


OJ990402 21.9819.C8.ol,tw 


Method 


TBLASTX : 1 


Start 


33 


End 


222 


GI 


none 


Score 


78 


Exons 


33. .221, 36. .221, 37. .222 







21. 9819. C8 



Seq. No. 3658 Seq. ID 

Gene No. 7811 Strand 

Start 5459 . End 

Name OJ990402_21 . 9819.C8 .ol.tc Method 

Start 34 End 

GI none Score 



OJ990402_21.9819.C8 
5541 

TBLASTX: Cress 

270 

49 



3839 



r 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



34. .84, 48. .269, 106. .165/ 202. .270 

3658 - Seq. ID 

7811 Strand . 

5459 End 

OJ9904 02_21 . 9819 . C8 . o2 . tm Method 

36 End 

none Score 
36. .236, 36. .248, 37. .246 



OJ990402_21. 9819.C8 
5541 

TBLASTX: Maize 

248 

93 



OJ990402 21. 9819. C8 



3658 Seq. ID 

7811 Strand 
5459 End 5541 

OJ9904 02_21 . 981 9 . C8 . ol . gp Method AAT/GAP 

5459 End 5541 

LIB3479-006-Q6-K1-B11 Score 88 

5459. .5541 

'5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 





Seq. No. 


3658 


Seq. ID 


OJ990402_21. 9819.C8 




Gene No. 


7812 


Strand 






Start 


5528 


End 


5914 


.: ea 


Name 


OJ990402 21.9819.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


5528 . 


End 


5914 




GI 


none 


Score 


296 


:*rs 
:-i : 


Exons 


5528.. 5914, 5653.. 5838 






ru 


Seq. No. 


3658 


Seq. ID 


OJ990402_21. 9819.C8 


u 


Gene No. 


7813 


Strand 






Start 


6089 


End 


6400 


"f =r 


Name 


OJ990402 21.9819.C8.o3.tm 


Method 


TBLASTX: Maize 


HI 


Start 


6089 


End 


6400 




GI 


none 


Score 


222 


□ 


Exons 


6089. .6400 








Seq. No. 


3659 


Seq. ID 


OJ990402_21.9819.C9 




Gene No. 


7814 


Strand 


+ . 




Start 


1 


End 


1020 




Name 


OJ990402 21-9819. C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


657 




GI 


549986 


Score 


99 




Exons 


1..104, 412. .657 








GI Descrip. 


(U13149) possible apospory- 


associated 


protein [Pennisetum 



ciliare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3659 
7814 
1 

OJ990402_21.9819.C9.ol.gs 
30 

none 



Seq. ID OJ990402_21.9819.C9 



Strand 
End 

Method 

End 

Score 



+ 

1020 
GENSCAN 
1020 
.76 



30. .130, 242. .350, 433.-578, 666. .739, 927. .1020 



Seq. No. 
Gene No. 
Start 



3659 
7814 
1 



Seq. ID OJ990402_21.9819.C9 
Strand + 
End 1020 



3840 



Name 

Start 

GI 

Exons 



OJ990402_21 . 9819 . C9 . ol . tm Method TBLASTX : Mai ze 

261 End 732 

none Score 154 

261. .350, 261. .350, 400. .564, 430. .579, 432. .578, 663. .731, 
663.. 731, 664.. 732, 664.. 732 



Seq. No. 3660 

Gene No. 7815 

Start 155 

Name OJ990402_21 . 9819 . C10 . ol . gs 

Start 155 

GI none 
Exons 



Seq. ID OJ990402_21. 9819. C10 

Strand + 

End 4028 

Method GEN SCAN 

End 4028 

Score .87 



155. .2070, 2365. .2498, 2575. .2627, 2688. .2811, 3797. .4028 



Seq. No. 3660 

Gene No. 7816 

Start 4303 

Name OJ990402_21 . 9819. C10 .o2 .gs 

Start 4303 

GI none 

Exons 4303.. 4479 



Seq. ID OJ990402_21. 9819. C10 
Strand 

End 4479 

Method GENSCAN 

End 4479 

Score 1 



Seq. No. 3661 
Gene No. 7817 
Start 374 

Name OJ990402_21 . 9819 . C12 . ol . gp 

Start 374 

GI LIB3477-003-P1-K1-E9 
Exons 374.. 442 

GI Descrip. ' 2498586/sp | Q40638 | MP01J3RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory. s 1 [Oryza 
sativa] ' 



Seq. ID OJ990402_21.9819.C12 

Strand ' + 

End 442 

Method AAT/GAP 

End 442 

Score 78 



Seq. No. 3661 

Gene No. 7818 

Start 561 

Name OJ990402_21 . 9819 . C12 . ol . gs 

Start 561 

GI none 

Exons 561.. 867, 957.. 1153 



Seq. ID OJ990402_21.9819.C12 
Strand 

End 1153 

Method GENSCAN 

End 1153 

Score . 67 



Seq. No. - 3662 

Gene No. 7819 

Start 211 

Name OJ990402_21 . 9819 . C14 . ol . gs 

Start 211 

GI none 

Exons 211.. 373, 463.. 857, 1421.. 1558 



Seq. ID OJ990402_21.9819.C14 
Strand 

End 1558 
Method GENSCAN 
End . 1558 

Score .49 



Seq. No. 3663 

Gene No. 7820 

Start 1 

Name OJ990402_2 1.9819. C15 . ol . np 

Start 1 

GI 4680203 

Exons 1..610, 731.. 759 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990402_21.9819.C15 

Strand + 

End 759 

Method AAT/NAP 

End 759 

Score 341 



3841 



Seq. No. 


3663 


Seq. ID 


OJ990402_21. 


9819. 


C15 


Gene No. 


7820 


Strand 


+ 






O La L U 


1 


End 


/ o y 






Name 


OJ990402 21.9819.C15.ol.gp 


Method 


AAT/GAP 






Start 


32 


End 


293 






GI 


5002953 


Score 


472 






Exons 


32. .293 










GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) 


TNP2 


:-li; 




protein [Sorghum bicolor] 










Seq. No. 


ODD J 


beq. iu 


OJ990402_21. 


9819. 


Clo 


Gene No. 


7820 


Strand 


+ 






Start 


1 


End 


759 






Name 


OJ990402 21.9819.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


73 


End 


459 






GI 


none 


Score 


148 






Exons 


73. .228, 84. .203, 253. .459, 


279. .458 








beq. no. 


3663 


Seq. ID 


OJ990402_21. 


9819. 


Clo 


Gene No. 


7820 


Strand 


+ 






Start 


1 


End 


759 






Name 


OJ990402 21.9819. C15.ol.gs 


Method 


boNbUAJN 






Start 


97 


End 


573 






GI 


none 


Score 


.41 






Exons 


97.. 573 










Seq. No. 


3664 


Seq. ID 


OJ990402_21. 


9819. 


C16 


uene no. 


7821 


Strand 


- 






Start 


1 


End 


608 






Name 


OJ990402 21.9819.C16.ol.np 


Method 


7\ 7\ m / M TV O 






Start 


1 


End 


608 






GI 


5803259 


Score 


201 






Exons 


1..246, 329. .608 










GI Descrip. 


(AP000399)- hypothetical protein [Oryza 


sativa] 






beq. no. 


3664 


Seq. ID 


OJ990402_21. 


9819. 


pi c 

CI b 


Gene No. 


7821 


Strand 








Start 


1 


End 


608 






Name 


OJ990402 21.9819.C16.ol.gs 


Method 


GENSCAN 






Start 


133 


End 


393 






GI 


none 


Score 


.75 






Exons 


133. .'393 










Seq. No. 


3665 


Seq. ID 


OJ990402_21. 


9819. 


Clo 


Gene No. 


7822 


Strand 








Start 


771- 


End 


1662 






Name 


OJ990402 21.9819.C18.ol.gs 


Method 


GENSCAN 






Start 


771 


End 


1662 






GI 


none 


Score 


.94 






Exons 


771. .1036, 1605. .1662 










Seq. No. 


3666 


Seq. ID 


OJ990402_21. 


9819. 


C20 


Gene No. 


7823 


Strand 


+ 






Start 


3570 


End 


5820 






Name 


OJ990402 21.9819.C20.ol.gs 


Method 


GENSCAN 






Start 


3570 


End 


5820 







3842 



GI 


none 


Score 


.85 


Exons 


3570.. 3743, 3784.. 3930, 


4071. .4172, 4289. .4342, 4458. .4550, 




4795. .4887-, 5080. .5220, 


5345.. 5443, 5530.. 5820 


Seq. No. 


3666 


Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7823 


Strand 


+ 


Start 


3570 


End 


5820 


Name 


OJ990402 21.9819.C20.ol. 


np Method 


AAT/NAP 


Start 


3570 


End 


5817 


GI 


3297819 - 


Score 


1276 


Exons 


3570.. 3743, 3856.. 3930, 


4071. .4172, 4289.-4342, 4458. .4550, 




4795. .4887, 5116. .5220, 


5345.. 5443, 5530.. 5817 


GI Descrip. 


(AL031032) protein kinase-like protein 


[Arabidopsis thaliana 


Seq. No. 


3666 


Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7823 


Strand 


+ 


Start 


3570 


End 


5820 


Name 


OJ990402 21.9819.C20.ol. 


gp Method 


AAT/GAP 


Start 


4435 


End 


5111 


GI 


LIB3433-020-P1-K1-D2 


Score 


771 


Exons 


4435. .4550, 4795. .5111 






GI Descrip. 


, 3297819/emb ICAA19877.il 


2.0e-28 (AL031032) protein kinase-1. 




protein [Arabidopsis thaliana] ' 




Seq. No. 


3666 


Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7823 


Strand 


+ 


Start 


3570 


End 


5820 


Name 


OJ990402 21.9819.C20.o2. 


gp Method 


AAT/GAP 


Start 


5120 


End 


5593 


GI 


2442470 


Score 


444 


Exons 


5120. .5220, 5345. .5443, 


5530. .5593 




GI Descrip. 


3297819/emb ICAA19877.il 


2.0e-28 (AL031032) protein kinase-li 




protein [Arabidopsis thaliana] 




Seq. No. 


3666 


Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7824 


Strand 


,+ 


Start 


6270 ■ 


End 


6761 


Name 


OJ990402 21.9819.C20.o3. 


gp Method 


AAT/GAP 


Start 


6270 


End 


67 61 ' 


GI 


uC-osflcypl60g01al 


Score 


964 


Exons 


6270/.6761 






GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24 


, complete sequence' 


Seq. No. 


3666 


Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7825 


Strand 




Start 


6374 1 


End 


9384 


Name 


OJ990402 21.9819.C20.ol. 


tc Method 


TBLASTX: Cress 


Start 


3570 


End 


5803 


GI 


none 


Score 


199 


Exons 


3570.. 3746, 3632.. 3739, 


3849. .3941, 3853. .3942, 4068. .4172, 




4070. .4171, 4286. .4369, 


4288. .4386, 4441. .4539, 4443. .4550, 




4457. .4549, 4722. .4883, 


4774.. 4899, 4774.. 4887, 5113.. 5220, 




5115. .5171, 5339. .5443, 


5341.. 5454, 5529.. 5693, 5530.. 5727, 




5723. .5803 






Seq. No. 


3666 


Seq. ID 


OJ990402_21.9819.C20 



3843 



Gene No. 
Start 
Name 
Start . 
GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ry 

Q Seq. No. 
j j Gene No. 
Start 
Name 
TLJ Start 
a GI 
i;3 Exons 



hJ Seq. No. 

LJ Gene No. 

;;1 Start 
Name 
Start 
GI 

Exons 



7825 
6374 

OJ990402_21.9819.C20.o2.tw 

3597 

none 

3597. .3746, 3635. .3742, 3849. 
4070. .4171, 4286. .4324, 4288. 

3666 
7825 
6374 

OJ990402_21 . 9819 . C20 . o3 . tm 

3597 

none 

3597. .3746, 363S..3742, 3849. 
4070. .4144, 4143. .4172, 4286. 
4443.. 4550, 4457.. 4549, 4722. 

3666 
7825 
6374 

OJ990402_21.9819.C20.o3.ts 

3597 

none 

3597. .3746, 3635.. 3739, 3849. 
4070. .4123 

3666 
7825 
6374 

OJ990402_21.9819.C20.o2.ts 
4289 
none 
4289. 
4722. 
5356. 



,4369, 4297. 
,4889, 4774, 
.5457, 5527. 



.4368, 4443. 
.4899, 5113. 
.5724, 5527. 



3666 
7825 
6374 

OJ990402_21.9819.C20.o2.tm 

5116 

none 

5116. .5220, 5116. .5220, 5339. 
5530. .5724, 5686. .5724, 5732. 



Strand 

End 9384 

Method TBLASTX : Wheat 

End 4324 

Score 211 

.3941, 3853.. 3942, 4068.. 4172, 
.4323 

Seq. ID OJ990402_21. 9819.C20 
Strand 

End 9384 

Method TBLASTX: Maize 

End 4899 

Score 232 

.3941, 3853. .3942, 4068. .4142, 
.4369, 4286.. 4363, 4288.-4368, 
.4889, 4741. .4899 

Seq. ID OJ990402_21.9819.C20 
Strand 

End 9384 

Method TBLASTX : Soybean 

End 4123 

Score 199 

.3941, 3853. .3942, 4068. .4121, 



Seq. ID OJ990402_21. 9819.C20 
Strand 

End 9384 

Method TBLASTX : Soybean 

End 5724 

Score 88 

.4550, 4447. .4563, 4457. .4546, 
.5220, 5113.. 5220, 5339.. 5458, 
.5613, 5528.. 5635, 5529.. 5720 

Seq. ID" OJ990402_21.9819.C20 
Strand 

End 9384 

Method TBLASTX : Mai ze 

End 5812 

Score 175 

.5443, 5342. .5458, 5529. .5714, 
.5812 



Seq. No. 3666 

Gene No. 7825 

Start 6374 

Name OJ990402_21 . 9819 .C20 .o4 . tm 

Start 6262 

GI none 

Exons 6262.. 6315, 6263.. 6367, 6370. 
6507. .6539 



Seq. ID OJ990402_21. 9819.C20 
Strand 

End 9384 

Method TBLASTX : Maize 

End 6541 

Score 63 

.6483, 6371. .6541, 6371. .6493, 



Seq. No. 
Gene No. 



3666 
7825 



Seq. ID OJ990402_21.9819.C20 
Strand 



3844 




Start 


6374 








■ End 


9384 


Name 


OJ990402 21 


.9819 


.C20.o2 


.gs 


Method 


GENSCAN 


Start 


6374 








End 


9371 


GI 


none 








Score 


.81 


Exons 


6374. .7206, 


7453 


. .7664, 


7757 


..8507, 9311. .9371 


Seq. No. 


3666 








Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7825 








Strand 






6^74 

UJ / *i 








End 


9384 


Name 


OJ990402 21 


.9819 


.C20.o2 


.np 


. Method 


AAT/NAP 


Start 


6377 








End 


9384 


GI 


4490297 








Score 


1497 


Exons 


6377. .7207, 


7383 


. .7654, 


7753 


..8507, 9311.. 9384 


GI Descrip. 


(AL035678) ; 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


3666 








Seq. ID 


OJ990402_21.9819.C20 


bene ino . 


780 ^ 

/ O £. D 








Strand 




Start 


6374 








End 


9384 


Name 


OJ990402 21 


.9819 


. CZ0 . Oo 


. tc 


Method 


TBLASTX: Cress 


Start 


6383 








End 


6763 


GI 


none 








Score 


132 


Exons 


6383. .6490, 


6528 


. .6761, 


6540 


..6635, 6542.. 6763 


Seq. No. 


3666 








. Seq. ID 


OJ990402_21.9819.C20 


bene ino. 










Strand 




Start 


6374 








End 


9384 


Name 


OJ990402 21 


QQ1 Q 


. UZU . Ol 




Method 


TBLASTX: Wheat 


Start 


6482 








End 


7186 


GI 


none 








Score 


518 


Exons 


6482. .6877, 


o4o J 


^ o *7 o 
. . DO / O , 


c c o o 
DO JO 


..6879, 6538.. 6879, 7004.. 7186 


Seq. No. 


3666 








Seq. ID 


OJ990402_21. 9819.C20 


Gene No. 


7825 








Strand 




Start 


6374 








End 


9384 


Name 


OJ990402_21 


QQ1 Q 


. L^U . Ol 


. ts 


Method 


TBLASTX: Soybean 


Of a v+- 


0*1 0 0 








End 


8506 


GI 


none 








Score 


203 


Exons 


6486. .6866, 


6542 


. .6865, 


6635 


..6856, 6884. .6943, 6896. .6949, 




6983. .7207, 


6989 


. .7213, 


7023 


..7208, 7430. .7519, 7449. .7520, 




7520. .7660, 


7523 


. .7645, 


7572 


..7655, 7756. .8505, 7759. .8265, 




7760. .8386, 


8323 


. .8505, 


8417 


..8506 




Seq. No. 


3666 








Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7825 








Strand 




Start 


6374 








End 


9384 


Name 




.9819 


.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6542 








End 


9373 


GI 


none 








Score 


418 


Exons 


6542. . 6712, 


6542 


. .6643, 


6615 


..6941, 6615. .7235, 6617. .7201, 




7020. .7208, 


7448, 


. .7681, 


7449 


..7739, 7736. .8506, 7756. .8505, 




9287. .9370, 


9306 


. .93*71, 


9311 


..9373, 9313.. 9372 


Seq. No. 


3666 








Seq. ID 


OJ990402_21.9819.C20 


Gene No. 


7825 








Strand 




Start 


6374 








End 


9384 


Name 


OJ990402 21 


.9819, 


.C20.O2 


.tc 


Method 


TBLASTX: Cress 


Start 


6809 








End 


7607 



3845 



GI 


none 


Score 


86 




Exons 


6809. .7210, 7044. .7208, 7448. 


.7606, 7449.. 7607 




Seq. No. 


3667 




n,TQQD4'n? 91 QfllQ 


.C21 


bene NO . 


1 ft 9 £ 


C4- r*anH 






Start 


56 


r nr j 

til lti 


Hi 




Name 


OJ990402 21.9819.C21.ol.gs 


lie li hju 






Start 


56 




119 




GI 


none 


Score 


Q1 




Exons 


56. .112 








Seq. No. 


3668 


Seq. ID 


OJ990402_21.9819 


.C23 


Gene No. 


7827 


Strand 


+ 




Of a r f 
O Lai. L. 


1087 


End 


9 1 n** 




Name 


OJ990402 21.9819.C23.o2.np 


Method 






Start 


1087 


End 


91 

£. x U O 




GI 


4234854 


Score 


Q7 Q 




Exons 


1087. .1863, 2084. .2103 








GI Descrip. 


(AF082134) pol polyprotein [Zea mays] 






Seq. No. 


3668 


Seq. ID 


OJ990402_21.9819 


.C23 


Gene No. 


7828 


Strand 






Of- = rt- 

O Lol U 


1 


End 


2103 




Name 


OJ990402 21.9819.C23.ol.np 


Method 


AAT/NAP 




Start 


1. 


End 


2103 




GI 


4234846 


Score 


478 




Exons 


1..1067, 2064. .2103 








GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 




Seq. No. 


3668 


Seq. ID 


OJ990402_21.9819 


.C23 


uene ino . 


7828 


Strand 






Start 


1 


End 


2103 




Name 


OJ990402 21.9819.C23.ol.tm 


Method 


TBLASTX : Maize 




Start 


517 


End 


1063 




GI 


none 


Score 


44 




Exons 


517. .627, 536. .577, 661. .945, 


661.. 1062, 701.. 1063, 848 


. .1063 


Seq. No. 


3668 


Seq. ID 


OJ990402_21.9819 


-C23 


bene rsio . 


7828 


Strand 






Start 


1 


End 


2103 




Name 


OJ990402 21.9819.C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1177 


End 


1557 




GI 


none 


Score 


325 




Exons 


1177. .1557, 1251. .1394 








Seq. No. 


3668 


Seq. ID 


OJ990402_21.9819 


.C23 


Gene No . 


7828 


Strand 






Start 


1 


End ■ 


2103 




Name 


OJ990402 21.9819.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1339 


End 


1871 




GI 


none 


Score 


216 




Exons 


1339.. 1572, 1353.. 1571, 1617. 


.1871, 1640. .1855 




Seq. No. 


3669 


Seq. ID 


OJ990402_21.9819 


.C24 


Gene No. 


7829 


Strand 






Start 


48 


End 


696 




Name 


OJ990402 21.9819.C24.ol.gs 


Method 


GEN SCAN 





3846 



Start 


48 


End 


696 




GI 


none 


Score 


.9 




Exons 


48. .184, 510.'. 696 








Seq. No. 


3670 


Seq. ID 


OJ990402_21.9819. 


C26 


CZpir\c± Mrs 


7830 


Q+- rand 






Start 


119 


End 


388 




Name 


OJ990402 21.9819.C26.ol.gs 


Method 


GENSCAN 




Start 


119 


End 


388 




GI 


none 


Score 


.45 




Exons 


119. .181, "262. .388 








Seq. No. 


3671 


Seq. ID 


OJ990402_21.9819. 


C28 


f!onQ Mo 


/OJJ. 








Start 


1029 


End 


1201 




Name 


OJ990402 21.9819.C28.ol.gs 


Method 


GENSCAN 




Start 


1029 


End 


1201 




GI 


none 


Score 


.51 




Exons 


1029. .1201 








Seq. No. 


3672 


Seq. ID 


OJ990402_21.9819. 


C29 


Gene No. 


7832 . 


Strand 


+ 




Start 


1 


End 


2909 




Name 


OJ990402 21.9819.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2909 -" 




GI 


-4335773 


Score 


182 




Exons 


1..74, 559. .664, 899. .985, 


1072. .1207, 


2873. .2909 




GI Descrip. 


(AC006284) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


3672 


Seq. ID 


OJ990402_21.9819. 


C29 






Strand 


+ 




Start 


1 


End 


2909 




Name 


OJ990402 21.9819. C29.ol-gs 


Method 


GENSCAN 




Start 


388 


End 


1391 




GI 


none 


Score 


.47 




Exons 


388. .664, 899.-975, 1083.. 


1391 






Seq. No. 


3672 


Seq. ID 


OJ990402_21.9819. 


C29 


Gene. No. 


7833 


Strand 








2323 


End 


2764 




Name 


OJ990402 21.9819.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


888 


End 


1261 




GI 


none 


Score 


132 




Exons 


888. .974, 889.-975, 895.-975, 1080. .1124, 1091. .1123, 






1178. .1225, 1208. .1261 








Seq. No. 


3672 


Seq. ID 


OJ990402_21.9819. 


C29 


Con a Nfo 


7833 


Strand 






Start 


2323 


End 


2764 




Name 


OJ990402 21.9819.C29.o2.gs 


Method 


GENSCAN 




Start 


2323 


End 


2764 




GI 


none 


Score 


.45 




Exons 


2323. .2371, 2652.-2764 








Seq. No. 


3673 


Seq. ID 


OJ990402_21.9819. 


C30 


Gene No. 


7834 


Strand 


+ 




Start 


2 


End 


3586' 





3847 




Name 


OJ990402 21. 


9819.C30.ol 


.gs 


Method 


GENSCAN 


Start 


2 






End 


3586 


GI 


none 






Score 


.8 


Exons 


2.. 22/ 133.. 


234, 367.. 449, 1237.. 1323, 


1425.. 1776, 1925.. 2177, 




2497. .2739, 


2827. .2946, 


3138. 


.3586 




Seq. No. 


3673 






Seq. ID 


OJ990402_21.9819.C30 


Gene No. 


7834 






Strand 


+ 


Start 


2 






End 


3586 




OJ990402 21. 


9819.C30.ol 


.np 


Method 


AAT/NAP 


Start 


62 






End 


3583 


GI 


4006861 






Score 


1192 


Exons 


62.. 234, 367 


..412, 757. 


.835, 


1425. .1776, 1925. .2177, 2497. .2766, 




2853. .2946, 


3138. .3583 








GI Descrip. 


(Z99707) tubulin-like protein 


[Arabidopsis thaliana] 


Seq. No. 


3673 






Seq. ID 


OJ990402_21. 9819.C30 


Gene No. 


7834 






Strand 


+ 


Start 


2 






End 


3586 


Name 


OJ990402 21. 


9819.C30.o2 


. gp 


Method 


AAT/GAP 


Start 


1695 






End 


2856 


GI 


428723 






Score 


626 


Exons 


1695. .1776, 


2497. .2739, 


2827. 


.2856 




GI Descrip. 


4006861/emb ICAB16779.il 


J a L/C 


15 (Z99707) tubulin-like protein 




[Arabidopsis 


thaliana] 








Seq. No. 


3673 






Seq. ID 


OJ990402_21.9819.C30 


Gene No. 


7835 






Strand 




Cf- ar f 
OLdit 


5691 






End 


5866 


Name 


OJ990402 21. 


9819.C30.o2 


. tm ' 


Method 


TBLASTX: Maize 


Start 


1602 






End 


2171 


GI 


none 






Score 


181 


Exons 


1602. .1778, 


1609. .1788, 




.1772, 1922.. 2086, 1923.. 2063, 




1924. .2064, 


2059. .2166, 




.2170, 2082.. 2171 


Seq. No. 


3673 






.Seq. ID 


OJ990402_21.9819.C30 


Gene No. 


7835 






Strand 




o Lai. l. 


5691 






End : 


5866 


Name 


OJ990402 21. 


9819.C30.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2599 






End 


3517 


GI 


none 






Score 


205 


Exons 


2599. .2742, 


2606. .2743, 


2607. 


.2738, 2820.. 2933, 2826.-2948, 




3135. .3308, 


3136. .3309, 


3137. 


.3310, 3311. .3517, 3316.. 3516 


Seq. No. 


3673 






Seq. ID 


OJ9904 02_21. 9819.C30 


CZ a n a NT r\ 


7835 






Strand 




Start 


5691 






End 


5866 


Name 


OJ990402 21. 


9819.C30.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3155 






End 


3600 


GI 


none 






Score 


66 


Exons 


3155. .3268, 


3205. .3600, 


3206. 


.3592 




Seq. No. 


3673 






Seq. ID 


OJ990402_21.9819.C30 


Gene No. 


7835 






Strand 




Start 


5691 






End 


5866 


Name 


OJ990402 21. 


9819.C30.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3214 






End 


3571 



3848 






GI 


none Score 


346 




Exons 


3214. .3555, 3215. .35.71 






Seq. No. 


3673 Seq. ID 


OJ990402_21 . 9819. C30 




Gene No . 


/ojj otrana 






Start 


5691 End 


5866 




Name 


OJ990402 21.9819.C30.o2.gs. Method 


GENSCAN 




Start 


5691 End 


5866 




GI 


none Score 


.73 




Exons 


5691.. 5866 






Seq. No. 


3674 Seq. ID 


OJ990402_21.9819.C31 




Gene No . 


7836 Strand 


+ 




Start 


663 End 


. 4494 




Name 


OJ990402 21.9819.C31.o4.ts Method 


TBLASTX : Soybean 




Start 


657 End 


1774 




GI 


none Score 


46 




Exons 


657. .689, 695. .823, 696. .827, 1530. .1586, 1724. .1774 




Seq. No. 


3674 Seq. ID 


OJ990402_21.9819.C31 




Gene No . 


7836 Strand 


+ 




Start 


663 End 


4494 




Name 


OJ990402 21.9819.C31.ol.gs Method 


GENSCAN 




Start 


663 End 


4465 




GI 


none Score 


.91 




Exons 


663.. 839, 1533.. 1587, 1710.. 3661, 3747 


..3905, 4337. .4465 


ru 


Seq. No. 


3674 Seq. ID 


OJ990402_21.9819.C31 


i" "1 


Gene No. 


7836 Strand 


+ 


| : ! 


OLalU 


663 End 


4494 




Name 


OJ990402 21.9819.C31.ol.np Method 


AAT/NAP 




Start 


663 End 


4494 




GI 


6693032 Score 


3178 


- ■ 


Exons 


663.. 839, 1533.. 1608, 1710.. 3670, 3735 


..3905, 4337. .4494 




GI Descrip. 


(AC012375) T22C5.23 [Arabidopsis thaliana] 


: v. : 

I 3 


Seq. No. 


3674 Seq. ID 


OJ990402_21.9819.C31 




Gene No . 


7836 Strand 


+ 


1. 3 


Start 


663 End 


4494 


: =1E i 


Name 


OJ990402 21. 9819.C31.o4.tm Method 


TBLASTX: Maize 


1. _i 


Start 


663 End 


1583 




GI 


none Score 


250 




Exons 


663. .839, 683. .841, 1532. .1582, 1533.. 


1583 




Seq. No. 


3674 Seq. ID 


OJ990402_21.9819.C31 




Gene No. 


7836 Strand 


+ 




Start 


663 End 


4494 




Name 


OJ990402 21.9819. C31.ol.tc Method 


TBLASTX: Cress 




Start 


663 End 


4491 




GI 


none ■ Score 


241 




Exons 


663. .836, 683. .823, 1530. .1583, 1706.. 


3664, 1718.. 1840, 






1723. .2826, 2887. .3291, 3319. .3654, 3410. .3664, 3738. .3908, 






3740. .3907, 3741. .3908, 4334 .. 4489, .4336 .. 4491, 4336. .4458 




Seq. No. 


3674 Seq. ID 


OJ990402_21. 9819.C31 




Gene No. 


7836 Strand 


+ 




Start 


663 End 


4494 



3849 




Name 


OJ990402 21 


9819.C31.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1768 






End 


2029 




GI 


none 






Score 


303 




Exons 


1768. .2025, 


1769. .2029 










Seq. No. 


3674 






Seq. ID 


OJ990402_21.9819 


.C31 


Gene No . 


/bob 






Strand 


4- 




Start 


663 






End 


4494 




Name 


OJ990402 21. 


9819.C31.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1778 






End . 


2235 




GI 


none 






Score 


318 




Exons 


1778. .2233, 


1960. .2235 










Seq. No. 


3674 






Seq. ID 


OJ990402_21.9819 


.C31 


uene no . 


/ OJD 






btrana 


+ 




Start 


663 






End 


4494 




Name 


OJ990402 21. 


9819.C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2185 






End 


2989 




GI 


none 






Score 


1025 




Exons 


2185. .2589, 


2186. .2989, 


2201. 


.2959 






Seq. No. 


3674 






Seq. ID 


OJ990402_21.9819 


.C31 


Gene No . 


/o3o 






Strand 


+ 




Start 


663 






End 


4494 




Name 


OJ990402 21. 


9819.C31.o2 


.ts 


Method" 


TBLASTX : Soybean ' 




Start 


2326 






End 


3037 




GI 


"none 






Score 


968 




Exons 


2326. .2826, 


2327. .3037, 


2327. 


.3037 






Seq. No. 


3674 






Seq. ID 


OJ990402_21.9819 


.C31 


Gene No. 


*7 O *3 C 

/bob 






Strand 


+ 




Start 


663 






End 


4494 




Name 


OJ990402 21. 


9819.C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2760 






End 


3106 




GI 


none 






Score 


515 




Exons 


2760. .3104, 


2762. .3106, 


2768. 


.3106 






s 

Seq; No/: 


3674 




• ■ "--.4" 


Seq. ID 


OJ990402_21.9819 


.C31 


Gene No. 


7836 






Strand 


+ 




Start 


663 






End 


4494 




Name 


OJ990402 21. 


9819.C31.ol 


.gp 


Method 


AAT/GAP 




Start 


2957 




End 


3416 




GI 


2428315 






Score 


874 




Exons 


2957. .3416 












GI Descrip. 


4 884 966/gb|AAD31896.1|AF145478_l 6.0e- 


42 (AF145478) calcium 




ATPase [Mesembryanthemum crystallinum] 






Seq. No. 


3674 






Seq. ID 


OJ990402_21.9819 


.C31 


Gene No. 


7836 






Strand 


+ 




Start 


663 






End 


4494 




Name 


OJ990402 21. 


9819.C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2993 






End 


4489 




GI 


none 






Score 


858 




Exons 


2993. .3664, 


2993. .3646, 


2995. 


.3663, 3741, .3908, 3744. .3908, 




4334. .4489, 


4336. .4458 










Seq. No. 


3674 






Seq. ID 


OJ990402_21.9819 


.C31 



3850 




Gene No. 


7836 


Strand 


+ 




663 


End 


4494 


Name 


OJ990402 21.9819.C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3041 


End 


4489 


GI 


none 


Score 


806 


Exons 


3041. .3664, 3043. .3663, 3711. 


.3908, 3741.. 3908, 3823.. 3909, 




4332. .4451, 4334. .4489, 4336. 


.4458 




Seq. No. 


3674 


Seq. ID 


OJ990402_21.9819.C31 


Gene No. 


7836 


Strand 


+ 


Start 


663 


End 


4494^ 


Name 


OJ990402 21.9819.C31.o2.gp 


Method 


AAT/GAP 


Start 


3792 


End 


4494 


GI 


23613 1.R1084 


Score 


487 


Exons 


3792. .3905, 4337. .4494 






GI Descrip. 


'4884966/gb|AAD31896.1|AF145478_l 3.0e- 


-71 (AF145478) calcium 




ATPase [Mesembryanthemum crystallinum] 1 




Seq. No. 


3675 


Seq. ID 


OJ990402_21.9819.C32 


Gene No. 


7837 


Strand 


+ 


Start 


1 


End 


1103 


Name 


OJ990402 21.9819.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1103 


GI 


516118 


Score 


316 


Exons 


Lsv67, 154. .250, 858.. 1103 






GI Descrip. 


(L08469) envelope- Ca2+-ATPase 


[Arabidopsis thaliana] 


Seq. No. 


3675 


Seq. ID 


OJ990402_21. 9819.C32 


Gene No. 


7837 


Strand 


+ 


Start 


1 


End 


1103 


Name 


OJ990402 21.9819.C32.ol.gp 


Method 


AAT/GAP 


Start 


182 


End 


981 


GI 


LIB3434-031-P1-K1-F8 


Score 


334 


Exons 


182. .250, 858. .981 






GI Descrip. 


'4884 966/gb|AAD318 96. 1|AF145478_1 6.0e- 


-42 (AF145478) calcium 




ATPase [Mesembryanthemum crystallinum] r 




Seq.- No. 


3675 


Seq. ID 


OJ990402_21. 9819.C32 


Gene No. 


7838 


Strand 




ij L uX L 


849 


End 


1322 


Name 


OJ990402 21. 9819.C32.ol.tm 


Method 


TBLASTX: Maize 


Start 


181 


End 


1322 


GI 


none 


Score 


98 


Exons 


181. .255, 182. .253, 830. .1108 


, 843. .1106, 855. .1115, 1144. .1: 




1148. .1186, 1224. .1322 






Seq. No. 


3675 


Seq. ID 


OJ990402_21.9819.C32 




7838 


Strand 




Start 


849 


End 


1322 


Name 


OJ990402 21.9819.C32.ol.tc 


Method 


TBLASTX: Cress . 


Start 


182 


End 


1100 


GI 


none 


Score 


71 


Exons 


182. .238, 842. .1099, 849. .1100 




Seq. No. 


3675 


Seq. ID 


OJ9904 02_21.9819.C32 


Gene No. 


7838 


Strand 




Start 


849 


End 


1322 



3851 



Name 0 J9904 02_2 1 . 98 19 . C32 . ol . 

Start 185 

GI none 

Exons 185.. 253, 187.. 252, 843. 

Seq. No. 3675 

Gene No. 7838 

Start 84 9 

Name OJ990402_21 . 9819 . C32 . ol . 

Start 209 

GI none 

Exons 209.. 253, 843.. 1094 

Seq. No. 3675 

Gene No. 7838 

Start 849 

Name OJ9904 02_21 . 9819. C32 . ol . 

Start 849 

GI none 

Exons 849.. 1205 



ts Method TBLASTX : Soybean 

End 1106 

Score 96 
.1106, 855. .944, 908. .1093 

Seq. ID OJ990402_21.9819.C32 
Strand 

End 1322 

tw Method TBLASTX : Wheat 

End 1094 

Score 62 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_21.9819.C32 

1322 
GEN SCAN 
1205 
.71 



Seq. No. 3676 

Gene No. 7839 

= - Start 145 

li t Name- OJ9904 02_21 .9819. C33 . ol . gs 

; *3 Start 145 

ijl GI none 

Hi Exons 145.. 206, 381.. 556, 942, 

H Seq. No. 3677 

^ Gene No. 7840 
hJ Start * 554 

fy Name OJ9904 02_21 . 98 19 . C34 . ol . gs 

,. Start 554 

GI none 

Exons 554.. 726 

Seq. . No. 3678 

Gene No. 7841 

Start 1183 

Name OJ990402_21 . 9819 .C35 . ol .gs 

Start 1183 

GI ' none 

Exons 1183.. 1369, 1675.. 1946 



Seq. ID OJ990402_21.9819.C33 
Strand 

End 1180 

Method GENSCAN 

End 1180 

Score .4 
.1093, 1109. .1180 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_21.9819.C34 
+ 

726 

GENSCAN 

726 

.65 



OJ990402 21.9819.C35 



1946 
GENSCAN 
1946 
.95 



Seq. No. 3679 Seq. ID OJ990402 

Gene No. 784 2 Strand + 

Start 282 End 502 

Name OJ990402_21 . 9819 .C36. ol . gs Method GENSCAN 

Start 282 End 502 

GI none Score . 93 

Exons 282.. 502 



21.9819.C36 



Seq. No. 3679 Seq. ID 

Gene No. 7843 Strand 

Start 726 End 

Name OJ990402 21 . 9819 . C36 . o2 . tm Method 



OJ990402_21.9819.C36 
1748 

TBLASTX: Maize 



3852 




Start 


714 


End 


870 




GI 


none 


Score 


63 




Exons 


714. .869, 717. .848, 727. .870 


- 






Seq. No. 


3679 


Seq. ID 


OJ990402_21.9819 


.C36 


/""* one NT /"\ 


/ O fi J 


o Liana 






Start 


726 


End 


1748 




Name 


OJ990402 21.9819.C36.o2.gs 


Method 


GEN SCAN 




Start 


726 


End 


1681 




GI 


none 


Score 


.54 




Exons 


726.. 1384, 1660.. 1681 








Seq. No. 


3679 


Seq. ID 


OJ990402_21.9819 


.C36 


Gene No. 


7843 


Strand 






Start 


726 


End 


1748 




Name 


OJ990402 21.9819.C36.ol.np 


Method 


AAT/NAP 




ouai u 


729 


End 


1748 




GI 


6498441 


Score 


1345 




Exons 


729. .1010, 1104. .1748 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


3679 


Seq. ID 


OJ990402_21.9819 


.C36 


Gene No.. 


7843 - * 


.'• Strand . 


- . ^ 




o tar u 


'726 


End 


1748 




Name 


OJ990402 21.9819.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


738 


End 


1346 




GI 


none 


Score 


69 




Exons 


738^863, 745. .864, 891. .1346, 1090..: 


1197, 1237.. 1314, 






1298. .1336 








Seq. No. 


3679 


Seq. ID 


OJ990402_21.9819 


.C36 


uene ino . 


7843 


Strand 






Start 


726 


End 


1748 




Name 


OJ990402 21.9819.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


1323 


End 


1697 




GI 


none 


Score 


170 




Exons 


1323.. 1436, 1434.. 1697 








Seq. No. 


3679 


Seq. ID 


OJ990402_21.9819 


-C36 


bene ino • 


7843 


Strand 






Start 


726 


End 


1748 




Name 


OJ990402 21. 9819.C36.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1354 


End 


1718 




GI 


none 


Score 


.188 




Exons 


1354. .1620, 1368. .1718, 1644 


. .1718 






Seq. No. 


3680 


Seq. ID 


OJ990402_21. 9819 


.C37 


Gene No. 


7844 


Strand 






Start 


1 


End 


4026 




Name 


OJ990402 21.9819.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4026 




GI 


6498441 


Score 


3381 




Exons 


1..418, 605. .1248, 1421. .1555, 1738. .2111, 2175. .2624, 






2962. .4026 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



3853 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


3680 








Seq. ID 


OJ990402_21.9819 


.C37 


Gene No. 


7844 








Strand 


- 




Start 


1 








End 


4026 




Name 


OJ990402 21. 


9819 


.C37.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


47 








End 


610 




GI 


5666795 








Score 


58 




Exons 


47.. 229, 284 


..421, 512. 


.610 










4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


'3680 








Seq. ID 


OJ990402_21.9819 


.C37 


Gene No. 


7844 








Strand 






Start 


1 








End 


4026 




Name 


OJ990402 21. 


9819 


.C37.o3 




Method 


TBLASTX: Wheat 




Start 


284 








End 


733 




GI 


none 








Score ' 


111 






284..442, 285. .425, 492 


. .638, 


509. .733 




Seq. No. 


j \) 0 \j 








Seq. ID 


OJ990402_21.9'819 


.C37 


Gene No. 


784 4 

/ O *i *i 








Strand 






Start 


1 
J. 








End 


4026 




Name 


OJ990402 21 


9819 


.C37 .o2 




Method 


TBLASTX : Soybean 




Start 


1107 _ 

1 J. U f 








End 


-1415' 




GI 


none 








Score 


194 






1107. .1415 














Seq. No. 


^680 

JOOU 








Seq. ID 


OJ990402_21.9819 


.C37 


Gene No. 


784 4 

/ O *i *4 








Strand 






Start 


1 
J. 








End 


4026 




Name 




Q8 1 Q 




. tw 


Method 


TBLASTX: Wheat 




Start 


1131 








End 


1533 




GI 


none 








Score 


186 




DAU 1 1 0 


1131. .1418, 


1168 


. .1419, 


1243. 


.1425, 1414.. 1533, 1415.. 1528 


Seq. No. 


3680 








Seq. ID 


OJ990402_21.9819 


.C37 


Gene No. 


7844 








Strand 






Start 


1 








End 


4026 




Name 


OJ990402 21. 


9819 


.C37.o2 


. tin 


Method 


TBLASTX : Maize 




Start 


1209 








End 


1591 




GI 


none 








Score 


75 




H1A.VJH0 


1209. .1418, 


1336 


. .1419, 


1412. 


.1591, 1414.. 1590 




Seq. No. 


3680 








Seq. ID 


OJ990402_21.9819 


.C37 


Gene No. 


7844 








Strand 






Start 


1 








End 


4026 




Name 


OJ990402 21. 


9819 


.C37.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1618 








End 


1973 




GI 


none 








Score 


143 




Exons 


1618. .1662, 


1663 


. .1887, 


1668. 


.1931, 1668.. 1973 




Seq. No. 


3680 








Seq. ID 


OJ990402_21.9819 


.C37 


Gene No. 


7844 








Strand 






Start 


1 








End 


4026 




Name 


OJ990402 21. 


9819 


,C37.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1645 








End 


2104 





3854 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
□ Start 
! =3 Gi- 
ro Exons 

!^ Seq. No. 
; 5 =! Gene No. 

Start 
Q Name 
ry Start 

GI 

Exons 
H GI De 



none Score 222 

1645.. 1896, 1662.. 2102, 1663.. 1887, 1972.. 2103, 1982.. 2104 



tscrip. 



Seq. ID OJ990402_21.9819.C37 
Strand 

End 4026 

Method TBLASTX : Soybean 

End 2063 

Score 104 



3680 
7844 
1 

OJ990402_21.9819.C37.o3.ts 
1698 
none 

1698. .1832, ,1839. .2063 

3680 
7844 
1 

OJ990402_21.9819.C37.o4.tw 
2106 
none 

2106. .2234, 2211.. 2600, 2230.. 2541, 2564. .2728, 2568. .2741 



Seq. ID OJ990402_21.9819.C37 
Strand 

End 4026 

Method TBLASTX : Wheat 

End 2741 

Score 157 



3680 
7844 
1 

OJ990402_21.9819.C37.o5.tw 

3489 

none 

3489..3863, 3565.. 3750 



Seq. ID OJ990402_21.9819.C37 
Strand 

End 4026 

Method TBLASTX : Wheat 

End .3863 

Score 93 



Seq. ID OJ990402_21. 9819.C38 
Strand + 

741 

AAT/NAP 
717 
714 



End 

Method 

End 

Score 



3681 
7845 
1 

OJ990402_21.9819.C38.ol.np 
1 

5295971 
1. .717 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 

Seq. ID OJ990402_21.9819.C38 

Strand + 

End 741 

Method TBLASTX: Maize 

End 288 

Score 238 



Seq. ID OJ990402_21. 9819.C38 

Strand + 

End 741 

Method TBLASTX : Cress 

End 741 

Score 71 



Seq. No. 


3681 






":t Gene No. 


7845 






Start 


1 






Name 


OJ990402 


21.9819.C38 


.o2.tm 


Start 


87 






GI 


none 






Exons 


87. .182, 


88. .288 




Seq. No. 


3681 






Gene No. 


7845 






Start 


1 






Name 


OJ990402 


21.9819.C38 


.ol.tc 


Start 


88 






GI 


none 






Exons 


88. .303, 


89. .265, 91 


. .315, 




474. .695, 


709. .741 




Seq. No. 


3681 






Gene No. 


7845 







Seq. ID OJ990402_21.9819.C38 
Strand + 



3855 



Start 1 

Name OJ990402_21. : 9819.C38.ol.ts 

Start . 91 

GI none 

Exons 91. .531, 234.. 386 

Seq. No. 3681 

Gene No. 7845 

Start 1 

Name OJ990402_21 . 9819 . C38 . ol .gs 

Start 118 

GI none 

Exons 118.. 705 



End 741 

Method TBLASTX : Soybean 

End 531 

Score 362 



Seq. ID OJ990402_21.9819.C38 

Strand + 

End 741 

Method GENSCAN 

End 705 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
"Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3681 
7845 
1 

OJ990402_21. 9819.C38.ol.tw 

234 

none 

234. .434, 235. .438, 475.-654 

3681 
7845 
-1 

OJ990402_21. 9819.C38.ol.tm 

295 

none 

295. .681, 295. .675, 300. .680 



Seq. ID OJ990402_21.9819.C38 

Strand + 

End 741 

Method TBLASTX : Wheat 

End 654 

Score 153 



Seq. ID OJ990402_21.9819.C38 
Strand ' + 



End 

Method 

End 

Score 



741 • ' 

TBLASTX: Maize 

681 

474 



Seq. ID OJ990402_21.9819.C39 

Strand + 

End 259 

Method AAT/GAP 

End 259 

Score 303 



3682 
7846 
86 

OJ990402_21. 9819.C39.ol.gp 
86 

101595_1.R1084 
86. .259 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. ID OJ990402_21.9819.C39 

Strand 

End 834 

Method AAT/NAP 

End 301 

Score 352 



3682 
7847 
1 

OJ9904*02_21. 9819.C39.ol.np 
1 

6630696 
1..301 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



3682 
7847 
1 

OJ990402_21.9819.C39.ol.tw 
83 

none 



Seq. ID OJ990402_21.9819.C39 

Strand 

End 834 

Method TBLASTX : Wheat 

End 407 

Score 108 



3856 



Exons 


83. .295, 84. .221, 272.. 


406, 


309. .407 




Seq. No. 


3682 




Seq. ID 


OJ990402_21. 9819.C39 


oene wo . 


/ 0 *± 1 




OLianu 




Start 


1 




End 


834 


Name 


OJ990402 21.9819.C39.ol 


.gs 


Method 


GENSCAN 


Start 


91 




End 


834 


GI 


none 




Score 


.66 


Exons 


91.. 650, 683.-834 








Seq. No. 


3682 




Seq. ID 


OJ990402_21.9819.C39 


Gene No. 


7847 




Strand 




Of 

o rar u 


i 






O JH 


Name 


OJ990402 21.9819.C39.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


107 




End 


4 97 


GI 


none 




Score 


86 


Exons 


107. .247, 108. .239, 187 


. .252 


, 227. .406, 


244. .387, 273. .407, 




288. .458, 375. .497, 407 


. .457 






Seq. No. 


3683 




Seq. ID 


OJ990402_21. 9819.C43 


Gene No. 


7848 




Strand 


+ 


Start 


257 




End 


506 






.gp 


Method 


AAT/GAP 


Start 


257 ~ , 




End 


506 


GI ■ 


3761181' 




Score 


"430 


Exons 


257. .506 








GI Descrip. 


4 521193/dbj | AB013450 . 1 1 \ 


&B013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 






Seq. No. 


3683 




Seq. ID 


OJ990402_21. 9819.C43 


Gene No . 


*7 Q A Q 

/ o h y 




Strand 




Start 


476 




End 


610 


Name 


OJ990402 21.9819.C43.ol 


.gs 


Method 


GENSCAN 


Start 


476 




' End 


610 


GI 


none 




Score 


.48 


Exons 


476. .610 








Seq. No. 


3684 




Seq. ID 


OJ990402_21.9819.C44 


oene lno . 


7 ft 




Strand 


+ 


Start 


9 




End 


140 


Name 


OJ990402 21.9819.C44.ol 


.gs 


Method 


GENSCAN 


Start 


9 




End 


140 


GI 


none 




Score 


.81 


Exons 


9. .140 








Seq. No. 


3685 




Seq. ID 


OJ990402_21.9819.C45 


Gene No. 


7851 




Strand 




O Ldl L. 


149 




End 


533 


Name 


OJ990402 21.9819.C45.ol 


.np 


Method 


AAT/NAP 


Start 


149 




End 


533 


GI 


3882301 . 




Score 


23 


Exons 


149. .182, 376. .533 








GI Descrip. 


(AB018333) KIAA0790 protein 


[Homo sapiens] 


Seq. No. 


3686 




Seq. ID 


OJ990402_21.9819.C47 


Gene No. 


7852 




Strand 




Start 


320 




End 


523 



3857 





Name 


OJ990402 21.9819.C47.ol.gs 


Method 




Start 


320 


End 




GI 


none 


Score 




Exons 


320.. 410, 429.. 523 






Seq. No. 


3687 


Seq. ID 




Gene No. 


too J 


btrano 




Start 


177 


End 




Name 


OJ990402 21.9819.C48.ol.gs 


Method 




Start 


177 


End 




GI 


none 


Score 




Exons 


177. .306, 406. .609 






Seq. No. 


3688 


Seq. ID 




Gene No. 


7854 


Strand 




ocar t. 


1 


End 




Name 


OJ990402 21.9819.C49.ol.np 


Method 




Start 


1 


End 




GI 


6907089 


Score 




Exons 


1. .618 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 




Seq. No. 


3688 


Seq. ID 




Gene No. 


7854 


Strand 




Start ' 


1 


End 




Name 


OJ990402 21.9819.C49.ol.gs 


Method 


Li i 


Start 


257 


End 


ru 


GI 


none 


Score 


r n 


Exons 


257. .560 






Seq. No. 


3689 


Seq. ID 




Gene No. 


7855 


Strand 


ru 


o tarr 


1 


End 




Name 


OJ990402 21.9819.C50.ol.np 


Method 




Start 


1 


End 




GI 


4680186 


Score 


: e 


Exons 


1. .159 




! ==J 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


□ 


Seq. No. 


3689 


.Seq. ID 




Gene No. 


7856 


Strand . 




o car u 


828 


End 




Name 


OJ990402 21.9819.C50.o2.np 


Method 




Start 


828 


End 




GI 


5852180 


Score 




Exons 


828. .965, 1016. .1433, 2186.. 


2215 




GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


3689 


Seq. ID 




Gene No. 


7856 


Strand 




Start 


828 


End 




Name 


OJ990402 21.9819.C50.ol.gs 


Method 




Start 


961 


End 




GI 


none 


Score 




Exons 


961. .1479 





GENSCAN 

523 

.58 



OJ990402_21.9819.C48 
+ 

609 

GENSCAN 

609 

.63 



OJ990402_21.9819.C49 
618 

AAT/NAP 

618 

889 

sativa] 

OJ990402_21.9819.C49 

•618 • 
GENSCAN 
560 
.88 



OJ990402_21.9819.C50 
+ 

159 

AAT/NAP 

159 

251 

, indica] 

OJ990402_21.9819.C50 
+ 

2215 
AAT/NAP 
2215 
655 



OJ990402_21.9819.C50 
+ 

2215 
GENSCAN 
1479 
.99 



Seq. No. 



3689 



Seq. ID OJ990402_21.9819.C50 



3858 






Gene No. 


•7857 


Strand 


- 




Start 


. 1 


End 


92 




Naiue 


OJ990402 21-9819. C50.ol.gp 


Method 


BJ\ i / bAF 




Start 


1 


End 


92 




GI 


uC-osflcyp033a04bl 


Score 


164 




Exons 


1. .92 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom; 






DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


3690 


Seq. ID 


OJ990402_21. 9819.C51 




Gene No. 


7858 


Strand 






btdit 


1 


End 


*± £ 1 




Name 


OJ990402 21.9819.C51.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


360 




GI 


5091513 


Score 


411 




Exons 


1. .360 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


3690 


Seq. ID 


OJ990402_21.9819.C51 




Gene No. 


7858 


Strand 






Start " 


1 


End 


421 




Name 


OJ990402 21.9819.C51.ol.gs 


Method 


GENSCAN 




Start 


96 


End 


421 


: ^ 


GI 


none 


Score 


.62 . 


;;J 

:J 


Exons 


96. .319, 346 r .421 






'• n 


Seq. No. 


3690 


Seq. ID 


OJ990402 21.9819.C51 


' I * 


Gene No. 


7859 


Strand 


- 


! ^ 


Start 


435 


End 


734 




Name 


OJ990402 21.9819.C51.ol.gp 


Method 


nQT /PZiD 

t\t\ 1 / K3t\tr 


i 'df 


Start 


435 


End 


734 


: C? 


GI 


uC-osflcyp053g09bl 


Score 


502 


u 


Exons 


435. .734 








GI Descrip. 


'4521193/dbj |AB013450.1|AB013450 l.Oe- 


99 Oryza sativa DNA, 






similar sequence to Pib gene' 






Seq. No. 


3691 


Seq. ID 


OJ990402_21.9819.C52 


S3 


Gene No. 


7860 


Strand 






Start 


1 


End 


1243 




Name 


OJ990402 21.9819.C52.ol.np 


Method 


AAT/NAP 




□tart 


1 


End 


1243 


S7 


GI 


6498441 


Score 


1638 




Exons 


1. .1243 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


3691 


Seq. ID 


OJ990402_21.9819.C52 




Gene No. 


7860 


Strand 






Start 


1 


End 


1243 




Name 


OJ990402 21.9819.C52.ol.tw 


Method 


TBLASTX: Wheat 




Start 


91 


End 


456 




GI 


none 


Score 


181 




Exons 


91. .456, 143. .433 








Seq. No. 


3691 


Seq. ID 


OJ990402_21. 9819.C52 




Gene No. 


7860 


Strand 





3859 



Start 
Name 
Start 
GI 

Exons 



OJ990402_21.9819.C52.ol.tm 
97 

none 

97. .144, 136. .459, 149. .430 



End 

Method 

End 

Score 



1243 

TBLASTX: Maize 

459 

214 



Seq. No. 3691 Seq. ID 

Gene No. 7860 Strand 

Start 1 End 

Name OJ990402_21 . 9819 . C52 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268.. 726, 781.. 1098 



OJ990402_21.9819.C52 

1243 
GENSCAN 
1098 
.48 



Seq. No. 3691 Seq. ID 

Gene No. 7860 Strand 

Start 1 End 

Name OJ990402_21 . 9819. C52 . o2 . tw Method 

Start 733 End 

GI none Score 

Exons 733.. 1119, 776.. 1105 



OJ990402_21. 9819.C52 
1243 

TBLASTX: Wheat 

1119 

182 



Seq. No. 
i= ~ Gene No. 
! 'f Start- 
's J Name 
C!1 Start 

ru GI 

Exons 



3692 Seq. ID 

7861 Strand 

,1410'-:- End 
0 J9904 02_2 1 . 981 9 . C53 . ol . gs Method 

1410 End 

none Score 
1410.. 1628 



OJ990402_21. 9819.C53 

1628 
GENSCAN 
1628 
.66 



ru 



Seq. No. 3693 Seq. ID 

Gene No. 7862 Strand 

Start . 1468 End 

Name OJ990402_21. 9819 . C55 . o2 . gs Method 

Start 1468 End 

GI none Score 

Exons 1468.. 1640 



OJ990402_21.9819. 
+ 

1640 
GENSCAN 
1640 
.91 



C55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3693 Seq.- ID' 

7863 * Strand 

1 End 
OJ990402_21. 9819.C55.ol.np Method 
1 End . 

5091513 Score 
1..844, 1155. .1256, 1494. .2030 
(AB023482) Hypothetical protein [Oryza 



3693 Seq. ID 

7863 Strand 

1 End 2030 
OJ990402_21. 9819.C55.ol.gs Method GENSCAN 

224 End 664 

none Score .95 
224. .664 



OJ990402_21.9819.C55 

2030 
AAT/NAP 
2030 
1238 

sativa] 

OJ990402 21.9819.C55 



Seq. No. 
Gene No. 



3694 
7864 



Seq. ID 
Strand 



OJ990402 21.9819.C56 



3860 



Start 
Name 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990402_21.9819.C56.ol.np 
1 

5091513 
1. .875 

(AB023482) Hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



875 

AAT/NAP 
875 
1347 



3694 
7864 
1 

OJ990402_21.9819.C56.ol.gs 
87 

none 
87. .863 



Seq. ID OJ990402_21.9819.C56 

Strand 

End 875 

Method GEN SCAN 

End 863 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 
Exons ' 



Seq. ID OJ990402_21.9819.C57 

Strand 

End 732 

Method AAT/NAP 

End 732 

Score 872 



3695 
7865 
1 

OJ990402_21.9819.C57.ol.np 
1 

6498441 
1..108, 202. .732 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposoh RetroSorl. (AF098806) [Oryza sativa] 



End 

Method 

End 

Score 



3695 
7865 
1 

OJ990402_21.9819.C57.o2.tw 
94 

none 

94. .297, 128. .298, 155. .298 

3695 
7865 
1 ■ 

OJ990402_21.9819.C57.ol.gs 
176 
none 
176. .640 

3695 
7865 
1 

OJ990402_21.9819.C57.ol.tw 
334 
none 

334. .723, 337. .693, 641. .724, 656. .724 



Seq. ID OJ990402_21.9819.C57 
Strand 

732 

TBLASTX: Wheat 
298 
113 



Seq. ID OJ990402_21.9819.C57 
Strand 

732 

GENSCAN 
640 
' .96 



End 

Method 

End 

Score 



Seq. ID OJ990402_21. 9819.C57 
Strand 

732 

TBLASTX: Wheat 
724 
109 



End 

Method 

End 

Score 



3695 
7865 
1 

OJ990402_21.9819.C57.ol.tm 

421 

none 



Seq. ID OJ990402_21.9819.C57 

Strand 

End 732 

Method TBLASTX: Maize 

End 720 

Score 47 



421. .534, 467. .514, 532. .720, 557. .703 



3861 



'isf 



ry 

□ 

: : 

: : : 

'i -J 
;! : ; 



,sKfc 
"J 



Seq. No. 


3696 


Seq. ID 


OJ990402 


_21.9819.C58 


Gene No. 


7866 


Strand 






Start 


50 


End 


262 




Name 


OJ990402 21.9819.C58.ol.gp 


Method 


AAT/GAP 




Start 


50 


End 


262 




GI 


3761181 


Score 


374 




Exons 


50. .262 








GI Descrip. 


4521193/dbj IAB013450.1I AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence. to Pib gene 








Seq. No. 


3697 


Seq. ID 


OJ990402 


_21. 9819.C59 


Gene No. 


7867 


Strand 






Start 


958 


End 


1161 




Name 


OJ990402 21.9819.C59.ol.gs 


Method 


GENSCAN 




Start 


958 


End 


1161 




GI 


none 


Score 


.89 




Exons 


958. .1161 








Seq. No. 


3698 


Seq. ID 


OJ990402 


_21.9819.C61 


Gene No. 


7868 


Strand 






Start 


1 


End 


754 




Name 


OJ990402 21.9819.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


754 




GI 


5091513 


Score 


1150 




Exons 


1. .754 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa ] 




Seq. No. 


3698 


Seq. ID 


OJ990402 


_21.9819.C61 


Gene No. 


7868 


Strand 






Start 


1 


End 


754 




Name 


OJ990402 21.9819.C61.ol.gs 


Method 


GENSCAN 




Start 


106 


End 


739 




GI 


none 


Score 


.54 




Exons 


106. .739 








Seq. No. 


3699 


Seq. ID 


OJ990402 


_21.9819.C63 


Gene No. 


"7869 


Strand 


+ 




Start 


1787 


End 


1848 




Name 


OJ990402 21.9819.C63.o2.gp 


Method 


AAT/GAP 




Start 


1787 


End 


1848 




GI 


5816518 


Score 


80 




Exons 


1787. .1848 








GI Descrip. 


4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


3699 


Seq. ID 


OJ990402_ 


_21. 9819.C63 


Gene No . 


7870 


Strand 






Start 


1 


End 


1912 




Name 


OJ990402 21.9819.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1912 




GI 


5733885 


Score 


259 




Exons 


1..24, 938. .1430, 1542. .1654, 


1834. .1912 




GI Descrip. 


(AC007932) ESTs gb|H37217 and 


gb|T22141 


. come from this gene 




[Arabidopsis thaliana] 








Seq,. No. 


3699 


Seq. ID 


OJ990402_ 


_21.9819.C63 



3862 





t> xi j*\ 
ucuc WO ■ 


. 7870 












Start 


1 






End 


1912 




Name 


OJ990402 21. 


9819.C63.ol. 


.gs 


Method 


GENSCAN 




Start 


213 






End 


1065 




GI 


none 






Score 


.84 




Exons 


213. .244, 944. .1065 










Seq. No. 


3699 






Seq. ID 


OJ990402_21.9819.C63 




Gene No . 


7870 






Strand 






Start 


1 






End 


1912 




Name 


OJ990402 21. 


9819.C63.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


766 






End 


1122 




GI 


none 






Score 


72 




Exons 


766.-822, 770. .823, 930, 


. .992, 


987.. 1121, 988.. 1122 




• Seq. No. 


joy y 






Seq. ID 


OJ990402_21.9819.C63 




Gene No. 


7 ft i n 

/ O / u 






Strand 






Start 


-L 






End 


1912 




Name 




Qftl Q Pfi*} nl 




Method 


TBLASTX: Maize 




Start 


11 Jl 






End 


1669 




GI 


none 






Score 


68 




Exons 


1151. .1222, 


1171. .1221, 


1214. 


.1372, 1214. .1378, 1216. .1377, 






1j / 3. . 14 JJ/ 


i *3ft n i afi^ 

1 JOU . • 140J; 


1380. 


.1451, 1519.. 1653, 1532.. 1645, 






1 J j J • .J. Djj , 


• 1DD 


1542. 


.16.52 






Seq. No. 








Seq. ID 


OJ990402_21. 9819.C63 


i.,n 


Gene No. 


7 ft i n 

/ O / u 






Strand 






otart 


i 
j. 






End 


1912 


! j=r 
£ Si3 5 


■ Name 


OJ990402 21 


9819 C63 ol 


.ts 


Method 


TBLASTX : Soybean 


*-3S5? 


Start 


1177 






End 


1657 


Lu 


GI 


none 






Score 


141 




Exons 


1177. .1233, 


1216. .1314, 


1223. 


.1372, 1237. .1377, 1379. .1453, 


rjj 




1385. .1453, 


1519. .1653, 


1541. 


.1657 






Seq. No. 


3699 






Seq. ID 


OJ990402_21.9819.C63 




bene ino. 


7870 






Strand 




'*J 


Start 


1 






End 


1912 


j?» 


Name ' 


OJ990402 21. 


9819.C63.ol, 


■ gp. 


Method 


AAT/GAP 




Start 


1183 ' 






End 


1303 




GI 


2797635 






Score 


190 




Exons 


1183. .1303 












Seq. No. 


3700 






Seq. ID 


OJ990402_21.9819.C64 




Gene No. 


7871 






Strand 


+ 




Start 


1 






End 


741 




Name 


OJ990402 21. 


9819.C64.ol, 


.np 


Method 


AAT/NAP 




Start 


1 






End 


741 




GI 


6498441 






Score 


438 




Exons 


1..284, 339. 


.741 









GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



(AP000815) EST C72786 (E2258 ) corresponds to' a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



3700 
7871 
1 

OJ990402_21 . 9819 . C64 . ol . gs 



Seq. ID OJ990402_21.9819.C64 

Strand + 

End 741 

Method GENSCAN 



3863 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
="3 Start 
J GI 
]f\ Exons 

8 ; Seq. No. 

>a : Gene No. 

^ Start 

t 3 Name 

5 y Start 
GI 

ia, Exons 



y Seq. No. 

Gene, No. 
t g Start " - 
U Name 
:z Start 
< J GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102 End 

none Score 
102.. 388, 476.. 734 

3700 Seq. ID 

7871 Strand 

1 End 

OJ9904 02_21 . 98 19 . C64 . ol . tm Method 

380 End 

none Score 
380. .487; 500.. 733, 508. .741 

3700 Seq. ID 

7871 Strand 
1 End 
OJ9904 02_21 . 98 19 . C64 . ol . tw Method 
395 End 
none Score 
395. .733, 418. .741 

3701 Seq. ID 

7872 Strand 
4 91 End 
OJ9904 02_21 . 98 19 . C65 . ol . gs Method 
4 91 ' End 
none • Score 
491. .704 

3702 Seq. ID 

7873 Strand 
161 End 
OJ990402_21.9819.C66.ol.gs Method 
161 End 
none Score 
161. .277, 523. .537 

3703 Seq. ID 

7874 Strand 
257 * End 
OJ9904 02_21 . 98 19 . C67 . ol . gs Method 
257 End 
none - Score 
257. .874, 1592. .1628, 1647. .1809 



734 
.55 



OJ990402_21.9819.C64 
+ 

741 

TBLASTX: Maize 

741 

69 



OJ990402_21.9819.C64 
+ 

741 

TBLASTX: Wheat 

741 

359 



OJ990402_21. 9819.C65 
+ 

704 

GENSCAN 

704 

.72 



OJ990402_21.9819.C66 
537 

GENSCAN 

537 

.94 



OJ990402_21.9819.C67 

1809 
GENSCAN 
1809 
.84 



OJ990402 21.9819.C68 



3704 Seq. ID _ 

7875 Strand 
499 End 899 

OJ990402_21 . 9819 . C68 . ol . gp Method AAT/GAP 
499 End 899 

5816562 Score 599 

499. .899 

6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. No. 
Gene No. 
Start 



3705 
7876 
1 



Seq. ID OJ990402_21. 9819.C69 
Strand + 
End 1411 



3864 



• 





Name 


OJ990402 21.9819. C69.ol.np 




Start 


1 




GI 


5902444 




Exons 


1..1408 




GI Descrip. 


(AB030283) GAG-POL precursor 




Seq. No. 


3705 




bene, no . 


/ O / D 




Start 


1 




Name 


OJ990402 21.9819.C69.ol.gs 




Start 


56 




GI 


none 




Exons 


56. .1411 




Seq. No. 


3705 




Gene No. 


7877 




Start 


1475 




Name 


OJ990402 21.9819.C69.ol.tw 




Start 


755 




GI 


none 




Exons 


755. .919, 964. .1200, 968. .11< 






1375. .1536 




Seq. No. 


3705 


3 


Gene No.' 


7877 




Start 


1475 


r 


Name 


OJ990402 21.9819.C69.ol.tm 


Li 


Start 


1051 




GI 


none 


y 


Exons 


1051. .1197, 1052. .1228, 1052 




Seq. No. 


3705 


y 


Gene No. 


7877 






1 /! *7 c 
±4/0 


=. 


Name 


OJ990402 21.9819.C69.o2.np 


1 


Start 


1475 




GI 


5902445 




Exons 


1475.. 1659 - ■ • . 


"s 


GI Descrip. 


(AB030283) GAG-POL precursor 


3 

J 


Seq. No. 


3706 




Gene No. 


7878 




bear u 


± 




Name 


OJ990402 -21.9819.C70.ol.np 




Start 


1 




GI 


5902445 




Exons 


1. .1788 




GI Descrip. 


(AB030283) GAG-POL precursor 




Seq. No. 


3706 




Gene No. 


' 7878 




Start 


1 




Name 


OJ990402 21. 9819.C70.ol.tw 




Start 


4 




GI 


none 




Exons 


4. .423, 9. .422 - 



Method 

End 

Score 



AAT/NAP 

1408 

2035 



Seq. ID OJ990402_21.9819.C69 

Strand + 

End 1411 

Method GENSCAN 

End 1411 

Score .98 



Seq. ID OJ990402_21.9819.C69 



Strand 
End 

Method 

End 

Score 



+ 

1659 

TBLASTX: Wheat 

1540 

105 



Seq. ID OJ990402_21.9819.C69 

Strand + 

End 1659 

Method TBLASTX : Mai ze 

End 1228 

Score 184 



Seq. ID OJ990402_21.9819.C69 

Strand + 

End 1659 

Method AAT/NAP 

End 1659 

Score 294 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

Method AAT/NAP 

End 1788 

Score 2779 



Seq. ID OJ990402_21. 9819.C70 

Strand + 

End 1788 

Method TBLASTX : Wheat 

End 423 

Score 448 



3865- 



Seq. No. 3706 

Gene No. 7878 

Start 1 

Name OJ990402_21 . 9819 .C70. ol .gs 

Start 133 

GI none 

Exons 133.. 1714 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

.Method GENSCAN 

End 1714 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3706 
7878 
1 

OJ990402_21.9819.C70.ol.ts 

298 

none 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

Method TBLASTX : Soybean 

End 699 

Score 299 



298. .699, 310. .444, 315. .458, 495. .665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
W Gene No. 
m Start 
] 3 y Name 
'A Start 

)s 5f Exons 



3706 
7878 
1 

OJ990402_21.9819.C70.ol.tm 

366 

none 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

Method TBLASTX : Mai ze 

End 810 

Score 270 



366. .620, 367. .621, 367. .624, 643. .786, 784. .810 



3706 
7878 
1 

OJ990402_21.9819.C70.o2.tw 

462 

none 

462. .878, 468. .677, 469. .897 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

Method TBLASTX : Wheat 

End 8 97 

Score 85 



I'jj Seq. No. 

.. Gene No. 

' n Start 

| a= j Name 

^ Start 



GI 

Exons 



3706 
7878 
1 

OJ990402_21.9819.C70.o2.ts 

933 

none 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

Method TBLASTX : Soybean 

End ■ 1313 

Score 80 



933.. 1019, 934.. 1029, 1065.. 1145, 1069.. 1311, 1197.. 1313 



Seq. No. 3706 

Gene No. 7878 

Start 1 

Name OJ990402_21 . 9819 . C70 . o3 . tw 

Start 934 

GI none 

Exons 934.. 1356, 939.. 1280 



Seq. ID OJ990402_21.9819.C70 

Strand + 

End 1788 

Method TBLASTX : Wheat 

End 1356 

Score 394 



Seq. No. 3706 

Gene No. 7878 

Start 1 

Name OJ990402_21 . 9819 .C70 . o2 . tm 

Start 988 

GI none 

Exons 988.. 1158, 1162.. 1260 



Seq. ID OJ990.402_21.9819.C70 

Strand + 

End 1788 

Method TBLASTX : Mai ze 

End 1260 

Score 128 



Seq. No. 



3706 



Seq. ID OJ990402_21.9819.C70 



3866 



Gene No. 7878 

Start ' 1 

Name OJ990402_21 . 9819 . C70 . o4 . tw 

•Start 1372 
GI none 

Exons 1372.. 1506, 1382.. 1519, 1560. 



Strand 
End 

Method 

End 

Score 



+ 

1788 

TBLASTX: Wheat 

1713 

135 



1691, 1573.. 1713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3707 Seq. ID 

7879 Strand 

1 End 
OJ990402_21.9819.C71.ol.np Method 

1 End 

5902445 Score 
1. .779 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990402_21.9819.C71 
+ 

782 

AAT/NAP 
779 
1148 



3707 Seq. ID 

7.879 Strand 

1 " End 
OJ990402_21.9819.C71.ol.gs Method 

405 End 

none Score 
405. .782 



OJ990402_21.9819.C71 
+ 

782 

GENSCAN 

782 

.84 



a Seq. No. 

f Gene No. 

r ] Start 

U Name 

3 Start 

if GI 

Z Exons 

f„ GI Descrip. 

Seq. No. 

3 Gene No. 

~\ Start 

Name 

Z Start 

3 GI 

3 Exons 



3707 
7880 
5524 

OJ990402_21.9819.C71.o3.np 
5524 
5902444 
5524. .6078 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990402_21.9819.C71 

Strand + 

End 6078 

Method AAT/NAP 

End 6078 

Score 576 



3707 
7881 
1112 

OJ990402_21.9819.C71.o2.gs 

1112. 

none 

1112. .1563, 1637.. 1750, 1864, 
2756. .3048, 3135.. 3328, 3614, 



OJ990402_21.9819.C71 

4019 
GENSCAN 
4019 
.85 



Seq. ID 
Strand 
End 

Method 
End' 
Score 

.1987, 2056.. 2255, 2321.. 2679, 
.4019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



3707 Seq. ID OJ990402_21 . 9819 . C71 

7881 Strand 

1112- End 4019 

OJ9904 02_21 . 9819 . C71 . o2 . np Method AAT/NAP 

1124 End 4019 ' 

6691716 Score 2438 ■ 

1124. .1563, 1637. .1750, 1900. .2001, 2056. .2243, 2321. .2500, 

2579. .2679, 2756. .2933, 3131. .4019 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



3707 
7882 
5061 



Seq. ID 

Strand 

End 



OJ990402_21.9819.C71 
5823 



3867 



Name 


OJ990402 21.9819.C71.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


113 




End 


386 




GI 


none 




Score 


96 




Exons 


113. .211, 114. .212, 203 


. .277, 


207. .290, 


300. .386 




Seq. No. 


3707 




Seq. ID 


OJ990402_21.9819 


.C71 


Gene No. 


7882 




Strand 






Start 


5061 




End 


5823 




Name 


OJ990402 21.9819.C71.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


155 




End 


770 




GI 


none 




Score 


367 




Exons 


155.. 265, 156.. 647, 306 


. .335, 


317. .445, 


639. .770 




Seq. No. 


3707 ■ 




Seq. ID 


OJ990402_21.9819 


.C71 


Gene No. 


7882 




Strand 






Start 


5061 




End 


5823 




Name 


OJ990402 21.9819.C71.ol 


.tm 


Method 


TBLASTX: Maize 




Start - 


468 




End 


731 




GI 


none 




Score 


164 




Exons 


468. .650, 590. .649, 629 


. .703, 


630. .731 






Seq. No*. 


3707 




Seq. ID 


OJ990402_21.9819 


.C71 


Gene No. 


7882 




Strand 






Start 


5061 




End 


5823 




Name 


OJ990402 21.9819.C71.o2 


.tw ' 


Method 


TBLASTX: Wheat 




Start 


3609 




End 


38 99 




GI 


none 




Score 


208 




Exons 


3609. .3899 










Seq. No. 


3707 




Seq. ID 


OJ990402_21.9819 


.C71 


Gene No. 


7882 




Strand 






Start 


5061 




End 


5823 




Name 


OJ990402 21.9819.C71.ol 


.gp 


Method 


AAT/GAP 




Start 


5061 




End 


5823 




GI 


5816562 




Score 


630 




Exons 


5061.. 5477, 5799.. 5823 










GI Descrip., 


6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 






Seq. No. 


3708 




Seq. ID 


OJ990402_21.9819 


.C76 


Gene No. 


7883 




Strand 


+ 




Start 


1436 




End 


1816 




Name 


OJ990402 21.9819.C76.ol 


.gs 


Method 


GENSCAN 




Start 


1436 




End 


1816 




GI 


none 




Score 


.87 




Exons 


1436. .1816 










Seq. No. 


3709 




Seq. ID 


OJ990402_21.9819 


.C77 


Gene No. 


7884 




Strand 


+ 




Start 


1 




End 


4383 




Name 


OJ990402 21.9819.C77.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4004 




GI 


6714305 




Score 


475 




Exons 


1..60, 2347. .2424, 2612 


. .2786 


, 2920.. 3078, 3386.. 3587, 





3880. .4004 

GI Descrip. (AC013354) F15H18.4 [Arabidopsis thaliana] 



3868 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3709 
7884 
1 

OJ990402_21. 

2300 

none 

2300. .2471, 
4048. .4068, 



9819.C77.o2.gs 



2620. .2780, 
4127. .4141 



Seq. ID OJ990402_21.9819.C77 

Strand + 

End 4383 

Method GENSCAN 

End 4141 

Score .86 
2914.. 3061, 3387.. 3587, 3886.. 4001, 



3709 
7884 
1 

OJ990402_21.9819.C77.o2.tc 
2727 
none 

2727. .2783, 



3709 
7884 
1 

OJ990402_21, 

2742 

none 

2742. .2783, 

3709 
7884 
1 

OJ990402_21, 

2913 

none 

2913. .3029, 

3709 
7884 
1 

OJ990402_21, 

2914 

none 

2914. .3027, 

3709 
7884 
1 

OJ990402_21. 

3389 

none 

3389. .3586, 

3709 

7884* 

1 

OJ990402_21, 
3916 
1631448 
3916. .4001, 



2897. .3028, 

.9819.C77.ol, 
2913. .3032, 

.9819.C77.ol.tm 
2920. .3039, 



Seq. ID OJ990402_21.9819.C77 

Strand + 

End 4383 

Method TBLASTX : Cress 

End 3057 

Score 69 
2910.. 3050, 2913.. 3038, 2914.. 3057 



Seq. ID OJ990402_21.9819.C77 

Strand + 

End 4383 

ts Method TBLASTX: Soybean 

End 3588 

Score 64 
2914.. 3030, 3386.. 3586, 3409.. 3588 

Seq. ID OJ990402_21.9819.C77 

Strand + 

End 4383 

Method TBLASTX : Mai ze 

End 3583 

Score 161 
2941.. 3039, 3386.. 3583, 3391.. 3555 



9819.C77.ol.tw 



2916. .3026, 



9819.C77.ol.tc 
3397. .3588 

9819.C77.ol.gp 
4127. .4383 



Seq. ID OJ990402_21.9819.C77 

Strand + 

End 4383 

, Method TBLASTX : Wheat 

-End 3583 

Score 178 
3389.. 3583, 3397.. 3525 



Seq. ID OJ990402_21.9819.C77 

Strand- + 

End 4383 

Method TBLASTX : Cress 

End 3588 

Score 235 



Seq. ID OJ990402_21.9819.C77 

Strand + 

End 4383 

Method AAT/GAP 

End 4383 

Score 529 



3869 



Seq. No. 3710 

Gene No. 7885 

Start 333 

Name - OJ990402_21 . 9819. C78 .ol.gs 

Start 333 

GI none 

Exons 333 . . 556 



Seq. ID OJ99G402_21.9819.C78 

Strand + 

End 556 

Method GENSCAN 

End 556 

Score .87 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI;- 

Exons 



Seq. ID OJ990402_21.9819.C78 

Strand + 

End 1053 

Method AAT/GAP 

End 1053 

Score 109 



3710 
7886 
953 

OJ990402_21.9819.C78.ol.gp 
953 

2338_1.R1084 
953. .1053 

1 5803242/dbj | AP000399.il AP000399 2.0e-40 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



3710 
7887 
2187 

OJ990402_21.9819.C78.o2.gs 

2187 

none 

2187. .2445 



Seq. ID OJ990402_21.9819.C78 

Strand + 

End 2445 

Method GENSCAN 

End 2445 

Score .53 



Lis 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;== Seq. No. 

Gene No. 
^ Start 
]lz Name 
^ Start 

GI 

Exons 



3711 
7888 
1 

OJ990402_21.9819.C79.ol.np 
1 

5295971 
1. .1293 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ990402_21.9819.C79 

Strand + 

End 1293 

Method AAT/NAP 

End 1293 

Score 1519 



3711 
7888 
1 

OJ990402_21. 9819. C79. ol.gs 
85 

none 

85. .1278 



Seq. ID OJ990402_21.9819.C79 

Strand + 

End 1293 

Method GENSCAN 

End • 1278 

Score . 97 



Seq. No. 3711 

Gene No. 7888 

Start 1 

Name OJ990402_21. 9819.C79.o2. tw 

Start 90 

GI none 
Exons 



Seq. ID OJ990402_21.9819.C79 

Strand + 

End 1293 

Method TBLASTX : Wheat 

End 54 9 

Score 217 



90. .266, 106. .324, 382.-462, 469. .549 



Seq. No. 3711 

Gene No. 7888 

Start 1 

Name OJ990402 21 . 9819 . C79 . o2 . tm 



Seq. ID OJ990402_21.9819.C79 

Strand + 

End 1293 

Method TBLASTX : Mai ze 



3870 






Start 


127 


End 


543 






GI 


none 


Score 


111 






Exons 


127. .264, 132. .263, 253. .324, 382. .462, 397. .543, 435.. 


536 




Seq. No. 


0-7-1 1 
0 / x x 


jc4 * x u 


n.TQQ0dn9 91 QftlQ 


.C79 




Gene No . 


TOOO 
/ OO O 




T 






Start 


X 


unu 


1 9Q7 
X £ J j 






Name 




trie LilOU 


i DXxttO i A . DOyDcan 






Start 


A R 7 ~~ 
4 0/ 


unci 


RH7 
O U / 






GI , 


none 


Score 


218 






Exons 


487. .807, 583..663 










Seq. No. 




oeq. XU 


0700,0409 91 QR1Q 


.C79 




Gene No . 


7 R R ft 
/ 0 O O 


oiiana 


1 






Start 


1 


p nr J 


1 9Q7 

xz yo 






Name 






TRT Zi QTY • Mhoat- 






Start 


£99 


EjIICJ. 


117 7 
x x / 0 






GI 


none 


Score 


314 






Exons 


622.. 1083, 792.. 986, 1089.. 


1160, 1093. 


.1173 






Seq. No. 


7711 
J / X X 


oeq . x u 


07000409 91 QR1Q 


.C79 




Gene No . 


7Rfi R 
/ OO 0 


Of v- 3nr ] 


T 






Start 


1 




1 9 Q7 
XZ zJj 






Name 


nTQQfldn9 91 QR1 Q CI Ck /-\1 fnt 


Ryf /^v 4— V*fc /"\ /"1 


TRT ttQTY'Mai r? a, 






Start 


R 4 1 
O fi X 




1 OC1 
Id Jl 




'SO 


GI 


none 


Score 


580 




:.: : 


Exons 


841. .1251, 843. .1247 








m 

l!5 


Seq. No. 


771 1 


oeq . iu 


O7QQ0/109 91 QR1Q 


.C79 


: . : 


Gene No . 


7 RR R 
/ OO O 


oLiana 


1 

I 




i.y 


Start 


X 




19 07 






Name 


CilQQClAnO 91 QR1 Q C1Q r^l t- q 


rietnou 


1 DXirio 1 a * DQyjjeciri 




rli 

; s? 


Start 


pec 


Hina 


1 9 Q7 






GI 


none 


Score 


332 






Exons 


856. .1167, 861. .1151, 1189. 


.1293 








Seq. No. 


771 1 
O / X X 


q orr y n 

OcCj . J. U 


07000409 91 qriq 


.C79 




Gene No . 


■7000 
/ 0 0 0 


burana 


+ 




i.1 


Start 


1 
J. 




1 9Q7 

X £. .7 J 






Name 


fMCkCkHAClO 91 QR1 Q P1Q r\l +■ r* 


a +~ r~\ /"J 

i v iennoa 


TRT AQTY • Pvooo 
1 DXiriO 1A • LIcSS 






Start 


fi £R 
0 OO. 




19 07 






GI 


none 


Score 


911 
Z X X 






Exons 


868. .1164, 895. .1104, 1189. 


.1293 








Seq. No. 


3712 


Seq. ID 


OJ990402_21.9819 


.C80 




Gene No. 


7889 


Strand 








Start 


1 


End 


1727 






Name 


OJ990402 21.9819.C80.ol.np 


Method ■ 


AAT/NAP 






Start 


1 


End 


1727 






GI 


5733885 


Score 


269 






Exons 


1..55, 501. .541, 652. .915, 


981. .1242, 


1307. .1727 






GI Descrip. 


(AC007932) ESTs gb|H37217 and gb|T22141 come from this - 


gene 






[Arabidopsis thaliana] 










Seq. No. 


3712 


Seq. ID' 


OJ990402_21.9819 


.C80 




Gene No. 


7889 


Strand 








Start 


1 


End 


1727 





3871 



Name 
Start 
GI * 
Exons 



OJ990402_21 . 9819 .C80 . ol .gs Method GENSCAN 

396 End 1183 

none Score .76 

396. .541, 652. .773, 1089. .1183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3712 
7889 
1 

OJ990402_21.9819.C80.ol.tm 

985 

none 



Seq. ID OJ990402_21.9819.C80 
Strand 

End 1727 

Method TBLASTX: Maize 

End 1425 

Score 4 7 



985. .1053, 985. .1005, 997. .1038, 1034. .1237, 1035. .1247, 
1053. .1235, 1285.. 1419, 1306.. 1425 



cn 

ry 



ru 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
fcs* Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



3712 
7889 
1 

OJ990402_21.9819.C80.ol.ts 

1028 

none 



Seq. ID OJ990402_21.9819.C80 
Strand 

End 1727 

Method TBLASTX : Soybean 

End 1425 

Score 140 



1028. .1237, 1029. .1247, 1284. .1418, 1306. .1425 



3713 
7890 
504 

OJ990402_21.9819.C81.ol.gs 

504 

none 

504. .641 

3713 
7891 
248 

OJ990402_21.9819.C81.ol.np 
248 

2342690 

248. .406, 485. .555, 669. .710, 



Seq. ID OJ990402_21.9819.C81 

Strand + 

End 641 

Method GENS CAN 

End 641 

Score .4 



Seq. ID 

Strand 

End 

Method 
End 
Score 
797. .884 



OJ990402_21.9819.C81 
884 

AAT/NAP 

884 

102 



(AC000106) 
thaliana] 



Similar to Homo copine I (gb|U83246). [Arabidopsis 



Seq. No. 3713 
Gene No. 7891 
Start 248 

Name OJ990402_21 . 9819 . C81 . ol . tw 

Start 254 
GI none 

Exons 254.. 295, 255.. 293, 255.. 299, 256.. 294, 299 

314. .412, 336. .383, 489. .536, 490. .540, 491 
539.. 586, 540.. 557, 666.. 707, 667 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_21.9819.C81 
884 

TBLASTX: Wheat 
708 
51 



382, 303. .383, 
541, 512. .541, 
708, 670.. 708 



Seq. No. 3714 Seq. ID 

Gene No. 7892 Strand 

Start 4 61 End 

Name OJ990402_21 . 9819 . C82 . ol . gs Method 

Start 4 61 End 

GI none Score 

Exons 461/. 480, 592.. 745 



OJ990402_21. 9819.C82 
745 

GENSCAN 

745 

.88 



3872 






Seq. No. 


3715 


Seq. ID 


OJ990402_21. 9819.C83 




Gene No. 


7893 


Strand 








561 


End 


767 




Name 


OJ990402 21.9819.C83.ol.np 


Method 


AAT/NAP 




Start 


561 


End 


767 




GI 


4581164 


Score 


208 




Exons 


561. .767 








GI Descrip. 


(AC006220) putative retroelement pol polyprotein [Arabidopsis 






thaliana]. 








O f-. KT/-\ 

oeq. no. 


3716 


Seq. ID 


OJ990402_21.9819.C84 




Gene No. 


7894 


Strand 


+ 




Start 


117 


End 


755 




Name 


OJ990402 21.9819. C84.ol.gs 


Method 


GENSCAN 




Start 


117 


End 


659 




GI 


none 


Score 


.72 




Exons 


117.. 218, 248.-659 








Seq. No. 


3716 


Seq. ID 


OJ990402_21. 9819.C84 




Gene No. 


7894 


Strand 


+ 




Start 


117 


End 


755 




Name 


OJ990402 21.9819.C84.ol.np 


Method 


AAT/NAP 




Start 


293 


End 


755 




C T 


6721562 


Score 


572 


3 


Exons 


293. .755 






n 


GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene cluster; 


i = 


* 


hypothetical protein. (AF031569) [Oryza sativa] 






gi t 6815087 |dbj |BAA90373.1| 


(AP001081) 


Similar to Zea mays 22-k 






alpha zein gene cluster; hypothetical 


protein. (AF031569) [Ory 


y 
3 




sativa] 






i : 


Seq. No. 


3717 


Seq. ID 


OJ990402_21.9819.C85 




Gene No. 


7895 


Strand 


+ 


1 


Start 


1 


End 


2481 




Name 


OJ990402 21.9819.C85.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2481 




GI 


6498441 


Score 


2462 


j 


Exons 


1..503, 567. .943, 1127. .1261, 1436. .1862, 2056. .2481 


1 


GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 






predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl; 


(AF098806) 


[Oryza sativa] 




oeq . no . 


3717 


Seq. ID 


OJ990402_21.9819.C85 




Gene No. 


7895 


Strand 


+ 




Start 


1 


End 


2481 




Name 


OJ990402 21.9819.C85.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


380 




GI 


none 


Score 


350 




Exons 


3. .380, 119. .379 








Seq. No. 


3717 


Seq. ID 


OJ990402_21. 9819.C85 




Gene No. 


7895 


Strand 


+ 




Start 


i 


End 


2481 




Name 


OJ990402 21. 9819.C85.ol.gs 


Method 


GENSCAN 




Start 


90 


End 


2338 




GI 


none 


Score 


.55 



3873 



Exons 



90. .120, 151. .359, 384. .557, 567. .881, 919. .943, 967. .1923, 
1985. .2338 



rft 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



rlj Seq. No. 
^ Gene No. 
!^ Start 

Name 
U Start 

m gi 

Exons 



3717 
7895 
1 

OJ990402_21.9819.C85.ol.tw 

575 

none 



Seq. ID OJ990402_21.9819.C85 

Strand + 

End 2481 

Method TBLASTX : Wheat 

End 1040 

Score 137 



575. .700, 576. .701, 705. .1040, 716. .1033 



3717 
7895 
1 

OJ990402_21.9819.C85.ol.tm 

708 

none 



Seq. ID OJ990402_21.9819.C85 

Strand + 

End 2481 

Method TBLASTX : Maize 

End 1064 

Score 378 



708. .1064, 743. .1054, 759. .1064 



3717 
7895 
1 

OJ9904 02_21 . 98 1 9 . C85 . o2 . tm 

1091 

none 

1091. .1456, 1092. .1475 ' . 

3717 
7895 
1 

OJ990402_21.9819.C85.o2.tw 

1148 

none 

1148. .1561, 1149. .1568 



Seq. No. 3717 , 

Gene No. 7895 

Start 1 

Name OJ990402_21 . 9819.C85 . ol . ts 

Start 1227 

GI none 

Exons 1227.. 1598, 1244.. 1387 

Seq. No. 3717 

Gene No. 7895 

Start 1 

Name 0 J990 4 02_2 1 . 98 1 9 . C85 . o4 . tw 

Start 2124 

GI none 

Exons 2124.. 2387, 2125.. 2388 

Seq. No. 3718 

Gene No. 7896 

Start 1 

Name ' OJ990402_21 . 9819 . C8 6 . ol . np 

Start 1 

GI 5902445 



Seq. ID OJ990402_21.9819.C85 

Strand + 

End 2481 

Method TBLASTX: Maize 

End • 1475 

Score 355" 



Seq. ID OJ990402_21.9819.C85 

Strand + 

End 2481 

Method TBLASTX : Wheat 

End 1568 

Score 4 91 



Seq. ID OJ990402_21.9819.C85 

Strand + 

End 2481 

Method TBLASTX : Soybean 

End 1598 

Score 276 



Seq. ID OJ990402_21. 9819.C85 

Strand . + 

End 2481 

Method TBLASTX : Wheat 

End 2388 

Score 259 



Seq. ID OJ990402_21.9819.C86 

Strand + 

End 904 

Method AAT/NAP 

End 904 

Score " 818 



3874 




Exons 1..904 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


3718 






Seq. ID 


OJ990402_21.9819 


.C86 


Gene No. 


7896 






Strand 


+ 




Start 


1 






End 


904 




Name 


OJ990402 


21. 9819.C86.ol 


.gs 


Method 


GENSCAN 




Start 


110 






End 


780 




GI 


none 






Score 


.71 




Exons 




4ft^ 7ft0 

*±0O« • 1 OK) 










Seq. No. 


3718 






Seq. ID 


OJ990402_21. 9819 


.C86 


Gene No. 


7896 






Strand 


+ 




Start 


1 






End 


904 




Name 


OJ990402 


21.9819.C86.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


140 






End 


522 




GI 


none 






Score 


247 




Exons 


140. .430, 


174.. 338, 307 


..417, 


409. .522 






Seq. No. 


3718 






Seq. ID 


OJ990402_21. 9819 


.C86 


Gene No. 


7896 






Strand 


+ 




Start 


1 






End 


904 




Name 


OJ990402 


21.9819.C86.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


197 






End 


620 




GI 


none 






Score 


268 




Exons 


197. .421, 


201. .353, 296 


. .391, 


303. .449 


, 307.. 417, 424.. 


618, 




494 SftS 

4^*1 . • JO J/ 


496 690 










Seq. No. 


3718 






Seq. ID 


OJ990402_21. 9819 


.C86 


Gene No. 


7896 






Strand 


+ 




Start 


1 






End 


904 




Name 


OJ990402 


21.9819.C86.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


251 






End 


675 




GI 


none 






Score 


182 




IjAUI 1 0 


2S1 439 


S10 429 427 


67S 








Seq. No. 


3718 






Seq. ID 


OJ990402_21. 9819 


.C86 


Gene No. 


7896 






Strand 


+ 




Start 


1 






End . 


904 




Name 


OJ990402 


21.9819.C86.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


625 






End 


843 




GI 


none 






Score 


58 




LAUllo 


69^ 6Q*3 


6Q7 ft4^ 70S 
0? ' • • OH J/ /UJ 


ft 4 9 








Seq. No. 


3719 






Seq. ID 


OJ990402_21.9819 


.C88 


Gene No. 


7897 






Strand 


+ 




Start 


473 






End 


604 




Name 


OJ990402 


21.9819.C88.ol 


.gs 


Method 


GENSCAN 




Start 


473 






End 


604 




GI 


none 






Score 


-.99 




Exons 


473. .604 












Seq. No. 


3719 






Seq. ID 


OJ990402_21. 9819 


.C88 


Gene No. 


7898 






Strand 






Start 


1 






End 


1538 




Name 


OJ990402 


21.9819.C88.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1538 





3875 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630696 . Score 2359 

1. .1538 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



3719 
7898 
1 

OJ990402_21.9819.C88.ol.tw 
91 

none 



Seq. ID OJ990402_21.9819.C88 
Strand 

End 1538 

Method TBLASTX : Wheat 

End 444 

Score 78 



91. .177, 92. .178, 92. .178, 174. .221, 178. .222, 193. .444, 
197. .436, 207. .443 



Seq. No. 3719 

Gene No. 7898 

Start 1 

Name OJ990402_21 . 9819. C88 ,o2 . tm 

Start 174 

GI none 

Exons 174.. 551, 175.. 312 



Seq. ID OJ990402_21.9819.C88 
Strand 

End 1538 

Method TBLASTX : Mai ze 

End 551 

Score 70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3719 
7898 
1 

OJ990402_21.9819.C88.ol.ts 

219 

none 



Seq. ID OJ990402_21.9819.C88 
Strand 

End 1538 

Method TBLASTX : Soybean ■ 

End 4 68 

Score 106 



219. .272, 291. .467, 294. .458, 349. .468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i=-| Seq. No. 
''IZ Gene No. 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3719 
7898 
1 

OJ990402_21. 9819. C88.0I. tin 

639 

none 



Seq. ID OJ990402_21.9819.C88 
Strand 

End 1538 

Method TBLASTX : Maize 

End 1046 

Score 4 8 



639. .722, 666. .731, 705. .1046, 733. .1023 



3719 
7898 
1 

OJ990402_21.9819.C88.o2.gs 

874 

none 

874. .1022, 1133. .1358 



Seq. ID OJ990402_21.9819.C88 
Strand 

End 1538 

Method GENS CAN 

End 1358 

Score .84 



3719 
7898 
1 

OJ990402_21.9819.C88.ol.gp 
948 

101595_1.R1084 
948.. 1022, 1138. .1538 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliaha] ' 



Seq. ID OJ990402_21.9819.C88 
Strand 

End 1538 

Method AAT/GAP 

End 1538 

Score 807 



3876 





Seq. No. 


3720 


Seq. ID 


OJ990402_21. 


9819. 


C89 




Gene No. 


7899 


Strand 










Start 


1 


End 


749 








Name 


OJ990402 21.9819.C89.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


749 








GI 


6539570 


Score 


81 








Exons 


1..24, 341. .385, 548. .749 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


3720 


Seq. ID 


OJ990402_21. 


9819. 


C89 




Gene No. 


7900 


Strand 


- 








Start 


879 


End 


1096 








Name 


OJ990402 21.9819.C89.o2.np 


Method 


AAT/NAP 








Start 


879 


End 


1096 








GI 


6630699 


Score 


76 








Exons 


879.. 952, 1056.. 1096 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi I 6721536 | db j | BAA89566.il 


CAP001073) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


3721 


Seq. ID 


OJ990402_21. 


9819. 


C90 




UdllC ViKJ . 


7901 


Strand 










Start 


89 


End 


159 






.= 51 


Name 


OJ990402 21.9819.C90.ol.gs 


Method 


GENSCAN 








Start 


89 


End 


159 








GI 


none 


Score 


.49 






i; n 


Exons 


89. .159 










} :?: | 


Seq. No. 


3722 


Seq. ID 


OJ990402_21. 


9819. 


C91 


i , E 




7902 


Strand 








sx 


Start 


2708 


End 


2998 








Name 


OJ990402 21.9819.C91.o2.gs 


Method 


GENSCAN 








Start 


2708 


End 


2998 






i5 ' 


GI 


none 


Score 


.71 








Exons 


2708. .2772, 2887.. 2926, 2966. .2998 








a 


Seq. No. 


3722 


Seq. ID 


OJ990402_21. 


9819. 


C91 




Gene No. 


7903 


Strand 


- 






; :=l 


Start 


1 


End ■ 


2405 






:. -J 


Name 


OJ990402 21.9819.C91;ol.gp 


Method 


AAT /CAP 








Start 


1 


End 


440 








GI 


5002953 


Score 


242 








Exons 


1..43, 304. .440 












GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


39 (AF114171) 


TNP2 


-like 






protein [Sorghum bicolor] 












Seq. No. 


3722 


Seq. ID 


OJ990402_21. 


9819. 


C91 






7903 


Strand 










Start 


1 


End 


2405 - 








Name 


OJ990402 21.9819.C91.o2.tw 


Method 


TBLASTX: Wheat 






Start 


22 


End 


425 








GI 


none 


Score 


122 








Exons 


22. .108, 111. .425, 112. .381 












Seq. No. 


3722 


Seq. ID 


OJ990402_21. 


9819. 


C91 




Gene No. 


7903 


Strand 










Start 


1. 


End 


2405 







3877 



Name OJ990402_21. 9819 . C91 . ol . np Method AAT/NAP 

Start 73 End 2327 

GI 100484 Score 1537 

Exons 73.. 770, 831.. 2126, 2159.. 2327 

GI Descrip. hypothetical protein - garden snapdragon 



Seq. No. 3722 

Gene No. 7903 

Start 1 

Name OJ990402_21. 9819 . C91 . ol . gs 

Start 96 

GI none 

Exons 96.. 2405 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method GEN SCAN 

End 2405 



Score 



,78 



Seq. No. 3722 

Gene No. 7 903 

Start 1 

Name OJ990402_21. 9819.C91 .o2. tm 

Start 100 

GI none 

Exons 100.. 384, 111.. 383 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Maize 

End 384 

Score 130 



Seq. No. 3722 

Gene No. 7 903 

2 Start 1 

,3 Name OJ990402_21 . 9819 . C91 . o4 . tw 

;f] Start 429 

-is GI none 

s t? Exons 429.. 512, 430.. 513, 549.-752, 550.. 750, 646.. 762 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Wheat 

End 7 62 

Score 66 



,y Seq. No. 3722 

tj Gene No. 7 903 

: jj Start 1 

Name OJ990402_21 . 9819 . C91 . o3 . tm 

!«• Start 558 

«J GI none 

h 4 Exons 558.. 620, 627 . . 74 6, . 637 . . 744 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Mai ze 

End 74 6 

Score 93 



Seq. No. 3722 

It Gene. No. 7903 

it Start 1 

^ Name OJ990402_21 . 9819 . C91 . o2 . ts 

Start 918 

GI none 

Exons 918.. 1151, 997.. 1152 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Soybean 

End 1152 

Score 85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3722 
7903 
1 

OJ990402_21. 9819.C91.ol.tm 

987 - 

none 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Mai ze 

End 1430 

Score 78 



987. .1181, 1185. .1430, 1189. .1380 



Seq. No. 
Gene No. 
Start 



3722 
7903 
1 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 



3878 



Name 

Start 

GI 

Exons 



OJ990402_21 . 9819 . C91 . ol . tw Method TBLASTX : Wheat 
1026 End 1487 

none Score 90 

1026.. 1181, 1054.. 1209, 1150.. 1320, 1212.. 1328, 1227.. 1337, 
1329. .1433, 1336. .1422, 1434. .1487, 1444. .1479 



rrl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



3722 
7903 
1 

OJ990402_21.9819.C91.ol.tc 

1275 

none 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX: Cress 

End 1605 

Score 59 



1275. .1604, 1276. .1350, 1372. .1431, 1468. .1605 



3722 
7903 
1 

OJ990402_21. 9819.C91.o3.ts 
1353 
none 

1353.. 1601, 1357.. 1602 

3722 
7903 
1 

OJ990402_21. 9819.C91.o3.tw 
1500 
none 

1500.. 1604, 1510.. 1605, 1651.. 1812, 1653.. 2051, 1930.. 1953 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Soybean 

End 1602 

Score 105 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 - 

Method TBLASTX : Wheat 

End 2051 

Score 64 



,"5 Seq. No. 

'*f t Gene No. 

1 & Start 

* Name 

£3 Start 

: g GI 

; I- Exons 

Seq. No. 
Q Gene No. 
Q Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3722 
7903 
1 

OJ990402_21. 9819.C91.ol.ts 

1635 

none 



Seq. ID OJ990402_21.9819.C91 
Strand 

End 2405 

Method TBLASTX : Soybean 

End 1953 

Score 90 



1635.. 1895, 1648.. 1872, 1653.. 1928, 1660.. 1926, 1930.. 1953 



3723 
7904 
385 

OJ990402_21. 9819.C93.ol.gs 

385 

none 



Seq. ID OJ990402_21. 9819.C93 

Strand + 

End 2106 

Method GENSCAN 

End 2106 

Score . 6 



385.. 529, 1359.. 1566, 1720.. 1840, 1987.. 2106 



Seq. ID OJ990402_21.9819.C94 

Strand + 

End 1658 

Method AAT/NAP 

End 1658 

Score 4 50 



3724 
7905 
1 

OJ990402_21. 9819.C94 .ol.np 
1 

6721562 

1..123, 816. .868, 1130. .1658 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 |dbj | BAA90373. 1 | (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 



3879 



sativa] 



Seq. No. 3724 

Gene No. 7905 

Start 1 

Name OJ990402_21. 9819.C94 .ol.tw 

Start 1221 

GI none 

Exons 1221.. 1271, 1272.. 1385, 1283. 
1391. .1615 



Seq. ID OJ990402_21.9819.C94 

Strand + 

End 1658 

Method TBLASTX : Wheat 

End 1616 

Score 59 

.1333, 1359.. 1616, 1371.. 1580, 



Seq. No. 3724 

Gene No. 7905 

Start 1 

Name OJ990402_21 . 9819.C94 .ol . tm 

Start 1266 

GI none 

Exons 1266.. 1505 



Seq. ID OJ990402_21.9819.C94 

Strand + 

End 1658 

Method TBLASTX : Maize 

End 1505 

Score 197 



Seq. No. 3725 

Gene No. 7906 

Start 1 

Name OJ990402_21 . 9819.C95 .ol .np 

Start 1 

GI 5902444 

Exons 1. .7 94 

GI Descrip. (AB030283) GAG-POL precursor 



Seq. ID OJ990402_21.9819.C95 

Strand + 

End 926 

Method AAT/NAP 

End 794 

Score 622 

[Oryza sativa] 



Seq. No. 3725 

Gene No. 7906 

Start 1 

Name OJ990402_21. 9819 . C95 . ol . gs 

Start 132 

GI none 

Exons 132.. 797 

Seq. No. 3725 

\3 Gene No. 7906 

.'5 Start 1 

Name OJ990402_21 . 9819 . C95 . ol . tw 

u ~ Start 159 

GI none 

Exons 159.. 341, 167.. 268, 378.. 614, 
672. .926, 794. .925 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402_21.9819.C95 
+ 

926 

GEN SCAN 

797 

.9 



OJ990402_21.9819.C95 
+ 

926 

TBLASTX: Wheat 

926 

143 



380. .496, 390. .599, 539. .604, 



Seq. No. 3726 Seq. ID 

Gene No. 7907 Strand 

Start 1 End 

Name OJ990402_2 1.9819. C96 . ol . np Method 

Start -1. ' End 

GI ' 5902445 Score 

Exons 1..757, 797.. 2015 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ990402_21.9819.C96 
+ 

2018 
AAT/NAP 
2015 
1545 



Seq. No. 
Gene No. 
Start 



3726 
7907 
1 



Seq. ID OJ990402_21.9819.C96 
Strand + 
End 2018 



3880 



Name 


OJ990402 21.9819.C96.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


127 




End 


540 


GI 


none 




Score 


111 


Exons 


127.. 228, 132.. 236, 271 


. .540 






Seq. No. 


3726 




Seq. ID 


OJ990402_21.9819.C96 


Gene No. 


7907 




Strand 


+ 




i 

j. 




End 


2018 


Name 


OJ990402 21.9819.C96.ol 


.gs 


Method 


GENSCAN 


Start 


229 




End . 


2018 


GI 


none 




Score 


.67 


Exons 


229. .401, 423. .708, 797 


. .937, 


1232.. 1670, 1672.. 1688, 




1703.. 1856, 1936.. 2018 








Seq. No. 


3726 




Seq. ID 


OJ990402_21.9819.C96 


bene INO . 


7907 




Strand 


+ 


Start 


1 




End 


2018 


Name 


OJ990402 21.9819.C96.o2 


.tw 


Method ". : 


: TBLASTX : Wheat 


Start 


286 




End 


1396 


GI 


none 




Score 


335 


Exons 


286.-333, 1042. .1098, 1043. .1396, 1144 


. .1386 


Seq. No. 






Seq. ID 


OJ990402_21.9819.C96 




i Qm 

/ 3D f 




Strand 


+ 


Start 


1 
J. 




End 


2018 ■ 


Name 


Uu J"w*i t. J. • ,7 O J. .7 . ^f_7 D . U ± 


•hm 
■ Lilt 


Method 


TBLASTX: Maize 


Start 


911 ~ 




End 


1218 


GI 


none 




Score 


320 


Exons 


911.. 1216, 928.. 1218 








Seq. No. 


3726 




Seq. ID 


OJ990402_21.9819.C96 




7907 




Strand 


+ 


Start 


1 




End 


2018 


Name 


OJ990402 21.9819.C96.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1423 




End 


2006 


GI 


none 




Score 


345 


Exons 


1423.. 1521, 1430.. 1858, 


1567. 


.1674, 1875.. 2006, 1880.. 2005 


Seq. No. 


3727 




Seq. ID 


OJ990402_21.9819.C97 


otrlit; vt\J • 


7908 




Strand 




Start 


147 




End 


2020 


Name 


OJ990402 21.9819.C97.ol 


.gs 


Method 


GENSCAN 


Start 


147 




End 


1921 


GI 


none 




Score 


.4 


Exons 


147.. 506, 573.. 664, 762 


. .907, 


1164. .1426, 1505. .1793, 1863. 


Seq. No. 


3727 




Seq. ID 


OJ990402_21.9819.C97 


Gene No. 


7908 




Strand 




Start 


147 




End 


2020 


Name 


OJ990402 21.9819.C97.ol 


.np 


Method 


AAT/NAP 


Start 


1032 




End 


2020 


GI 


6721561 




Score 


854 


Exons 


1032.. 1793, 1863.. 2020 








GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to a region of ■ 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi 1681508 6 | db j IBAA90372, 


.11 (AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 



3881. 








protein [Oryza sativa] 












Seq. No. 


3728 




Seq. ID 


OJ990402_21.9819 


.C98 




Gene No. 


7909 




Strand 


+ 






Start 


4 65 




End 


539 






Name 


OJ990402 21.9819.C98.ol 


.gs 


Method 


GENSCAN 






Start 


4 65 




End 


539 






GI 


none 




Score 


.74 






Exons 


465. .539 












Seq. No. 


3729 




t Seq. ID 


OJ990402_21.9819 


.C99 




Gene No. 


7910 




Strand 








Start 


1 




End 


743 






Name 


OJ990402 21.9819.C99.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


743 






GI 


6539558 




Score 


789 






Exons 


1. .743 












GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Oryz 






sativa] 












Seq. No. 


3729 




Seq. ID 


OJ990402 21.9819 


. C99 




Gene No. 


7910 




Strand 








Start 


1 




End 


743 






Name 


OJ990402 21. 9819.C99.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


78 




End 


335 






GI 


none 




Score 


181 




r : : 


Exons 


^ 78. .335 










: r 


Seq. No. 


3729 




Seq. ID 


OJ990402 21.9819 


.C99 


: i 5 
? s 


Gene No. 


7910 




Strand 






sa. 
; L E 


Start 


1 




End 


743 






Name 


OJ990402 21. 9819.C99.ol 


. as 


Method 


GENSCAN 




1 U 


Start 


128 




End 


632 




« • 


GI 


none 




Score 


.81 






Exons 


128. .632 












Seq. No. 


3729 




Seq. ID 


OJ990402_21.9819 


.C99 


i 5 3 


Gene No. 


7910 




Strand . 








Start 


1 




End 


743 






Name 


OJ990402 21.9819.C99.ol 


.ts 


Method 


TBLASTX : Soybean 




es. 
; i 


Start 


180 




End 


686 






GI 


5509260 




Score 


77 






Exons 


180. .686, 289. .363, 424 


. .588 










GI Descrip. 














Seq. No. 


3729 




Seq. ID 


OJ990402_21.9819 


.C99 




Gene No. 


7910 




Strand 








Start 


1 




End 


743 






Name 


OJ990402 21.9819.C99.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


198 




End 


654 






GI 


none 




Score 


43 






Exons 


198. .539, 206. .250, 289 


. .525, 


573. .644 


, 574. .654 






Seq. No. 


3729 




Seq. ID 


OJ990402_21.9819 


.C99 




Gene No. 


7910 




Strand • 








Start 


1 




End 


743 






Name 


OJ990402 21.9819.C99.ol 


.tc 


Method 


TBLASTX: Cress 





3882 



Start 
GI 

Exons 



297 
none 

297.. 557, 316.. 558 



End 
Score 



558 
138 



Seq. No. 3729 Seq. ID 

Gene No. 7910 Strand 

Start 1 End 

Name OJ990402_21 . 9819 .C99 . ol . tm Method 

Start 336 End 

GI none Score 

Exons 336.. 653, 337.. 654 



OJ990402_21.9819.C99 
743 

TBLASTX: Maize 

654 

239 



Seq. No. 3730 Seq. ID 

Gene No. 7911 Strand 

Start 950 End 

Name OJ990422_22 . 9819, CI . ol . gs Method 

Start 950 End 

GI none Score 

Exons 950.. 1070 



OJ990422_22.9819.C1 

1070 
GENSCAN 
1070 
.68 



'ssr 



□ 

a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
i ^ Name 
■: Start 
GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
'Name 



3731 Seq. ID 

7912 Strand 

1 End 

'DJ990422_22.9819.C2.ol.np Method 

1 End ■ 

5042454 ' Score 

1..45, 721. .913 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990422_22. 9819.C2 
913 

AAT/NAP 
913 
75 



3732 Seq. ID 

7913 Strand 

1501 End 

OJ990422_22. 9819 .C3 . o2 . np Method 

1501 End 

6630699 Score 
1501.. 1524, 2768.. 2845 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990422_22. 9819.C3 
+ 

2845 
AAT/NAP 
2845 
89 



3732 
7914 
1271 

OJ990422_22.9819.C3.ol.np 

1271 

5922620 



OJ990422 22. 9819. C3 



Seq. ID _ 
Strand 

End 2707 
Method AAT/NAP 
End 2707 
Score 399 

1271. .1527,. 1626. .1696, 2445.-2469, 2515. .2628, 2669. .2707 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



3732 Seq. ID 

7915 Strand 

2984 End 

OJ990422_22 . 981 9 . C3 . o3 . np Method 



OJ990422_22. 9819.C3 

'3116 
AAT/NAP 



3883 



Start 
GI 

Exons 

GI Descrip. 



2984 End 3116 

5922620 Score 138 

2984. .3116 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 3733 Seq. ID 

Gene No. 7916 Strand 

Start 1 End 

Name OJ990422_22 . 9819 . C4 . ol . np Method 

Start 1 End 

GI 4539004 Score 

Exons 1..33, 283.. 359, 434.. 647 

GI Descrip. (AL049481) putative protein kinase [Arabidopsis thaliana] 



OJ990422_22.9819.C4 
+ 

647 

AAT/NAP 
647 
102 



Seq. No. 3734 Seq. ID 

Gene No. 7917 Strand 

Start 7247 End 

Name OJ990422_22 . 9819 . C5 . o2 . gs Method 

Start 7247 End 

GI none Score 

Exons 7247.. 7346, 7371.. 7880, 8047.. 8171, 8239 

8633..9264, 9787.. 10319 



OJ990422_22.9819.C5 
+ 

10319 
GENSCAN 
10319 
.46 

8430, 8501. .8559, 



Seq. No. 3734 Seq. ID 

Gene No. 7917 Strand 

Start 7247 End 

Name OJ990422_22 . 9819 . C5 . o2 . np Method 

Start 7247 End 

GI 6721558 Score 

Exons 7247.. 7346, 8047.. 8171, 8620.. 8833. 
GI Descrip. 



OJ990422_22.9819.C5 
+ 

10319 
AAT/NAP 
8833 
280 



(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 |dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 3734 Seq. ID 

Gene No. 7918 Strand 

Start 17758 End 

Name 0 J 9 9 0 4 2 2_2 2 . 9 8 1 9 . C 5 . o.5 . np Met hod 

Start 17758 End 

GI 6630699 Score 
Exons 17758. .17835 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990422_22.9819.C5 
+ 

17835 
AAT/NAP 
17835 
77 



Seq. No. 3734 Seq. ID 

Gene No. 7 919 Strand 

Start 402 End 

Name OJ990422_22 . 9819 . C5 . ol . gs Method 

Start 402 End 

GI none Score 
Exons 



OJ990422_22.9819.C5 

6993 
GENSCAN 
6993 
.48 



402. .2956, 2964. .4152, 4216 .. 6650, ■ 684 6 .. 6993 



3884 



1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3734 Seq. ID OJ990422_22 . 9819 . C5 

7919 Strand 

402 End 6993 

OJ990422_22 . 98 1 9 . C5 . ol . np Method AAT/NAP 

405 End 6074 

6498441 Score 7063 

405. .686, 780. .2177, 2349. .2792, 3007. .3286, 3461.. 3595, 

3779. .4152, 4216.. 4679, 5010.. 6074 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3734 
7920 
10916 

OJ990422_22.9819.C5.o3.gs 

10916 

none 

10916. .11413, 11470. .11757, 
13283. .13727, 13844 .. 14917, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11857. .12734, 
15092. .16034 



OJ990422 22. 9819. C5 



16034 
GENS CAN 
16034 
.49 

12937. 



13232, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

- » Exons 

□ GI Descrip. 



Mi 



3734 Seq. ID 

7 920 Strand 

10916 End 

OJ9904 22_22 . 98 19 . C5 . o3 . np Method 

10919 End 

5902445 Score 
10919. .12162, 12202. .14013 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990422_22.9819.C5 

16034 
AAT/NAP 
14013 
2678 



fy 



Seq. No. 3734 Seq. ID OJ990422_22 . 9819 . C5 

Gene No. 7920 Strand 

Start 10916 End 16034 

Name OJ990422_22 . 9819. C5 . o4 . np Method AAT/NAP 

Start 14016 End 15887 

GI 6721562 Score 452 

Exons 14016. .14696, 14 94 6 .. 15377 , 15764.. 15887 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 Idbj IBAA90373. 1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 3734 Seq. ID 

Gene No. 7921 Strand 

Start 16696 End 

Name OJ990422_22 . 9819 . C5 . o4 . gs Method 

Start 16696 End 

GI none Score 

Exons 16696. .16764, 17590.. 17679 



OJ990422_22.9819.C5 

17679 
GENSCAN 
17679 
.97 



Seq. No. 3734 Seq. ID 

Gene No. 7922 Strand 

Start 17974 End 

Name OJ990422_22 . 9819 . C5 . 06 . tm Method 

Start 402 End 

GI none Score 



OJ990422_22.9819.C5 
19314 

TBLASTX: Maize 
11050 - 
130 



3885 




Exons 402.. 545, 406.. 546, 10917 .. 11048, 10922.. 11050 



Seq. No. 


3734 


Seq. ID 


OJ990422_22.'9819 


Gene No . 




Strand 




Start 


17974 


End 


19314 


Name 


OJ990422 22.9819.C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


414 


End 


11517 


GI 


none 


Score 


77 


Exons 


414. .539, 418. .540, 706. .876 


, 732. .1016, 733. .1011, 




•.10928 . . 11059, 11084 . .11389, 


11280. .11387, 11431. . 11517, 




11432.. 11503 






Seq. No. 


3734 


Seq. ID 


i 

OJ990422_22.9819 


Gene No. 


7922 


Strand 




Start 


17974 


End 


19314 ' 


Name 


OJ990422 22.9819.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


732 


End 


11314 


GI 


none 


•Score 


188 


Exons 


732.. 800, 11051.. 11314 









Seq. No. 


3734 








Seq. ID 


OJ990422_22.9819.C5 




Gene No. 


7922 








Strand 






Start 


17974 








End 


19314 




Name 


OJ990422 22 


9819 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1017 








End 


11911 




GI 


none 








Score 


231 


': E 


Exons 


1017. .1397, 


1048 


. .1398, 


11530 


. .11910, 


11567. .11809, 11855. .11911 




Seq. No. 


3734 








Seq. ID 


OJ990422_22.9819.C5 


. E 


Gene No. 


7922 








Strand 






Start 


17974 








End 


19314 




Name 


OJ990422 22 


9819 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


i i 


Start 


1192 








End 


12042 




GI 


none 








Score 


218 


J 


Exons 


1192. .1341, 


1212 


. .1535, 


1225. 


.1506, 11737. .12042, 11738.. 12028 


J 


Seq. No. 


3734 








Seq. ID 


OJ990422_22.9819.C5 


JL 


Gene No. 


7922 








Strand 






Start 


17974 








End 


19314 


£ 

ST 


Name 


OJ990422 22 


9819 


.C5.o8 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1728 








End 


12505 




GI 


none 








Score 


68 




Exons 


1728. .1988, 


1864 


. .2040, 


12247 


. .12504, 


12368. .12505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3734 
7922 
17974 

OJ990422_22.9819.C5.o6.tw 

2043 

none 



Seq. ID OJ990422_22.9819.C5 
Strand 

End 19314 

Method TBLASTX : Wheat 

End 12951 

Score 88 



2043.. 2192, 2044.. .2181, 2226. .2477, 2236.. 2412, 12544 12609, 
12544. .12717, 12608 .. 12688 , 12725 .. 12895, 12727.. 12951 



Seq. No. 3734 Seq. ID 

-Gene No. 7922 Strand 

Start ' 17974 End 

Name OJ990422 22 . 9819 . C5 . ol . ts Method 



OJ990422_22.9819.C5 
19314 

TBLASTX : Soybean 



3886 



Start 
GI 

Exons 



3124 End 13443 

none Score 83 

3124. .3525, 3335. .3478, 13040 .. 13291, 13285. .13443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3734 
7922 
17974 

OJ990422_22.9819.C5.o2.tw 

3154 

none 



Seq. ID OJ990422_22.9819.C5 
Strand 

End 19314 

Method TBLASTX : Wheat 

End 13497 

Score 275 



3154.. 3573, 3179.. 3574, 13095 .. 13286, 13097 .. 13285, 
13274. .13495, 13285 .. 13497, 13286.. 13387 



Seq. No. 3734 

Gene No. 7922 

Start 17974 

Name OJ990422_22 . 9819 . C5 . o3 . tm 

Start 3247 

GI none 
Exons 



Seq. ID OJ990422_22.9819.C5 
Strand 

End 19314 

Method TBLASTX : Maize 

End 13554 

Score 215 



3247. .3630, 3266. .3631, 13193 13279, 13282 .. 13554 , 
13292. .13387, 13362.. 13520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3734 
7922 
17974 

OJ990422_22 . 9819 . C5 . ol . tm 

3658 

none 



Seq. ID OJ990422_22.9819.C5 
Strand 

End 19314 

Method TBLASTX: Maize 

End 13866 

Score 73 



36S8..3774, 3658. .4014, 3668. .3979, 13582 13866, 13604. .13852 



3734 
7922 
17974 

OJ990422_22.9819.C5.ol.tw 

3682 

none 



Seq. ID OJ990422_22.9819.C5 
Strand 

End 19314 

Method TBLASTX : Wheat 

End 13855 

Score 374 



3682. .4143, 3683. .4144, 3686. .4144, 13612 .. 13854 , 13613. .13855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3734 
7922 
17974 

OJ990422_22.9819.C5.o2.ts 

3739 

none 



Seq. ID OJ990422_22.9819.C5 
Strand 

End 19314 

Method TBLASTX : Soybean 

End 13797 

Score 121 



3739. .3873, 3880. .4104, 13663. .13797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3734 
7922 
17974 

OJ990422_22. 9819 . C5 . o3 . tw 

4309 

none 



Seq. ID OJ990422_22. 9819.C5 
Strand 

End 19314 

Method TBLASTX : Wheat 

End 4795 

Score 168 



4309. .4794, 4340. .4600, 4622. .4795 



Seq. No. 
Gene No. 
Start 



3734 
7922 
17974 



Seq. ID OJ990422_22. 9819.C5 
Strand 

End 19314 



3887 




Name 


OJ990422 22.9819.C5.o7.tw 


Method 


TBLASTX: Wheat 




Start 


5536 


End 


14609 




GI 


none 


Score 


99 




Exons 


5536.. 5790, 5567.. 5806, 5773. 


.5871, 5774.. 5854, 5878.-5922, 




14211. .14486, 14250. .14402, 14260 .. 14472, 14442 .. 14558, 






14455. .14547, 14559. .14609 








Seq. No. 


3734 


Seq. ID 


OJ990422_22.9819, 


,C5 




7922 


Strand 


- 




Start 


17974 


End 


19314 




Name 


OJ990422 22.9819.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


5635 


End 


14564 




GI 


none 


Score 


111 




Exons 


5635.. 5883, 5636.. 5881, 14325 


. .14564 






Seq. No. 


3734 


Seq. ID 


OJ990422_22.9819. 


.C5 


Gene No. 


7922 


Strand 






Start 


17974 


End 


19314 




Name 


OJ990422 22.9819.C5.o6.np 


Method 


AAT/NAP 




Start 


17974 


End 


19314 




GI 


5922620 


Score 


144 




Exons 


17974. .18106, 19283. .19314 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


3735 


Seq. ID 


OJ990422_22. 


9819 


.C6 


Gene No. 


7923 


Strand 


+ 






Start 


103 


End 


2588 






Name 


OJ990422 22.9819.C6.ol.gs 


Method 


GENSCAN 






Start 


103 


End 


2588 






GI 


none 


Score 


.58 






Exons 


103. .298, 2286. .2482, 2488.. 


2588 








Seq. No. 


3735 


Seq. ID 


OJ990422 22. 


9819 


.C6 


Gene No. 


7924 


Strand 


+ 






Start 


4425 


End 


10057 






Name 


OJ990422 22.9819.C6.o2.gs 


Method 


GENSCAN 






Start 


4425 


End 


6139 






GI 


none 


Score 


.97 






Exons 


4425.. 5961, 5988.. 6139 










Seq. No. 


3735 


Seq. ID 


OJ990422__22. 


9819 


.C6 


Gene No. 


7924 


Strand 


+ 






Start 


4425 


End 


10057 






Name 


OJ990422 22.9819.C6.ol.np 


Method 


AAT/NAP 






Start 


4446 


End 


10057 






GI 


4584539 


Score 


1322 






Exons 


4446.. 6127, 8697.. 9006, 9815 


. .10057 








GI Descrip. 


(AL04 9608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


3735 


Seq. ID 


OJ990422_22. 


9819 


.C6 


Gene No. 


7924 


Strand 


+ 






Start 


4425 


End 


10057 






Name 


OJ990422 22.9819.C6.ol.gp 


Method 


AAT/GAP 







3888 



Start 


4637 


GI 


428629 


Exons 


4637. .4969 


GI Descrip. 


5430752/gb| AAD43152 . 1 | AC007504 




Protein [Arabidopsis thaliana] 


Seq. No. 


3735 


Gene No. 


7924 


Start 


4425 


Name 


OJ990422 22.9819.C6.o2.gp 1 


Start 


5368 


GI 


63465 1.R1084 


Exons 


5368. .5667 


GI Descrip. 


'4584539/emb|CAB40769.1| 2.0e- 




protein [Arabidopsis thaliana] 


Seq. No. 


3735 




7925 


Start 


9333 


Name 


OJ990422 22.9819.C6.ol.tc 1 


Start 


4598 


GI 


none 


Exons 


4598. .4813, 4599. .5120 


Seq. No. 


- 

3735 






Start 


9333 


Name 


OJ990422 22.9819.C6.o3.ts 


Start 


4622 


GI 


none 


Exons 


4622. .4813, 4623.-4838 


Seq. No. 


3735 




7925 


Start 


9333 


Name 


OJ990422 22.9819.C6.o3.tm 


Start 


4623 


GI 


none 


Exons 


4623. .4820, 4625.. 4819 


Seq. No. 


3735 


Gene No. 


7925 


Start 


9333 


Name 


OJ990422 22.9819.C6.ol.tm 


Start 


4824 


GI 


none 


Exons 


4824.. 5048, 5093, .5500, 5094.. 




5509.. 5568 



End 
Score 



4969 
647 



Seq. ID OJ990422_22.9819.C6 

Strand + 

End 10057 

Method AAT/GAP 

End 5667 

Score 4 94 



Seq. ID OJ990422_22.9819.C6 
Strand 

End 10037 

Method TBLASTX : Cress 

End 5120 

Score 54 9 



Seq. ID OJ990422_22.9819.C6 
Strand 

End 10037 

Method TBLASTX : Soybean 

End 4838 

Score 240 



Seq. ID OJ990422_22.9819.C6 
Strand 

End 10037 

Method TBLASTX: Maize 

End 4820 

Score . 231 



Seq. ID OJ990422_22.9819.C6 
Strand 

End 10037 

Method TBLASTX: Maize 

End 5568 

Score 107 



Seq. ID OJ99.0422._22. 9819. C6 
Strand 

End 10037 

Method TBLASTX : Soybean 

End 5555 

Score 209 

4863. .5234, 5211. .5435, 5369. .5422, 5489. .5554, 5490. .5555 



Seq. No. 3735 

Gene No. 7925 

Start 9333 

Name OJ990422_22 . 9819 . C6 . ol . ts 

Start 4863 

GI none 
Exons 



3889 




Seq. No. 


3735 








Seq. ID 


OJ990422_22.9819 


.C6 


npnp No 


7925 








Strand 






Start 


9333 








End 


10037 




Name 


OJ990422 22. 


9819, 


,C6.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


4944 








End 


5297 




GI 


none 








Score 


362 




Exons 


4944. .5297, 


5033. 


. .5296, 


5190. 


.5297 






Seq. No. 


3735 








Seq. ID 


OJ990422_22.9819 


.C6 




7925 








Strand 






Start 


9333 








End 


10037 




Name 


OJ990422 22. 


9819, 


,C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5121 








End 


5441 




GI 


none 








Score 


76 




Exons 


5121. .5234, 


5211. 


. .5441, 


5243. 


.5440 






Seq. No. 


3735 








Seq. ID 


OJ990422_22.9819 


.C6 


Gene No. 


7925 








Strand 






Start 


9333 








End 


10037 




Name 


OJ990422 22. 


9819. 


,C6.o3. 


gp 


Method 


AAT/GAP 




Start 


9039 








End 


9363 




GI 


2569 2.R1084 








Score 


430 





Exons 9039. .9363 

^ GI Descrip. * 5042437/gb | AC007789 . 1 1 AC007789 1.0e-79 Oryza sativa BAC T49B20 
hJ genomic sequence, complete sequence' 



Seq. No. 


3735 






Seq. ID 


OJ990422_22.9819 


.C6 


Gene No. 


7925 






Strand 






Start 


9333 






End 


10037 




Name 


OJ990422 22. 


9819.C6.o3.gs 


Method 


GENSCAN 




Start 


9333 






End 


10037 




GI 


none 






Score 


.74 




Exons 


9333. 


.9895, 


9907. .10037 








Seq. No. 


3735 






Seq. ID 


OJ990422_22.9819 


.C6 


Gene No. 


7925 






Strand 






Start 


9333 






End 


10037 




Name 


.OJ990422 22. 


9819.C6.o2.ts 


Method 


TBLASTX: Soybean - 




Start 


9496 






End 


9956 




GI 


none 






Score 


61 




Exons 


9496. 


.9543, 


9501.. 9542, 9702. 


.9956, 9703.. 9894 




Seq. No. 


3735 






Seq. ID 


OJ990422_22.9819 


.C6 


Gene No. 


7925 






Strand 






Start 


9333 






End 


10037 




Name 


OJ990422 22. 


9819.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


9702 






End 


10001 




GI 


none 






Score 


185 




Exons 


9702. 


.10001, 


9703. .9891 








Seq. No. 


3735 






Seq. ID 


OJ990422_22.9819 


.C6 


Gene No. 


7925 






Strand 






Start 


9333 






End 


10037 




Name 


OJ990422 22. 


9819.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


9756 






End 


9959 




GI 


none 






Score 


192 




Exons 


9756. 


.9959, 


97S7..9894 









3890 



oeq. no. 


o /Jo 






oeq. ±u 


n TQQOd 99 


99 


QQi q p7 


Gene No. 


7926 






Strand 








Start 


971 






End 


4399 






Name 


OJ990422 22 


.9819 


.C7 .ol .gp 


Method 


AAT/GAP 






Start 


971 






End 


1953 






GI 


none 






Score 


1664 






Exons 


971. .1531, 


1609. 


.1953 










oeq. no. 


J / JO 






Seq. ID 


QJ990422_ 


99 




Gene No. 


7926 






Strand 








Start 


971 






End 


4399 






Name 


OJ990422 22 


.9819 


.C7.ol.gs 


Method 


GENSCAN 






Start 


1259 






End 


4399 






GI 


none 






Score 


.88 






Exons 


1259. .1531, 


1609 


..2253, 2525 


..2671, 4300. .4399 






Seq. No. 


3737 






Seq. ID 


OJ990422 


_22. 


9819. C8 


Gene No. 


7927 






Strand 


+ 






btart 


124 






End 


9669 






Name 


OJ990422 22 


.9819 


.C8.ol.gs 


Method 


GENSCAN 






Start 


124 






End 


9669 






GI 


none 






Score 


.46 






Exons 


124.. 215, 1142.. 


1246, 2704.. 


2817, 4162 


..4331, 5645. 


.5757, 




5860. .6077/ 


6630 


..6992, 7274 


..7546, 7915. .8045, 


8503. .8609, 




9521. .9669 














Seq. No. 


3737 






Seq. ID 


OJ990422 


_22. 


9819.C8 


bene ino • 


7927 






Strand 


+ 






Start 


124 






End 


9669 






Name 


OJ990422 22 


.9819 


.C8.ol.np 


Method 


AAT/NAP 






Start 


5645 






End 


6156 






GI 


6730645 






Score 


230 






Exons 


5645. .5757, 


. 5824 


. .6156 










GI Descrip. 


(AC008262) 


F4N2. 


17 [Arabidopsis thaliana] 






Seq. No. 


3737 






Seq. ID 


OJ990422_ 


_22. 


9819. C8 


Gene No. 


7928 






Strand 








Start 


6609 . 






End 


9165 






Name 


OJ990422 22 


.9819 


.C8.o2.np 


Method 


AAT/NAP 






Start 


6609 






End 


9165 






GI 


731632 






Score 


134 






Exons 


6609. .6985, 


7089 


..7284, 9144 


. .9165 









GI Descrip. HYPOTHETICAL 57.0 KD PROTEIN IN SOD2-RPL27A INTERGENIC REGION 
gi|626596|pir| IS46784 hypothetical protein YHR009c - yeast 
(Saccharomyces cerevisiae) gi 1500703 (U10400) Yhr009cp 
[Saccharomyces cerevisiae] 



Seq. No. 3737 - Seq. ID 

Gene No. 7929 Strand 

Start 9337 End 

Name OJ990422_22 . 9819 . C8 . o2 . tw Method 

Start 766 End 

GI none Score 

Exons 766.. 957, 806.. 1117 



OJ990422_22.9819.C8 
10220 

TBLASTX: Wheat 

1117 

200 



Seq. No. 



3737 



Seq. ID OJ990422_22.9819.C8 



3891 






Gene No. 


1 C\ o o 

/y^y 








Strand 






Start 


9337 








End 


10220 




Name 


OJ990422 22. 


9819. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1004 








End 


1294 




GI 


none 








Score 


178 




Exons 


1004. .1210, 


1039. 


.1200, 


1196. 


.1294 






Seq. No. 


3737 








Seq. ID 


OJ990422_22.9819.C8 




Gene No. 


7929 








Strand 






Start 


y J J / 








End 


10220 




Name 


OJ990422 22. 


9819. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5674 








End 


5940 




GI 


none 








Score 


107 




Exons 


5674. .5745, 


5674. 


.5766, 


5679. 


.5765, 5838.-5939, 5839. .5940, 






5856. .5939 














Seq. No. 


3737 








Seq. ID 


OJ990422_22.9819.C8 




Gene No. 


/ y^y 








Strand 






Start 


9337 








End 


10220 




Name 


OJ990422 22. 


9819. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5844 








End 


6156 




GI 


none 








Score 


106 


Q 


Exons 


5844. .5945, 


5977. 


.6024, 


6033. 


.6.116, 6034.. 6156 




Seq. No. 


3737 








Seq. ID 


OJ990422_22.9819.C8 


i!fi 


Gene No. 


7929 








Strand 






Start 


yjo / 








End 


10220 


rU 


Name 


OJ990422 22. 


9819. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Q 


Start 


6615 








End 


7291 


i.y 


GI 


none 








Score 


268 


K J 


Exons 


6615. .6989, 


6618. 


.6899, 


6655. 


.6990, 7085.. 7252, 7087.. 7251, 


Pi e 

i b£ 




7090. .7254, 


7259. 


.7291 








.5 =1 


Seq. No. 


3737 








Seq. ID 


OJ990422_22. 9819.C8 




Gene No. 


/ y^y 








Strand 




'J 


Start 


9337 








End 


10220 


j- ~s 


Name 


OJ990422 22. 


9819. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


. = 


Start 


6615 








End 


6920 




GI 


none 








Score 


277 




Exons 


6615. .6920, 


6621. 


.6899, 


6655. 


.6918 




Seq. No. 


3737 








Seq. ID 


OJ990422_22.9819.C8 




Gene No . 


/y^y 








Strand 






Start 


9337 








End 


10220 ' 




Name 


OJ990422 22. 


9819. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6681 








End 


6941 




GI 


none 








Score 


43 




Exons 


6681. .6731, 


6688. 


.6732, 


6732. 


.6872, 6754. .6858, 6855. .6941 




Seq. No. 


3737 








Seq. ID 


OJ990422_22.9819.C8 




Gene No. 


7929 








Strand - 






Start 


9337 








End 


10220 




Name 


OJ990422 22. 


9819. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6681 








End 


7119 




GI 


none 








Score 


96 




Exons 


6681. .6848, 


6684. 


.6842, 


6688. 


.6858, 6864. .6989, 6871. .6990, 



7087. .7119 



3892 






Seq. No. 


3737 


Seq. ID 


OJ990422_22. 9819.C8 




Gene No. 


7929 


Strand 






Start 


9337 


End 


10220 




Name 


OJ990422 22.9819.C8.o3.np 


Method 


AAT/NAP 




Start 


9337 


End 


10220 




GI 


6063554 


Score 


106 




Exons 


9337.. 9508, 10196.. 10220 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 






correspond to a region of the 


predicted gene.; hypothetical 






"protein [Oryza sativa] 








Seq. No. 


3738 


Seq. ID 


n TQQfi/1 OO OO QQ1 Q /-'Q 




VjCUC LN Vw* • 


7930 


Strand 


+ — 




Start 


- 1 


End 


1343 




Name 


OJ990422 22.9819.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1343 




GI 


5852179 


Score 


215 




Exons 


1..216, 304. .535, 1326. .1343 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 








3738 


Seq. ID 


OJ990422_22. 9819.C9 




Gene No. 


7931 


Strand 






Start 


99 


End 


633 


rf 


Name 


OJ990422 22.9819.C9.ol.gs 


Method 


GENSCAN 




Start 


99 


End 


633 


i i 


GI 


none 


Score 


.68 


y 


Exons 


99. .201, 255. .458, 496. .633 








Seq. No. 


3739 


Seq. ID 


OJ990422_22. 9819. C10 


y 


Gene No. 


7932 


Strand 






Start 


2053 


End 


3608 


u 


Name 


OJ990422 22.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


2053 


End 


3608 




GI 


6505722 


Score 


1631 




Exons 


2053.. 2397, 2484.. 2627, 2711. 


.3608 




--i 


GI Descrip. 


(AB032123) ribosomal RNA apurinic site 


specific lyase [Triticum 






aestivum] gi | 651384 9 | dbj | BAA87876 . 1 | (AB032124) ribosomal RNA 


=7 




apurinic site specific lyase 


[Triticum 


aestivum] 


3 
3 


Qnrf Ma 
OcQJ • INU . 


3739 


Seq. ID 


OJ990422_22. 9819. C10 




Gene No. 


7933 


Strand 






Start 


6292 


End 


6705 




Name 


OJ990422 22.9819.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6292 


End 


6705 




GI 


none 


Score 


101 




Exons 


6292.. 6372, 6349.. 6561, 6553. 


.6705 






o c q . LN U . 


3739 


Seq. ID 


OJ990422_22. 9819. C10 




Gene No. 


7933 


Strand 






Start 


6292 


End 


6705 




Name 


OJ990422 22.9819.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


6370 


End 


6705 




GI 


none 


Score 


80 




Exons 


6370.. 6588, 6398.. 6574, 6580. 


.6705 






Seq. No. 


3740 


Seq. ID 


OJ990422_22.9819.C11 



3893 




Gene No . 


/ y OH 


otrana 


+ 




Start 


4356 


End 


4688 




Name 


OJ990422 22-9819. Cll.ol.gs 


Method 


GENSCAN 




Start 


4356 


End 


4688 




GI 


none 


Score 


.88 




Exons 


4356. .4688 








Seq. No. 


3740 


Seq. ID 


OJ990422_22. 


9819. Cll 


Gene No . 


/ y od 


otrana 


+ 




Start 


5293 . 


End 


6821 




Name 


OJ990422 22.9819.Cll.o2.gs 


Method 


GENSCAN 




Start 


5293 


End 


6821 




GI 


none 


Score 


.44 




Exons 


5293. .5476, 6661. .6821 








Seq. No. 


3740 


Seq. ID 


OJ990422_22. 


9819. Cll 


Gene No. 


7936 


Strand 


+ 




Start 


25511 


End 


29022 




Name 


OJ990422 22.9819.Cll.o4.np 


Method 


AAT/NAP 




Start 


25511 


End 


29022 




GI 


6324046 


Score 


95 




Exons 


25511. .25602, 26759 .. 27251, 


28925. .29022 




GI Descrip. 


Putative integral membrane protein containing novel 


cysteine 



^ motif. Similarity to SLG1 (WSC1), WSC3 and WSC4; Wsc2p 

is ~ gi| 1730647 |sp|P53832|YN23_YEAST HYPOTHETICAL 52.3 KD PROTEIN IN 

^ MRPL10-ERG24 INTERGENIC REGION PRECURSOR gi | 2132783 | pir | | S63257 

probable membrane protein YNL283c - yeast (Saccharomyces 
| S U cerevisiae) gi 1 1302357 | emb | CAA96195 | (Z71559) ORF YNL283c 

[Saccha 





Seq. No. 


3740 






Seq. ID 


OJ990422_ 


22. 


9819, 


.Cll 




Gene No. 


7937 






Strand 


+ 








r : i 


Start 


29771 






End 


30193 










Name 


OJ990422 22. 9819. Cll. 


o7 . gs 


Method 


GENSCAN 








; s 


Start 


29771 






End 


30193 








'=!. 1 


GI 


none 






Score 


.89 










Exons 


29771. 


.30193 














:. ~\ 


Seq. No. 


3740 






Seq. ID 


OJ990422_ 


_22. 


9819, 


.Cll 


.3 S3. 

•s 


Gene No. 


7938 






Strand 


+ 










Start 


31104 






End 


31602 










Name 


OJ990422 22. 9819. Cll. 


o9 .gp 


Method 


AAT/GAP 










Start 


31056 






End 


31602 










GI 


none 






Score 


824 










Exons 


31056. 


.31208, 31299.. 


31602 














Seq. No. 


3740 






Seq. ID 


OJ990422_ 


_22. 


9819. 


.Cll 




Gene No. 


7938 






Strand 


+ 










Start 


31104 






End 


31602 










' Name 


OJ990422 22. 9819. Cll. 


08 .gs 


Method 


GENSCAN 










Start 


31104 






End 


31602 










GI 


none 






Score 


.78 










Exons 


31104. 


.31208, 31299.. 


31602 














Seq. No. 


3740 






Seq. ID 


OJ990422_ 


_22. 


9819, 


.Cll 




Gene No. 


7939 






Strand 












Start 


6526 






End 


10154 









3894 



Name OJ990422_22 . 9819 . Cll . ol . gp 

Start 6526 

GI none 

Exons 6526.. 6743, 10056.. 10154 

Seq. No. 3740 

Gene No. 7940 

Start 10063 

Name OJ990422_22 . 981 9 . CI 1 . ol . np 

Start . 10017 

GI ' 6056421 

Exons 10017. .10521 

GI Descrip. (AC009525) Unknown protein 

Seq. No. 3740 

Gene No. 7940 

Start 10063 

Name OJ990422_22 . 9819 . Cll . o3 . gs 

Start 10063 

GI none 

Exons 10063. . 10545 



Method AAT/GAP 
End 10154 
Score 610 



Seq. ID OJ990422_22. 9819. Cll 
Strand 

End 10586 

Method AAT/NAP 

End 10521 

Score 190 

[Arabidopsis thaliana] 

Seq. ID OJ990422_22. 9819. Cll 
Strand 

End 10586 

Method GEN SCAN 

End 10545 

Score .98 



■ ' Seq. No. 3740 Seq. ID 

Gene No. 7940 - Strand 

3 Start 10063 End 

3 Name OJ990422_22. 9819. Cll. o2.gp Method 

fj Start 10322 End 

!l GI 969011 Score 

? Exons 10322.. 10586 



OJ990422_22. 9819 -Cll 

.10586 
AAT/GAP 
10586 
353 



Seq. No. 3740 Seq. ID 

Gene No. 7941 Strand 

Start 12153 End 

Name • OJ990422_22 . 9819 . Cll . o4 . gs Method 

Start ' 12153 End 

GI none Score 

Exons 12153.. 13982 



OJ990422_22. 9819. Cll 

13982 
GENSCAN 
13982 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3740 
7941 
12153 

OJ990422_22. 9819. Cll. o2.np 
12156 
6175165 
12156. .13879 

(AC011437) Mutator-like transposase [Arabidopsis thaliana] 



Seq. ID OJ990422_22. 9819. Cll 
Strand 

End 13982 

Method AAT/NAP 

End 13879 

Score 1696 



OJ990422 22. 9819. Cll 



3740 
7941 
12153 

OJ990422_22. 9819. Cll. o5.gp 
12435 

59484_1.R1084 
12435. .12851 

'1946355 2.0e-26 (U93215) maize transposon MuDR mudrA protein 
isolog [Arabidopsis thaliana] >gi_2880040 (AC002340) maize 
transposon MuDR mudrA-like protein [Arabidopsis . thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13982 
AAT/GAP 
12851 
827 



3895 




Con KFo 


**74 n 

O / ft u 




Seq. ID 


OJ990422_22.9819. 


ri 1 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


10054 




End 


10425 




GI 


none 




Score 


73 




Exons 


10054. .10371, 10055. 


.10210, 


10277. .10387, 10375.. 10425 




oeq. tNo . 






Seq. ID 


OJ990422_22.9819. 


PI 1 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


.o3 . tm 


Method 


TBLASTX : Maize 




Start 


10057 




End 


10435 




GI 


none 




Score 


132 




Exons 


10057. .10434, 10058. 


.10210, 


10271. .10435 




oeq. in o . 






Seq. ID 


OJ990422_22.9819. 


PI 1 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


.o3 . tc 


Method 


TBLASTX: Cress 




Start 


10153 




End 


10425 




GI 


none 




Score 


259 




Exons 


10153. .10425 










o e q . in o . 


J / 4U 




Seq. ID 


OJ990422_22.9819. 


pi i 
til 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10252 




End 


10449 




GI 


none 




Score 


199 




Exons 


10252. .10449, 10271. 


.10429 








Seq. No. 


3740 




Seq. ID 


OJ990422_22.9819. 


Cll 


ucilc INO • 


7 QA 0 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


12162 




End 


12814 




GI 


none 




Score 


35 




Exons 


12162. .12254, 12169. 


.12186, 


12169. .12303, 12174. .12290, 






12321. .12812, 12322. 


.12813, 


12419. .12814 




Can Ha 
o € q . IN o . 


^7 a(\ 




Seq. ID 


OJ990422_22.9819. 


pi 1 

X X 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


12315 




End 


12686 




GI 


none 




Score 


395 




Exons 


12315. .12686, 12316. 


.12684 








Seq. No. 


3740 




Seq. ID 


OJ990422_22.9819. 


Cll 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12328 




End 


12695 




GI . 


none 




Score 


197 




Exons 


12328. .12675, 12352. 


.12612,' 


12354. .12695 





3896 




Seq. No. 


3740 




Seq. ID 


OJ990422 


_22. 9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


.ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12744 




End 


13324 






GI 


none 




Score 


220 






Exons 


12744 . . 12926, 12744 . 


. 12926, 


12745. .12927, 12752 


. . 12928, 






12781. .12933, 12927. 


. 13262, 


12930. .13262, 12931 


. . 13263, 






12931. .13263, 13233. 


.13322, 


13270. .13323, 13271 


. . 13324 




Seq. No. 


3740 




Seq. ID 


OJ990422 


22 . 9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12978 




End 


13211 






GI 


none 




Score 


144 






Exons 


12978. .13211, 12979. 


.13209 










Seq. No. 


3740 




Seq. ID 


OJ990422 


22.9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


13329 




End 


13559 






GI 


none 




Score 


164 






Exons 


13329. . 13556, 13329. 


.13559, 


13339. .13557 






Seq. No. 


3740 




Seq. ID 


OJ990422 


22. 9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


13356 




End 


13778 






GI 


none 




Score 


247 






Exons 


13356. . 13778, 13357. 


.13770 










Seq. No. 


3740 




Seq. ID 


OJ990422 


22.9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


13446 




End 


13869 






GI 


none 




Score 


266 






Exons 


. 13446. . 13868, 13447. 


.13869 










Seq. No. 


3740 




Seq. ID 


OJ990422 


22. 9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


,o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


13659 




End 


13871 






GI 


none 




Score 


133 






Exons 


13659. . 13871, 13672. 


.13869 










Seq. No. 


3740 




Seq. ID 


OJ990422 


_22.9819. 


Cll 


Gene No. 


7942 




Strand 








Start 


14608 




End 


29922 






Name 


OJ990422 22.9819.C11 


.oS.gs 


Method 


GENS CAN 






Start 


14608 




End 


27331 






GI 


none 




Score 


. 62 







3897 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14608. .14800, 16902. .17013, 17933 .. 18011, 18550 18641, 

18741. .18816, 18983. .19185, 19645 .. 19666, 22031 22066, 

22845. .22880, 23539 .. 23589, 24280 .. 24 538, 24 695 24 918, 

24999. .25098, 26763.. 27331 



3740 
7942 
14608 

OJ990422_22.9819.Cll.o6.gp 
18346 

63836 1.R1084 



Seq. ID OJ990422_22.9819.C11 
Strand 

End 29922 

Method AAT/GAP 

End 19172 

Score 1047 



18346. .18641, 18741 18816, 18983.. 19172 

'4580391/gb|AAD24369.1|AC007171_5 7.0e-10 (AC007171) unknown 
protein [Arabidopsis thaliana] 1 



3740 
7942 
14608 

OJ990422_22.9819.Cll.o7.gp 
20743 
none 

20743. .21052, 21140 21211, 21836 .. 21914 , 21997 
22159. .22204, 22300 22340, 22845. .22924 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990422 22.9819.C11 



29922 
AAT/GAP 
22924 
1222 



.22066, 



i n 



M 

w 
ru 



Seq. No, 3740 

Gene No. 7942 

Start 14608 

Name OJ990422_22 . 9819.C11 . 

Start 21821 

GI none 

Exons 21821. .21904, 21834.. 

21996. .22067, 21996.. 

22159. .22206, 22845.. 

23474. .23587, 23474.. 

23710. .23775, 23720.. 

23784. .23933, 23793.. 

24103. .24225, 24107.. 

24229. .24252, 24252.. 

24320. .24535, 24325.. 

24694. .24789, 24695.. 



o2. tm 



.21908, 
.22067, 
.22964, 
.23590, 
.23770, 
.23933, 
.24223, 
.24350, 
.24486, 
.24790 



Seq. ID 

Strand 

End 

Method 

End 

Score 

21835 

21998 

22846 

23688 

23762 

23938 

24126 



OJ990422_22.9819.C11 
29922 

TBLASTX: Maize 

24790 

83 



21909, 21836. 
22069, 22158. 



22965, 22865. 

23753, 23703. 

23926, 23770. 

24102, 23939. 

24251, 24228. 

24256. .24360, 24257. 

24350. .24529, 24690. 



.21904, 
.22205, 
.22963, 
.23741, 
.23928, 
.24103, 
.24257, 
.24343, 
.24788, 



Seq. No. 3740 

Gene No. 7942 

Start 14608 

Name OJ990422_22. 9819.C11 .o3.np 

Start 22845 

GI 5902379 

Exons 22845. .22964, 23475.-23589, 
24695. .24918, 25002 .. 25098 , 

GI Descrip. 



OJ990422 22.9819.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 
23709. .24036, 
26763. .27226 

(AC009322) Unknown protein [Arabidopsis thaliana] 
gi I 6453852 |gb|AAF09036.1|AC011717_3 (AC011717) unknown protein 
* [Arabidopsis thaliana] 



29922 
AAT/NAP 
27226 
473 

24185. .24538, 



Seq. No. 3740 Seq. ID 

Gene No. 7942 Strand 

Start 14608 End 

Name OJ990422_22. 9819.C11 .08 . gp Method 



OJ990422_22.9819.C11 

29922 
AAT/GAP 



3898 




Start 


23923 


End 


24274 




GI 


none 


Score 


697 




Exons 


23923.-24274 








Seq. No. 


3740 


Seq. ID 


OJ990422 


_22.9819.C11 


Gene No. 


7942 


Strand 






Start 


14608 


End 


29922 




Name 


OJ990422 22.9819.Cll.o5.np 


Method 


AAT/NAP 




Start 


25275 


End 


29922 




GI- 


3600039 


Score 


348 




Exons 


25275. .25410, 28357 .. 28543, 


28687. .29035, 29710 


. .29922 


GI Descrip. 


(AF080119) similar to Schizosaccharomyces pombe 


isp4 protein 



(GB:D14061) [Arabidopsis thaliana] 



Seq. No. 


3740 




Seq. ID 


OJ990422_22.9819 


.Cll 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


ojyyo4z_ 22. yoiy.cii 


. 06 . gs 


Method 


GEN SCAN 




Start 


28651 




End 


29234 




GI 


none 




Score 


.52 




Exons 


28651. .28832, 29192. 


.29234 








Seq. No. 


3740 




Seq. ID 


OJ990422_22.9819 


.Cll 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.yol9.Cll 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


28663 




End 


29036 




GI 


none 




Score 


97 




Exons 


28663.-28737, 28756. 


.28830, 


28871. .29035, 28872.. 29036 




Seq. No. 


3740 




Seq. ID 


OJ990422_22.9819 


.Cll 


Gene No. 


7942 




Strand 






Start 


14608 




End 


29922 




Name 


OJ990422 22.9819.C11 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


28853 




End 


29035 




GI 


none 




Score 


157 




Exons 


28853. .29035, 28881. 


.29030 








Seq. No. 


3741 




Seq. ID 


OJ990402_22.9819 


.C2 


Gene No. 


7943 




Strand 






Start 


147 




End 


500 




Name 


OJ990402 22. 9819. C2 . 


ol . gs 


Method 


GEN SCAN 




Start 


147 




End 


500 




GI 


none 




Score 


.54 




Exons 


147. .249, 290. .500 










Seq. No. 


3742 




Seq. ID 


OJ990402_22.9819 


.C3 


Gene No. 


7944 




Strand 


+ 




Start 


42 




End 


695 




Name 


OJ990402 22. 9819. C3. 


ol.gs 


Method 


GENSCAN 




Start 


42 




End 


695 




GI 


none 




Score 


.7 




Exons 


42. .695 










Seq. No. 


3743 




Seq. ID 


OJ990402_22.9819 


.C4 


Gene No. 


7945 




Strand 






Start 


214 




End 


632 





3899 



Name 


OJ990402 22.9819.C4.ol. 


gs 


Method 


GENSCAN 






Start 


214 




End 


632 






GI 


none 




Score 


.81 






Exons 


214.. 332, 555.. 632 












Seq. No. 


3744 




Seq. ID 


OJ990402_22. 


9819 


.C5 


bene no . 


*7 Q/l C 

/ y 4 D 




ourana 


T 






Start 


623 




End 


734 






Name 


OJ990402 22.9819.C5.ol. 


gs 


Method 


GENSCAN 






Start 


623 




End 


734 






GI 


none 




Score 


.6 






Exons 


623. .734 












Seq. No. 


3745 




Seq. ID 


OJ990402_22. 


9819 


.C6 


Gene No. 


i y h i 




otrana 


i 
i 






Start 


265 




End 


895 






Name 


OJ990402 22.9819.C6.ol. 


gs 


Method 


GENSCAN 






Start 


265 




End 


713 






GI 


none 




Score 


.52 






Exons 


265.. 353, 382. .713 












Seq. No. 


3745 




Seq. ID 


OJ990402_22. 


9819 


.C6 


Gene No. 


7947 




Strand 


+ 






bnar u 






End 


895 






Name 


OJ990402 22.9819.C6.ol. 


np 


Method 


AAT/NAP 






Start 


404 




End 


895 




- 


GI 


4063770 




Score 


144 






Exons 


404. .895 












GI Descrip. 


(AB004 906) transposase 


[Ipomoea purpurea] 






Seq. No. 


3746 




Seq. ID 


OJ990402_22. 


9819 


.C7 


Gene No. 


7948 




Strand 


+ 






Of a v-+- 

o tar u 


i 

J. 




End 


750 






Name 


OJ990402 22.9819.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


750 






GI 


4680180 




Score 


598 






Exons 


1..28, 63. .750 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa . 


subsp. indica] 






Seq. No. 


3746 




Seq. ID 


OJ990402_22. 


9819 


-C7 


Gene No . 


f y4o 




Strand 


+ 






Start 


1. 




End 


750 






Name 


OJ990402 22.9819.C7.ol. 


gs 


Method 


GENSCAN 






Start 


91 




End 


711 






GI 


none 




Score 


.92 






Exons 


91. .711 












Seq. No. 


3746 




Seq. ID 


OJ990402_22. 


9819 


.C7 


Gene No. 


/ y4o 




Strand 


+ 






Start 


1 




End 


750 






Name 


OJ990402 22.9819.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


247 




End 


552 






GI 


none 




Score 


359 






Exons 


247. .552, 264. .551 












Seq. No. 


3746 




Seq. ID 


OJ990402_22. 


9819 


.C7 


Gene No. 


7948 




Strand 









3900 




Start 


1 


End 


750 








Name 


OJ990402 22.9819.C7.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


247 


End 


630 








GI 


none 


Score 


375 








Exons 


247. .630, 255. .629 












Seq. No. 


3747 


Seq. ID 


OJ990402 


_22. 


9819 


.C8 


oene wo . 


1 y 


Strand 


i 








Start 


139 


End 


695 








Name 


OJ990402 22.9819.C8.ol.gs 


Method 


GENSCAN 








Start 


139 


End 


695 








GI 


none 


Score 


.76 








Exons 


139. .357, 535. .695 












Seq. No. 


3748 


Seq. ID 


OJ990402 


_22. 


9819 


.C9 


(aene no. 


/ you 


otrana 










Start 


127 


End 


743 








Name 


OJ990402 22.9819.C9.ol.gs 


Method 


GENSCAN 








Start 


127 


End 


743 








GI 


none 


Score 


.82 








Exons 


127. .221, 226. .361, 738. .743 












Seq. No. 


3749 


Seq. ID 


OJ990402 


_22. 


9819 


.C10 


ijene jno. 


/ y o i 


Strand 










Start 


307 


End 


598 








Name 


OJ990402 22. 9819. CIO. 61. gs 


Method 


GENSCAN 








Start 


307 


End 


598 








GI 


none 


Score 


.45 








Exons 


307. .376, 508. .598 












Seq. No. 


3750 


Seq. ID 


OJ990402 


07 


J O X J 


.Cll 


Gene No. 


7952 


Strand 










C+- a r -(- 


i 

J. 


End 


744 








Name 


OJ990402 22. 9819 . Cll . ol . np 


Method 


AAT/NAP 








Start 


1 


End 


744 








GI 


5902444 


Score 


315 








Exons 


1. .744 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


3750 


Seq. ID 


OJ990402 


_22. 


9819 


.Cll 


bene ino . 


1 Q O 

i y 


Strand 










Start 


1 


End 


744 








Name 


OJ990402 22.9819.Cll.ol.gs 


Method 


GENSCAN 








Start 


173 


End 


400 








GI 


none 


Score 


.49 








Exons 


173. .400 












Seq. No. 


3751 


Seq. ID 


OJ990402 


00 


Jul? 


.C12 


Gene No. 


7953 


Strand 


+ 










1 


End 


2324 








Name 


OJ990402 22.9819.C12.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2324 








GI 


6721512 


Score 


87 








Exons 


1..51, 1213. .1349, 1377. .1513 


, 2285.. 2324 








GI Descrip, 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


3751 


Seq. ID 


OJ990402_ 


22. 


9819 


.C12 



3901 



Gene No. 
• Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

z 2 Seq. No. 

=J Gene No. 

if- Start 

= LJ Name 

8 3 Start 

= J Exons 

"U Seq. No. 

= Gene No. 

□ Start 

!il Name 

Start 

I s * ' GI 

:3 Exons 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7954 Strand 
121 End 
OJ9904 02_22 . 9819 . C12 . ol . gs Method 
121 End 
none Score 
121. .667, 857. .1168, 1213. .1286 



1286 
GENSCAN 
1286 
.74 



3752 
7955 
1 

OJ990402_22/9819.C13.ol.np 
1 

4538896 
1..613, 674. .867, 957. .1804 

(AL049482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990402_22.9819.C13 
Strand + 

1954 
AAT/NAP 
1804 
1056 



End 

Method 

End 

Score 



3752 
7.955 
1 

OJ990402_22.9819.C13.ol.gs 

114 

none 

114. .867, 957. .1954 

3752 
7955 
1 

OJ990402_22.9819.C13.ol.tm 

383 

none 

383. .508, 384. .653, 393.-653 

3752 
7955 
1 

OJ990402_22.9819.C13.o2.tm 

1475 

none 



Seq. ID OJ990402_22.9819.C13 

Strand + 

End 1954 

Method GENSCAN 

End 1954 

Score . 93 



Seq.. ID OJ990402_22.9819.C13 

Strand + 

End 1954 

Method TBLASTX: Maize 

End 653 

Score 336 



Seq. ID OJ990402_22.9819.C13 

Strand + 

End 1954 

Method TBLASTX : Mai ze 

End 1903 

Score 155 



1475. .1699, 1608. .1823, 1686. .1892, 1687. .1893, 1688. .1897, 
1756.. 1899, 1757.. 1903 



3753 
7956 
94 

OJ990402_22. 9819 .C14 . ol . gs 
94 

none 

94. .213, 290. .424 



Seq. ID OJ990402_22.9819.C14 

Strand + 

End 424 

Method GENSCAN 

End 424 

Score .85 



3753 
7957 
13964 

OJ990402_22.9819.C14.ol.np 
13964 
130582 
13964. .17983 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 



Seq. ID OJ990402_22.9819.C14 
Strand + 

19584 
AAT/NAP 
17983 
2695 



End 

Method 

End 

Score 



3902 



[CONTAINS: PROTEASE ;- REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 3753 : " Seq. ID 

Gene No. 7957 Strand 

Start 13964 End 

Name OJ990402_22 . 981 9 . C14 . ol . gp Method 

Start 15294 End 

GI. 2428449 Score 

Exons 15294.. 15730 

GI Descrip. 4388818/gb | AAD19773 | 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



OJ990402_22. 9819.C14 
+ 

19584 
AAT/GAP 
15730 
806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3753 
7957 
13964 

OJ990402_22.9819.C14.o2.np 

15926 

4558666 



Seq. ID OJ990402_22. 9819.C14 

Strand + 

End 19584 

Method AAT/NAP 

End 19584 

Score 190 



15926. .15948, 18385 .. 18510, 18612 .. 19024 , 19521.. 19584 
(AC007063) putative Na/H antiporter [Arabidopsis thaliana] 



3753 Seq. ID 

7957 Strand 

13964 End 
OJ990402_22 . 98 1 9 . C14 . o2 . gp Method 

16778 End 

1621494 Score 
16778.. 17020 

1621495/dbj IBAA12903I 4 . 0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 



OJ990402_22.9819.C14 
+ 

19584 
AAT/GAP 
17020 
442 



_ Seq. No. 

=f Gene No. 

4 Start 

* Name'-' 

3 Start 

1 GI 

z Exons 



3753 Seq. ID 

7958 Strand 

2580 End 
OJ990402_22 . 981 9 . C14 . o2 . gs Method 

2580 End 

none Score 

2580.. 2730, 3021.. 3055 



OJ990402_22. 9819.C14 

3055 
GENSCAN 
3055 
.72 



Seq. No. 3753 

Gene No. 7959 

Start 4444 

Name OJ990402_22 . 981 9 . C14 . o3 . gs 

Start 4444 

GI none 

Exons 4444.. 4661, 5314.. 5488, 5924. 



Seq. ID 
Strand 
End. 
Method 
End 
Score 
.6211, 7089. .7538 



OJ990402_22.9819.C14 

7538 
GENSCAN 
7538 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3753 
7960 
14306 

OJ990402_22.9819.C14.o4.tw 

14306 

none 



Seq. ID OJ990402_22.9819.C14 
Strand 

End 14721 

Method TBLASTX : Wheat 

End 14721 

Score 179 



14306. .14458, 14326 .. 14448, 14438 14548, 14441 .. 14542, 



3903 




14455. .14547, 14543 .. 14602, 14551 .. 14586, 14565 14 657 , 
14675. .14719, 14677. .14721 



Seq; No. 


3753 




Seq. ID 


OJ990402_22.9819. 


C14 


Gene No. 


7961 




Strand 






Start 


15443 




End 


16162 




Name 


OJ990402 22.9819.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


15443 




End 


15928 




GI 


none 




Score 


333 




Exorts 


1 C A A -5 1 CQOfl 1 CC3 0 


T c Q n A 

. loo / 4 , 


15637. .15927 




Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819. 


C14 


Gene No. 


7961 




Strand 






Start 


15443 




End 


16162 




Name 


OJ990402 22.9819.C14 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


15457 




End 


16111 




GI 


none 




Score 


336 




Exons 


1d4o / . . loo o / , lb4oo. 


-i c Qf\n 

. loyu / , . 


-15907. .15987, 16004 . .16111 




Seq. No. 


3753 




Seq. ID 


OJ990402__22.9819. 


C14 


Gene No. 


7961 




Strand 






Start 


15443 




End 


16162 




Name 


OJ990402 22.9819.C14 


,o2.ts 


Method 


TBLASTX: Soybean 




■Start 


15677 




End 


16129 




GI 


none 




Score 


289 




Exons 


lob / / . . IbUUb, iobob. 




-15706. .15936, 15992.. 16129 




Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819. 


C14 


Gene No. 


7961 




Strand 






Start 


15443 




End 


16162 




Name 


OJ990402 22.9819.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


15695 




End 


16162 




GI 


none 




Score 


187 




Exons 


IDbyo . . 10300 , lbUUJ. 


1 C 1 1 Q 

. ibii y , 


16004. .16162 




Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819. 


C14 


Gene No. 


7962 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16342 


- 


End 


16779 




GI 


none 




Score 


627 




Exons 


lbo4z . . lb / / y , lbJ4o. 


. lb / / / 








Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819. 


C14 


Gene No. . 


7962 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


16609 




End 


17047 




GI 


none 




Score 


342 




Exons 


16609. .16914, 16619. 


.17047 








Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819. 


C14 


Gene No. 


7962 




- Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


16619 




End 


16825- . 




GI 


none 




Score 


200 





3904 




hi 



Exons 


16619. .16825, 16622. 


.16825 








Seq. No. 


3753 ' 




Seq. ID 


OJ990402_22.9819 


.C14 


Gene No . 


*7 Q£9 

/ y oz 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16643 




End 


17032 




GI 


none 




Score 


381 




Exons 


16643. .17032, 16663. 


.16938, 


16664. .16987, 16737.. 16994 




Seq. No. 


3753 




Seq. ID 


OJ990402_22. 9819 


.C14 


Gene No . 


f y 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


16781 




End 


17401 




GI 


none 




Score 


159 




Exons 


16781. .16930, 16967. 


.17401, 


17023. .17157, 17081.. 17251 




Seq. No. 


3753 




Seq. ID 


OJ990402_22. 9819 


.C14 


Gene No. 


7962 




Strand 






btart 


1 CO/IO 

J. OJ4 £. 




End 


17978 




Name 


OJ990402 22.9819.C14 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


17050 




End 


17496 




GI 


none 




Score 


127 




Exons 


17050. .17142, 17051. 


.17209, 


17178. .17471, 17185. .17496, 






17186. .17491, 17245. 


.17493 








Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819 


.C14 


Gene No . 


/ y oc. 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


17375 




End 


17974 




GI 


none 




Score 


58 




Exons 


17375. .17503, 17498. 


.17593, 


17603. .17749, 17765. .17974 




Seq. No. 


3753 




Seq. ID 


OJ990402_22.9819 


.C14 


Gene No . 


/ y 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


,o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17515 




End 


17950 




GI 


none 




Score 


155 




Exons 


17515. .17697, 17528. 


.17731, 


17749. .17934, 17750. .17950 




Seq. No. 


3753 




Seq. ID 


OJ990402_22. 9819 


.C14 


Gene No . 


"7 Q£9 

/ y oz 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17552 




End 


17978 




GI 


none 




Score 


543 




Exons 


* 17552. .17974, 17554. 


.17976, 


17733. .1791 


'8, 17875.. 17976 




Seq. No. 


3753 




Seq. ID 


OJ990402_22. 9819 


.C14 


Gene No. 


7962 




Strand 






Start 


16342 




End 


17978 




Name 


OJ990402 22.9819.C14 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


17576 




End 


17974 




GI 


none 




Score 


298 





3905 



Exons 



17576. .17851, 17602;'. 17859, 17861 .. 17974 , 17875. .17973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3754 
7963 
1 

OJ990402_22.9819.C15.ol.np 
1 

2245108 



Seq. ID OJ990402_22. 9819.C15 

Strand + 

End 20301 

Method AAT/NAP 

End 5885 

Score 418 



1..46, 330. .437, 1977. .2329, 3893. .3976, 4092. .4169, 5829. .5885 
(Z97343) EREBP-4 like protein [Arabidopsis thaliana] 



3754 
7963 
1 

OJ990402_22. 9819. CIS. ol.gs 

275 
none 



Seq. ID OJ990402_22.9819.C15 

Strand + 

End 20301 

Method GEN SCAN 

End 20301 

Score .5 



275. .437, 2153. .2329, 3127. .3213, 3893. .3976, 4093. .4204, 
4921.. 5008, 5543.. 5661, 14053 .. 14275, 144 13 .. 14593, 
15356. .15999, 17689 .. 17955, 18405 .. 18512, 20221. .20301 



3754 
7963 
1 

OJ990402_22.9819.C15.o2.np 

14128 

2842493 



Seq. ID OJ990402_22.9819.C15 

Strand + 

End ' 20301 

Method AAT/NAP 

End 17982 

Score 647 



14128. .14275, 14398 .. 14593, 15356 .. 154 64 , 15567 .. 15796, 
17734. .17982 

(AL02174 9) predicted protein [Arabidopsis thaliana] 



3754 
7964 
22866 

OJ990402_22. 9819. CIS. o3.np 
22866 
5922623 
22866.-22946 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990402_22.9819.C15 

Strand + 

End 22946 

Method AAT/NAP 

End 22946 

Score 73 



3754 
7965 
21883 

OJ990402_22. 9819. CIS. ol.tc 

359 
none 



Seq. ID OJ990402_22.9819.C15 
Strand 

End 23074 

Method TBLASTX: Cress 

End 2328 

Score 124 



359. .448, 364. .426, 2032. .2145, 2044. .2214, 2052. .2192, 
2217.. 2321, 2218.. 2328 



Seq. No. 3754 

Gene No. 7965 

Start 21883 

Name OJ990402_22 . 9819 . C15 . ol . ts 

Start 359 

GI none 



Seq. ID OJ990402_22.9819.C15 
Strand 

End 23074 

Method TBLASTX : Soybean 

End 2335 

Score 117 



3906 




Exons 


359. .436, 


2040.. 2330, 2040.. 2330, 2041 


. .2331, 2045. .2335 


Seq. No. 


3754 


Seq. ID 


OJ990402_22.9819.C15 




7965 


Strand 




Start 


21883 


End 


23074 


Name 


OJ990402 


22.9819.C15.ol.tw Method 


TBLASTX: Wheat 


Start 


359 


End 


2331 


GI 


none 


Score 


120 


Exons 


359. .436, 


364.. 426, 2040.. 2120, 2040.. 


2330, 2041.. 2331 


Seq. No. 


3754 


Seq. ID 


OJ990402_22.9819.C15 


Gene No. 


7965 


Strand 




Start 


21883 


End 


23074 


Name 


OJ990402 


22 . 9819 . C15 . ol . tm Method 


TBLASTX: Maize 


Start 


359 


End 


4304 ' 


GI 


none 


Score 


134 


Exons 


359. .436, 


364.. 432, 2039.. 2329, 2040.. 


2330, 2040.. 2330, 



2041. .2331, 3885..3974, 3890. .3979, 3892. .3975, 3896. .3979, 
4087. .4203, 4089. .4208, 4092. .4229, 4235. .4303, 4239. .4304 





Seq. No. 


3754 






Seq. ID 


OJ990402_22. 9819 




Gene No. 


7965 






Strand 






Start 


21883 






End 


23074 


.sea 


Name 


OJ990402 22.9819.C15. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


14407 






End 


14595 




GI 


none 






Score 


114 


1" rs 

i : ; jj 


Exons 


14407. 


.14490, 14409.. 


14489, 


14515. .14595, 14517. .14 594 


i" "1 


Seq. No. 


3754 






Seq. ID 


OJ990402_22. 9819 


'SB* 

| : a 


Gene No. 


7965 






Strand 




: : w 


Start 


21883 






End 


23074 


'iJ 


Name 


OJ990402 22.9819.C15. 


o2. tc 


Method 


TBLASTX: Cress 


f" i i 

1 & 


Start 


15355 






End 


15774 




GI 


none 






Score 


107 




Exons 


15355. 


.15441, 15567.. 


15596, 


15568. .15603, 15607 .. 15654 , 


"'••-i 




15676. 


.15774, 15681.. 


15773 






1 : 


Seq. No. 


3754 






Seq. • ID 


OJ990402_22. 9819 




Gene No. 


7965 






Strand 






Start 


21883 






End 


23074 




Name 


OJ990402 22.9819.C15. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


15379 






End 


15792 




GI 


none 






Score 


104 




Exons 


15379. 


.15441, 15564.. 


15791, 


15568. .15792 



Seq. No. 3754 Seq. ID 

Gene No. 7965 Strand 

Start 21883 End 23074 

Name OJ990402_22 . 9819 . C15 . o2 . tm Method TBLASTX: 

Start 15598 End 15792 

GI none Score 287 

Exons 15598. .15792, 15632 .. 15688, 15633.. 15791 



OJ990402 22.9819.C15 



Maize 



Seq. No. 3754 Seq. ID OJ9904 02_22 . 98 19 . C15 

Gene No. 7965 Strand 

Start .21883 End 23074 

Name OJ990402_22 . 9819 . C15 . o2 . gs Method GENSCAN 



3907 



'is* 



Start 


21883 


End 


23074 


GI 


none 


Score 


.89 


Exons 


21883. .21982, 22899.. 23074 






Seq. No. 


3755 


Seq. ID 


OJ990402_22.9819.C16 






Jul diiu 




Start 


519 • 


End 


1324 


Name 


OJ990402 22.9819.C16.ol.gs 


Method 


GENSCAN 


Start 


519 


End 


1324 


GI 


none 


Score 


.45 


Exons 


519.. 571, 1222.. 1324 






Seq. No. 


3756 


Seq. ID 


OJ990402_22.9819.C17 


Gene No. 


7967 


Strand 




Start 


455 


End 


7120 


Name 


OJ990402 22.9819.C17.ol.gp 


Method 


AAT/GAP 


Start 


177 


End 


630 


GI 


LIB3431-045-P1-N1-A10 


Score 


876 


Exons 


177. .630 






GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


3756 


Seq. ID 


OJ990402_22. 9819.C17 


Gene No. 


7967 


. Strand 




Start 


■455 


End . 


7120 


Name 


OJ990402 22.9819.C17.ol.gs 


Method 


GENSCAN 


Start 


455 


End 


6502 


GI 


none 


Score 


.55 


Exons 


455. .615, 766. .968, 973. .1020 


, 1084. .1215, 1306. .1343, 




1409. .1591, 1684. .1942, 2019. 


.2317, 2411. .2821, 2906. .3242, 




3348. .3498, 3874. .6502 






Seq. No. 


3756 


Seq. ID 


OJ990402_22.9819.C17 


Gene No. 


7967 


Strand 




Start 


455 


End 


7120 


Name 


OJ990402 22.9819.C17.ol.np 


Method 


AAT/NAP 


Start 


734 


End 


6049 


GI 


5441880 


Score 


4735 


Exons 


734.. 968, 1084.. 1215, 1306.. 1329, 1366 


..1439, 1684. .1942, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2019. .2317, 2906.. 3242, 3348.. 3498, 3994.. 4309, 4568.. 4599, 
5044. .6049 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990402 22.9819.C17 



3756 
7967 
455 

OJ990402_22. 9819 . C17 . o2 . gp 
1692 

LIB3475-007-P1-K1-G8 
1692.. 1942, 2019.. 2191 

? 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



7120 
AAT/GAP 
2191 
797 



Seq. No. 



3756 



Seq. ID OJ990402_22.9819.C17. 



3908 





1 QfiT 






Strand 






Start 


455 






End 


7120 




Name 


OJ990402 22 


.9819.C17.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4814 






End 


5194 




GI 


none 






Score 


81 




Exons 


4814. .4990, 


4844. .4990, 


4875. 


.4994, 4988. .5185, 


5000. .5194 


Seq. No. 


3756 






Seq. ID 


OJ990402 


_22.9819.C17 










Strand 






Start 


455 






End 


7120 




Name 


OJ990402 22 


.9819.C17.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


4892 






End 


5488 




GI 


none 






Score 


151 




Exons 


4892. .4963, 


5027. .5326, 


5088. 


.5309, 5360. .5488, 


5382. .5480 


Seq. No. 


3756 






Seq. ID 


OJ990402 


_22.9819.C17 


Gene No. 


7967 






Strand 






Start 


455 






End 


7120 




Name 


OJ990402 22 


.9819.C17.o3 


gp 


Method 


AAT/GAP 




Start 


5014 




End 


5445 




GI 


5701669 






Score 


841 




Exons 


5014. .5445 












GI Descrip. 


5441880/dbj 


IBAA82378.il 


5.0e- 


75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR -mudrA protein. (AC003981) [Oryza sativa] 





Seq. No. 


3756 


Seq. ID 


OJ990402_22.9819.C17 


ru 


Gene No. 


7967 


Strand 




LJ 


Start 


455 


End 


7120 


) . : 


Name 


OJ990402 22.9819.C17.o2.np 


Method 


AAT/NAP 


i.U 


Start 


6062 


End 


7120 


I, "1 


GI 


6721543 


Score 


172 


j jj! 


Exons 


6062.. 6178, 6991.. 7120 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


"'\.\ 


Seq. No. 


3756 


Seq. ID 


OJ990402_22.9819.C17 




Gene No. 


7967. 


Strand 






Start 


455 


End 


7120 




Name 


OJ990402 22.9819.C17.o4.gp 


Method 


AAT/GAP 




Start 


6940 


End 


7104 




GI 


7406 1.R1084 


Score 


206 




Exons 


6940. .7104 








GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


10 (X94191) 


heat shock protein 17 






[Pennisetum glaucum] ' 








Seq. No. 


3757 


Seq. ID 


OJ990402 22.9819.C18 




Gene No. 


7968 


Strand 


+ 




Start 


1 


End 


2463 




Name 


OJ990402 22.9819.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2463 




GI 


4337200 


Score 


51 




Exons 


1..122, 193. .247, 2334. .2463 








GI Descrip. 


(AC006403) NAM (no apical meristem) -like protein [Arabidopsis 






thaliana] 








Seq. No. 


3757 


Seq. ID 


OJ990402_22. 9819.C18 




Gene No. 


7968 


Strand 


+ 



3909 



Q 
'.3 



; : 

i.y 

ru 



-a 

Li 



Start 


1 


End 


2463 






Name 


OJ990402 22.9819.C18.ol.gs 


Method 


GENSCAN 






Start 


25 


End 


512 






GI 


none 


Score 


.48 






Exons 


25. .91, 283. .512 










Seq. No. 


3757 


Seq. ID 


OJ990402_22. 


9819. 


C18 


Gene No. 


7969 


Strand 


+ 








9382 


End 


11483 






Name 


OJ990402 22.9819.C18.o3.np 


Method 


AAT/NAP 






Start 


9382 


End 


11477 






GI 


4680203 


Score 


1502 






Exons 


9382.. 10956, 10999 .. 11091, 11245.. 11477 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


3757 


Seq. ID 


oj y yu4 uz 22 . 


9819. 


C18 


Gene No. 


7969 


Strand 


+ 






Start 


9382 


End 


1 14 o J 






Name 


OJ990402 22.9819.C18.o2.gp 


Method 


AAT / GAP 






Start 


11347 


End 


11483 






GI 


5002953 


Score 


213 






Exons 


11347. .11483 










GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) 


TNP2 


:-ii: 




protein [Sorghum bicolor] 










Seq. No. 


3757 


Seq. ID 


OJ990402_22. 


9819. 


C18 


Gene No . 


7970 


Strand 








Start 


1358 


End 


3208 






Name 


OJ990402 22.9819.C18.o2.gs 


Method 


GENSCAN 






Start 


1358 


End 


3208 






GI 


none 


Score 


.87 






Exons 


1358.. 1441, 2341.. 2459, 3145. 


.3208 








Seq. No. 


3757 


Seq. ID 


OJ990402_22. 


9819. 


C18 


Gene No . 


7971 


Strand 








Start 


4864 


End 


6812 






Name 


OJ990402 22.9819.C18.o3.gs 


Method 


GENSCAN 






Start 


4864 . 


End 


6812 






GI 


none 


Score 


• .98 






Exons 


4864.. 4992, 5103. .5123, 5153. 


.5230, 5434. .6277, 6346. .6812 


Seq. No. 


3757 


Seq. ID 


OJ990402_22. 


9819. 


C18 


Gene No. 


7971 


Strand 








C+- a 


4864 


End 


6812 






Name 


OJ990402 22.9819.C18.o2.np 


Method 


AAT/NAP 






Start 


5070 


End 


6733 






GI 


3395426 


Score 


1141 






Exons 


5070.. 5230, 5434. .6277, 6346. 


.6733 








GI Descrip. 


(AC004 683) unknown protein [Arabidopsis thaliana] 






Seq. No. 


3757 


Seq. ID 


OJ990402_22. 


9819. 


C18 


Gene No. 


7971 


Strand 








Start 


4864 


End 


6812 






Name 


OJ990402 22.9819.C18.ol.gp 


Method 


AAT/GAP 






Start 


5792 


End 


6047 






GI 


428091 


Score 


445 






Exons 


5792. .6047 











3910 




GI Descrip. 3395426 l.Oe-10 (AC004683) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 


3757 








Seq. ID 


OJ990402_22.9819.C18 


Gene No. 


7972 








Strand 




Start 


8790 








End 


9080 


Name 


OJ990402 22 


.9819 


.C18.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


5117 








End 


5599 


GI 


none 








Score 


107 


Exons 


5117 . . 5233, 


5432 


. . 5551, 


5434 . 


.5556, 5557.. 5598, 5558.. 5599 


Seq. No. 


3757 








Seq. ID 


OJ990402_22.9819.C18 


Gene No. 


7972 








Strand 




Start 


8790 








End 


9080 


Name 


OJ990402 22 


.9819 


.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5594 








End 


5863 


GI 


none 








Score 


40 


Exons 


5594 5632, 


5599 


5643, 


5650 . 


.5862, 5678.. 5863 


Seq. No. 


3757 








Sea. ID 


OJ990402 22.9819.C18 


Gene No. 


7972 








Strand 




Start 


8790 








End 


9080 


Name 


OJ990402 22 


.9819 


.C18.o2 


. tw 


Method 


TBLASTX • Wheat* 


Start 


6468 








End 


6746 


GI 


none 








Score 


177 


Exon s 


6468 6740, 


6484 


. . 6732, 


6531 . 


.6746 




Seq. No. 


3757 








Seq. ID 


OJ990402 22 9819 C18 


Gene No. 


7972 








u LI ollU 




Start- 


8790 








End 


9080 

J \J O \J 


Name 


OJ990402 22 


.9819 


.C18.o3 


.ts 




TRLASTX * Snvhpan 


Start 


6559 








End 


6734 


GI 


none 








C /-» /-\ V- 


1 90 


Exons 


6559. . 6726, 


6561 


. . 6734, 


6564 . 


.6734 




Seq. No. 


3757 








Seq. ID 


OJ990402_22.9819.C18 


Gene No. 


7972 








Strand 




Start 


8790 








End 


'9080 


Name 


OJ990402 22 


.9819 


.C18.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6564 








End 


6734 


GI 


none 








Score 


75 


Exon s 


6564 6734, 


6646 


6732 








Seq. No. 


3757 








Seq. ID 


OJ990402_22.9819.C18 


Gene No. 


7972 








Strand 




Start 


8790 








End 


9080 


Name 


OJ990402 22 


.9819 


.C18.o4 


.gs 


Method 


GENSCAN 


Start 


8790 








End 


9080 


GI 


none 








Score 


.98 


Exons 


8790. .8822, 


8862, 


. .8901, 


9016. 


.9080 




Seq. No. 


3757 








Seq. ID 


OJ990402_22.9819.C18 


Gene No. 


7973 








Strand 




Start 


9736 








End 


10869 


Name 


OJ990402 22 


.9819, 


.C18.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


9736 








End 


10287 


GI 


none 








Score 


223 



3911 




Exons 


9736.. 10137, 9975.. 10136, 10165 .. 10287, 


10182. .10277 




Seq. No. 


3757 


Seq. ID 


OJ990402_22.9819 


-C18 




7973 


Strand 






Start 


9736 


End 


10869 




Name 


OJ990402 22 9819 C18 ol ts 


Method 


TBLASTX : Soybean 




Start 


i 001 s ~" 

1UU1J 


End 


10434 




GI 


none* 


Score 


131 




Exons 


100TS 10137 10017 10136 


10159. .10434, 10185. .10430 




Seq. No. 


3757 


Seq. ID 


OJ990402_22.9819 


.C18 


Gene No. 


7973 


Strand 






Start 


9736 


End 


10869 




Name 


OJ990402 22.9819.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


10165 


End 


10512 




GI 


none 


Score 


322 




Exons 


10165. .10512, 10182. .10319, 


10356. .10415, 10366. .10470, 





10437. .10511 



o e ■ in u . 


37 S7 




Seq. ID 


OJ990402_22.9819 


n ft 


Gene No. 


7973 




Strand 






Start 


9736 




End 


10869 




Name 


OJ990402 22.9819.C18 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


10300 




End 


10766 




GI 


none 




Score 


54 




Exons 


10300. .10353, 10308. 


.10343, 


10354. .10458, 10365 10451, 






10450. .10560, 10459. 


.10575, 


10463. .10561, 10467. .10637, 






1 0^78 1 07fifi TfifiOfi 

IUj / O . • 1U / O O , 1UDUD. 


1 07 fil 








Seq. No. 


3757 




Seq. ID 


OJ990402_22.9819 


.C18 


Gene No. 


7973 




Strand 






Start 


9736 




End 


10869 




Name 


OJ990402 22.9819.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10357 




End 


10800 




GI 


none 




Score 


229 




Exons 


10357. .10602, 10407. 


.10598, 


10606. .10800 




Seq. No. 


3757 




Seq. ID 


OJ990402_22.9819 


.C18 


Gene No. 


7973 




Strand 






Start 


9736 




End 


10869 




Name 


OJ990402 22.9819.C18 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10635 




End 


10869 




GI 


none 




Score 


250 




Exons 


10635. .10790, 10636. 


.10869 








Seq. No. 


3757 




Seq. ID 


OJ990402_22.9819 


.C18 


Gene No. 


7974 




Strand 






Start 


11008 




End 


11358 




Name 


OJ990402 22.9819.C18 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11008 




End 


11358 




GI 


none 




Score 


183 




Exons 


11008. . 11238, 11037. 


.11237, 


11274. .11357, 11275. .11358 




Seq. No. 


3757 




Seq. ID 


OJ990402_22. 9819 


.C18 


Gene No. 


7974 




Strand 






Start 


11008 




End 


11358 




Name 


OJ990402 22.9819.C18 


. o4 . tm 


Method 


TBLASTX: Maize 





3912 




Start 


11014 




End 


11229 






GI 


none 




Score 


166 






Exons 


11014. .11160, 11043. 


.11150, 


11167. .11229 






Seq. No. 


3757 




Seq. ID 


OJ990402 


_22.9819 


.C18 


Gene No . 


7975 




Strand 








Start 


11362 




End 


11721 






Name 


OJ990402 22.9819.C18 


,o3. tw 


Method 


TBLASTX: 


Wheat 




Start 


11362 




End 


11718 






GI 


none 




Score 


306 






Exons 


11362. .11718, 11406. 


.11711 










Seq. No. 


3757 




Seq. ID 


OJ990402 


_22.9819 


.C18 


Gene No . 


7975 . 




Strand 








Start 


11362 




End 


11721 






Name 


OJ990402 22.9819.C18 


. o3. tm 


Method 


TBLASTX: 


Maize 




Start 


11403 




End 


11721 






GI 


none 




Score 


272 






Exons 


11403. .11678/ 11404. 


..11721 










Seq. No. 


3758 




Seq. ID 


OJ990402 


_22.9819 


.C19 


Gene No . 


7976 




Strand 


+ 






Start 


2464 




End 


4579 






Name 


OJ990402 22.9819.C19, 


.ol.gs 


Method 


GENSCAN. 






Start 


2464 




End 


4579 






GI 


none 




Score 


.62 






Exons 


2464. .2593, 2682. .3415, 3494 


..3955, 4037. .4579 






Seq. No. 


3759 




Seq. ID 


OJ990402 


_22.9819 


.C20 


Gene No . 


7977 




Strand 


+ 






Start 


8644 




End 


9282 






Name 


OJ990402 22.9819.C20, 


,o2.gs 


Method 


GENSCAN 






Start 


8644 




End 


9282 






GI 


none 




Score 


.82 






Exons 


8644. .9282 












Seq. No. 


3759 




Seq. ID 


OJ990402 


_22.9819 


-C20 


Gene No. 


7978 




Strand 


+ 






Start 


11173 




End 


15286 






Name 


OJ990402 22.9819.C20, 


,o3.gs 


Method 


GENSCAN 






Start 


11173 




End 


15092 






GI 


none 




Score 


.92 






Exons 


11173. .11204, 11369., 


,11466, 


11723. .lie 


(37, 12938 


. .13019, 






13154. .13358, 13947., 


,14006, 


14130. .14182, 14299 


. .14421, 






14554. .14623, 14722.. 


,14800, 


14882. . 14963, 15066 


. .15092 




Seq. No. 


3759 




Seq. ID 


OJ990402 


_22.9819 


.C20 


Gene No. 


7978 




Strand 


+ 






Start 


11173 




End 


15286 






Name 


OJ990402 22.9819.C20. 


ol.gp 


Method 


AAT/GAP 






Start 


11358 




End 


13217 






GI 


16779 1.R1084 




Score 


855 






Exons 


11358. .11579, 11723.. 


11837, 


12938. .13019, 13154 


. .13217 





GI Descrip. ' 4539422/emb | CAB38955 . 1 | 1.0e-22 (AL049171) putative protein 
[Arabidopsis thaliana] ' 

Seq. No. 3759 Seq. ID OJ990402_22 . 9819 . C20 



3913 



Gene No. 7978 
Start 11173 

Name . OJ990402_22 . 9819.C20.o2 .gp 

Start 13268 

GI 22006_1.R1084 

Exons 13268. .13358, 13947 .. 14006, 

14554. .14623, 14722 14800, 
GI Descrip. '2935529 4.0e-93 (AF049069) 

radiata] 1 



Strand 
End 

Method 

End 

Score 
14130. .14182, 
14882. .14963, 



+ 

15286 
AAT/GAP 
15286 
1374 

14299. 
15066. 



14421, 
15286 



No definition line found [Pinus 



Seq. No. 3759 Seq. ID 

Gene No. 7979 Strand 

Start 16329 End 

Name OJ990402_22 . 9819 . C20 . o3 . gp Method 

Start 16329 End 

GI 36924_1.R1084 Score 

Exons 16329. .16761 

GI Descrip. ' 2149018/gb | U70541 1 OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds ' 



OJ990402_22. 9819.C20 
+ 

16761 
AAT/GAP 
16761 
635 



Seq. No. 3759 Seq. ID 
Gene No. 7980 Strand 
Start . 15743 End- 
Name OJ990402_22.9819.C20.o4 .gs Method 
Start 15743 End 
GI none Score 
Exons 15743. .15828, 15890.. 16046 



OJ990402_22.9819.C20 

16046 
GEN SCAN 
16046 
. 68 



LJ Seq. No. 3759 Seq. ID 

Gene No. 7981 Strand 

ilfj Start 22656 End 

j * Name OJ990402__22 . 9819 . C20 . 06 . tw Method 

Start 757 End 

Q GI none Score 

Exons 757.. 1089, 809.. 1090 



OJ990402_22.9819.C20 
23822 

TBLASTX: Wheat 

1090 

145 



Seq. No. 3759 Seq. ID 

Gene No. 7981" Strand 

Start . 22656 End 

Name OJ990402_22 . 9819 . C20 . ol . tm Method 

Start 952 End 

GI none Score 

Exons 952.. 1377, 953.. 1150, 1214.. 1378, 1373 
1382. .1537 



OJ9904 02_22 . 981*9 . C20 
23822 

TBLASTX: Maize 

1537 

104 

,.1522, 1375.. 1536, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3759 
7981 
22656 

OJ990402_22.9819.C20.ol.tw 

1090 

none 



Seq. ID OJ990402_22. 9819.C20 
Strand 
End " 
Method 
End 
Score 



23822 

TBLASTX: Wheat 

1716 

44 



1090. .1716, 1091. .1150, 1211. .1657, 1687. .1713 



Seq. No. 
Gene No. 
Start 



3759 
7981 
22656 



Seq. ID 

Strand 

End 



OJ990402 22.9819.C20 



23822 



3914 




Name 


OJ990402 22 


.9819 


.C20.o3 


tm 


Method 


Start 


1585 








End 


GI 


none 








Score 


Exons 


1585. .1875, 


1589 


. .1876, . 


1689. 


.1877 


Seq. No. 


3759 








Seq. ID 


(~* AAA VI /~\ 


7Qft 1 










Start 


22656 








End 


Name 


OJ990402 22 


.9819 


.C20.o3 


ts 


Method 


Start 


167.5 








End 


GI 


none 








Score 


Exons 


1675. .1935, 


1676 


. .1924 






Seq. No. 


3759 








Seq. ID 




7 Qft 1 








OLI ell tU 


Start 


22656 








End 


Name 


OJ990402 22 


.9819 


.C20.o3. 


tc 


Method 


Start 


1699 








End 


GI 


none 








Score 


Exons 


1699. .1842, 


1700 


. .1840, 


1843. 


.2025 


Seq. No. 


3759 








Seq. ID 




7 Qft 1 










Start 


22656 








End 


Name 


OJ990402 22 


9819 


,C20.o2. 


tw 


Method 


Start 


1722 








End 


GI 


none 








Score 


Exons 


1722. .2003, 


1723 


. .2262, 


1727. 


.2080 


Seq. No. 


3759 








Seq. ID 




7 Qft 1 








c+- ranr ) 


Start 


22656 








End 


Name 


OJ990402 22 


9819 


.C20.O2. 


tm 


Method 


Start 


2290 








End 


GI 


none 








Score 


Exons 


2290.. 2643, 


2297 


. .2638 






Seq. No. 


3759 




* 




Seq. ID 




7Qft1 








Qfranrl 
Oil d.Il(a 


Start 


22656 








End 


Name 


OJ990402 22 


9819 


.C20.o3. 


tw 


Method 


Start 


2290 








End 


GI 


none 








Score 


Exons 


2290. .2715, 


2297 


. .2713 






Seq. No. 


3759 








Seq. ID 




7 Qft 1 








o trana 


Start 


22656 








End 


Name 


OJ990402 22. 


9819 


.C20.o4 . 


ts 


Method 


Start 


2461 








End 


GI 


none 








Score 


Exons 


2461. .2706 










Seq. No. 


3759 








Seq. ID 


Gene No. 


7981 








Strand 


Start 


22656 








End 


Name 


OJ990402 22. 


9819 


.C20.o8. 


tm 


Method 




TBLASTX: Maize 

1877 

296 



OJ990402_22 . 9819 . C20 
23822 

TBLASTX : Soybean 

1935 

185 



OJ990402_22. 9819.C20 
23822 

TBLASTX: Cress 

2025 

87 



OJ990402_22.9819.C20 
23822 

TBLASTX: Wheat 

2262 

144 



OJ990402_22.9819.C20 
23822 

TBLASTX: Maize 

2643 

213 



OJ990402_22.9819.C20 
23822 

TBLASTX: Wheat 

2715 

325 



OJ990402_22.9819.C20 
23822 

TBLASTX : Soybean 

2706 

204 



OJ990402_22.9819.C20 
23822 

TBLASTX: Maize 



3915 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2650 
none 

2650. .2982, 

3759 
7981 
22656 

OJ990402_22. 

2716 

none 

2716. .2979, 

3759 
7981 
22656 

OJ990402_22, 

2731 

none 

2731. .2982, 
3094. .3126 



2651. .2929 



9819.C20.o5.tw 



2717. .2977 



9819.C20.o2. ts 



End 
Score 



2982 
144 



Seq. ID OJ990402_22.9819.C20 
Strand 

End 23822 

Method TBLASTX : Wheat 

End 2979 

Score 250 



Seq. ID OJ990402_22.9819.C20 

Strand . - 

End 23822 

Method TBLASTX : Soybean 

End 3126 

Score 189 



2741.. 2974, 3037.. 3090, 3047.. 3088, 3094.. 3126, 



Seq. No. 

Gene No. 
Q Start 
. =t Name 
;f Start 

!:!; gi 

i ^ Exons 



LJ Seq. No. 
. Gene No. 

Start 
! y Name 

Start 
i]3 GI 
: ij Exons 

;I Seq. No. 

Gene No. 
U Start 
□ Name 

Start 

GI 

Exons 



3759 
7981 
22656 

OJ990402_22. 

3037 

none 

3037. .3480, 

3759 
7981 
22656 

OJ990402_22, 

3067 

none 

3067. .3549, 

3759 
7981 
22656 

OJ990402_22. 

3199 

none 

3199. .3513 



9819.C20.o5.tm 



3047. .3484 



9819.C20.o4 . tw 



3070.. 3546, 3110. 



9819.C20.o5.ts 



Seq. ID OJ990402_22.9819.C20 
Strand 

End 23822 

Method TBLASTX : Maize 

End 3484 

Score 111 



Seq. ID OJ990402_22. 9819.C20 
Strand 

End 23822 

Method TBLASTX : Wheat 

End 3550 

Score 237 
.3550 

Seq. ID OJ990402_22.9819.C20 
Strand 

End 23822 

Method TBLASTX : Soybean 

End 3513 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 



3759 
7981 
22656 

OJ990402_22, 

3485 

none 

3485. .3640, 

3759 
7981 
22656 

OJ990402 22. 



9819.C20.olO.tm 



3487. .3678 



9819.C20.o8.tw 



Seq. ID OJ990402_22. 9819.C20 
.Strand 

End 23822 

Method TBLASTX : Maize 

End 3678 

Score 164 



Seq. ID OJ990402_22.9819.C20 
Strand 

End 23822 

Method TBLASTX : Wheat 



3916 



Start 
GI 

Exons 



3682 
none 

3682. .4035 



End 
Score 



4035 
255 



Seq. No. 3759 Seq. ID 

Gene No. 7981 Strand 

Start 22656 End 

Name OJ9904 02_22 . 98 19 . C20 . o7 . tw Method 

Start 4369 End 

GI none Score 

Exons 4369.. 4719 



OJ990402_22. 9819.C20 
23822 

TBLASTX: Wheat 

4719 

308 



Seq. No. 3759 Seq. ID 

Gene No. 7981 Strand 

Start 22656 End 

Name OJ990402_22 . 9819 . C20 .o9 . tm Method 

Start 4414 End 

GI none Score 

Exons 4414.. 4719 



OJ990402_22.9819.C20 
23822 

TBLASTX: Maize 

4719 

242 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3759 



Seq. ID OJ990402_22.9819.C20 



i y Start 

;S GI 

q Exons 



7981 Strand 

22656 End 

.OJ990402_22.9819.C20.ol0.tw Method 

4771 End 

none Score 
4771. .4968, 4772. .4969 



3759 
7981 
22656 

OJ990402_22.9819.C20.o6.tm 

11722 

none 

11722. .11757, 11758. .11838, 
12936. .13025, 13153 .. 13356, 
13309. .13359 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11758 

13154 



23822 

TBLASTX: Wheat 
4969 

136 - 



OJ990402 22.9819.C20 



23822 

TBLASTX: Maize 
13359 
50 

11838, 12929. .13021, 
13357, 13302. .13358, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3759 
7981 
22656 

OJ990402_22. 9819 . C20 . ol . tc 
11752 



OJ990402 22.9819.C20 



none 
11752. 
13154. 
14296. 



Seq. ? 2D 
Strand 
End 

_ Method 

End 
Score 

11838, 12929. .13024, 12936. . 13022, 13153 .. 13368 , 
13357, 13925. .14008, 14129 .. 14197, 14296 .. 14424 , 
14421, 14298. .14423, 14754 .. 14798, 14 880 .. 14 963, 



23822 

TBLASTX: Cress 

15092 

81 



15063. .15092 



Seq. No. 3759 

Gene No. -7981 

Start 22656 

Name OJ990402_22 . 9819 . C20 . ol . ts 

Start 11767 

GI - none 
Exons 



Seq. ID OJ990402_22.9819.C20 
Strand 

End 23822 

Method TBLASTX : Soybean 

End 15113 

Score 83 



11767. .11952, 12945. .13022, 13153 .. 13356, 13154 .. 13357 , 
13925. .14008, 13945 .. 14007 , 14084 .. 14197, 14 128 .. 14 193, 



3917 




14296. .14424, 14296. . 14418, 14298 .. 14 423, . 1454 1 .. 14 621, 
14553. .14621, 14554 .. 14 622, 14720 14752, 14721 147 98, 
14736. .14801, 14880. .14963, 14881 14 931, 15063. .15113 



Seq. No. 


3759 




Seq. ID 


OJ990402_22.9819 


.C20 


Gene No. 


7981 




Strand 






Start 


22656 




End 


23822 




Name 


OJ990402 22.9819.C20 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


13945 




End 


14622 




GI 


none 




Score 


102 




Exons 


13945. .14007, 13946. 


.14008, 


14128. .14193, 14129. .14197, 






14296. .14424, 14297. 


.14422, 


14298. .14423, 14553 .. 14 621, 






14554. .14622 










Seq. No. 


3759 




Seq. ID 


OJ990402_22.9819 


.C20 


Gene No. 


7981 




Strand 






Start 


22656 




End 


23822 




Name 


OJ990402 22.9819.C20 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


13946 




End 


14609 




GI 


none 




Score 


82 




Exons 


13946. .14005, 13946. 


.14011, 


14129. .14182, 14131. .14193, 






14132. .14197, 14281. 


.14424, 


14315. .14422, 14541 14 609, 






14552. .14608, 14553. 


.14609 








Seq. No. 


3759 




Seq. ID 


OJ990402_22.9819 


.C20 


Gene No. 


7981 




Strand 






Start 


22656 




End 


23822 




Name 


OJ990402 22.9819.C20 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


14722 




- End 


15092 




GI 


none 




Score 


47 




Exons 


14722. .14745, 14726. 


.14752, 


14727. .14753, 14751 .. 14804 , 






14754. .14798, 14759. 


.14800, 


14878. .14 949, 14 880. .14 963, 






14Q4Q 


■ ± *i .7 / , 


15063. .15092 




Seq. No- 


3759 




Seq. ID 


OJ990402_22. 9819 


-C20 


Gene No. 


7981 




Strand 






Start 


22656 




End 


23822 




Name 


OJ990402 22.9819.C20 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


16640 




End 


17021 




GI 


none 




Score 


111 






i fi£4n i i £67n 


1 CQOQ 


16671. .16934, 16820 .. 16957 , 






16821. .16982, 16822.. 


.16971, 


16946. .17020, 16947. .17021 




Seq. No. 


3759 




Seq. ID 


OJ990402_22.9819 


.C20 


Gene No. 


7981 




Strand 






Start 


22656 




End 


23822 




Name 


OJ990402 22.9819.C20 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


16682 




End 


16942 




GI 


none 




Score 


81 




Exons 


16682. .16819, 16683. 


.16823, 


16832. .16942, 16836. .16940 




Seq. No. 


3759 




Seq. ID 


OJ990402_22.9819 


.C20 


Gene No. 


7981 




Strand 






Start 


22656 




End 


23822 




Name 


OJ990402 22.9819.C20 


.06. gs 


Method 


GENSCAN 




Start 


22656 




End 


23822 




GI 


' none 




Score 


.72 





3918 



Exons 



22656. .22783, 22883 .. 23036, 23796.-23822 



Seq. No. 3760 

Gene No. 7982 

Start 1 

Name OJ9904 02_22 . 98 1 9 . C22 . ol . np 

Start 1 

GI 2498930 

Exons 1..39, 512.. 572 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ990402_22.9819.C22 

Strand + 

End 572 

Method AAT/NAP 

End 572 

Score 50 



Seq. No. 3760 

Gene No. 7983 

Start 513 

Name OJ9904 02_22 . 9819 -C22 . ol . gs 

Start 513 

GI none 

Exons 513. .572 



Seq. ID OJ990402_22.9819.C22 

Strand + 

End 572 

Method GENSCAN 

End 572 

Score . 94 



Seq. No. 
Gene No. 
Start 
Name 
Start 



"\i gi 

GR Exons 

rii GI Descrip, 

Q 

^ Seq. No. 

r ==* Gene No. 

1 y Start 

m Name 
Start 

. Exons 



3761 
7984 
1 

OJ990402_22.9819.C23.ol.np 
1 

2498930 
1..737 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990402_22.9819.C23 
Strand + 

737 

AAT/NAP 
737 
1186 



End 

Method 

End 

Score 



3762 
7985 
88 

OJ990402_22.9819.C24.ol.gs 
88 

none 
88.-687 



Seq. ID OJ990402_22.9819.C24 
Strand 

End 687 

Method GENSCAN 

End 687 

Score .5 



VJ Seq. No. 
t3 Gene No. 
r : S Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3763 
7986 
1 

OJ990402_22.9819.C27.ol.np 
1 

2979551 
1...1046 

(AC003680) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990402_22.9819.C27 
Strand 

1046 
AAT/NAP 
1046 
436 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990402_22. 9819.C27 
Strand 

End' . 104 6 

Method TBLASTX : Mai ze 

End 338 

none Score 158 

2. .130, . 8. .115, 10. .126, 191. .298, 192. .296, 226. .336, 246. .338 



3763 
7986 
1 

OJ9904 02_22. 9819 . C27 . ol . tm 
2 



Seq. No. 
Gene No. 



3763 
7986 



Seq. ID OJ990402_22.9819.C27 
Strand 



3919 



□ 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 . End 

OJ990402_22 . 9819 . C27 . ol . gs Method 

50 End 

none Score 
50. .1045 

3764 Seq. ID 

7987 Strand 
191 End 
OJ990402_22 . 9819 . C28 . ol . gs Method 
191 End 
none Score 
191. .229, 267. .579 

3765 Seq. ID 

7988 Strand 
78 End 
OJ990422_23 . 9819 . CI . ol . gs Method 
78 End 
none Score 
78. .195, 522. .646 

3766 Seq. ID 

7989 Strand 
598 End 
OJ990422_23.9819.C2.ol.gs Method 
598 End 
none Score 
598. .689 

3767 Seq. ID 

7990 Strand 
287 End 
OJ990422_23.9819.C3.ol.gs Method 
287 End 
none Score 
287. .344, 713. .840 

3768 Seq. ID 

7991 Strand 
52 End 
OJ990422_23.9819.C4.ol.gs Method 
52 End 
none Score 
52. .207 



3768 
7992 
5148 

OJ990422_23.9819.C4.ol.np 

5148 

6907106 



1046 
GEN SCAN 
1045 
.82 



OJ990402_22.9819.C28 
+ 

579 

GENSCAN 

579 

.41 



OJ990422_23.9819.C1- 
646 

GENSCAN 

646 

.6 



OJ990422_23.9819.C2 
689 

GENSCAN 

689 

.7 



OJ990422_23.9819.C3 
+ 

840 

GENSCAN 

840 

.63 



OJ990422_23.9819.C4 
+ 

207 

GENSCAN 

207 

.72 



OJ990422 23. 9819. C4 



Seq. ID _ 
Strand 

End 6329 
Method AAT/NAP 
End 6329 
Score • 447 
5148. .5331, 5405. .5613, 5794. .6085, 6156. .6329 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 



3768 



Seq. ID OJ990422_23.9819.C4 



3920 



Lil 

ru 

'? ST 

; . : 

-.3 

ru 



Gene No. 


7993 


Strand 


- 


Start 


7365 


End 


7779 


Name 


OJ990422 23.9819.C4.ol.gp 


Method 




Start 


7365 


End 


7779 


GI 


uC-osflcyp021f01bl 


Score 


284 


Exons 


7365.. 7387, 7595.-7779 






GI Descrip. 


, 5852077/emb|AL117264.1|OSB6015 1.0e-31 


Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4, 


BAC clone: b6015' 


Seq. No. 


3768 


Seq. ID 


OJ990422_23.9819.C4 


Gene No. 


7994 


Strand 




Start 


10467 


End 


11388 


Name 


OJ990422_23. 9819.C4 .o3.tm 


Method 


TBLASTX: Maize 


Start 


C O A A 

5z4 4 


End 


5584 


GI 


none 


Score 


161 


Exons 


5244. .5300, 5Z45..53/3, 5z4o 


..5373, 5314. .5385, 5351. .5389, 




COC i C y| 1 -J C O *7 O c c on coon 

5354. .5413, bJ/o..5o3U, oJyU 


..5536, 5391. .5537, 5482. .5538, 




cc-jl ecu ccoi; ccqq c c 

5533. .oo/l, 5b3b..55o3, ddj/ 


. .5584 




Seq. No. 


O 1 c o 

3 7 bo 


Seq. ID 


OJ990422_23.9819.C4 


Gene No. 


7994 


* Strand 




Start 


10467 


End 


11388 


Name 


OJ990422 23. 9819 . C4 . o3 . gs 


Method 


GENSCAN 


Start 


10467 


End 


11388 


GI 


none 


Score 


.94 


Exons 


10467. .11258, 11353. .11388 






Seq. No. 


3768 


Seq. ID 


OJ990422_23. 9819.C4 


Gene No. 


7994 


Strand 




btart 


10467 


End 


11388 


Name 


OJ990422 23.9819.C4.o2.np 


Method 


AAT/NAP 


Start 


10477 


End 


11278 


GI 


4558558 


Score 


810 


Exons 


10477. .11278 






GI Descrip. 


(AC007138) putative polygalacturonidase [Arabidopsis thaliana] 


Seq. No. 


3768 


Seq. ID 


OJ990422_23.9819.C4 


Gene No. 


7994 


Strand 




Start 


10467 


End 


11388 


Name 


OJ990422 23.9819.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10500 


End 


11258 


GI 


none 


Score 


329 


Exons 


10500. .10580, 10611. .10676, 


10692. .11258, 10723.. 11232 


Seq. No. 


3768 


Seq. ID 


OJ990422_23. 9819.C4 


Gene No. 


7994 


Strand 




Start 


10467 


End 


11388 


Name 


OJ990422 23. 9819 . C4 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


10501 


End 


10727 


GI 


none 


Score 


310 


Exons 


10501. .10725, 10503.. 10727 






Seq. No. 


3768 


Seq. ID 


OJ990422_23.9819.C4 


Gene No. 


7994 


Strand 




Start 


10467 


End 


11388 


Name 


OJ990422 23.9819.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


10602 


End 


11259 



3921 




GI 


none 




Score 


332 






Exons 


10602. .10676, 10683. 


.11258, 


10720. .11259 






Seq. No. 


3768 




Seq. ID 


OJ990422 


_23.9819. 


C4 


Gene No. 


7994 




Strand 








Start 


10467 




End 


11388 






Name 


OJ990422 23. 9819. C4 . 


ol. tm 


Method 


TBLASTX: Maize 




Start 


10728 




End 


11061 






GI 


none 




Score 


255 






Exons 


10728. .10982, 10729. 


.10983, 


10980. .11060, .10981 


. .11061 




Seq. No. 


3768 




beq. ID 


r\ to or* a oo 


_23.9819. 


C4 


Gene No. 


7994 




Strand 








Start 


10467 




End 


1 1 Joo 






Name 


OJ990422 23. 9819. C4. 


o4 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


11064 




End 


1 i o c c 






GI 


none 




Score 


TOO 

loo 






Exons 


11064. .11255, 11080. 


.11253 










Seq. No. 


3769 




Seq. ID 


OJ990422 


_23.9819. 


C6 


Gene No. 


7995 




Strand 


+ 






Start . 


121 




End 


198 






Name 


OJ990422 23. 9819. C6. 


ol.gp 


Method 


AAT/GAP 






Start 


121 




End 


198 






GI 


none 




Score 


118 






Exons 


121. .198 












Seq. No. 


3769 




Seq. ID 


OJ990422 


_23.9819. 


C6 


Gene No. 


7996 




Strand 


+ 






Start 


14291 




End 


17308 






Name 


OJ990422 23. 9819. C6. 


o2.gs 


Method 


GENSCAN 






Start 


14291 




End 


17089 






GI 


none 




Score 


.62 






Exons 


14291. .14565, 14890. 


.15089, 


15095. .15199, 16283 


. .16428, 






16516. .16608, 16919. 


.17089 










Seq. No. 


3769 




Seq. ID 


OJ990422 


_23.9819. 


C6 


Gene No. 


7996 




Strand 


+ 






Start 


14291 




End 


17308 






Name 


OJ990422 23. 9819. C6. 


o3.gp 


Method 


AAT/GAP 






Start 


14746 




End 


16578 






GI, 


none 




Score 


1038 






Exons 


14746. .15054, 16240. 


.16428, 


16516. .16578 






Seq. No. , 


3769 




Seq. ID 


OJ990422 


_23.9819. 


C6 


Gene No. 


7996 




Strand 


+ 






Start 


14291 




End 


17308 






Name 


OJ990422 23. 9819. C6. 


o3.np 


Method 


AAT/NAP 






Start 


16318 




End 


17308 






GI 


1076641 




Score 


384 






Exons 


16318. .16428, 16513. 


.16608, 


16786. .16845, 16919 


. .17308 





GI Descrip. tau-protein kinase (EC 2.7.1.135) homolog - common tobacco. 

gi|456356|emb|CAA54803| (X77763) shaggy Like protein kinase 
[Nicotiana tabacum] gi | 1094395 | prf | | 2106142A Ser/Thr protein 
kinase [Nicotiana tabacum] 

Seq. No. 3769 Seq. ID OJ990422_23 . 9819 . C6 



3922 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



7997 Strand 
1829 End 16132 

OJ990422_23 . 9819 . C6 . ol . gs Method GENSCAN 

1829 End 13237 

none Score .73 

1829.. 2032, 2114.. 2293, 2339. .2605, 2755.. 2913, 3935.. 4078, 
5425. .5640, 7542. .7630, 7931. .8054, 8880. .9023, 9903. .9968, 
10261. .10305, 10433. .10581, 11912 .. 12088 , 12292 .. 12957, 
13189. .13237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



3769 
7997 
1829 

OJ990422_23.9819.C6.ol.np 

6246 

2583127 



Seq. ID OJ990422_23.9819.C6 
Strand 

End 16132 
Method AAT/NAP 
End 11822 
Score 731 

8045, 8135.. 8218, 
9968, 10072. .10166, 



6246.. 6274, 6422.. 6533, 7542.. 7630, 7931 
8293.. 8326, 8938.. 9042, 9168.. 9452, 9872 
10417. .10663, 11756.. 11822 

(AC002387) putative O-sialoglycoprotein endopeptidase 
[Arabidopsis thaliana] 





Seq. No. 


3769 


Seq. ID 


OJ990422_23.9819. 


C6 




Gene No. 


7997 


Strand 






"st 


Start 


1829 


End 


16132 




is* 


Name 


OJ990422 23.9819.C6.o3.tm 


Method 


TBLASTX: Maize 




;! ? 


Start 


6381 


End 


6537 




s: ; 


GI 


none 


Score 


211 




S3* 


Exons 


6381.. 6536, 6382.. 6537 








,l| 


Seq. No. 


3769 


Seq. ID 


OJ990422_23.9819. 


C6 


i cf 


Gene No. 


7997 


Strand 






y 


Start 


1829 


End 


16132 






Name 


OJ990422 23.9819.C6.o2.gp 


Method 


AAT/GAP 




!3 


Start 


6620 


End 


7136 




. s 


GI 


uC-osflcyp071d01bl 


, Score 


980 




'H 


Exons 


6620.. 7136 










GI Descrip. 


'2583127 6.0e-10 (AC002387) 


putative ; 


sialoglycoprotease 




is! 




[Arabidopsis thaliana] 1 










Seq. No. . 


3769 


Seq. ID 


OJ990422_23.9819. 


C6 




Gene No . 


7997 


Strand 








Start 


1829 


End 


16132 






Name 


OJ990422 23.9819.C6.o2.np 


Method 


AAT/NAP 






Start 


11784 


End 


16132 






GI. 


6730642 


Score 


367 






Exons 


11784. .12088, 12292. .13004, 


16080. .16132 






GI Descrip. 


(AC008262) F4N2.23 [Arabidopsis thaliana] 






Seq. No. 


3769 


Seq. ID 


OJ990422_23.9819. 


C6 




Gene No. 


7997 


Strand 








Start 


1829 


End 


16132 






Name 


OJ990422 23.9819.C6.o3.tc 


Method 


TBLASTX: Cress 






Start 


11805 


End 


12090 






GI 


none 


Score 


104 






Exons 


11805. 111978, 11955. .12089, 


11986. .12090 





3923 



Seq. No. 3769 

Gene No. 7997 

Start 1829 

Name OJ990422_23. 9819.C6.o2 . tm 

Start 12009 

GI none 

Exons 12009. .12089, 12293 12328, 
12704. .12892 



Seq. ID OJ990422_23.9819.C6 
Strand 

End 16132 

Method TBLASTX : Mai ze 

End 12892 

Score 121 
12347. .12520, 12545 .. 12688, 



Seq. No. 3769 

Gene No. "7997 

Start 1829 

Name OJ990422_23 . 9819. C6.ol . ts 

Start 12036 

GI none 

Exons 12036. .12089, 12293 .. 12862, 



Seq. ID OJ990422_23.9819.C6 
Strand 

End 16132 

Method TBLASTX : Soybean 

End 12862 

Score 152' 
12294. .12530 



Seq. No. 3769 

Gene No. 7997 

Start 1829 

Name OJ990422_23. 9819.C6 . ol . tc 

Start 12288 

GI none 

Exons 12288. .12686, 12290.. 12688 

Seq. No. 3769 

y Gene No. 7997 

3' Start 1829 

7i Name OJ990422_23 . 9819.. C6. o2 . tw ■ 

Z Start 12293 

=* GI none 

U Exons 12293. .12688 



Seq. ID OJ990422_23.9819.C6 
Strand 

End 16132 

Method TBLASTX : Cress 

End 12688 

Score 163 



Seq; ID OJ990422_23.9819.C6 
Strand 

End 16132 

Method TBLASTX : Wheat 

End 12688 

Score 256 



Seq. No. 3769 
Gene No. 7998 
Start 16254 

Name OJ990422_23 . 9819 .C6 . ol . tm 

Start 16254 
GI none 

Exons 16254. .16343, 16334 .. 16420, 

16513. .16617, 16782. .16844, 
16916. .17095, 16918.. 17082 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16360 

16783 



OJ990422 23. 9819. C6 



17095 

TBLASTX: Maize 
17095 
76 

16428, 16512. .16607, 
16845, 16783. .16845, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3769 
7998 
16254 

OJ990422_23.9819.C6.o2.ts 
16318 



OJ990422 23. 9819. C6 



none 
16318. 
16782, 
16918. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,16368, 16372. .16425, 16513 .. 16617 , 16515 .. 16607 , 
,16844, 16783. .16845, 16912 .. 17082, 16916 17083, 
,17082 



17095 

TBLASTX: Soybean 

17083 

42 



Seq. No. 3769 Seq. ID 

Gene No. ■ 7998 Strand 

Start 16254 End 

Name OJ990422 23 . 9819 .C6 . o2 . tc Method 



OJ990422_23.9819.C6 
17095 

TBLASTX: Cress 



3924 






Start 


16513 


End 


17094 








GI 


none 


Score 


97 








Exons 


16513. .16617, 16515. .16607, 


16782. .16844, 16783 


. .16845, 








16911. .17081, 16916. .17083, 


16918. .17094 








Seq. No. 


3769 


Seq. ID 


OJ990422 


_23.9819 


.C6 




Gene No. 


7998 


Strand 










otdlt 




End 


17095 








Name 


OJ990422 23.9819.C6.ol.tw 


Method 


TBLASTX : 1 


Wheat 






Start 


16522 


End 


17083 








GI 


none 


Score 


70 








Exons 


16522. .16617, 16783 .. 16845, 


16785. .16847, 16785 


. .16844, 








16916. .17083, 16918. .17082 












Seq . No . 


3770 


Seq. ID 


OJ990422 


__23.9819 


.C7 




iaene no . 




Strand 


+ 








Start 


606 


End 


4161 








Name 


OJ990422 23.9819.C7.ol.gs 


Method 


GEN SCAN 








Start 


606 


End 


4161 








GI 


none 


Score 


. 64 








Exons 


606.. 1802, 2158.. 2261, 3435. 


.4161- 










Seq. No. 


3770 


Seq. ID 


OJ990422 


_23.9819 


.C7 




Gene No . . 


7999 


Strand 


+ 










606 


-End 


4161 








Name 


OJ990422 23.9819.C7.ol.np 


Method 


AAT/NAP 






n i 


Start 


3216 


End 


4148 








GI 


6498423 


Score 


156 






t t J 


Exons 


3216.. 3450, 3635.-3936, 4006 


. .4148 








{ (J 


GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






w 

i y 


Seq. No. 


3770 


Seq. ID 


OJ990422 


_23. 9819 


.C7 




bene lno • 


8000 


Strand 










Start 


5452 


End 


6616 








Name 


OJ990422 23.9819.C7.o2.gs 


Method 


GEN SCAN 






" i-i 


Start 


5452 


End 


6616 








GI 


none 


Score 


.59 








Exons 


5452.. 5571, 6042.. 6212, 6542 


..6616 










Seq. No. 


3771 


Seq. ID 


OJ990422 


_23.9819 


.C8 


« 


Gene No. 


8001 


Strand 












1 


End 


4795 








Name 


OJ990422 23.9819.C8.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


4795 








GI 


4455041 


Score 


112 








Exons 


1..169, 397. .474, 1038. .1275 


, 1337.. 2671, 4763. 


.4795 






GI Descrip. 


(AF116463) unknown [Streptomyces lincolnensis] 








Seq. No. 


3771 


Seq. ID 


OJ990422 


_23.9819 


.C8 / 




Gene No. 


8001 


Strand 










Start 


1 


End 


4795 








Name 


OJ990422 23.9819.C8.ol.np 


Method 


AAT/NAP 








Start 


975 


End 


3941 








GI 


4539301 


Score 


715 








Exons 


975.. 1910, 1981. .2367, 3917. 


.3941 










GI Descrip. 


(AL04 94 80) putative mitochondrial protein [Arabidopsis 


thaliana] 



3925 



Seq. No. 3771 
Gene No. 8001 
Start 1 

Name . OJ990422_23 . 9819 ,C8 . ol . gs 
Start 988 
GI none 

Exons 988.. 1927, 2002. .2171, 2191. 

4087. .4196 



Seq. ID OJ990422_23.9819.C8 
Strand 

End 4795 

Method GENSCAN 

End 4196 

Score . 68 
.2758, 3634. .3761, 3911.. 4075, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
n GI 

Exons 

£H Seq. No. 
; = ij Gene No. 
;;3 Start 

Name 
'"'Z Start 

gi 

FU Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3771 
8001 
1 

OJ990422_23.9819. 

1129 

none 

1129.. 1365, 1199, 

3771 
8001 
1 

OJ990422_23.9819, 

1198 

none 

1198.. 1482, 1271, 



C8.o2.tm 



.1366 



C8.ol.tc 



.1483 



.I486, 1558. 
.2265 



3771 
8001 
1 

OJ990422_23.9819.C8.ol.ts 

1198 

none 

1198. .1482, 1199 
2013.. 2150, 2194 



3771 
8001 
1 

OJ990422_23.9819. 

1264 

none 

1264.. 1482, 1301. 



C8.ol . tw 



.I486 



Seq. ID OJ990422_23. 9819.C8 
Strand 

End 4 795 

Method TBLASTX : Mai ze 

End 1366 . 

Score 115" 



Seq. ID OJ990422_23. 9819.C8 
Strand 

End 4795 

Method TBLASTX : Cress 

End 1483 

Score 124 



Seq. ID OJ990422_23. 9819.C8 
Strand 

End 4795 

Method TBLASTX : Soybean 

End 2265 

Score 225 

.1923, 1565.. 1612, 1703.. 1909, 



Seq. ID OJ990422_23. 9819.C8 
Strand 

End 4795 

Method TBLASTX:Wheat 

End 1486 

Score 128 



3771 
8001 
1 

OJ990422_23.9819. 

1366 

none 

1366. .1482, 1367, 
1718. .1921, 1744. 

3771 
8001 
1 

OJ990422_23.9819. 

1493 

1631968 



C8.ol.tm 



Seq. ID OJ990422_23. 9819.C8 
Strand 

End 4 795 

Method TBLASTX : Mai ze 

End 1921 

Score 155 
.1486, 1558. .1914, 1559. .1612, 1700. .1891, 
.1908 

Seq. ID OJ990422_23.9819.C8 
• Strand 

End 47 95 

C8.ol.gp Method AAT/GAP 

End 1938 

Score 74 9 



3926 



Exons 1493.. 1938 

GI Descrip. 4539301/emb | CAB39604 . 1 ! 1.0e-31 (AL049480) putative 
mitochondrial protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3771 
8001 
1 

OJ990422_23.9819.C8.o2.tc 

1690 

none 



Seq. ID OJ990422_23.9819.C8 
Strand 

End 4 7 95 

Method TBLASTX : Cress 

End 1887 

Score 55 



1690. .1752, 1700. .1750, 1753. .1887, 1760. .1885 



Seq. No. 3771 

Gene No. 8001 

Start 1 

Name OJ990422_23 . 9819 .C8 . o2 . gp 

Start 2330 

GI 427736 

Exons 2330.. 2707 



Seq. ID OJ990422_23.9819.C8 
Strand 

End 4795 

Method AAT/GAP 

End 2707 

Score 747 



: 3 Fi 
US 

ru 

£3 



Seq. No. 3772 

Gene No. 8002 

Start 361 

Name OJ990422_23 . 9819 .C10 . ol .gs 

Start. 361 

GI none 
Exons 



Seq. ID OJ990422_23. 9819. C10 
Strand 

End 15358 

Method GEN SCAN . 

End 9626 

Score .47 



361. .485, 723. .1024, 1441. .1565, 1729. .2338, 3303. .3423, 
4097. .4208, 4509. .4697, 5581. .5776, 5915. .6066, 6157. .6315, 
6387.. 6756, 9439.. 9626 



: -- i 

"5 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



: s|, GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3772 
8002 
361 

OJ990422_23. 9819. C10. ol.np 
715 

6069653 
715.. 2672, 13401. .13506 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. ID OJ990422_23. 9819. C10 
Strand 

End 15358 

Method AAT/NAP 

End 13506 

Score 839 



3772 
8002 
361 

OJ990422_23. 9819. C10. o4.tm 

5680 

none 



Seq. ID OJ990422_23. 9819. C10 
Strand 

End 15358 

Method TBLASTX : Mai ze 

End 6758 

Score 75 



5680. .5781, 5713. .5775, 5891. .6067, 5917. .6066, 6157. .6318, 
6387..6428, 6537. .6584, 6633. .6758 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 
Seq. No. 



3772 
8002 
361 

OJ990422_23. 9819. C10. o2.ts 

6151 

none 



Seq. ID OJ990422_23. 9819. C10 
Strand 

End ' 15358 

Method TBLASTX : Soybean 

End 9590 

Score 99 



6151. .6318, 6387. .6422, 6498. .6587, 6633.. 6827, 9489.. 9590 
3772 .Seq. ID OJ990422_23 . 98 19 . C10 



3927 




bene wo . 


ft HH9 




burana 








Start 


361 




End 


15358 






Name 


OJ990422 23. 9819. CIO 


.ol.gp 


Method 


AAT/GAP 






Start 


13088 




End 


13403 






GI 


none 




Score 


568 






Exons 


13088. .13403 












Seq. No. 


3772 




Seq. ID 


OJ990422 


_23.9819. 


C10 


Gene No. 


oUUZ 




Strand 








Start 


361 




End 


15358 






Name 


OJ990422 23. 9819. CIO 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


13147 




End 


13412 






GI 


none 




- Score 


55 






Exons 


13147. .13194, 13150. 


.13191, 


13275. .13412, 13275 


. .13400 




Seq. No. 


3772 




Seq. ID 


OJ990422 


_23.9819. 


C10 


bene ino . 


o uuz 




Strand 








Start 


361 




End 


15358 






Name 


OJ990422 23. 9819. CIO 


. o3.gs 


Method 


GENSCAN 






Start 


13260 


End 


15323 






GI 


none 




Score 


.96 






Exons 


13260. .13888, 13964.. 


.15323 










Seq. No. 


3772 




Seq. ID 


OJ990422 


_23.9819. 


C10 


Gene No. 


8002 




Strand 








C+- o y+- 


jdi 




End 


15358 






Name 


OJ990422 23. 9819. C10, 


. o2 .np 


Method 


AAT/NAP 






Start 


13287 




End 


15358 






GI 


6573772 




Score 


864 






Exons 


13287. .13888, 13964., 


.14796, 


15013. .15097, 15128 


. .15358 




GI Descrip. 


(AC009243) F28K19.27 


[Arabidopsis thaliana] 






Seq. No. 


3772 




Seq. ID 


OJ990422 


_23.9819. 


C10 


Gene No. 


8002 




Strand 








Start 


361 




End 


15358 






Name 


OJ990422 23. 9819. C10. 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


13296 




End 


15323 








none 




Score 


98 






Exons 


13296. .13400, 13491., 


.13571, 


13671. .13757, 13753 


• .13890, 






13764. .13889, 13962., 


.14087, 


13962. .14219, 13963 


. .14136, 






14409. .14552, 14544.. 


.14684, 


14562. .14657, 14665 


. .14739, 






14703. .14765, 14796.. 


.15086, 


14797. .14832, 14890 


. .15084, 






15150. .15323, 15157.. 


.15321 










Seq. No. 


3772 




Seq. ID 


OJ990422 


_23.9819. 


C10 


Gene No. 


8002 




Strand 








Of a >-+- 

o rar l 






End 


15358 






Name 


OJ990422 23. 9819. C10, 


,o2.tc 


Method 


TBLASTX: 1 


Cress 




Start 


13458 




End 


14219 






GI 


none 




Score 


64 






Exons 


13458. .13556, 13462., 


,13557, 


13677. .13757, 13756 


. .13890, 






13764. .13889, 13962.. 


.14051, 


13963. .14037, 14037 


. .14219 




Seq. No. 


3772 




Seq. ID 


OJ990422 


_23.9819. 


C10 


Gene No. 


8002 




Strand 








Start 


361 




End 


15358 






Name ' 


OJ990422 23. 9819. C10. 


, ol . tm 


Method 


TBLASTX: 1 


Maize 





3928 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13500 
none 



End 
Score 



14094 
136 



13500. .13625, 13501 .. 13626, 13617 .. 13889, 13635 .. 13685, 
13732. .13890, 13818 .. 13892, 13962 .. 14087, 13962 .. 14093, 
13963. .14094 



3772 
8002 
361 

OJ990422_23. 9819. C10. o2.tm 

14097 

none 

14097. .14354, 14415 .. 14549, 
14703. .14795, 14793 .. 15020, 

3772 
8002 
361 

OJ990422_23. 9819. C10. ol.tc 
14271 
none 
14271. 
14563. 
15138. 



.14393, 14454. .14549, 
.14667, 14703. .14765, 
.15227, 15139.. 15231 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14544 

14890 



14672, 
15021 



OJ990422_23. 9819. C10 
15358 

TBLASTX: Maize 

15021 

73 

14563. .14670, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14467. .14493, 
14784. .15095, 



OJ990422 23. 9819. C10 



15358 

TBLASTX : Cress 
15231 
34 

14544. .14684, 
14788. .15096, 





Seq. No. 


3772 




Seq. ID 


OJ990422 


cn 


Gene No. 


8002 




Strand 




t is? 


Start 


361 




End 


15358 




Name 


OJ990422 23. 9819. C10 


. o3.tm 


Method 


TBLASTX:; 




Start 


15033 




End 


15252 


. ^ 


GI 


none 




Score 


81 




Exons 


15033. .15095, 15034. 


.15096, 


15141. .15194, 15141 






15142. .15252 










Seq. No. 


3773 




Seq. ID 


OJ990422 




Gene No. 


8003 




Strand 






Start 


873 




End 


1370 




Name 


OJ990422 23.9819.C13 


.ol .gs 


Method 


GEN SCAN 


W 


Start 


873 




End 


1370 


L ~i 


GI 


none 




Score 


.93 


W 


Exons 


873. .904, 966. .1202, 


1265. . 


1370 






Seq. No. 


3774 




Seq. ID 


OJ990422 




Gene No. 


8004 




Strand 


+ 




Start 


1 




End 


806 




Name 


OJ990422 23.9819.C14 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


806 




GI 


106322 




Score 


489 




Exons 


1..52, 117. .806 










GI Descrip. 


hypothetical protein 


{L1H 3 


' region) - 


human 




Seq. No. 


3775 




Seq. ID 


OJ990422 




Gene No. 


8005 




Strand 


+ 




Start 


951 




End 


1555 




Name 


OJ990422 23.9819.C15 


.ol.gp 


Method 


AAT/GAP 




Start 


951 




End 


1555 




GI " 


37034 1.R1084 




Score 


1187 



3929 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



951.. 1555 

•3236114/emb|AJ224163|NTAJ4163 "1.0e-10 Nicotiana tabacum mRNA 
for shaggy-like kinase' 



3775 
8006 
1581 
OJ9904 
1365 
none 
1365. . 
1746. . 
2124. . 
2312. . 
2446. . 
2709. . 
3051. . 
3398. . 



22 23.9819.C15.ol.tm 



1463, 1565.. 1657, 1566. 

1847, 1750.. 1848, 1751. 

2240, 2128.. 2223, 2128. 

2374, 2313.. 2387, 2315. 

2592, 2449.. 2586, 2699. 

2759, 2872.. 2952, 2872. 

3278, 3055.. 3324, 3055. 
3430 



Seq. ID OJ990422_23.9819.C15 
Strand 

End 34 67 

Method TBLASTX : Mai ze 

End 3430 

Score 63 

.1661, 1567. .1665, 1734. .1847, 

.1849, 1933.. 2028, 1936.. 2025, 

.2250, 2299.. 2370, 2310.. 2366, 

.2404, 2445.-2585, 2445. .2585, 

.2740, 2700.. 2759, 2701.. 2760, 

.2955, 2873. .2953, 3048. .3326, 

.3330, 3395. .3424, 3397. .3429, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons 



3775 
8006 
1581 

OJ990422_23.9819.C15.ol.ts 
1567 
none 
1567. 
1753. 
2124. 
2445. 
2709. 
3395. 



,1662, 
,1845, 



1584. 
1936. 



1579. .1629, 
1754. .1864, 
.2240, 2128.. 2229, 2310 
.2585, 2446.. 2586, 2470 
.2759, 2872.. 2955, 
.3433, 3398.. 3430 



3048. 



Seq. ID OJ990422_23.9819.C15 
Strand 

End 34 67 

Method TBLASTX : Soybean 
End 3433 - , 

Score . 108 

.1661, 1734.. 1832, 1752.. 1832, 
.2028, 1937.. 2020, 1942.. 2025, 
.2372, 2312. .2374, 2313. .2390, 
.2610, 2700. .2756, 2701. .2760, 
.3326, 3051.. 3278, 3052.. 3324, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



3775 
8006 
1581 

OJ990422_23.9819.C15.ol 
1578 
none 
1578. 
1946. 
2445. 
2872. 
3118. 



.1661, 1579.. 1662, 

.2020, 2124.. 2240, 

.2585, 2446.. 2586, 

.2955, 2873.. 2953, 

.3324, 3398.-3433 



Seq. ID OJ990422_23.9819.C15 
Strand 

End 34 67 

,tc Method TBLASTX: Cress 

End 3433 

Score 89 
1750. .1857, 1751. .1846, 1933. .2028, 
2128. .2223, 2312. .2374, 2313. .2387, 
2458. .2592, 2701. .27.60, 2709. .2759, 
3048.. 3326, 3050.. 3337, 3051.. 3275, 



3775 
8006 
1581 

OJ990422_23.9819.C15.ol.np 

1581 

2191169 



Seq. ID OJ990422_23.9819.C15 
Strand 

End ' 34 67 

Method AAT/NAP 

End 34 67 

Score 1277 ■ 



1581. .1668, 1730. .1848, 1936. .2019, 2127. .2222, 2315. .2365, 
2445. .2585, 2646. .2759, 2875. .2949, 3051. .3323, 3397. .3467 
(AF007270) Similar to shaggy related protein kinase. Belongs to 
the CDC2/CDKX subfamily [Arabidopsis thaliana] 



3775 
8006 



Seq. ID 
Strand 



OJ990422 23.9819.C15 



3930 



Start 
Name 
Start 
GI 

Exons 



1581 End 3467 

OJ9904 22_23 . 98 19 . C15 . ol . gs Method GENSCAN 
1746 End 3462 

none Score . 94 

1746. .1848, 1936. .2019, 2127. .2222, 2315. .2365, 2445. .2585, 
2703.. 2759, 2875.. 2949, 3051.. 3323, 3397.. 3462 



OJ990422 23.9819.C15 



Seq. No. 3775 Seq. ID 

Gene No. 8006 Strand 

Start 1581 End 

Name OJ990422__23 . 9819 . C15 . ol . tw Method 

Start 1753 End 

GI none Score 

Exons 1753.. 1848, 1754.. 1831, 1918.. 2028, 1939.. 2025, 2124.. 2240, 

2125.. 2223, 2127.. 2228 



3467 

TBLASTX: Wheat 

2240 

100 



l : 

u3 



J' - 

C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3775 Seq. ID 

8006 Strand - 

1581 End 
OJ990422_23 . 98 19 . C15 . o3 . gp Method 
2906 End 
36453_1.R1084 Score 
2906.. 2949, 3051.. 3323, 3397.. 3467 

, 1709128/sp|P51138|MSK2_MEDSA 3.0e-58 GLYCOGEN SYNTHASE KINASE-3 

HOMOLOG MSK-2 >gi_481019_pir S37643 protein kinase MSK-2 (EC 

2.7.1.-) - alfalfa >gi_31314 6_emb_CAA4 84 73_ (X68410) protein 
kinase [Medicago sativa] 1 



OJ990422_23.9819.C15 

3467 
AAT/GAP 
3467 
620 



Seq. ID 
'Strand 
End 

Method 
End 
Score 



OJ990422 23.9819.C15 



3051. 
3397. 



.3278, 
.3429, 



3055. 
3398. 



3467 

TBLASTX: Wheat 
3430 
112 

3324, 3055.. 3330, 3395.. 3421, 
3430 



Seq. ID - OJ990422_23.9819.C16 



3775 
8006 
1581 

OJ990422_23.9819.C15.o2.tw 
3048 
none 

3048. .3326, 
3396. .3419, 

3776 

8007 Strand 
908 End 1774 

OJ990422_23 . 9819 . C16 . ol . np Method AAT/NAP 
886 End 1774 

6069646 Score 541 

886. .1470, 1753. .1774 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3776 
8007 
908 

OJ990422_23.9819.C16.ol.gs 

908 

none 



Seq. ID OJ990422_23.9819.C16 
Strand 

End 17 74 

Method GENSCAN 

End 1532 

Score .82 



908. .1074, 1161. .1267, 1297. .1532 



3931 




Seq. No. 


3776 


Seq. ID 


OJ990422 23.9819. 


C16 


Gene No. 


8007 


Strand 






Start 


908 


End 


1774 




Name 


OJ990422 23.9819.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


1096 


End 


1384 




GI 


none 


Score 


82 




Exons 


1096.. 1245, 1253.. 1384 








<J G VJ * Vi \J . 


3777 


Seq. ID 


OJ990422 23 9819 


C17 


Gene No. 


8008 


Strand 






Start 


581 


End 


1121 




Name 


OJ990422 23.9819.C17.ol.gs 


Method 


GENSCAN 




Start 


581 


End 


1121 




GI 


none 


Score 


.51 




Exons 


581. .705, 989. .1121 








Qprr Nr> 

O C . V„/ * 


3778 


Seq. ID 


OJ990422 23.9819. 


C18 


Gene No. 


8009 


Strand 


+ ~ 




Start 


1321 


End 


2051 




Name 


OJ990422 23.9819.C18.ol.gs 


Method 


GENSCAN 




Start 


1321 


End 


2051 




GI 


none 


Score 


.41 




Exons 


1321. .1357, 1948. .2051 








Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819. 


C18 


Gene No. 


8010 


Strand 


+ 




Start 


5511 


End 


10966 




Name 


OJ990422 23.9819.C18.ol.np 


Method 


AAT/NAP 




Start 


5511 


End 


10966 




GI 


6498441 


Score 


7114 




Exons 


5511.. 6575, 6906.. 7369, 7433 


..7806, 7990.. 8124, 8299.. 9022, 




9194. .10591, 10685.. 10966 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


3778 








Seq. ID 


OJ990422_23. 9819.C18 


Gene No. 


8011 








Strand 




Start 


11592 








End 


15279 


Name 


OJ990422 23 


.9819 


.CI8.06 


. tw 


Method 


TBLASTX: Wheat 


Start 


5663 








End 


6052 


GI 


none 








Score 


54 


Exons 


5663. .5707, 


5714 


. .5812, 


5731. 


.5811, 5779.. 6018, 5795.. 6052 


Seq. No. 


3778 








Seq. ID 


OJ990422_23.9819.C18 


Gene No. 


8011 








Strand 




Start 


11592 








End 


15279 


Name 


OJ990422 23 


.9819 


.C18.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5702 








End 


5941 


GI 


none 








Score 


191 


Exons 


5702. .5941, 


5704 


. .5940 








Seq. No. 


3778 








Seq. ID 


OJ990422_23. 9819.C18 


Gene No. 


8011 








Strand 




Start 


11592 








End 


15279 


Name 


OJ990422 23 


.9819 


C18.o3 


.tw 


Method 


TBLASTX: Wheat 



3932 




Start 


6790 








End 


7276 




GI 


none 








Score 


382 




Exons 


6790. .6963, 


6791. 


.7276, 


6985. 


.7245 






Seq. No. 


3778 








Seq. ID 


OJ990422_23.9819 


.C18 


Gpnp No 


8011 








Strand 






Start 


11592 








End 


15279 




Name 


OJ990422 23. 


9819. 


C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


7440 








End 


7903 




GI 


none 








Score 


201 




Exons 


7440. .7883, 


7441. 


.7896, 


7442. 


.7903, 7442.. 7897 




Seq. No. 


3778 








Seq. ID 


OJ990422 23 9819 


.C18 


VJC11C IN. . 


8011 








Strand 






Start 


11592 








End 


15279 




Name 


OJ990422 23. 


9819. 


C18.o3 


.ts 


Mpr hod 


TRT.ASTX • ^nvhp^n 

X OiJXliJ X £\. . \J \J y XJC dl 1 




Start 


7481 








End 


784 6 




GI 


none 








Score 


121 




Exons 


7481. .7705, 


7712. 


.7846 










Seq. No. 


3778 








Seq. ID 


OJ990422 23 9819 


.C18 




8011 

U V -L -L 








St* r ^nH 






Start 


11592 








End 


1527 9 




Name 


OJ990422 23. 


9819. 


C18.ol 


. tm 


M^t* hod 


TBLASTX * Maizp 

X XJ J— IxikJ J. £\. • liOX £iU 




Start 


7571 








End 


7 927 




GI 


none 








Score 


374 




Exons 


7571. .7927, 


7606. 


.7917, 


7811. 


.7927 






Seq. No. 


3778 








Seq. ID 


OJ990422 23 9819 


.C18 


Cpnp Mo 


8011 








Strand 






Start 


11592 








End 


15279 




Name 


OJ990422 23. 


9819. 


C18.o3 


.tm 


Method 


TBLASTX • Maize 

X XJ -J— Ixl J. 4\ • L1CIX £>C 




Start 


7954 








End 


8338 




GI 


none 








Score 


363 




Exons 


7954. .8319, 


7955. 


.8338 










Seq. No. 


3778 








Q pn TD 


OJ990422 23 9819 

\JKJ Zf Zf \J 1 t. J ■ ZfKJXZf 


.C18 


f^orip No 


8011 














Start 


11592 








LjI 1U 


JL -J f Zf 




Name 


OJ990422 23. 


9819. 


C18.o2 


.tw 


l v Je trio CI 


1 D±jf\Z) 1A. WIltrdL 




Start 


8011 








End 


8431 




GI 


none 








Score 


499 




Exons 


8011. .8406, 


8012. 


. 8431 










Seq. No. 


3778 








Seq. ID 


OJ990422_23.9819 


.C18 


Cpnp No 


8011 








Strand 






Start 


11592 








End 


15279 




Name 


OJ990422 23. 


9819. 


C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


8090 








End 


8461 




GI 


none 








Score 


284 




Exons 


8090. .8461, 


8107. 


.8250 










Seq. No. 


3778 








Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 








Strand 






Start 


11592 








End 


15279 




Name 


OJ990422 23. 


9819. 


C18.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


8870 








End 


9328 





3933 



GI none Score 228 

Exons 8870.. 9091, 8894. .9118, 8959. .9135, 9179.. 9328, 9190.. 9327 



Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 


Strand 


- 




Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9017 


End 


9583 




GI 


5666795 


Score 


64 




Exons 


9017.. 9115, 9191.. 9328,. 9383.. 9583 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays j 




Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 


Strand 


- 




Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9331 


End 


9643 




GI 


none 


Score 


192 




Exon s 


9331.. 9507, 9383..9643 








Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 


Strand 


- 




Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


9836 


End 


10168 




GI 


none 


Score 


371 




Exon s 


9836. .10159, 9865. .10146, 9956. .10168. 






Seq. No. 


3778 


Seq. ID 


*OJ990422_23.9819 


.C18 


Gene No. 


8011 


Strand 


— 




Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9973 


End 


10354 




GI 


none 


Score 


368 




Exons 


9973.. 10323, 9974.. 10354 








Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 


' Strand 






Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o7.tw 


Method 


TBLASTX: Wheat 




Start 


10355 


End 


10957 




GI 


none 


Score . 


264 




Exon s 


10355. .10657, 10360 .. 10638, 


10831. .10953, 10832.. 10957 




Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 


Strand 






Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o5.tm 


Method 


TBLASTX: Maize 




Start 


10826 


End 


10969 




GI 


none 


Score 


184 




Exons 


10826. .10969, 10831.. 10965 








Seq. No. 


3778 


Seq. ID 


OJ990422_23.9819 


.C18 


Gene No. 


8011 


Strand 






Start 


11592 


End 


15279 




Name 


OJ990422 23.9819.C18.o3.gs 


Method 


GENSCAN 




Start 


11592 


End 


15279 





3934 



GI 

Exons 



none Score .48 

11592. .11926, 12054. .12774, 12834 .. 13424 , 13601 .. 13767, 

13795. .13989, 14245 .. 14 605, 14744 .. 14879, 15050 .. 15165, 
15220. .15279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3778 
8011 
11592 

OJ990422_23.9819.C18.o2.np 

11595 

6907089 



Seq. ID OJ990422_23.9819.C18 
Strand 

End 15279 

Method AAT/NAP 

End 14860 

Score 4175 



11595. .13470, 13574. .13614, 13640.. 14860 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3779 
8012 
127 

OJ990422_23. 9819 . C19 . ol . np 
127 

1091678 



Seq. ID OJ990422_23.9819.C19 
Strand 

End 4199 

Method AAT/NAP 

End 4033 

Score 1555 



127. .200, 697. .1118, 1173. .2711, 2766. .2880, 3151. .3289, 
3926. .4033 

activator-like transposable element [Pennisetum glaucum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3779 
8012 
127 

OJ990422_23.9819.C19.ol.gs 

285 * 

none 



Seq. ID OJ990422_23. 9819.C19 
Strand 

End 4199 

Method GENSCAN 

End 4199 

Score . 7 



285. .500, 581. .657, 759. .2810, 3320. .3443, 3767. .3808, 
4128. .4199 



Seq. No. 3779 

Gene No. 8012 

Start 127 

Name OJ990422_23 . 9819. C19 .o3 . ts 

Start 760 

GI none 

Exons 760.. 975, 779.. 985 



Seq. ID OJ990422_23. 9819.C19 
Strand 

End 4199 

Method TBLASTX : Soybean 

End 985 

Score 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3779 
8012 ' 
127 

OJ990422_23. 9819 . C19 . ol . tm 

764 

none 



Seq. ID OJ990422_23. 9819.C19 
Strand 

End 4199 

Method TBLASTX: Maize 

End 2239 

Score 182 



764. .979, 769. .978, 1002. .1070, 1186. .1926, 1291. .1458, 
1301. .1927, 1761. .1931, 1761. .1931, 1939. .2190, 1987.. 2190, 
2192. .2239 



Seq. No. 3779 

Gene No. 8012 

Start 127 

Name OJ990422_23 . 9819 . C19 . o2 . np 

Start 906 

GI 6063557 



Seq. ID OJ990422_23.9819.C19 
Strand 

End 4199 

Method AAT/NAP 

End 3528 

Score 122 



3935 




Exons 906.. 972, 3313.. 3528 

GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. No. 


3779 






Seq. ID 


OJ990422_23.9819 


.CI 


Gene No. 


8012 






Strand 


— 




Start 


127 






End 


4199 




Name 


OJ990422 23, 


.9819 


.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1274 






End 


1929 




GI 


none 






Score 


70 




Exons 


1274 . . 1432, 


1276 


. . 1614, 1642. 


. 1929 






Seq. No. 


3779 






Seq. ID 


OJ990422_23.9819 


.CI 


Gene No. 


8012 






Strand 


— 




Start 


127 






End 


4199 




Name 


OJ990422 23. 


.9819 


.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1633 






End 


1923 




GI 


none 






Score 


47 




Exons 


1633. . 1779, 


1642 


. . 1923, 1852 . 


.1905 






Seq. No. 


3779 






Seq. ID 


OJ990422_23.9819 


.CI 


Gene No. 


8012 






Strand 






Start 


127 






End 


4199 




Name 


OJ990422 23. 


.9819 


.C19.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1978 






End 


2409 




GI 


none 






Score 


38 




Exons 


1978 . .2385, 


2105 


. . 2227, 2285. 


.2392, 2320.. 2409 




Seq. No. 


3779 






Seq. ID 


OJ990422_23.9819 


.CI 


Gene No. 


8012 






Strand 






Start 


127 






End 


4199 




Name 


OJ990422 23. 


.9819 


.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


2241 






End 


2439 




GI 


none 






Score 


81 




Exons 


2241. .2426, 


2257 


. .2439, 2259. 


.2426, 2279.. 2428 




Seq. No. 


3780 






Seq. ID 


OJ990402_23.9819 


.CI 


Gene No. 


8013 






Strand 


+ 




Start 


1290 






End 


1551 




Name ■ 


OJ990402 23. 


.9819 


.CI . ol .gs 


Method 


GENSCAN 




Start 


1290 






End 


1551 




"GI 


none 






Score 


.75 




Exons 


1290. .1430, 


1471 


. .1551 








Seq. No. 


3781 






Seq. ID 


OJ990402_23.9819 


,C2 


Gene No. 


8014 






Strand 


+ 




Start 


105 






End 


1430 




Name 


OJ990402 23. 


,9819 


.C2.ol .gs 


Method 


GENSCAN 




Start 


105 






End 


1419 




GI 


none 






Score 


.79 




Exons * 


105. .240, 962. .1102, 1192. .1419 






Seq. No. 


3781 






Seq. ID 


OJ990402_23.9819 


.C2 


Gene No. 


8014 






Strand 


+ 




Start 


105 






End 


1430 




Name 


OJ990402 23. 


,9819 


,C2.ol .tm 


Method 


TBLASTX: Maize • 




Start 


1243 






End 


1430 




GI 


none 






Score 


96 





3936 




Exons 


1243. .1428, 1243. .1293, 1244.. 


.1429, 1281. .1430 






Seq. No. . 


3782 


Seq. ID 


OJ990402 


_23 


.9819.C3 




pirii r 










Start 


113 




2706 






Name 


OJ990402 23.9819.C3.ol.gs 










Start 


113 


FnH 








GI 


none 




. 44 






Exons 


113.. 857, 2319.. 2587 










Seq. No.* 


3782 


Seq. ID 


OJ990402 


_23 


.9819. C3 


Gene No. 


8015 


Strand 


+ 






Start 


113 


End 


2706 






Name 


OJ990402 23.9819.C3.ol.np 


Method 


AAT/NAP 






Start 


170 


End 


2396 






GI 


3212863 


Score 


1111 






Exons 


170. .857, 942. .1038, 1155. .1209, 2319. 


.2396 






GI Descrip. 


(AC004005) putative translation initiation factor < 


eIF-2B delta 




subunit [Arabidopsis thaliana] 










Seq. No. 


3782 


Seq. ID 


OJ990402 


23 


.9819.C3 




8015 


Strand 


+ 






Start 


113 


End 


2706 






Name 


OJ990402 23.98ia.C3.ol.gp 


Method 


AAT/GAP 






Start 


2318 


End 


2706 






GI 


1041241 


Score 


736 






Exons 


2318. .2706 










Seq. No. 


3782 


Seq. ID 


OJ990402 


23 


.9819.C3 


Gene No. 


8016 


Strand 








Start 


3255 


End 


6125 






Mama 


OJ990402 23.9819.C3.o2.gp 


Method 


AAT/GAP 






Start 


3186 


End 


3654 






GI 


LIB3433-059-P1-K1-E3 


Score 


888 






Exons 


3186. .3654 










GI Descrip. 


•2982328 2.0e-63 (AF051249) pyruvate dehydrogenase 


El beta 




subunit [Picea mariana] ! 










Seq. No. 


3782 


Seq. ID 


OJ990402_ 


_23 


.9819.C3 


UCl IC 1NU • 


8016 


Strand 








Start 


3255 


End 


6125 






Name 


OJ990402 23.9819.C3.o2.gs 


Method 


GENSCAN 






Start 


3255 


End 


5955 






GI 


none 


Score 


.65 






Exons 


3255.. 4227, 5735.. 5771, 5862.. 


5955 








Seq. No. 


3782 


Seq. ID 


OJ990402 


_23 


. 9819. C3 


Gene No. 


8016 


Strand 








Start 


3255 


End 


6125 






Name 


OJ990402 23.9819.C3.o2.np 


Method 


AAT/NAP 






Start 


3258 


End 


4228 






GI 


2454184 


Score 


1485 






Exons 


3258. .4228 










GI Descrip. 


(U80186) pyruvate dehydrogenase El beta subunit 


[Arabidopsis 




thaliana] 










Seq. No. 


3782 


Seq. ID 


OJ990402_ 


_23 


.9819.C3 



3937 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8016 Strand 
3255 End 6125 

OJ990402_23 . 9819 . C3 . o3 . gp Method AAT/GAP 
4168 End 6125 

uC-osroM202006f03bl Score 816 

4168.. 4227, 5512.. 5558, 5683.. 5771, 5862.. 6125 

1 1076486/pir | IS48032 2.0e-10 ciml protein - soybean >gi_555616 
(U03860) cytokinin induced message [Glycine max] ■ 



Sea No 


3782 


Seq. ID 




Gene No. 


8017 


Strand 




Start 


7464 


End 


7773 


Name 


OJ990402 23.9819.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


101 


End 


352 


GI 


none 


Score 


343 


Exons 


101. .352, 112. .351 






Seq. No. 


3782 


Seq. ID 


OJ990402_23.9819.C3 


Gene No. 


8017 


Strand 




Start 


7464 


End 


7773 


Name 


OJ990402 23.9819.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


284 


End 


828 


GI 


none 


Score 


784 


Exons 


284. .826, 286. .828 






Seq. No. 


3782 


Seq. ID 


OJ990402_23.9819.C3 


Gene No. 


8017 


Strand 




Start 


7464 


End 


7773 


Name 


OJ990402 23.9819.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


353 


End 


2534 


GI 


none 


Score 


579 


Exons 


353. .856, 354. .857, 355. .858, 


356. .859, 


940. .981, 941. .982 




944. .982, 984. .1040, 985. .1032, 988. .1044, 989. .1042, 




1142.. 1207, 1156.. 1302, 1156. 


.1209, 2318. .2380, 2319. .2396 




2487. .2534 






Seq. No. 


3782 


Seq. ID 


OJ990402_23. 9819.C3 


Gene No. 


8017 


Strand 




Start 


7464 


End 


7773 


Name 


OJ990402 23.9819.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3216 


End 


3488 


GI 


none 


Score 


46 


Exons 


3216.. 3308, 3228.. 3488, 3256. 


.3486, 3360.. 3488 



Seq. No. 3782 

Gene No. 8017 

Start 7464 

Name OJ990402_23 . 9819 . C3 . ol . 

Start 3228 

GI none 

Exons 3228.. 4106, 3247.. 3858, 
4030. .4122, 4041. .4214, 

Seq. No. 3782 

Gene No. 8017 

Start 7464 

Name OJ990402 23 . 9819 . C3 . ol . 



Seq. ID OJ990402_23.9819.C3 
Strand 

End 7773 

t s Method TBLASTX : Soybean 

End 4259 

Score 611 
3375. .4037, 3901. .4038, 4029. .4259, 
4153. .4224 

Seq. ID OJ990402_23. 9819.C3 
Strand 

End 7773 

tm Method TBLASTX : Maize 



3938 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3252 End 4064 

none Score 1092 

3252. .4046, 3253. .4050, 3360. .4064, 3886. .4062 



3782 
8017 
7464 

OJ990402_23.9819.C3.ol.tc 

3255 

none 



Seq. ID OJ990402_23.9819.C3 
Strand 

End 7773 

Method TBLASTX : Cress 

End 4226 

Score 4 7 



3255. .3308, 3255. .3860, 3256. .4122, 3363. .4214, 3895. .4206, 
3903.. 4226, 4153. .4224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Q Start 
;.5 Name 
.-ft Start 

::;! gi 



iU 



Exons 



C3 

! S J Seq. No. 

. t 3 Gene No. 

jifs Start 

! y Name 

li J Start 

H GI 

: -J Exons 

Seq. No. 
«i Gene No. 

Start 
M Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3782 
8017 
7464 

OJ990402_23.9819.C3.o4.tm 

4065 

none 

4065. .4226, 4065. .4226 

3782 
8017 
7464 

OJ990402_23.9819.C3.o3.gs 

7464 

none 

7464..7634, 7653. .7773 

3783 
8018 
219 

OJ990402_23.9819.C4.ol.gs 

219 

none 

219. .338, 403. .529 



Seq. ID OJ990402_23. 9819.C3 
Strand 

End 7773 

Method TBLASTX : Mai ze 

End 4226 

Score 167 



Seq. ID OJ990402_23.9819.C3 
Strand 

End 7773 

Method GENSCAN 

End 7773 

Score .93 



Seq. ID OJ990402_23. 9819.C4 
Strand 

End 529 

Method GENSCAN 

End 529 

Score .91 



3783 
8019 
2351 

OJ990402_23. 9819. C4 . ol . gp 
2159 
3762899 
2159. .2789 

1076486/pir | IS48032 2.0e-10 ciml protein - soybean >gi_555616 
(U03860) cytokinin induced message [Glycine max] 



Seq. ID OJ990402_23.9819.C4 
Strand 

End 4294 

Method AAT/GAP 

End 2789 

Score 1113 



3783 
8019 
2351 

OJ990402_23.9819.C4.o2.gs 

2351 

none 



Seq. ID OJ990402_23. 9819.C4 
Strand 

End 4294 

Method GENSCAN 

End 4294 

Score .79 



2351. .2789, 2979. .3199, 3287. .3399, 3503. .3616, 4288. .4294 



3783 
8019 



Seq. ID OJ990402_23.9819.C4 
Strand 



3939 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2351 End 

OJ9904 02_23 . 98 19 . C4 . ol . np Method 

2456 End 

1076486 Score 



4294 
AAT/NAP 
3700 
548 



2456. ,2789, 2979.. 3105, 3136.. 3199, 3287.. 3399, 3503.. 3700 
ciml protein - soybean gi 1555616 (U03860) cytokinin induced 
message [Glycine max] 



3783 Seq. ID 

8019 Strand 

2351 End 

OJ990402_23 . 9819 . C4 . ol . tm Method 

2469 End 

none Score 



OJ990402_23.9819.C4 
4294 

TBLASTX: Maize 

3681 

106 



2469. .2576, 2477. .2578, 2487. .2579, 2582. .2644, 2583. .2636, 

2645.. 2788, 2978.. 3094, 2983.. 3075, 2997.. 3095, 3104.. 3205, 

3105.. 3200, 3284.. 3400, 3285.. 3404, 3285.. 3401, 3501.. 3560, 

3502.. 3567, 3586.. 3681, 3647.. 3661 



Seq. No. 3783 

Gene No. 8019 

Start 2351 

Name OJ990402_23 . 9819 . C4 . ol . tw 

Start 2474 

GI none 
Exons 



Seq. ID OJ990402 23. 9819. C4 



Strand 
End 

Method 

End 

Score 



4294 

TBLASTX: Wheat 

3076 

93 



2474. .2644, 2477. .2644, 2493. .2645, 2645.-2788, 2978. .3076 



fy Seq. No. 

;;i Gene No. 

; S j Start 

'''Z Name 

!■?■ Start 

fy gi 

a Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3783 Seq. ID 

8019 Strand 

2351 End 

OJ990402_23 . 981 9 . C4 . ol . ts Method 

2477 End 

none Score 



OJ990402_23.9819.C4 
4294 

TBLASTX : Soybean 

3564 

79 



2477. .2551, 2490. .2552, 2510. .2644, 2562. .2660, 2590. .2649, 
2666.-2788, 2978.. 3076, 3003.. 3077, 3128.. 3205, 3129.. 3200, 
3284.. 3400, 3285.. 3404, 3501.. 3563, 3502.. 3564 



3783 Seq. ID 

8019 Strand 
2351 End 
OJ990402_23. 9819. C4 . o2 . gp Method 
2987 End 
24124_1.R1084 Score 
2987.. 3199, 3287.. 3399, 3503.. 3714 

' 1076486/pir | IS48032 1.0e-12 ciml protein - soybean >gi_555616 
(U038 60) cytokinin induced message [Glycine max] ' 



OJ990402_23. 9819.C4 

4294 
AAT/GAP 
3714 
989 



3783 
8019 
2351 

OJ990402_23. 9819.C4 . ol. tc 

3128 

none 



Seq. ID OJ990402_23. 9819.C4 
Strand 

End 4294 

Method TBLASTX : Cress 

End 3576 

Score 52 



3128. .3205, 3284. .3400, 3285. .3404, 3501. .3575, 3502. .3576 



3784 
8020 



Seq. ID OJ990402_23.9819.C5 
Strand + 



3940 



Start 


24609 




End 


24722 






Name 


OJ990402 23. 9819. C5. 


o4 . np 


Method 


AAT/NAP 






Start 


24609 




End 


24722 






GI 


6815099 




Score 


69 






Exons 


24609. .24722 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


3784 




Seq. ID 


OJ990402 


_23. 9819 


.C5 


Gene No. 


8021 




Strand 


+ 






Start 


28922 




End 


30311 






Name 


OJ990402 23. 9819. C5 . 


o5 . gs 


Method 


GENSCAN 






Start 


28922 ~ 




End 


30311 






GI 


none 




Score 


.97 






Exons 


28922. .29041, 29421. 


.30311 










Seq. No. 


3784 




Seq. ID 


OJ990402_ 


_23. 9819 


.C5 


Gene No. 


8022 




Strand 


+ 






Start 


30896 




End 


43662 






Name 


OJ990402 23. 9819. C5. 


06 . gs 


Method 


GENSCAN 






Start 


30896 "~ 




End 


43492 






GI 


none 




Score 


.47 






Exons 


30896. .30997, 31822. 


.31878, 


32024. .32189, 32246 


. .32424, 






32996. .34082, 34170. 


.34261, 


34844. .35823, 36398 


. .36560, 






38969. .39136, 39538. 


.39960, 


41912. .41971, 42596 


. .42782, 






43268. .43492 












Seq. No. 


3784 




Seq. ID 


OJ990402_ 


_23. 9819 


.C5 


Gene No. 


8022 




Strand 


+ 






Start 


30896 




End 


43662 






Name 


OJ990402 23. 9819. C5. 


o5.np 


Method 


AAT/NAP 






Start 


33017 




End 


37386 






GI 


2586082 




Score 


4444 






Exons 


33017. .35696, 35730. 


.37386 











GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3784 Seq. ID 

8022 Strand 

30896 End 

OJ9904 02_23 . 98 1 9 . C5 . o7 . np Method 

41740 End 

1769901 Score 



OJ990402_23.9819.C5 
+ 

43662 
AAT/NAP 
43662 
273 



41740. .41781, 42728.-42782, 43268. .43662 

(X95737) proline transporter 1 [Arabidopsis thaliana] 

gi I 2088642 | gb| AAB95274.il (AF002109) proline transporter 1 

[Arabidopsis thaliana] 



3784 
8023 
18 

OJ990402_23.9819.C5.ol.gs 
18 

none 



Seq. ID OJ990402_23. 9819.C5 
Strand 

16032 
GENSCAN 
16032 
.66 



End 

Method 
End 
Score 

18. .252, 432. .648, 760. .835, 1065. .1161, 4071. .4118, 4207. .4306, 
4500. .4645, 5380. .5561, 6176. .6347, 6542. .8551, 9482. .10348, 
10526. .10573, 10662 .. 108 91, 11265 .. 12038, 121 14 12394 , 
12973. .13229, 13668 .. 13833, 13911 .. 14 015 , 14055 14 130, 
15991. .16032 



3941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3784 Seq. -ID OJ990402_23 . 9819 . C5 

8023 Strand 

18 End 16032 

OJ990402_23 . 98 19 . C5 . ol . gp Method AAT/GAP 

432 End 64 9 

4880250 Score 227 

432. .490, 572.-649 

1076486/pir | IS48032 1.0e-12 ciml protein - soybean >gi_555616 
(U03860) cytokinin induced message [Glycine max] 



Seq. No. 3784 Seq. ID OJ990402_23 . 9819 . C5 

Gene No. 8023 Strand 

Start 18 End 16032 

Name OJ990402_23 . 9819 .C5 . ol . np Method AAT/NAP 

Start 4761 End 6256 

GI 5922623 Score 230 

Exons 4761. .4976, 5379. .5455, 5623. .5777, 6172. .6256 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



j'LJ 

.;sa 

U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3784 Seq. ID OJ990402_23 . 9819 .C5 

8023 ■ Strand 

18 End 16032 

OJ990402_23.9819.C5.o2.np Method AAT/NAP 

6541 End 10332 

6539553 Score 6393 

6541. .10332 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Q 


Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 




Gene No. 


8023 


Strand 






"-4 


Start 


18 


End . 


16032 






Name 


OJ990402 23.9819.C5.o3.np 


Method 


AAT/NAP 






Start 


11258 


End 


13378 






GI 


4512674 


Score 


562 




•'as* 


Exons 


11258. .12038, 12114. .12346, 


12973. .13378 






GI Descrip. 


(AC006931) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 




Gene No. 


8024 


Strand 








Start 


21344 


End 


23757 






Name 


OJ990402 23.9819.C5.o3.gs 


Method 


GEN SCAN 






Start 


21344 


End 


23757 






GI 


none 


Score 


.62 






Exons 


21344. .21465, 23643. .23757 










Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 




Gene No. 


8025 


Strand 








Start 


25305 


End 


27223 






Name 


OJ990402 23.9819.C5.o4.gs 


Method 


GENSCAN 






Start 


25305 


End 


27223 






GI 


none 


Score 


.62 





3942 




Exons 


25305. .25372, 26520 26610, 27182.. 27223 




Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 




8026 


Strand 






Start 




End 


37908 




Name 


OJ9Q0402 23 9819 C5 o2 tw 


Method 


TBLASTX: Wheat 




Start 


6677 _ 


End 


37131 




GI 


t"» ono 


Score 


356 




Exons 


6677 7063 6715 7062 7078 


.7152, 7082.. 7153, 36916..: 


37131 


Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 


Strand 






o Lai u 


37804 


End 


37908 




Name 


OJ990402 23.9819.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6790 


End 


37335 




GI 


none 


Score 


530 




Exons 


6790. .7014, 7033.. 7164, 36739 


. .37335, 


36741. .36890, 






36933. .37091, 36937 37104, 37156 .. 37326/ 37158.. 37328 




Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 


Strand 






O Lai L 


37804 


End 


17 QOR 




Name 


OJ990402 23.9819.C5.o4.tc 


Method 


X DiariO J. /\ ■ ^icos 




Start 


6814 


End 


J / ( 




GI 


none 


Score 


114 
X x ** 




Exons 


6814.. 6933, 7033.. 7161, 36718 


. .36921, 


36931 37002 






37012. .37155, 37168. .37347 








Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 


Strand 






U L.CII 1 


37804 


End 


17 QflR 




Name 


OJ990402 23.9819.C5.o2.tm 


Method 


1 D unO 1 /\ . Via. l^.c 




Start 


6901 


End 


1719 Q 




GI 


none 


Score 


143 




Exons 


6901.. 7017, 36906. .37025, 36907.. 37032 


, 37041. .37091, 






37042. .37329, 37144. .37314 








Seq. No. 


3784 


Seq. ID. 


OJ990402_23.9819 


.C5 




8026 


Strand 






Start 


37804 


End 


37908 




Name 


OJ990402 23.9819.C5.o7.tm 


Method 


TBLASTX: Maize 




Start 


7021 


End 


36894 




GI 


none 


Score 


204 




Exons 


7021.. 7347, 7022.. 7348, 36724 


. .36894 






Seq. No. 


3784 


Seq. ID 


OJ990402_23.9819 


.C5 


Hono Mo 


8026 


Strand 






Start 


37804 


End 


37908 




Name 


OJ990402 23.9819.C5.o4.ts 


Method 


TBLASTX: Soybean 




Start 


7168 


End 


36717 




GI 


none 


Score 


124 




Exons 


7168.. 7503, 7304.. 7504, 36405 


,.36575, 


36574 . .36717 




Seq, No. 


3784 


Seq. ID 


OJ990402_23.9819 


,C5 


Gene No. 


8026 * ' 


Strand 






Start 


37804 


End 


37908 




Name 


OJ990402 23.9819.C5.o3.tw 


Method 


TBLASTX: Wheat 





3943 



Start 


7357 






End 


36566 




GI 


none 






Score 


48 




Exons 


7357. .7563, 


7367. 


.7489, 7558. 


.7902, 7582.. 7755, 36014.. 


36100, 




36015. .36101 


36118. .36360, 36169 36366, 36402.. 36566 




Seq. No. 


3784 






Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 






Strand 








37804 






End 


37908 




Name 


OJ990402 23. 


9819. 


C5.o4 .tm 


Method 


TBLASTX: Maize 




Start 


7438 






End 


36476 




GI > 


none 






Score 


55 




Exons 


7438. .7902, 


7541. 


.7651, 7585. 


.7767, 7721.. 7903, 36015.. 


36101, 




36052. .36375, 36426.. 36476 








Seq. No. 


3784 






Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 






Strand 






Start 


37804 






End 


37908 




Name *. 


OJ990402 23. 


9819. 


C5.o2.ts 


Method 


TBLASTX: Soybean 




Start' 


7573 






End 


36351 




GI 


5509260 






Score 


58 




Exons 


7573. .8037, 


7592. 


.7651, 7724. 


.7819, 35856. .36101, 35984 


. .36100, 




36121. .36351 


., 36174. .36221, 36285.. 36350 




GI Descrip. 














Seq. No. 


3784 






Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 






Strand 






uLdrL 


37804 






End 


37908 




Name 


OJ990402 23. 


9819. 


C5.o3.tc 


Method 


TBLASTX: Cress 




Start 


7684 






End 


36234 




GI 


none 






Score 


169 




Exons 


7684. .7944, 


35963 


i.. 36100, 35964.. 36101 


., 36109. .36234, 






36157. .36228 










Seq. No. 


3784 






Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 






Strand 






Of- a v-4- 


37804 






End 


37908 




Name 


OJ990402 23. 


9819. 


C5.ol.tw 


Method 


TBLASTX: Wheat . 




Start 


7957 






End 


35233 




GI 


none 






Score 


192 




Exons 


7957. .8196, 


7958. 


.8116, 7974. 


.8204, 7977. .8174, 8225.-8 


680, 




8248. .8679, 


8681. 


.8710, 34826 


. .34981, 


34997. .35173,, 35168.. 35233 


Seq. No. 


3784 






Seq. ID 


OJ990402_23. 9819 


.C5 


ucllc LnU • 


8026 






Strand 






Start 


37804 






End 


37908 




Name 


OJ990402 23. 


9819. 


C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


8338 






End 


35239 




GI 


none 






Score 


354 




Exons 


8338. .8532, 


8545. 


.8676, 34771 


. .34950, 


34775. .35239 




Seq. No. 


3784 






Seq. ID 


OJ990402_23. 9819 


.C5 


Gene No. 


8026 






Strand 






Start 


37804 






End 


37908 




Name 


OJ990402 23: 


9819. 


C5.o8.tm 


Method 


TBLASTX: Maize 




Start 


8344 






End 


35209 




GI ' 


none : ' 






Score 


58 




Exons 


8344. .8526, 


8539. 


.8757, 34784 


. .34873, 


34895. .35209 





3944 



Seq. No. 


3784 




Seq. ID 


OJ990402_23.9819.C5 


uene lno ■ 


OUiO 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.o5.ts 


Method 


TBLASTX: Soybean 


Start 


8362 




End 


35221 


GI 


none 




Score 


38 


Exons 


8362. .8535, 


8489.. 8527, 8536. 


.8676, 8582. .8674, 8681. .8758, 




8712. .8750, 


34802. .35221 






oeq ■ lno . 


O / O ft 




Seq. ID 


OJ990402_23.9819.C5 


Gene No. 


8026 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.o7.tw 


Method 


TBLASTX: Wheat 


Start 


8711 




End 


34771 


GI 


none 




Score 


181 


Exons 


8711. .8902, 


8711.. 8902, 34625 


. .34771 




oeq ■ lno • 


^7ft A 




Seq. ID 


OJ990402_23.9819.C5 


Gene No. 


8026 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.o6.ts 


Method 


TBLASTX: Soybean 


Start 


8762 




End 


34789 


GI 


none 




Score 


62 


Exons 


8762. .9148, 


34382. .34465, 34478.. 34585 


, 34589. .34789 


oeq . lno . 






Seq. ID 


OJ990402_23. 9819.C5 


Gene No. 


8026 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


9181 




End 


9484 


GI 


none 




Score 


395 


Exons 


9181. .9348, 


9182. .9484, 9183. 


.9476 




Can NI^ 

oeq ■ lno . 


"37ft A 
J / o ft 




Seq. ID 


OJ990402_23. 9819.C5 


Gene No. 


8026 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


9890 




End 


10201 


GI 


none 




Score 


290 


Exons 


9890. .10195, 


9892.. 10197, 9893.. 10201 




oeq ■ LNO . 


77fi A 
J/04 




Seq. ID 


OJ990402_23.9819.C5 


Gene No. 


8026 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.o6.tw 


Method 


TBLASTX: Wheat 


Start 


9952 




End 


10338 


GI 


none 




Score 


241 


Exons 


9952. .10338, 


9953. .10327 






Seq. No. 


3784 




Seq. ID 


OJ990402_23. 9819.C5 


Gene No. 


8026 




Strand 




Start 


37804 




End 


37908 


Name 


OJ990402 23. 


9819.C5.ol0.tm 


Method 


TBLASTX: Maize 


Start 


11469 




End 


12296 


GI 


none 




Score 


35 


Exons 


11469. .11624 


, 11508. .11621, 11526. .11612, 11642 .. 11683, 



3945 



11667. .11708, 11709. .12059, 11736. . 12041, 11745 .. 11924 , 

11778. .11921, 11779. .12036, 11803 . .12051 , 11817 11999, 

11832. .12008, 11862. .12047, 11889 .. 12038 , 12000 1204 1 , 

12111. .12269, 12111. .12203, 12111 .. 12203, 12111 .. 12191, 

12114. .12269, 12150.. 12296 



hi 



t 3 d 



: 1 



Seq. No. 


3784 




Seq. ID 


OJ990402 


_23.9819 


.C5 


Gene No. 


8026 




Strand 








Start 


37804 




End 


37908 






Name 


OJ990402 23. 9819. C5 


,o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


11505 




End 


12281 






GI 


none 




Score 


71 






Exons 


11505. .11618, 11526 


. .11621, 


11736. .11999, 11745 


. .12038, 






11776. .11997, 12105 


. .12203, 


12111. .12281, 12111 


. .12269, 






1 01 1 1 1 01 Q1 1 O 1 1 1 


. . 1ZZUO, 


12115. .12198 






Seq. No. 


3784 




Seq. ID 


OJ990402 


_23.9819 


.C5 


Gene No. 


8026 




Strand 








Start 


37804 




End 


37908 






Name 


OJ990402 23. 9819. C5 


.o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


11526 




End 


12329 






GI 


none 




Score 


68 






Exons 


11526. .11726, 11526 


. .11618, 


11670. .11732, 11742 


. .12038, 






11 / HD . . 1ZU41, 11/4D 




11745. .12038, 11745 








11881. .12039, 12105 


. .12296, 


12105. .12203, 12111 


. .12329, 






12111. .12281, 12111 


. .12206 










Seq. No. 


3784 




Seq. ID 


OJ990402 


_23. 9819 


.C5 


Gene No. 


8026 




Strand 








Start 


37804 




End 


37908 






Name 


OJ990402_23.9819.C5 


. 06. tm 


Method 


TBLASTX: 


Maize 




otart 


Q Q n Q C 




End 


33532 






GI 


none 




Score 


117 






Exons 


33095. .33235, 33112 


. .33228, 


33227. .33532, 33265 


. .33510, 






33266.-33532 












Seq. No. 


3784 




Seq. ID 


OJ990402 


_23.9819 


.C5 


Gene No. 


8026 




Strand 








Start 


37804 




End 


37908 






Name 




. Oo . LW 


Method 


TBLASTX: 


wneaT- 




Start 


33335 




End 


33661 






GI 


none 




Score 


190 






Exons 


33335. ,33661 












Seq. No. 


3784 




Seq. ID 


OJ990402 


_23. 9819 


.C5 


Gene No. 


8026 




Strand 








Start 


37804 




End 


37908 






Name 


OJ990402 23. 9819. C5 


.o4.tw 


Method 


TBLASTX: 


Wheat 




Start 


33940 




End 


34288 






GI 


none 




Score 


430 






Exons 


33940. .34167, 33941 


. .34288, 


33956. .3421 


35 






Seq. No. 


3784 




Seq. ID 


OJ990402 


_23. 9819 


.C5 


Gene No. 


8026 




Strand 








Start 


37804 




End 


37908 






Name 


OJ990402 23. 9819. C5 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


33998 




End 


34300 







3946 




GI 


none 




Score 


244 




Exons 


33998. .34300, 33998 


. .34267 








Seq. No. 


3784 




Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 




Strand 






Start 


37804 




End 


37908 




Name 


OJ990402 23. 9819. C5 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


36580 




End 


36915 




GI 


none 




Score 


357 




Exons . 


36580. .36915, 36600 


. .36914 








Seq. No. 


3784 




Seq. ID 


OJ990402_23.9819 


.C5 


Gene No. 


8026 




Strand 






Start 


37804 




End 


37908 




Name 


OJ990402 23.9819..C5 


.06. np 


Method 


AAT/NAP 




Start 


37804 




End 


37908 




GI 


5777617 




Score 


70 




Exons 


37804. .37908 










GI Descrip. 


(AJ245900) CAA30375 


. 1 protein 


[Oryza 


sativa] 




Seq. No. 


3784 




Seq. ID 


OJ990402_23. 9819 


.C5 


Gene No. 


8027 




Strand 






Start 


43243 




End 


43506 




Name 


OJ990402 23. 9819. C5 


. o2.tc 


Method 


TBLASTX: Cress 




Start 


43243 




End 


43506 




GI 


none 




Score 


332 




Exons 


43243. .43506, 43278 


. .43505 








Seq. No. 


3784 




Seq. ID 


OJ990402_23. 9819 


.C5 


Gene No . 


8027 




Strand 






Start 


43243 




End 


43506 




Name 


OJ990402 23. 9819. C5 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


43264 




End 


43506 




GI 


none 




Score 


318 




Exons 


43264 . . 43506, 43273 


..43494, 43278. .43499 




Seq. No. 


3784 , 




Seq. ID 


OJ990402_23.9819 


.C5 


Gene No . 


8027 




Strand 






Start 


4 3243 




End 


43506 




Name 


OJ990402 23. 9819. C5 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


43267 




End 


43494 




GI 


none 




Score 


385 




Exons 


43267. .43494, 43269 


. .43493 








Seq. No. 


3785 




Seq. ID 


OJ990402_23.9819 


.C6 


Gene No . 


8028 




Strand 






Start 


34 




End 


374 




Name 


OJ990402 23. 9819. C6 


. ol.gs 


Method 


GENSCAN 




Start 


34 




End 


374 




GI 


none 




Score 


.61 




Exons 


34. .146, 159. .374 










Seq. No. 


3786 




Seq. ID 


OJ990402_23.9819 


.C7 


Gene No. 


8029 




Strand 






Start 


672 




End 


1443 




Name 


OJ990402 23. 9819. C7 


. ol.gs 


Method 


GENSCAN 




Start 


672 




End 


1443 





3947 



i 5S * 



GI 


none 




Score 


.73 


Exons 


672. .777, 


1168. .1443 






Seq. No. 


3787 




Seq. ID 


OJ990402 


Rpnp Mo 


8030 




St* rand 


+ 


Start 


183 




End 


680 


Name 


OJ990402 


23.9819.C9.ol.gs 


Method 


GENSCAN 


Start 


183 




End 


680 


GI 


none 




Score 


.83 


Exons 


.183. .493, 


667. .680 






Seq. No. 


3788 




Seq. ID 


OJ990402 


flpnp No 


8031 




Strand 




Start 


396 




End 


2418 


Name 


OJ990402 


23.9819.C10.ol.gs 


Method 


GENSCAN 


Start 


396 




End 


2046 


GI 


none 




Score 


.7 


Exons 


396. .454, 


630. .674, 939. .1021, 1111. .1252, 1925 


Seq. No. 


3788 




Seq. ID 


OJ990402 


Gene No. 


8031 




Strand 




Start 


396 




End 


2418 


Name 


OJ990402 


23. 9819. C10. ol.np 


Method 


AAT/NAP 


Start 


559 




End 


2418 


GI 


6498436 




Score 


367 


Exons 


559. .674, 


939. .1252, 2383. . 


2418 




GI Descrip. 


(AP000815 


) hypothetical protein [Oryza 


sativa] 


Seq. No. 


3789 




Seq. ID 


OJ990402 


Gene No. 


8032 




Strand 


+ 


Start 


1 




End 


2683 


Name 


OJ990402 


23. 9819. Cll. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1812 


GI 


1769901 




Score 


1115 



Exons 
>-! GI Descrip. 

j= S3 

i.l 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..21, 263. .382, 578. .767, 878. .1002, 1080. .1295, 1435. .1812 
(X95737) proline transporter 1 [Arabidopsis thaliana] 
gi|2088642|gb|AAB95274.1| (AF002109) proline transporter 1 
[Arabidopsis thaliana] 



3789 
8032 
1 

OJ990402_23. 9819. Cll. ol.gp 

290 

none 

290. .694 



Seq.' ID OJ990402_23. 9819. Cll 

Strand + 

End 2683 

Method AAT/GAP 

End 694 

Score 788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3789 
8032 
1 

OJ990402_23. 9819. Cll. ol.gs 

878 

none 



Seq. ID OJ990402_23. 9819. Cll 

Strand +' 

End 2683 

Method GENSCAN 

End 2683 

Score .64 



878. .1002, 1080. .1295, 1435. .1761, 2663. .2683 



Seq. No. 
Gene No. 



3789 
8032 



Seq. ID OJ990402_23. 9819. Cll 
Strand + 



3948 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



2683 
AAT/GAP 
2105 
1112 



OJ990402_23. 9819. Cll. o2.gp 
1495 

14148_1.R1084 
1495. .2105 

, 1769901/emb|CAA65052| 2.0e-21 (X95737) proline transporter 1 
[Arabidopsis thaliana] >gi_2088642 (AF002109) proline 
transporter 1 [Arabidopsis thaliana] 1 



Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819.C11 


Gene No. 


8033 




Strand 


+ 


Start 


6943 




End 


8793 


Name 


OJ990402 23 


.9819. Cll. o2.np 


Method 


AAT/NAP 


Start 


6616 




End 


8783 


GI 


2832657 




Score 


1199 


Exons 


6616. .6763, 


7087.. 7265, 7323 


..8097, 8149. .8522, 8571. .8783 


GI Descrip. 


(AL021710) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819.C11 


Gene No. 


8033 




Strand 


+ 


Start 


6943 




End 


8793 


Name 


OJ990402 23 


.9819.Cll.o3.gs 


Method 


GEN SCAN 


Start 


6943 




-End 


8793 


GI 


none 




Score 


.73 


Exons 


6943. .8793 









Seq. No. 
Gene No. 
Start 
■= ~ Name 
hi Start 

ry gi 

i5 Exons 

GI Descrip. 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3789 Seq. ID 

8034 Strand 

8866 End 

OJ9904 02_23 . 9819 . Cll . o3 . gp Method 

8866 End 

LIB3431-061-P1-K1-H10 Score 
8866. .9284 

1 1144509/gb| U34601 IOSU34601 1.0e-10 Oryza sativa wanderer mobile 
element linked to Xa21 f 



OJ990402_23. 9819. Cll 
+ 

9284 
AAT/GAP 
9284 
806 



3789 
8035 
16128 

OJ990402_23. 9819 . C11-. 65 . gs 
16128 



none 

16128. 

17466. 



Seq. ID 
Strand 

End 18140 
Method GEN SCAN 
End 18140 
Score .76 
16180, 16290. .16509, 16737 168 95 , 17068 
18140 



OJ990402_23. 9819. Cll 
+ 



, 17160, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



3789 
8035 
16128 

OJ990402_23. 9819. Cll. o4.np 
16436 
6721112 
16436. . 16476, 17627.. 17971 
(AC007396) T4012.23 [Arabidopsis thaliana] 



Seq. ID OJ990402_23. 9819. Cll 

Strand + 

End 18140 

Method AAT/NAP 

End 17971 

Score 65 



3789 
8036 
25566 



Seq. ID OJ990402_23. 9819. Cll 
Strand + 
End 25647 



3949 



Name OJ990402_23 . 9819 .Cll . 06. gp Method AAT/GAP 

Start 25566 End 25647 

GI LIB3477-003-P1-K1-E9 Score 95 
Exons 25566. .25647 

GI Descrip. 1 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



; r=f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



t 3 n Seq. No. 
Pjj Gene No. 
r§ Start 
j ! 1 Name 
ilW Start 
GI 



3789 Seq. ID 

8037 Strand 

25801 End 

OJ9904 02_23 . 9819 . CI 1 . 06 . np Method 

25798 End 

2288969 Score 
25798. .26493 

(Y12862) glutathione transferase [Zea mays] 



OJ990402_23. 9819. Cll 
+ 

26499 
AAT/NAP 
26493 
558 



3789 Seq. ID 

8037 Strand 
25801 End 
OJ990402_23 . 9819 . Cll . 08 . gs Method 
25801 End 
none Score 
25801. .26499 

3789 Seq. ID 

8038 Strand 
3371 End 
OJ990402_23. 9819. Cll. o2.gs Method 
3371 End 
none Score 



OJ990402_23. 98 19. Cll 
+ 

26499 
GENSCAN 
26499 
1 



OJ990402_23. 9819. Cll 

3917 
GENSCAN 
3917 
.55 



i- i i 

1 ST 


Exons 


3371.. 3384, 3740.. 3917 








Q 


Seq. No. 


3789 


Seq. ID OJ990402_ 


23.9819. 


Cll 


£ 


Gene No. 


8039 


Strand 






"-4 


Start 


11433 


End 17195 






: s 
=1 

t 


Name 


OJ990402 23.9819.Cll.o4.gp 


Method AAT/GAP 






=5. 

hJ 


Start 


10968 


End 11496 






! :c i 


GI 


3760120 


Score 94 4 








Exons 


10968.. 11496 










GI Descrip. 


20255/embl Z11920 | OSHSP82A 1 


. Oe-17 0. sativa gene 


for heat 


shock 






protein 82 HSP82 










Seq. No. 


3789 


Seq. ID OJ990402_ 


_23.9819. 


Cll 




Gene No. 


8039 


Strand 








Start 


11433 


End 17195 








Name 


OJ990402 23.9819. Cll. o4.gs 


Method GENSCAN 








Start 


11433 


End 15281 








GI 


none 


Score .54 








Exons 


11433. .11508, 11954. .12029, 


13015. .13162, 13300. 


, .13458, 








14140. .14188, 14 693. .14 817, 


15156. .15281 








Seq. No. 


3789 


Seq. ID OJ990402_ 


23.9819. 


Cll 




Gene No. 


8039 


Strand 








Start ' 


11433 


l End 17195 








Name 


OJ990.402 23.9819.Cll.o3.np 


Method AAT/NAP 








Start 


11868 


End 17195 







3950 




GI 


6850862 


Score 


912 


Exons 


11868. .12103, 13077. .13162, 


13300. .13458, 14140. .14188, 




14693. .14817, 15159 .. 15329, 


15555. .15884, 16088. .16222, 




17153. .17195 






GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


3789 




UU -/^LCiUt. CO* _70X.7.V_*XX 


^pnp Wo 
UCHC IW . 


O \J J J 


oil d I in 




Start 


11433 




X / X .7 -J 


Name 


OJ990402 23.9819.Cll.o5.gp 




AAT /CAP 


Start 


15695 


End 


16221 


GI 


2311965 


Score 


575 


Exons 


15695. .15907, 16118.. 16221 






Seq. No. 


3789 


Seq. ID 


OJ990402_23. 9819. Cll 


Gene No. 


8040 


Strand 




Start 


22611 


End 


24982 


Name 


OJ990402 23.9819. Cll.o5.np 


Method 


AAT /NAP 


Start 


22611 


End 


24982 




2191136 


Score 


552 


Exons 


22611. .23576, 24959.-24982 






GI Descrip. 


(AF007269) Similar to UTP-Glucose Glucosyltransf erase; coded 




by A. thaliana cDNA T46230; 


coded for 


by A. thaliana cDNA 




H76538; coded for by A. thaliana cDNA 


H7 6290 [Arabidopsis 




thaliana] 






Seq. No. 


3789 


Seq. ID 


OJ990402_23. 9819. Cll 


CZ&r\& Wo 


8041 


Strand 




Start 


25096 


End 


25489 


Name 


OJ990402 23.9819.Cll.o7.gs 


Method 


GENSCAN 


Start 


25096 


End 


25489 


GI 


none 


Score 


.69 


Exons 


25096. .25300, 25425.-25489 






Seq. No. 


3789 


Seq. ID 


OJ990402_23. 9819. Cll 


Gene No. 


8042 


Strand 




Start 


27198 


End 


27387 


Name 


OJ990402 23. 9819.C11 . ol . tc 


Method 


TBLASTX: Cress 


Start 


265 


End 


1815 


GI 


none 


Score 


140 


Exons 


265. .381, 278. .382, 288. .383, 565. .768 


, 566.-772, 873.-998, 




874 . .1008, 1056. .1277, 1074. 


.1298, 1076. .1294, 1435. .1479, 




1488.. 1808, 1489/.1815 






Seq. No. 


3789 


Seq. ID 


OJ990402_23. 9819. Cll 


Gene No. 


8042 


Strand 




Start 


27198 


End 


27387 


Name 


OJ990402 23.9819.Cll.o4.ts 


Method 


TBLASTX: Soybean 


Start 


265 


End 


915 


GI 


none 


Score 


81 


Exons 


265. .381, 274. .381, 278. .382 


, 547. .768 


, 556.. 792, 566.. 772, 




874. .915 






Seq. No. 


3789 


Seq. ID 


OJ990402_23. 9819. Cll 


Gene No. 


8042 


Strand 




Start 


27198 


End 


27387 


Name 


OJ990402 23. 9819 . Cll . ol . tm 


Method 


TBLASTX: Maize 



3951 



Start 
GI 

Exons 



267 End 1204 

none Score 76 

267. .374, 281. .382, 286. .378, 292. .384, 293. .382, 542. .580, 
571. .843, 572. .772, 868. .918, 914. .1000, 916. .1008, 919. .1002, 
1074. .1202, 1076.. 1204, 1079. .1204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3789 
8042 
27198 

OJ990402_23. 9819. Cll. ol.tw 

611 

none 



Seq. ID OJ990402_23.9819.C11 
Strand 

End 27387 

Method TBLASTX: Wheat 

End 23426 

Score 215 



611. .769, 613. .768, 873. .998, 874. .1008, 1062. .1190, 1074. .1247, 
1079.. 1243, 23331. .23366, 23355.. 23426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.'=1 Seq. No. 
J;!: Gene No. 
iu 

Q 



Start 
Name 
Id Start 

i-s 5 Exons 

i y 

Seq. No. 
Q Gene No. 

Start 
j,_ Name 
Start 
GI 

Exons 



1ST 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3789 
8042 
27198 

OJ990402_23.9819.Cll.o2.ts 

927 

none 



Seq. ID OJ990402_23.9819.C11 
Strand 

End 27387 

Method TBLASTX : Soybean 

End 1815 

Score 109 



927. .998, 928. .1008, 1074. .1298, 1076. .1294, 1089. .1298, 
1132. .1308, 1432. .1467, 1434. .1481, 1435. .1479, 1489. .1815, 
1492. .1719, 1563. .1814 



3789 
8042 
27198 

OJ990402_23.9819.Cll.o2.tm 

1208 

none 



Seq. ID OJ990402_23.9819.C11 
Strand 

End 27387 

Method TBLASTX : Mai ze 

End 1815 

Score 132 



1208. .1294, 1209. .1298, 1434. .1808, 1435. .1815, 1438. .1815 



3789 
8042 
27198 

OJ990402_23.9819.Cll.o2.tw 

1259 

none 



Seq. ID OJ990402_23.9819.C11 
Strand 

End 27387 

Method TBLASTX : Wheat 

End 1707 

Score 59 



1259. .1294, 1432. .1707, 1435. .1707 



3789 
8042 
27198 

OJ990402_23.9819.Cll.o4.tw 

7195 

none 



Seq. ID OJ990402_23.9819.C11 
Strand 

End 27387 

Method TBLASTX : Wheat 

End 8733 

Score 87 



7195. .7398, 7315. .7554, 7582. .7698, 7615. .8001, 7626. .7841, 
7905. .8000, 7918. .8304, 8221. .8598, 8223. .8573, 8523. .8645, 
8524. .8733 



Seq. No. 3789 

Gene No. 8042 

Start 27198 

Name OJ990402_23 . 9819 . Cll .o3.tc 

Start 7210 

GI none 



Seq. ID OJ990402_23. 9819. Cll 
Strand 

End 27387 

Method TBLASTX : Cress 

End 8700 

Score 68 



3952 



Exons 


7210. . 


7401, 7240.. 7458, 7243 


..7401, 7330. .7578, 


7456. .7584, 




7561. . 


7758, 7597.. 7767, 7639 


'..8064, 7702. .7791, 


7756. .8076, 




7843. . 


8052, 7896.. 8051, 7906 


i. .8061, 7945. .8364, 


7948. .8067, 




8032. . 


8313, 8203.. 8700, 8392 


..8646, 8445. .8615, 


8502. .8648 


Seq. No. 


3789 




Seq. ID 


OJ990402 


_23.9819.C11 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819-Cll.ol.ts 


Method 


T BLAST X : 


Soybean 


Start 


7240 




End 


8736 . 




GI 


none 




Score 


137 




Exons 


7240. . 


7521, 7408. .7569, 7579. .7830, 7708. .8136, 


7785. .8135, 




8008. . 


8436, 8013.. 8435, 8311 


. .8736 






Seq. No. 


3789 




Seq. ID 


OJ990402 


_23.9819.C11 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.Cll.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


7336 




End 


8736 




GI 


none 




Score 


137 




Exons 


7336. . 


7569, 7642. .7902, 7939. .8205, 7941. .8207, 


7942. .8208, 




8242. . 


8511, 8548.. 8736 








Seq. No. 


3789 




Seq. ID 


OJ990402 


_23.9819.C11 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.Cll.o4.tm 


Method 


TBLASTX:! 


Maize 


Start 


11513 




End 


16284 




GI 


none 




Score 


187 




Exons 


11513. 


.11674, 11514. .11675, 


11520. .11675, 11525 


. .11776, 




11953. 


.12102, 11960. .12103, 


12551. .12631, 12558 


. .12632, 




12560. 


.12634, 13046. .13165, 


13073. .13162, 13080 


. . 13163, 




13297. 


.13461, 13298. .13462, 


14140. .14190, 14660 


. .14818, 




14691. 


.14819, 15156. .15329, 


15161. .15328, 15278 


. .15331, 




15532. 


.15612, 15541. .15612, 


15564. .15728, 15613 


. .15675, 




15653. 


.15850, 15653. .15892, 


15672. .15893, 15672 


. .15908, 




15673. 


.15909, 16113. .16235, 


16114. .16224, 16261 


. .16284 


Seq. No. 


3789 




Seq. ID 


OJ990402 


_23.9819.C11 


Gene No . 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.Cll.o5.tc 


Method 


TBLASTX: Cress 


Start 


11516 




End 


12018 




GI 


none 




Score 


86 




Exons 


11516. 


.11686, 11526. .11612, 


11953. .12018 




Seq. No. 


3789 




Seq. ID 


OJ990402 


_23.9819.C11 


Gene No . 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.Cll.o7.ts 


Method 


TBLASTX: Soybean 


Start 


11525 




End 


11675 




GI 


none 




Score 


88 




Exons 


11525. 


.11674, 11526. .11675, 


11544. .11675 




Seq. No. 


3789 




Seq. ID 


OJ990402 


_23.9819.C11 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 





3953 



Name 

Start 

GI 

Exons 



OJ990402_23.9819.Cll.o6.ts Method 
11953 End 
none Score 



TBLASTX : Soybean 

13391 

128 



11953. .12102, 11960. .12103, 12560 .. 12634 , 13073 13162, 
13074. .13163, 13297. .13389, 13298 .. 13390, 13320.. 13391 



Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819 


.Cll 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.C11 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


22761 




End 


23337 




GI 


none 




Score 


61 




Exons 


22761. .22814, 22823. 


.22891, 


22824. .22901, 22915 .. 23088, 






22916. .23071, 23098. 


.23337, 


23126. .23287 




Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819 


.Cll 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.C11 


.o5. tm' 


Method 


TBLASTX : Maize 




Start 


22764 




End 


23343 




GI 


none 




Score 


38 






22764 22796 22826 


. 22891, 


22915. .23088, 22919 .. 23071, 






23119. .23283, 23120. 


.23281^ 


23137. .23283, 23302.. 23343 




Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819 


.Cll 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23.9819.C11 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


22814 




End 


23556 




GI 


none 




Score 


44 




Exons 


22814. .22891, 22815. 


.22901, 


22915. .23073, 22916 .. 23080, 






23077. .23286, 23129. 


.23287, 


23137. .23292, 23308 .. 23355, 






23389. .23556, 23390. 


.23440 








Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819 


-Cll 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23 9819 Cll 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


25804 




End 


26157 




GI 


none 




Score 


280 




Exons 


25804. .26157, 26059. 


.26121 








Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819 


.Cll 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23. 9819. Cll 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


25822 




End 


26427 




GI 


none 




Score 


168 




Exons 


25822. .26037, 26059. 


.26154, 


26290.. 26427 




Seq. No. 


3789 




Seq. ID 


OJ990402_23.9819 


.Cll 


Gene No. 


8042 




Strand 






Start 


27198 




End 


27387 




Name 


OJ990402 23. 9819. Cll 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


25828 




End 


26130 




GI 


none 




Score 


260 




Exons 


25828. .26130, 25860. 


.26024 









3954 




Seq. No. 


3789 


Seq. ID 


OJ990402 23.9819.C11 


Gene No. 


8042 


Strand 




Start 


27198 


End 


27387 


Name 


OJ990402 23.9819.Cll.o3.tw 


Method 


TBLASTX: Wheat 


Start 


25852 


End 


26157 


GI 


none 


Score 


283 


Exons 


25852. .26157 






Seq. No. 


3789 


Seq. ID 


OJ990402 23.9819.C11 


Gene No. 


8042 


Strand 




Start 


27198 


End 


27387 


Name 


OJ990402 23.9819.Cll.o9.gs 


Method 


GENSCAN 


Start 


27198 


End 


27387 


GI 


none 


Score 


.8 


Exons 


27198. .27258, 27305. .27387 






Seq. No. 


3790 


Seq. ID 


OJ990402 23.9819.C12 


Gene No. 


8043 


Strand 




Start 


48 


End 


701 


Name 


OJ990402 23.9819.C12.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


701 


GI 


none 


Score 


. 65 


Exons 


48. .701 






Seq. No. 


3791 


Seq. ID 


OJ990402_23. 9819.C13 


Gene No. 


8044 


Strand 




Start 


1 


End 


764 


Name 


OJ990402 23.9819.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


764 


GI 


2498930 


Score 


1210 


Exons 


1. .764 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU L AT ION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


3791 


Seq. ID 


OJ990402_23. 9819.C13 


Gene No. 


8044 


Strand 




Start 


1 


End 


764 


Name 


OJ990402 23.9819.C13.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


639 


GI 


none 


Score 


.9 


Exons 


61. .639 






Seq. No. 


3792 


Seq. ID 


OJ990312_14.9819.C1 


Gene No. 


8045 


Strand . 


+ 


Start 


314 


End 


538 


Name 


OJ990312 14.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


314 


End 


538 


GI 


none 


Score 


.8 


Exons 


314. .386, 407. .538 






Seq. No. 


3793 


Seq. ID 


OJ990312_14.9819.C2 


Gene No. 


8046 


Strand 


+ 


Start 


1 


End 


1055 


Name 


OJ990312 14.9819.C2.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


762 


GI 


6957704 


Score 


197 



3955 



Exons , 1..47, 389.. 499, 604.. 762 

GI Descrip. (AC021640) hypothetical protein [Arabiciopsis thaliana] 



Seq. No. 3793 Seq. ID 

Gene No. 8046 Strand 

Start 1 End 

Name OJ990312_14 . 9819. C2 .ol.gs Method 

Start 96 End 

GI none Score 

Exons 96.. 148, 409.. 499, 604.. 679 



OJ990312_14.9819.C2 
+ 

1055 
GEN SCAN 
679 
.81 



Seq. No. 3793 Seq. ID OJ990312_14 . 9819 . C2 

Gene No. 804 6 Strand + 

Start 1 End . 1055 

Name OJ990312_14 . 9819 . C2 . ol . np Method AAT/NAP 

Start 115 End 1055 

GI 5734621 Score 112 

Exons 115.. 315, 967.. 1055 

GI Descrip. (AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 

a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 


3793 




Seq. ID 


OJ990312_14.9819.C2 


Gene No. 


8046 




Strand 


+ 


Start 


1 




End 


1055 


Name 


OJ990312 14.9819.C2.ol.tm 




Method 


TBLASTX: Maize 


Start 


375 




End 


784 


GI 


none 




Score 


127 


Exons 


375. .503, 386. .499, 406.. 


501, 


532. .771, 


602. .784, 602. .769 


Seq. No. 


3793 




Seq. ID 


OJ990312 14. 9819. C2 


Gene No. 


8046 




Strand 


+ 


Start 


1 




End 


1055 


Name 


OJ990312 14.9819.C2.ol.gp 




Method 


AAT/GAP 


Start 


409 




End 


770 


GI 


uC-osflM202058gllal 




Score 


454 


Exons 


409. .499, 604. .770 








GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-8 6 


i Oryza sativa subsp 




japonica BAC clone 34K24, 


complete sequence' 


Seq. No. 


3794 




Seq. ID 


OJ990312_14. 9819.C3 


Gene No. 


8047 




Strand 


+ 


Start 


644 




End 


1495 


Name 


OJ990312 14. 9819. C3 . ol.gs 




Method 


GENS CAN 


Start 


644 




End 


1495 


GI 


none 




Score 


.62 


Exons 


644. .760, 852. .890, 1430. 


.1495 




Seq. No. 


3794 




Seq. ID 


OJ990312_14.9819.C3 


Gene No. 


8048 




Strand- 


+ 


Start 


2966 




End 


6331 


Name 


OJ990312 14.9819.C3.o3.np 




Method 


AAT/NAP 


Start 


2966 




End 


6331 


GI 


93144 




Score 


45 


Exons 


2966. .3128, 3273.-3629, 3740. 


.3841, 4314.. 4431, 6306.. 6331 


GI Descrip. 


hypothetical protein - suid herpesvirus 


i 1 (strain 




Indiana-Funkhuser or Becker) 


gi|334068 


(M57505) ORF2 



3956 




[Pseudorabies virus] 



Seq. No. 


3794 


Seq. ID 


OJ990312_14.9819.C3 


Gene No. 


8049 


Strand 




Start 


231 


End 


3380 


Name 


OJ990312 14.9819.C3.o2.np 


Method 


AAT/NAP 


Start 


231 


End 


3380 


GI 


6957519 


Score 


315 


Exons 


231. .272, 1745. .2586, 3336. 


.3380 




GI Descrip.. 


(AC022288) putative gag-pol 


polyprotein [Arabidopsis thaliana] 


Seq. No. 


3794 


Seq. ID 


OJ990312_14.9819.C3 


Gene No. 


8050 


Strand 




Start 


5582 - 


End 


5676 


Name 


OJ990312 14.9819.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2056 


End 


2445 


GI 


none 


Score 


183 


Exons 


2056.. 2445 







Seq. No. 3794 Seq. ID 

Gene No. 8050 Strand 

Start 5582 End 

Name OJ990312JL4 . 9819 . C3 . ol . tw Method 

Start 2098 End 

GI none * Score 

Exons 2098.. 2466, 2144.. 2434 



OJ990312_14.9819.C3 
5676 

TBLASTX: Wheat 

2466 

119 



Seq. No. 3794 Seq. ID OJ990312_14 . 9819 . C3 

A Gene No. 8050 Strand 

i% Start 5582 End 5676 

i: !f Name OJ990312_14 . 9819 . C3 . ol . gp Method AAT/GAP 

; =3 Start 5582 End 5676 

]" LI GI 5867_1.R1084 Score 133 

!5 Exons 5582.. 5676 

ri GI Descrip. 1 4 64986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 

■Jl ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

i= ~ ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 

u3 thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 

Q enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 

ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 3795 Seq. ID 

Gene No. 8051 Strand 

Start 3457 End 

Name OJ990312_14 . 9819 . C4 . o2 . gs Method 

Start 3457 End 

GI none Score 

Exons 3457. .4146, 4204.. 4620 



OJ990312_14.9819.C4 
+ 

4652 
GENSCAN 
4620 
. 91 



Seq. No. 3795 Seq. ID OJ990312 

Gene No. 8051 Strand + 

Start 3457 End 4652 

Name OJ990312_14 . 9819 . C4 . o2 . np Method AAT/NAP 

Start 3634 End 4652 

GI 6715737 Score 431 

Exons 3634.. 4191, 4316.. 4652 



14. 9819. C4 



3957 



GI Descrip. (AC016447) putative zinc finger protein [Arabidopsis thaliana] 



Seq. No. 3795 

Gene No. 8052 

Start 7370 

Name OJ990312_14 . 9819 . C4 . ol . gp 

Start 7370 

GI uC-osroM202018e03bl 

Exons 7370.. 7752 

.GI Descrip. 1 3218542/dbj I AB004813 I AB004813 8.0e-09 Oryza sativa AOXlb and 
AOXla genes, complete ' cds * 



Seq. ID OJ990312_14 .9819.C4 

Strand + 

End 7752 

Method AAT/GAP 

End 7752 

Score 728 



Seq. No. 3795 

Gene No. 8053 

Start 780 

Name OJ990312_14 . 9819 . C4 . ol .np 

Start 759 

GI .5777617 

Exons 759.. 880 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990312_14.9819.C4 
Strand 

End 1229 

Method AAT/NAP 

End 880 

Score 102 



ru 



ru 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3795 
8055 
6447 

OJ990312_14 . 9819.C4 . c-4 .gs 

6447 

none 



End 

Method 
End 
Score 



3795 
8053 
780 

OJ990312_14 . 981 9 . C4 . ol . gs 
780 
none 

780. .1229 

3795 
8054 
5400 

OJ990312JL4 . 981 9 . C4 . o3 . gs 
5400 
none 

5400. .5430, 5498. .5643, 5665. .5730 



Seq. ID OJ990312_14.9819.C4 
Strand 

1229 
GENSCAN 
1229 
.43 



Seq. ID OJ990312_14.9819.C4 
Strand 

5730 
GENSCAN 
5730 
.65 



End 

Method 
End 
Score 



Seq. ID OJ990312_14.9819.C4 
Strand 

End 9077 

Method GENSCAN 

End 9065 

Score ".7 



6447. .6581, 6645. .6689, 7227. .7358, 7549.-7665, 7766. .7942, 
7959. .8231, 8414. .8579, 8668. .9065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3795 
8055 
6447 

OJ990312_14 . 9819.C4.o3.np 

6450 

6862941 



Seq. ID OJ990312_14.9819.C4 
Strand 

End 9077 

Method AAT/NAP 

End 9065 

Score 38 6 



6450. .6689,' 7227. .7374, 8406. .8579, 8668. .9065 

(AC019018) putative oxidoreductase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



3795 
8055 



Seq. ID OJ990312_14.9819.C4 
Strand 



3958 




Start 


6447 






End 


9077 


Name 


OJ990312 14 


.9819.C4.o4. 


np 


Method 


AAT/NAP 


Start 


6840 




End 


9077 


GI 


3924597 






Score 


198 


Exons 


6840. .6863, 


7231. .7399, 


8413. 


.8579, 8674.. 9077 


GI Descrip. 


(AF069442) 


putative oxidoreductase [Arabidopsis thaliana] 


Seq. No. 


3795 






Seq. ID 


OJ9 90312 14 . 9819 .C4 


Gene No . 


8056 






Strand 




Start 


10865 






End 


11215 


Name 


OJ990312 14 


.9819.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4374 






End 


4604 


GI 


none 






Score 


94 


Exons 


4374. .4427, 


4374 4604. 


4375. 


.4602 




Seq. No. 


3795 






Seq. ID 


OJ990312_14.9819.C4 


Gene No. 


8056 






Strand 




Start 


10865 






End 


11215 


Name 


OJ990312 14 


.9819.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7236 






End 


8536 


GI 


none 






Score 


148 


Exons 


7236. .7379, 


7237. .7362, 


7284 . 


.7364, 8360.. 8521, 8390.. 8536 


Seq. No. 


3795 






Seq. ID 


OJ990312_14.9819.C4 


Gene No . 


8056 






Strand 




Start 


10865 






End 


11215 


Name 


OJ990312 14 


.9819.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


10865 






End 


11215 


GI 


none 






Score 


670 


Exons 


10865. .11215 








Seq. No. 


3796 






Seq. ID 


OJ990312_14.9819.C5 


Gene No. 


8057 






Strand 




Start 


1812 






End 


6091 


Name 


OJ990312 14 


.9819.C5.ol. 


gs 


Method 


GENSCAN 


Start 


1812 






End 


6091 


GI 


none 






Score 


.77 


Exons 


1812. .1947, 


2486. .3024, 


6032. 


.6091 




Seq. No. 


3796 






Seq. ID 


OJ990312_14.9819.C5 


Gene No. 


8057 






Strand 




Start 


1812 






End 


6091 


Name 


OJ990312 14 


. 9819.C5.ol. 


np 


Method 


AAT/NAP 


Start 


2494 




End 


3015 


GI 


3643595 






Score 


249 


Exons 


2494. .3015 










GI Descrip. 


(AC005395) ] 


putative oleosin protein [Arabidopsis thaliana] 


Seq. No. 


3796 






Seq. ID 


OJ990312_14.9819.C5 


Gene No. 


8057 






Strand 




Start 


1812 






End 


6091 


Name 


OJ990312 14 


.9819.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2524 






End 


2760 


GI 


none 






Score 


96 


Exons 


2524. .2646, 


2525. .2644, 


2725. 


.2760 




Seq. No. 


3796 






Seq. ID 


OJ990312_14.9819.C5 



3959 




Gene No 


8057 








Strand 




Start 


1812 








End 


6091 


Name 


OJ990312 14 


.9819 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2533 








End 


2905 


GI 


none 








Score 


374 


Exons 


2533. .2646, 


2534 


. .2905, 


2725 


..2772, 2848. .2904 


Seq. No. 


3797 








Seq. ID 


OJ990312 14. 9819. C6 


Qpnp Mo 


8058 








Strand 


+ ~~ . 


Start 


213 








End 


2067 


•Name 


OJ990312 14 


.9819 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


213 








End 


2046 


GI 


none 








Score 


.83 


Exons 


213. .517, 1433.. 


1832, 1915.. 


2046 




Seq. No. 


3797 








Seq. ID 


OJ990312_14.9819.C6 


Gene No. 


8058 








Strand 


+ 


Start 


213 








■End 


2067 


Name 


OJ990312 14 


.9819 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1432 








End 


2038 


GI 


none 








Score 


568 


Exons 


1432. . 1473, 


1433 


. .1846, 


1537 


..1824, 1902. .2036, 1911. .2015, 




1913. .2038 












Seq. No. 


3797 








Seq. ID 


OJ990312_14.9819.C6 


Gene No. 


8058 








Strand 


+ 


Start 


213 








End 


2067 


Name 


OJ990312 14 


.9819 


,C6.ol. 


np 


Method 


AAT/NAP 


Start 


1433 








End 


2067 


GI 


6692731 








Score 


719 


Exons 


1433 . . 1832, 


1915 


. .2067 








GI Descrip. 


(AC012679) 


putative MAF 


kinase [Arabidopsis thaliana] 


Seq. No. 


3797 








Seq. ID 


OJ990312_14.9819.C6 


Gene No . 


8058 








Strand 


+ 


Start 


213 








End 


2067 


Name 


OJ990312 14 


.9819 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Starts 


1433 . 








End 


2036 


GI 


none 








Score 


564 


Exons 


1433. .1846, 


1438 


. .1473, 


1537 


..1824, 1902.. 2036, 1913.. 2023 


Seq. No. 


3797 








Seq. ID 


OJ990312_14.9819.C6 


Gene No 


8058- 








Strand 


+ 


Start 


213 








End 


2067 


Name 


OJ990312 14 


.9819 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1445 








End 


2024 


GI 


none 








Score 


524 


Exons 


1445. .1846, 


1531 


. .1824, 


1902 


..2024, 1913.. 2023 


Seq. No. 


3797 








Seq. ID 


OJ990312_14.9819.C6 


Gene No. 


8058 








Strand 


+ 


Start 


213 








End 


2067 


Name 


OJ990312 14 


.9819 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1490 








End 


2018 


GI 


none 








Score 


306 


Exons 


1490. .1846, 


1490 


. .1846, 


1537 


..1875, 1902. .2018, 1913. .1990 



3960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990312_14.9819.C7 

Strand + 

End 3597 

Method AAT/NAP 

End 3230 

Score 830 

1..94, 268. .417/ 789. .944, 1051. .1188, 1277. .1350, 1575. .1676, 
1723.. 1862, 2907.. 3007, 3159.. 3230 

(AF177392) blast and wounding induced mitogen-activated protein 
kinase [Oryza sativa] 



3798 
8059 
1 

OJ990312_14.9819.C7.ol.np 
1 

5815410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3798 
8059 
1 

OJ990312_14.9819.C7.ol.gs 

268 
none 



Seq. ID OJ990312_14.9819.C7 

Strand + 

End 3597 

Method GEN SCAN 

End 3233 

Score .89 



268. .417, 789. .944, 1277. .1350, 1575. .1676, 2818. .3007, 
3159.. 3233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3798 
8059 
1 

OJ990312_14 .9819.C7.ol.gp 
829 

uC-osflcypl70a!0bl 



Seq. ID OJ990312_14.9819.C7 

Strand + 

End 3597 

Method AAT/GAP 

End 1671 

Score 717 



829. .944, 1051. .1188, 1277. .1350, 1575. .1671 

'5815410/gb|AAD52659.1|AF177392_l 5.0e-52 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] 1 



fy Seq. No. 


3798 






Seq. ID 


OJ990312_14.9819 


.C7 


Gene No. 


8059 






Strand 


+ 




!U Start 


1 






End 


3597 




Name 


OJ990312 14 


.9819.C7.o2.gp 




Method 


AAT/GAP 




^ Start 


2880 






End 


3597 




GI 


none 






Score 


1036 




Kj Exons 


2880. .3007, 


3156. .3597 










Seq. No. 


3798 






Seq. ID 


OJ990312_14.9819 


.C7 


!=c * Gene No. 


8060 






Strand 






Start 


5427 






End 


5563 




Name 


OJ990312 14 


.9819.C7.ol.tc 




Method 


TBLASTX: Cress 




Start 


34 






End 


431 




GI 


none 






Score 


106 




Exons 


34. .90, 35. 


.91, 262. .396, 


268 


..420, 270. .431 




Seq. No. 


3798 






Seq. ID 


OJ990312JL4.9819 


.C7 


Gene No. 


8060 






Strand 






Start 


5427 






End 


5563 




Name 


OJ990312 14 


.9819.C7.o2.tm 




Method 


TBLASTX: Maize 




Start 


34 






End 


420 




GI 


none 






Score 


111 




Exons 


34. .87, 35. 


.94, 255. .401, 


259 


..381, 265 


..420, 267. .404 




Seq. No. 


3798 






Seq. ID 


OJ990312_14.9819 


.C7 


Gene No. 


8060 






Strand 







3961 




Start 


5427 


End 


5563 


Name 


OJ990312 14.9819.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


34 


End 


1387 


GI 


none 


Score 


111 


Exons 


34. .93, 35. .94, 265. .420, 265 


..399, 267. .404, 278. .445, 




467. .520, 786. .944, 791. .943, 


1048. .1191, 1050. .1196, 1277 


Seq. No. 


3798 


Seq. ID 


OJ990312_14.9819.C7 


Gene No. 


8060 


Strand 




Start 


5427 


End 


5563 


Name 


OJ990312 14 . 9819.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


779 


End 


3245 


GI 


none 


Score 


175 


Exons 


779. .937, 786. .944, 786. .944, 


787. .945, 


1048. .1191, 1048.. 




1258.. 1332, 1277.. 1327, 1572. 


.1676, 1572.. 1688, 1573.. 1677 




2801.. 2869, 2806.. 2847, 2807. 


.2866, 2852.. 2998, 2858.. 3007 




2862.. 3011, 2875.. 3018, 2892. 


.3008, 3162.. 3245, 3174.. 3239 


Seq. No. 


3798 


Seq. ID 


OJ990312_14.9819.C7 


Gene No . 


8060 


Strand 




Start 


5427 


End 


5563 


Name 


OJ990312 14 . 9819.C7.o3.tc 


Method 


TBLASTX: Cress 


Start 


786 


End 


942 


GI < ■ 


none ' 


Score 


211 


Exons 


786. .941, 790. .942, 792. .941 






Seq. No. 


3798 


Seq. ID 


OJ990312_14.9819.C7 


Gene No . 


8060 


Strand 




Start 


5427 


End 


5563 


Name 


OJ990312 14.9819.C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


1059 


End 


1324 


GI 


none 


Score 


194 


Exons 


1059. .1196, 1060. .1191, 1277. 


.1318, 1286.. 1324 


Seq. No. 


3798 


Seq. ID 


OJ990312_14.9819.C7 


Gene No. 


8060 


Strand 




Start 


5427 


End 


5563 


Name 


OJ990312 14.9819.C7.o2.gs 


Method 


GENSCAN 


Start 


5427 


End 


5563 


GI 


none 


Score 


.77 


Exons 


5427.. 5563 






Seq. No. 


3799 


Seq. ID 


OJ990312_14.9819.C8 


Gene No . 


8061 


Strand 


+ 


Start 


2226 


End 


5206 


Name 


OJ990312 14.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


2226 


End 


5206 


GI 


none 


Score 


.63 


Exons 


2226.. 2366, 2470.. 2723, 4226. 


.4371, 4738.. 4902, 4933.. 5206 


Seq. No. 


3799 


Seq. ID 


OJ990312_14.9819.'C8 


Gene No. 


8062 


Strand 


+ 


Start 


10247 


End 


10860 


Name 


OJ990312 14.9819.C8.ol.gp 


Method 


AAT/GAP 


Start 


10247 


End 


10860 


GI 


none 


Score 


972 


Exons 


10247. .10731, 10836.. 10860 







3962 




Seq. No. 


3799 








Seq. ID 


OJ990312_14.9819.C8 


Gene No. 


8063 








Strand 




Start 


6869 








End 


11940 


Name 


OJ990312 14 


.9819. 


C8.ol. 


np 


Method 


AAT/NAP 


Start 


6547 








End 


8776 


GI 


3377509 








Score 


1232 


Exons 


6547. .6610, 


6712. 


.6788, 


6896.' 


.7053, 7138.. 7223, 7334.. 7481, 




7513. .8776 












GI Descrip. 


(AF056027) 


auxin 


transport protein REH1 [Oryza sativa] 


Seq. No. 


3799 








Seq. ID 


OJ990312_14.9819.C8 




8063 








Strand 




Start 


6869 








End 


11940 


Name 


OJ990312 14 


.9819. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6547 








End 


7447 


GI 


none 








Score 


75 


Exons 


6547. .6609, 


6714 . 


67ftfl 

• D / O O , 


671 ^ 


.6792, 6888.. 7055, 6890.. 7063, 




7121. .7225, 


7128. 


79^9 


7^1 Q 


.7447, 7333..7446 


Seq. No. 


3799 








Seq. ID 


OJ990312_14.9819.C8 


Gene No. 


8063 








Strand 




Start 


6869 








End 


11940 


Name 


O.TQQD31 9 14 


981 9 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6547" 








End 


8797 


GI 


none 








Score 


49 


Exons 


6547. .6609, 


6548. 


. DD1U/ 


671 A 


.6788, 6715. .6792, 6888. .7067, 




6890. .7063, 


7121. 


7 99 R 


71 9ft 
/ ± £ o . 


.7232, 7307. .7447, 7333. .7446, 




7336. .7449, 


7886. 


1 Q97 


ft on 6 


.8086, 8: 


195. .8467, 8202. .8465, 




8492. .8797, 


8520. 


8769 








Seq. No. 


3799 








Seq. ID 


OJ990312_14.9819.C8 


Gene No. 


8063 








Strand 




OLQi L 


6869 

U O V 








End 


11940 


Name 


OJ990312 14 


.9819. 


PP. ol 


UIU • 


Method 


TBLASTX: Maize 


Start 


6547 








End 


7422 


GI 


none 








Score 


62 


Exons 


6547. .6609, 


6548. 


661 ^ 


OJJl • 


.6610, 6696.-6776, 6711. .6788, 




6715. .6789, 


6890. 


i n 6** 




.7055, 7121. .7225, 7128. .7217, 




7141. .7227, 


7142. 


. / «J , 


■ 7319. 


.7417, 7333. .7416, 7333.-7422 




37QQ 








Seq. ID 


OJ990312_14.9819.C8 


Gene No. 


8063 








Strand 




Start 


6869 








End 


11940 


Name 


OJ990312 14 


.9819. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6711 








End 


7422 


GI 


none 








Score 


74 


Exons 


6711. .6788, 


6890. 


.7063, 


7130. 


.7225, 7333. .7422 . 


Seq. No. 


3799 








Seq. ID 


OJ990312_14.9819.C8 


Gene No. 


8063 








Strand 




Start 


6869 








End 


11940 


Name 


OJ990312 14 


.9819. 


C8.o2. 


gs 


Method 


GEN SCAN 


Start 


6869 








End 


11940 


GI 


none 








Score 


.79 


Exons 


6869. .7053, 


7138. 


.7223, 


7334. 


.7637, 7696. .8825, 10247 10535 , 



11740. .11940 



' 3963 





j / .7 y 




D.TQQfl^l 9 14 QftlQ 

\J\jyy\J*JJ-£. J-*a . .7 O X _7 




Gene No. 


8063 


Strand 






Start 


6869 


End 


11940 




Name 


OJ990312 14.9819.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


8205 


End 


8467 




GI 


none 


Score 


223 




Exons 


8205. .8456, 8207. .8467 








O c: . viyj , 




Seq. ID 


OJ990312_14.9819 




Gene No. 


8063 


Strand 






Start 


6869 


End 


11940 




Name 


OJ990312 14.9819.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8322 


End 


8773 




GI 


none 


Score 


72 




Exons 


8322. .8456, 8324.. 8455, 8514 


..8750, 8540.. 8773 






3799 


Seq. ID 


OJ990312JL4.9819 




Gene No. 


8063 


Strand 






Start 


6869 


End 


11940 




Name 


OJ990312 14.9819.C8.o2.tm 


Method 


TBLASTX : Maize 




Start 


8511 


End 


8797 




GI 


none 


Score 


307 




Exons 


8511.. 8777, 8540.. 8788, 8759 


. .8797 








JOUU 


Seq. ID 


OJ990312_14.9819 




Gene No. 


8064 


Strand 


+ 




Start 


1862 


End 


2178 




Name 


OJ990312 14.9819.C9.ol.gp 


Method 


AAT/GAP 




Start 


1862 


End 


2178 




GI 


none 


Score 


567 




Exons 


1862. .2178 








Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819 


.C9 


Gene No 


8065 


Strand 


+ 




Start 


12338 


End 


13784 




Name 


OJ990312 14.9819.C9.o2.np 


Method 


AAT/NAP 




Start 


12338 


End 


13784 




GI 


6907088 


Score 


798 




Exons 


12338. .12475, 12651 .. 12888, 


13382. .13784 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819 


.C9 


Gene No. 


8065 


Strand 


+ 




Start 


12338 


End 


13784 




Name 


OJ990312 14.9819.C9.o4.gp 


Method 


AAT/GAP 




Start 


13148 


End 


13337 • 




GI 


5667165 


Score 


338 




Exons 


13148. .13337 








GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 




Seq. No. 


3800 


Seq. ID 


OJ990312_14 .9819 


.C9 


Gene No. 


8066 


Strand 






Start 


2203 


End 


11540 




Name 


OJ990312 14.9819.C9.ol.gs 


Method 


GEN SCAN 




Start 


2203 


End 


10297 





3964 






GI 


none 


Score 


.65 




Exons 


2203.. 3042, 4514.. 4605, 4800. 


.4934, 5785.. 5860, 5965.. 6055, 






6353.. 6512, 6584.. 6696, 7374. 


.7439, 8573.-8674, 9849.. 10297 




Seq. No. 


3800 


Seq. ID 


OJ990312__14.9819.C9 




Gene No. 


8066 


Strand 






Start 


2203 


End 


11540 




Name 


OJ990312 14.9819.C9.o3.gp 


Method 


AAT/GAP 




Start 


5604 


End 


7407 




GI 


uC-osflM202058gllal 


Score 


954 




Exons 


5604.. 5860, 5965.. 6055, 7129. 


.7269, 7374.. 7407 




GI Descrip. 


1 5670155/gb| AF161269. 1 | AF161269 4 . Oe-i 


36 Oryza sativa subsp. 






japonica BAC clone 34K24, complete sequence' 




Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819.C9 




Gene No. 


8066 


Strand 






Start 


2203 


End 


11540 




Name 


OJ990312 14.9819.C9.ol.np 


Method 


AAT/NAP 




Start 


5702 


End 


11540 




GI 


6957704 


Score 


866 




Exons 


5702.. 5860, 5965.. 6055, 7129. 


.7269, 7374.. 7439, 7994.-8131, 






8573. .8674, 8815. .8889, 8970. 


.9050, 9849. .9940, 11376. .11540 




GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819.C9 


cn 


Gene No. 


8067 


Strand 






Start 


11812 


End 


12406 




Name 


OJ990312 14. 9819.C9.o3.tm 


Method 


TBLASTX: Maize 


ill] 


Start 


2215 


End 


2499 


i a y 


GI 


none 


Score 


60 


S3. 

; 


Exons 


2215. .2235, 2272. .2304, 2277. 


.2312, 2305.. 2499, 2313.. 2372, 


:"l j 
i a 




2361. .2498 








Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819.C9 




Gene No. 


8067 


Strand 




'■=4 


Start 


11812 


End 


12406 




Name 


OJ990312 14.9819.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2272 


End' 


2622 




GI 


none 


Score 


112 




Exons 


2272.. 2304, 2313.. 2363, 2344. 


.2520, 2355.. 2519, 2548.. 2622, 






2567. .2620 








Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819.C9 




Gene No. 


8067 


Strand 






Start 


11812 


End 


12406 




Name 


OJ990312 14.9819.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


2379 


End 


2748 




GI 


none 


Score 


53 




Exons 


2379.-2447, 2380. .2451, 2433. 


.2519, 2452. .2517, 2572. .2748 




Seq. No. 


3800 


Seq. ID 


OJ990312_14.9819.C9 




Gene No. 


8067 


Strand 






Start 


11812 


End 


12406 ■ 




Name 


OJ990312 14.9819.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


5690 


End 


6089 




GI 


none 


Score 


204 




Exons 


5690.. 5932, 5695.. 5862, 5702. 


.5890, 5961. .6089, 5964. .6053, 



3965 



5965. ,6078 



Seq. No. 3800 
Gene No. 8067 
Start 11812 

Name OJ990312_14 . 9819.C9.ol. tm 

Start 7129 
GI none 

Exons 7129.. -7275, 7131.. 7271, 7134. 

7376.. 7438, 7.983.. 8126, 7987. 
8554.. 8676, 8576.. 8686, 8576. 
8817.. 8891, 8967.. 9050, 8969. 
9136. .9180 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990312 14. 9819. C9 



12406 

TBLASTX: Maize 
9180 
160 

7277, 7374. .7439, 7375. .7440, 
8121, 7987.. 8133,. 7991.. 8134, 
8698, 8643. .8696, 8814.. 8897, 
9052, 8970.. 9056, 9124.. 9156, 



Seq. No. 3800 

Gene No. 8067 

Start 11812 

Name OJ990312_14 . 9819.C9.o2. 

Start 7227 

GI none 

Exons 7227.. 7271, 7228.. 7278, 
7991.. 8134, 8554.. 8676, 

Seq. No. 3800 

Gene No. 8067 

Start 11812 

Name OJ990312_14 . 9819 . C9 . o2 . 

Start 8641 

GI none 

Exons 8641.. 8676, 8814.. 8897, 
8969.. 9052, 9114.. 9227, 



Seq. ID OJ990312_14.9819.C9 
Strand 

End 12406 
tc Method TBLASTX: Cress 

End 8882 
Score 4 3 
7374. .7439, 7376. .7438, 7987. .8133, 
8576. .8677, 8585. .8680, 8814. .8882 

Seq. ID OJ990312_14.9819.C9 
Strand 

End 12406 
ts Method TBLASTX: Soybean 

End 9940 

Score 55 
8815. .8856, 8963. .9055, 8967. .9056, 
9136. .9204, 9848. .9940 



Seq. No. 


3800 




Seq. ID 


OJ990312_ 


14. 


9819 


.C9 


Gene No. 


8067 




Strand 










Start 


11812 




End 


12406 








Name 


OJ990312 14. 


9819.C9.o2.gs 


Method 


GENS CAN 








Start 


11812 




End . 


12406 








GI 


none 




Score 


.78 








Exons 


11812. .11885 


, 12264. .12311, 


12352. .12406 








Seq. No. 


3801 




Seq. ID 


OJ990312_ 


14. 


9819 


.C10 


Gene- No. 


8068 




Strand 


+ 








Start 


1 




End 


2034 








Name 


OJ990312 14. 


9819. C10. ol.np 


Method 


AAT/NAP 








Start 


1 




End 


1004 








GI 


5734635 




Score 


239 








Exons 


1..643, 873. 


.1004 













GI Descrip. (AP000391) hypothetical protein [Oryza sativa] 



Seq. No. 3801 

Gene No. 8068 

Start ' 1 

Name OJ990312_14 . 9819 . C10 . ol . gs 

Start 382 

GI none 

Exons 382.. 583, 885.. 1008, 1476.. 1514, 1802.. 2034 



Seq. ID OJ990312_14. 9819. C10 



Strand 
End 

Method 

End 

Score 



+ 

2034 
GENSCAN 
2034 
.69 



3966 




Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 




O \J D -7 














Start 


2276 








End 


2847 




Name 


OJ990312 14 


.9819. 


C10.o2 


.gs 


Method 


GEN SCAN 




Start 


2276 








End 


2788 




GI 


none 








Score 


.98 




Exons 


2276. .2788 














Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 


Gene No. 


8069 








Strand 






Start 


2276 








End 


2847 




Name 


OJ990312 14 


.9819. 


C10.o2 


.np 


Method 


AAT/NAP 




Start 


2282 








End 


2782 




GI 


6728961 








Score 


388 




Exons 


2282. .2782 














GI Descrip. 


(AC018363) 


putative calmodulin [Arabidopsis thaliana] 




Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 




O \J O -7 








Strand 






Start 


2276 








End 


2847 




Name 


OJ990312 14 


QQ1 Q 


U1U . oi 


. gp 


Method 


AAT/GAP 




Start 


2631 








End 


2847 




GI 


2311836 








Score 


406 




Exons 


2631. .2847 














Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 


UCilC INVJ . 


8070 








Strand 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


Qfi 1 Q 




. urn 


Method 


TBLASTX: Maize 




Start 


2262 








End 


2620 




GI 


none 








Score 


169 




Exons 


2262. .2510, 


997Q 


9 ROQ 


9 ^9^ 


.2620, 2552.. 2617 




Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 


f^ono Mo 

UCilC Vi\J • 


O \J f \J 








Strand 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


.9819. 


C10.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2294 








End 


2779 




GI 


none 








Score 


96 




Exons 


2294. .2500, 


2312. 


.2503, 


2537. 


.2779 






Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 


Cl o n o M f\ 
UCilC LN KJ . 


ft 070 








Strand 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


.9819. 


C10.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2294 








End 


2761 




GI 


none 








Score 


97 




Exons 


2294. .2548, 


2312. 


.2503, 


2537. 


.2761 






Seq. No. 


3801 








Seq. ID 


OJ990312_14.9819. 


C10 


Gene No. 


8070 








Strand 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


.9819. 


C10.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2294 








End 


2749 




GI 


none 








Score 


92 




Exons 


2294. .2500, 


2312. 


.2503, 


2387. 


.2503, 2537. .2749 





3967 




Seq. No. 


3801 








Seq. ID 


OJ990312 


_14. 9819. C10 




8070 








Strand 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


.9819 


.C10.O3 


.gs 


Method 


GENSCAN 




Start 


4227 








End 


5445 




GI 


none 








Score 


.76 




Exons 


4227. .4245, 


4531 


. .4624, 


4677. 


.4815, 4906... 5040, 


5271. .5445 


Seq. No. 


3801 








Seq. ID 


OJ990312 


_14. 9819. C10 


Gene No. 


8070 








Strand 






Start 


4227 








End 


5548 




Narne 


O.T990^1 9 14 


981 9 


. C10 . ol 


. tm 


Method 


TBLASTX: 


L id X Z. C 


Start 


4600 








End 


5516 




GI 


none 








Score 


307 




Exons 


4600. .4815, 


4601 


. .4819, 


4727. 


.4816, 4728.. 4820, 


4906. .5037, 




4907. .5038, 


4907 


. .5041, 


5269. 


.5451, 5270.. 5443, 


5271. .5516, 




5272. .5451 














Seq. No. 


3801 








Seq. ID 


OJ990312 


_14 .9819. C10 


Gene No. 


8070 








Strand 






Start 


4227 








End 


5548 




Name 


O.TQQO^I 9 14 


981 9 






Method 


TBLASTX: 


juyucau 


Start 


4601 








End 


5496 




GI 


none 








Score 


225 




Exons 


4601. .4816/ 


4606 


. .4632, 


4639. 


.4815, 4747.. 4818, 


4841. .5041, 




4905. .5042, 


4906 


. .5043/ 


4910. 


.5041, 4911. .5042, 


5263. .5442, 




5267. .5446, 


5268 


. .5468, 


5269. 


.5496 






Seq. No. 


3801 








Seq. ID 


OJ990312 


_14. 9819. C10 


Gene No. 


8070 








Strand* 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


.9819 


,C10.o3 


. np 


Method 


AAT/NAP 




Start 


4609 






End 


5548 




GI 


6016708 








Score 


782 ■ 




Exons 


4609. .4815, 


4906 


. .5040, 


5271. 


.5548 






GI Descrip. 


(AC009325) 


putative protein kinase [Arabidopsis 


thaliana] 


Seq. No. 


" 3801 








Seq. ID 


OJ990312 


_14. 9819. C10 


Gene No. 


8070 








Strand 






Start 


4227 








End 


5548 




Name 


OJ990312 14 


.9819 


.ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4624 








End 


5522 




GI 


none 








Score 


174 




Exons 


4624. .4815, 


4625 


. .4816, 


4906. 


.5043, 4913.. 5041, 


5263. .5451, 




5268. .5522 














Seq. No. 


3801 








Seq. ID 


OJ990312; 


_14 .9819. C10 


Gene No. 


8070 








Strand 






O l_ a. J. L. 


A991 








End 


5548 




Name 


OJ990312 14 


.9819, 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4660 








End 


5468 




GI 


none ■ 








Score 


118 




Exons 


4660. .4812, 


4661, 


. .4807, 


4909. 


.5043, 4961. .5041, 


5263. .5451, 




5268. .5468 














Seq. No. 


3802 








Seq. ID 


OJ990312 


_14.9819.C11 


Gene No. 


8071 








Strand 


+ 





3968 




Start 


6060 








End 


6513 




Name 


OJ990312 14. 


9819. 


Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


6060 








End 


6513 




GI 


none 








Score 


770 




Exons 


6060. .6513 














Seq. No. 


3802 








Seq. ID 


OJ990312 


_14.9819.C11 


Gene No. 


8072 








Strand 








1 








End 


2154 




Name 


OJ990312 14. 


9819. 


Cll.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


2154 




GI 


6016708 








Score 


589 




Exons 


1..252, 776. 


.897, 


1839. 


.2154 








GI Descrip. 


(AC009325) putative protein kinase [Arabidopsis 


thaliana] 


Seq. No. 


*3 q no 








Seq. ID 


OJ990312 


_14.9819.C11 


Gene No. 


q m *3 
oU / J 








Strand 






otart 


o4UU 








End 


7482 




Name 


ojyyu Diz 14 . 


9819. 


Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 










End 


2119 




GI 


none 








Score 


217 




Exons 


55.-255, 56. 


.229, 


58. .255, 770. .916, 780. .899, 


785. .910, 






1841. 


.1981, 


2014. 


.2118, 2015.. 2119 




Seq. No. 


*3 O A O 








oeq. jlu 


uj y y u o iz 


_14.9819.C11 


Gene No. 


oU M 








Strand 






Start 


b4UU 










*7 A Q o 
I ft O £ 




Name 


A TQQmi O 1>1 

ujyyuoiz 14 . 


.9819. 


Cll.ol 


.ts 


Method 


TBLASTX: 


Q f\ t/V^i pa n 
ouyucau 


Start 


1837 








End 


2115 




GI 


5677051 








Score 


144 




Exons 


• lo j / . . i yoo, 


1838. 


.1960, 


2011. 


.2115 






GI, Descrip. 




CAB10257_ 4 


.0e-13 


(Z97337) 


protein 


kinase homol< 




[Arabidopsis 


; thaliana] 










Seq. No. 










Seq. ID 


OJ990312 


_14.9819.C11 


bene wo . 


o07o 








Strand 






Start 


£vi nn 

D4 UU 








End 


7482 




Name 


OJ990312 14. 


9819. 


Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1876 








End 


2118 




GI 


none 








Score 


85 




Exons 


1876. .1959, 


1877. 


.1948, 


2011. 


.2118 






Seq. No. 


3802 








Seq. ID 


OJ990312 


_14.9819.C11 


Gene No . 


8073 








Strand 






Start 


6400 








End 


7482 




Name 


OJ990312 14. 


9819. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


6400 








End 


7482 




GI 


287066 








Score 


603 




Exons 


6400. .6588, 


6719. 


.6791, 


7334. 


.7482 






Seq. No. 


3802 








Seq. ID 


OJ990312 


_14.9819.C11 


Gene No. 


8073 








Strand 






Start 


6400 








End 


7482 




Name 


OJ990312 14. 


9819. 


Cll.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


6417 








End 


6769 




GI 


none 








Score 


99 




Exons 


6417. .6587, 


6420. 


.6602, 


6427. 


.6609, 6719. .6769, 


6721. . 6768 



3969 





JOUJ 












Gene No. 


8074 








Strand 




Start 


57 








End 


189 


Name 


OJ990312 14 


.9819. 


C13.ol 


.gs 


Method 


GENSCAN 


Start 


57 








End 


189 


GI 


none 








Score 


.44 


Exons 


57. .189 












Seq. No. 


3804 








Seq. ID 


OJ990312 14.9819.C15 


Gene No. 


8075 








Strand 


+ 


O Ldi L 


1 

X 








End 


7050 


Name 


OJ990312 14 


.9819. 


C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


2077 


GI 


6714341 








Score 


212 


Exons 


1..45, 1176 


. .1425 


, 1857 


. .2077 






GI Descrip. 


(AC016162) 


putative GDSL-motif lipase/acylhydrolase [Arabidopsis 




thaliana] 












Seq. No. 


3804 








Seq. ID 


OJ990312_14.9819.C15 


OCiitS ViyJ • 


OU / J 








Strand 


+ 


Start 


1 








End 


7050 


Name 


OJ990312 14 


.9819. 


CIS.ol 


.gs 


Method 


GENSCAN 


Start 


1176 








End 


7050 


GI 


none 








Score 


.57 


Exons 


1176. .1425, 


1857. 


.2034, 


3014. 


.3677, 3739. .3957, 4912. .5192, 




5748. .6490, 


6593. 


.7050 








Oct]. IN O • 










Seq. ID 


OJ990312_14 . 9819. C15 


Gene No. 


8076 








Strand 




Start 


9242 








End 


9829 


Name 


OJ990312 14 


.9819. 


CIS.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6253 








End 


6666 


GI 


none 








Score 


150, 


Exons 


6253. .6501, 


6592. 


.6666 








Corr Kin 


OO VJ 4 








Seq. ID 


OJ990312_14.9819.C15 


Gene No. 


8076 








Strand 




Start 


9242 








End 


9829 


Name 


OJ990312 14 


.9819. 


C15.o2 


. gs 


Method 


GENSCAN 


Start 


9242 








End 


9829 


GI 


none 








Score 


.85 


Exons 


9242. .9490, 


9532. 


.9623, 


9716. 


.9829 




o tJ (4 . LN U • 


jOUj 








Seq. ID 


OJ990312_14.9819.C20 


Gene No. 


8077 








Strand 


+ 


Start 


38 








End 


1027 


Name 


OJ990312 14 


.9819. 


C20.ol 


.gs • 


Method 


GENSCAN 


Start 


38 






End 


1027 


GI 


none 








Score 


.85 


Exons 


38. .42, 247 


. .361, 


464 . . 


667, 899.. 1027 




Seq. No. 


3805 








Seq. ID 


OJ990312_14.9819.C20 


Gene No. 


8077 








Strand 


+ 


Start 


38 








End 


1027 


Name 


OJ990312 14 


.9819. 


C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


259 








End 


661 



3970 



en 



£3 



GI 


none 




Score 


94 








Exons 


259.. 357, 266. .361, 467 


. . 661, 


468 . . 518 










Seq. No. 


3806 




Seq. ID 


OJ990312 


_14 


. 9819 


.C22 


Gene No. 


8078 




Strand 


+ 








Start 


187 




End 


306 








Name 


OJ990312 14.9819.C22.ol 


.gs 


Method 


GENSCAN 








Start 


187 




End 


306 








GI 


none 




Score 


.78 








Exons 


187 . . 306 














Seq. No. 


3807 




Seq. ID 


OJ990312 


_14 


. 9819 


.C24 


Gene No. 


8079 




Strand 


+ 








Start 


330 




End 


1019 








Name 


OJ990312_14 . 9819.C24 ,ol 


.gs 


Method 


GENSCAN 








Start 


330 




End 


1019 








GI 


none 




Score 


.71 








Exons 


330. .444, 998. .1019 














Seq. No. 


3807 




Seq. ID 


OJ990312 


_14 


. 9819 


.C24 


Gene No. 


8080 




Strand 










Start 


12519 




End 










Name 


OJ990312 14.9819.C24.o3 


.np 


Method 


AAT/NAP 








Start 


12519 




End 


12597 








GI 


6630699 




Score 


75 








Exons 


12519. .12597 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 
Gene No. 



gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990312_14.9819.C24 
Strand 

End 3610 

Method AAT/NAP 

End 3601 

Score 135 



3807 
8081 
1 

OJ990312_14.9819.C24.ol.np 
1 

4218120 

1..43, 349. .457, 333.9. .3601. 

(AL035353) Proline-rich APG-like protein [Arabidopsis thaliana] 



3807 
8081 
1 

OJ990312_14.9819.C24 ,o2.gs 
2059 
none 

2059. .2069, - 3310. .3610 

3807 
8082 
4161 

OJ990312_14.9819.C24.o3.gs 
4161 
none 

4161, .4180, 4597. .4860, 5638. .5911 



Seq. ID OJ990312_14.9819.C24 
Strand 

End 3610 

Method GENSCAN 

End 3610 

Score .47 



Seq. ID OJ990312_14.9819.C24 
Strand 

End 5911 

Method GENSCAN 

End 5911 

Score .43 



3807 
"8083 



Seq. ID OJ990312_14.9819.C24 
Strand 



3971 



Start 
Name 
Start 
GI 

Exons 



End 12472 
Method GENSCAN 
End 12472 * 

Score .75 

8353. .8467, 8488. .8696, 9923. .10102, 114 10 .. 11559, 11960 12281, 
12333. .12472 



8353 

OJ990312_14 .9819.C24.o4.gs 

8353 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990312 14.9819.C24 



3807 Seq. ID 

8083 Strand 
8353 End 
OJ990312_14 . 9819 . C24 . o2 . np Method 
8356 End 
5922620 Score 
8356.-8496, 9886.. 10241, 11060 .. 11171, 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12472 
AAT/NAP 
12459 
562 

12355. .12459 





Seq. No. 


3807 


Seq. ID 


OJ990312 


_14.9819.C24 




^ano KT /•>. 
VjCilC ViKJ . 


8084 


Strand 








Start 


13735 


End 


14013 






Name 


OJ990312 14 .9819.C24.ol.gp 


Method 


AAT/GAP 






Start 


13735 


End 


14013 






GI 


31877 1.R1084 


Score 


215 




m 


Exons 


13735. .13803, 13938.. 14013 








ni 


GI Descrip. 


, 4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza 


sativa DNA, 


'se? 




similar sequence to Pib gene 1 








i . r 

'=y 


Seq. No. 


3807 


Seq. ID 


OJ990312 


_14.9819.C24 


i. _j 


Gene No. 


8085 


Strand 






ry 


Start 


17603 


End 


17982 






Name 


OJ990312 14.9819.C24.o2.gp 


Method 


AAT/GAP 




is 


Start 


17603 


End 


17982 






GI 


uC-osflcyp033a04bl 


Score 


633 




'"■4 


Exons 


17603. .17982 








; 


GI Descrip. 


'6016845/dbj IAP000570.il AP000570 3.0e- 


59 Oryza 


sativa genomic 


: =1 
: =? 




DNA, chromosome 1, clone : P0711E10 ' 






Q 


Seq. No. 


3807 


Seq. ID 


OJ990312 


_14.9819.C24 




Gene No. 


8086 


Strand 








Start 


18442 


End 


20157 






Name 


OJ990312 14.9819.C24.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


370 


End 


5806 






GI 


none 


Score 


101 






Exons 


370. .414, 436. .468, 3345. .3503, 3347.. 


3520, 5633.. 5806 




Seq. No. 


3807 


Seq. ID 


OJ990312 


_14.9819.C24 




Gene No. 


8086 


Strand 








Start 


18442 


End 


20157 






Name 


OJ990312 14.9819.C24.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


3341 


End 


5797 






GI 


none 


Score 


148 






Exons 


3341. .3514, 3351. .3515, 5627. 


.5797 








Seq. No. 


3807 


Seq. ID 


OJ990312 


_14. 9819.C24 



•3972 






Gene No. 


8086 


Strand 






Start 


18442 


End 


20157 




Name 


OJ990312 14.9819.C24.o4.np 


Method 


AAT/NAP 






18442 


End 


20157 




GI 


6907087 


Score 


908. 




Exons 


18442. .18543, 19084 .. 19743, 


19789. .20157 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 






region of the predicted gene 


.; hypothetical protein [Oryza 






sativa] 








Seq. No. 


3808 


Seq. ID 


OJ990312_14 .9819.C25 




bene lno • 


8087 


ourana 






Start 


1 OA 


End 


920 




Name 


OJ990312 14.9819.C25.ol.gs 


Method 


GEN SCAN 




Start 


104 


End 


920 




GI 


none 


Score 


.73 




Exons 


104. .260, 900. .920 








Seq. No. 


3809 


Seq. ID 


OJ990312_14.9819.C26 




bene lno. 


8088 


Strand 


+ 




Start 


jU / y 


End 


6131 




Name 


OJ990312 14.9819.C26.o3.gs 


Method 


GENSCAN 




Start 


5079 


End 


6131 




GI 


none 


Score 


.75 


: ^ 


Exons 


5079.. 5370, 5602.. 6131 






Cn 


Seq. No. 


3809 


Seq. ID 


OJ990312_14 .9819.C26 


iy 


bene ino • 


8089 


Strand 


+ 




Start 


12512 


End 


16503 




Name 




Method 


GENSCAN 




Start 


12512 


End 


16238 


; ""? 
': jrf 


GI 


none 


Score 


.59 


:s ; s 

J u 


Exons 


12512. .12656, 15375 15604, 


16164. .16238 


:» 

i'T 


Seq. No. 


3809 


Seq. ID 


OJ990312_14.9819.C26 


! i _ i 


Gene No. 


8089 


Strand 


+ 


* M 


u Ldl L 


12512 


End 


16503 




Name 


OJ990312 14.9819.C26.o2.np 


Method 


AAT/NAP 


':f 


Start 


14195 


End 


16503 




GI 


1091678 


Score 


1251 




Exons 


14195. .16147, 16444.. 16503 






'■7 ST 


GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 




Seq. No. 


3809 


Seq. ID 


OJ990312_14.9819.C26 




oene lno. 


8090 


Strand 






Start 


354 


End 


2598 




Name 


OJ990312 14.9819. C26.ol.gs 


Method 


GENSCAN 




Start 


354 


End 


2598 




GI 


none 


Score 


.58 




Exons 


354. .529, 677. .1288, 1640 2098 2173 . 


.2387, 2468.. 2598 




Seq. No. 


3809 


Seq. ID 


OJ990312_14.9819.C26 




Gene No. 


8091 


Strand 






Start 


4325 


End 


7534 




Name 


OJ990312 14.9819.C26.o2.gs 


Method 


GENSCAN 




Start 


4325 


End 


4627 




GI - 


none 


Score 


.71 



3973 




Exons - 


4325. .4627 










Seq. No. 


3809 




Seq. ID 


OJ990312_ 


14.9819.C26 


taene wo. 


8091 










Start 


4325 




End 


7534 




Name 


OJ990312 14.9819.C26. 


.ol.gp 


Method 


AAT/GAP 




Start 


4392 




End 


7534 




GI 


none 




Score 


1414 




Exons 


4392. .4621, 7027. .7534 








Seq. No. 






Seq. ID 


OJ990312_ 


14.9819.C26 


Ann XT y*\ 

vjene wo. 






Strand 






Start 


X ft ft 0£. 




End 


14637 




Name 


OJ990312 14.9819.C26. 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


14432 




End 


14637 




GI 


i tunc 




Score 


244 




Exons 


144^9 14fi^9 144^n 


1 4 69Q 


14461. .14637 




Seq. No. 






Seq. ID 


OJ990312_ 


14.9819.C26 


Gene No. 


O U 3 J 




Strand 






Start 


X ft O JO 




End 


16086 




Name 


OJ990312 14.9819.C26. 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


14638 




End 


16086 




C T 


none 




Score 


35 




Exons . 


14638. .14697, 14699.. 


.14809, 


14699. .14812, ■ 14802. 


.14900, 




14803. .14946, 14953. . 


.14994, 


14998. .15192, 14999. 


.15205, 




15079. .15213, 15210.. 


.15356, 


15366. .15590, 15367. 


.15591, - 




15371. .15592, 15443., 


.15592, 


15812. .15865, 15853. 


.15915, 




15928. .15996, 16009., 


.16086 








Seq. No. 


3810 




Seq. ID 


OJ990312_ 


14.9819.C27 


Gene No. 


8094 




Strand 


+ 




Start 


2432 




End 


4888 




Name 


OJ990312 14.9819.C27, 


. o2 . np 


Method 


AAT/NAP 




Start 


2432 




End 


4888 




GI 


4539658 




Score 


127 




Exons 


2432. .2524, 2582. .2783, 4857 


. .4888 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


3810 




Seq. ID 


OJ990312_ 


14.9819.C27 


Gene No. 


8094 




Strand 


+ 




Start 


2432 




End 


4888 




Name. 


OJ990312 14.9819.C27. 


. ol .np 


Method 


AAT/NAP 




Start 


2436 




End 


4888 




GI 


4539658 




Score 


126 




Exons 


2436. .2524, 2582. .2783, 4857 


. .4888 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


3810 




Seq. ID 


OJ990312_ 


14.9819.C27 


Gene No. 


8095 




Strand 






Start 


2599 




End 


3182 




Name 


OJ990312 14.9819.C27. 


.ol .gs 


Method 


GENSCAN 




Start 


2599 




End 


3182 




GI 


none 




■ Score 


.76 





Exons 2599.. 2792, 3125.. 3182 



3974 






Seq. No. 


3811 


Seq. ID 


OJ990312_14.9819 


.C28 






8096 


Strand 








Start 


1 


End 


1179 






Name 


OJ990312 14.9819.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1179 






GI 


4056477 


Score 


222 






Exons 


1..37, 117. .222, 715. .876, 979. .1179 








GI Descrip. 


(AC005896) putative RNA-binding protein [Arabidopsis thaliana] 




JCtj. IN \J . 


3811 


Seq. ID 


OJ990312_14.9819 


.C28 




Gene No. 


OU ?D 










Start 


1 


iiinci 


1 1 7Q 






Name 


uuyyujii 14 . yo i y . o • oi . gs 


\A /~\ try ^\ 








Start 


101 
iz 1 


rjna 


OI Q 

o J. y 






GI 


none 


Score 


P 1 






Exons 


191 999 7 1 R ftl Q 












3812 


Seq. ID 


OJ990312_14.9819 


.C29 




Gene No. 


fin Q7 


Of r 3 nrl 

Oil dlKJ. 








Start 


OQQ 

z y y 




f± Q O 






Name 


ujyyujiz: ifi . yo i y . y . oi . gs 


Mennoa 








Start 


t zyy 




A 

4 DO 






GI 


none 


Score 


• 3D 




's =? 

! ^ 


Exons 


OQQ A 

z y y . . 4od 












3813 


Seq. ID 


OJ990312_14.9819 


.C30 


rl | 


Gene No. 


8098 


Strand 


4- 




:!3 


Start 


60 


End 


147 




: i I 


Name 


OJ990312 14.9819.C30.ol.gs 


Method 


GEN SCAN 






Start 


60 


End 


147 






GI 


none 


Score 


.54 




ru 


Exons 


60. .147 








£3 


Seq. No. 


3814 


Seq. ID 


OJ990312_14.9819 


.C31 




Gene No. 


8099 


Strand 








Of arf 


1 


End 


1305 




!== 


Name 


OJ990312 14.9819.C31.ol.np 


"Method 


AAT/NAP 






Start 


1 


End 


1305 




rj 


GI 


3461821 


Score 


100 




Exons 


1..229, 793. .916, 1277. .1305 










GI Descrip. 


(AC004138) putative nucleoside triphosphatase [Arabidopsis 






thaliana] 










Otiq • JNU . 


3814 


Seq. ID _ 


OJ990312_14. 9819 


.C31 




Gene No. 


8099 


Strand 








Start 


1 


End 


1305 






Name 


OJ990312 14.9819.C31.ol.gp 


Method 


AAT/GAP 






Start 


176 


End 


696 






GI 


none 


Score 


952 






Exons 


176. .696 










Seq. No. 


3815 


Seq. ID 


OJ990312_14 . 9819 


.C32 




Gene No. 


8100 


Strand 


+ 






Start 


11645 


End 


12697 






Name 


OJ990312 14.9819.C32.o2.np 


Method 


AAT/NAP 






Start 


11645 


End 


12697 





3975 




GI 


4914384 


Score 


158 




Exons 


11645. .11720, 12331. .12534, 


12672. .12697 




GI Descrip. 


(AC007167) putative GDSL-motif lipase/hydrolase 


[Arabidopsis 




thaliana] 








Seq. No. 


3815 


Seq. ID 


OJ990312_ 


_14.9819.C32 


Gene No. 


8100 


Strand 


+ 




Start 


11645 


End 


12697 




Name 


OJ990312 14.9819.C32.ol.gp 


Method 


AAT/GAP 




Start ' 


12144 


End 


12583 




GI 


13677 1.R1084 


Score 


725 




Exons 


12144. .12583 








GI Descrip. 


, 4914384/gb|AAD32919.1|AC007167_l 5.0e- 


-15 (AC007167) putative 




APG protein [Arabidopsis thaliana] 1 






Seq. No. 


3815 


Seq. ID 


OJ990312_ 


_14.9819.C32 


UCiiC iNU • 


8100 


Strand 


+ 




Start 


11645 


End 


12697 




Name 


OJ990312 14.9819.C32.o2.gs 


Method 


GENSCAN 




Start 


12285 


End 


12534 




GI 


none 


Score 


.73 




Exons 


12285. .12534 








Seq. No. 


3815 


Seq. ID 


OJ990312_ 


_14.9819.C32 


Gene No. 


8101 


Strand 






O Lai U 


2181 


End 


11566 




Name 


OJ990312 14.9819.C32.ol.gs 


Method 


GENSCAN 




Start . 


2181 


End 


11566 




GI 


none 


Score 


.47 




Exons 


2181.. 2478, 2573.. 2858, 3554 


..3599, 4103. .4281, 


^ £/l 1 coo 




7556. -.7737, 10832 .. 10853, 11564.. 11566 






Seq. No. 


3815 


Seq. ID 


OJ990312_ 


_14.9819.C32 


Gene No. 


8101 


Strand 






Start 


2181 


End 


11566 




Name 


OJ990312 14.9819.C32.ol.np 


Method 


AAT/NAP 




Start 


3510 


End 


4279 




GI 


4680183 


Score 


203 




Exons 


3510. .3601/ 4213. .4279 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


3816 


Seq. ID 


OJ990312_ 


_14.9819.C33 


vJtillc IN (J ■ 


8102 


Strand 


+ 




Start 


513 


End 


1594 




Name 


OJ990312 14.9819.C33.ol.gs 


Method 


GENSCAN 




Start 


513 


End 


1594 




GI 


none 


Score 


.98 




Exons 


513. .775, 1108. .1594 








Seq. No. 


3816 


Seq. ID 


OJ990312_ 


_14 .9819.C33 


Gene No. 


8103 


Strand 






Start 


2181 


End 


5173 




Name 


OJ990312 14.9819.C33.ol.np 


Method 


AAT/NAP 




Start 


2152 , 


End 


3359 




GI 


6539248 


Score 


267 




Exons 


2152.. 2649, 2750 .. 2974 3215 


. .3359 






GI Descrip. 


(AC011765) putative lipase/acylhydrolase [Arabidopsis thaliana] 



3976 




Seq. No. 


3816 


Seq. ID 


OJ990312_14.9819 


C33 


Gene No. 


8103 


Strand 






Start 


2181 


End 


5173 




Name 


OJ990312 14.9819.C33.o2.gs 


Method 


GENSCAN 




Start 


2181 


End 


5173 




GI 


none 


Score 


.87 




Exons 


2181.. 2651, 2752.. 2988, 3235. 


.3359, 4173. .4253, 5086. .5173 


Sea No 


3816 


Seq. ID 


OJ990312_14.9819 


C33 


Gene No. 


8103 


Strand 






Start 


2181 


End 


5173 




Name 


OJ990312 14.9819.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


2188 


End 


2657 




GI 


none 


Score 


114 




Exons 


2188. .2457, 2190. .2471, 2553. 


.2657 






Sea No 


3816 


Seq. ID 


OJ990312 14 9819 


C33 


Gene No. 


8103 


Strand 






Start 


2181 


End 


5173 




Name 


OJ990312 14.9819.C33.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2253 • 


End 


2657 




GI 


none 


Score 


66 




Exons 


2253... 2561, 2568.. 2657, 2584. 


.2649 






Seq. No. 


3816 


Seq. ID 


OJ990312JL4.9819 


C33 


Gene No. 


8103 


Strand 






Start 


2181 


End 


5173 




Name 


OJ990312 14.9819.C33.ol.gp 


Method 


AAT/GAP 




Start 


2548 


End 


2870 




GI 


LIB3434-045-P1-K1-H11 


Score 


319 




Exons 


2548. .2651, 2752. .2870 








GI Descrip. 


, 2062705/gb|U90552|HSU90552 3 


.0e-10 Human butyrophilin 


(BTF5) 




mRNA, complete cds 1 








Seq. No. 


3816 


Seq. ID 


OJ990312JL4.9819 


.C33 


Gene No. 


8103 • 


Strand 






Start 


2181 


End 


5173 




Name 


OJ990312 14.9819.C33.o2.gp 


Method 


AAT/GAP 




Start 


3307 


End 


3359 




GI 


13677 1.R1084 


Score 


83 




Exons 


3307. .3359 








GI Descrip. 


1 4 914384 /gb|AAD32919. 1|AC007167_1 5.0e- 


-15 (AC007167) putative 




APG protein [Arabidopsis thaliana] ' 






Sea No 


3817 


Seq.' ID 


OJ990312_14.9819 


C34 


Gene No. 


8104 


Strand 






Start 


1445 


End 


1488 




Name 


OJ990312 14.9819.C34.ol.gs 


Method 


GENSCAN 




Start 


1445 


End 


1488 




GI 


none 


Score 


.6 




Exons 


1445. .1488 








Seq. No. 


3818 


Seq. ID 


OJ990312_14.9819 


C36 


Gene No. 


8105 


Strand 


+ 




Start 


1916 


End 


2836 




Name 


OJ990312 14.9819.C36.ol.gs 


Method 


GENSCAN 





3977 



Start 1916 

GI none 

Exons 1916.. 2836 

Seq. No. 3818 

Gene No. 8106 

Start 4122 

Name OJ990312_14 . 9819 . C36 . o2 . gs 

Start 4122 

GI none 

Exons 4122.. 4135, 4375.. 4429 

Seq. No. 3819 

Gene No. 8107 

Start 1 

Name OJ990312_14 . 9819.C37 .ol .gp 

Start 1 

GI none ■ 

Exons 1..451, 643.. 820 

Seq. No. 3819 

Gene No. 8107 
Start . 1 

Name OJ990312_14 . 9819. C37 .ol .np 

Start 201 

GI 4126964 

Exons 201.. 226, 2127.. 2264, 3017. 
GI Descrip. 



End 
Score 



2836 
1 



End 

Method 
End 
Score 
,3083 

(AB017545) peroxisomal membrane anchor protein [Cricetulus 
longicaudatus ] 



Seq. ID OJ990312_14.9819.C36 
Strand 

End 4429 

Method GENSCAN 

End 4429 

Score . 6 



Seq. ID OJ990312_14.9819.C37 
Strand 

End 3120 

Method AAT/GAP 

End 820 

Score 1116 



Seq. ID OJ990312_14.9819.C37 
Strand 

3120 
AAT/NAP 
3083 
65 



Seq. No. 3819 

Gene No. 8107 

Start 1 

Name OJ990312_14 . 9819 . C37 .ol .gs 

Start 236 

GI none 
Exons 



Seq. ID OJ990312_14.9819.C37 
Strand 

End 3120 

Method GENSCAN 

End 3120 

Score .55 



236. .448, 641. .709, 1442. .1509, 1594. .1636, 1747. .1778, 
1959, .2004, 2119.. 2211, 2263.. 2342, 2488.. 2606, 3014.. 3120 



Seq. No. 3819 

Gene No. 8107 

Start 1 

Name OJ990312_14 .9819. C37 . ol . tm 

Start 1887 

GI none 
Exons 



Seq. ID OJ990312_14.9819.C37 
Strand 

End 3120 

Method TBLASTX : Mai ze 

End 24 60 

Score 45 



1887.. 2003, 1946.. 2005, 1946.. 2008, 1954.. 2022, 2121.. 2246, 
2121. .2249, 2122. .2292, 2137. .2292, 2416. .2460 



Seq. No. 3819 

Gene No. 8107 

Start 1- 

Name OJ990312_14 . 9819 . C37 . o2 . gp 

Start ' 2170 

GI 5002932 

Exons. 2170.. 2342, 2488.. 2563 



Seq. ID OJ990312_14.9819.C37 
Strand 

End 3120 

Method AAT/GAP 

End 2563 

Score 466 



Seq. No. 



3820 



Seq. ID OJ990312_14.9819.C38 



3978 



r 





belie INU . 


ft 1 Oft 




Strand 






Start 


617 




End 


8414 




Name 


OJ990312 14 


.9819.C38.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


6345 




GI 


none 




Score 


63 




Exons 


1..57, 52.. 


117, 6149.. 6343, 6169.. 6333, 


6169. .6345 




Seq. No. 


3820 




Seq. ID 


OJ990312_14 . 9819 . C38 




Gene No. 


8108 




Strand 


+ 




Start 


617 




End 


8414 




Name 


OJ990312 14 


.9819.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 




End 


7358 






none 




Score 


59 




Exons 


4. .57, 52.. 


105, 311.. 349, 322 


..360, 471 


..515, 471. .515, 






596.-688, 619. .690, 621. .692, 


622. .693, 


6171. .6227, 6172. .6225, 






6205. .6324, 


6229.. 6321, 6964. 


.7044, 6965.. 7039, 6966.. 7040, 






6966. .7046, 


7106. .7177, 7120. 


.7176, 7123.. 7182, 7281.. 7358, 






7283. .7357 










Seq. No. 


3820 




Seq. ID 


OJ990312_14.9819.C38 




Gene No. 


8108 




Strand 


+ 




Start 


617 




End 


8414 




Name 


OJ990312 14 


.9819.C38.ol.gs 


Method 


GENSCAN 




Start 


617 




End 


8414 




GI 


none 




Score 


.6 


W 


Exons 


617. .699, 860. .948, 1111. .1191, 1447. .1577, 2750. .2826, 






2903. .2993, 


3565.. 3646, 4095. 


.4167, 5430. .5610, 6965. .7032, 


fli 




7123. .7176, 


8300. .8414 






I* ^ 

■ : s 


Seq. No. 


3820 




Seq. ID 


OJ990312_14.9819.C38 


: ; y 




8108 




Strand 


+ 


; i J 


Start 


617 




End 


8414 


rl S 


Name 


OJ990312 14 


.9819.C38.ol.tw 


Method 


TBLASTX: Wheat 


, 


Start 


4117 




End 


4442 




GI 


none 




Score 


54 




Exons 


4117. .4167, 


4118. .4171, 4247. 


.4438, 424 


8. .4442 




Seq. No. 


3820 




Seq. ID 


OJ990312_14 . 9819 .C38 


— 


VJCllC VHJ • 


8108 




Strand 


+ 




Start 


617 




End 


8414 




Name 


OJ990312 14 


.9819.C38.ol.gp 


Method 


AAT/GAP 




Start 


5479 




End 


7027 




GI 


4'26359 




Score 


612 




Exons 


5479. .5610, 


6174. .6318, 6965. 


.7027 






Seq. No. 


3821 




Seq. ID 


OJ990312_14.9819.C39 




UCllc LNVj ■ 


8109 




Strand 


+ 




Start 


1 




End 


722 




Name 


OJ990312 14 


.9819.C39.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


378 




GI 


none 




Score 


315 




Exons 


1..88, 281. 


.378 








Seq. No. 


3821 




Seq. ID 


OJ990312_14. 9819.C39 




Gene No. 


8109 




Strand 


+ 




Start 


1 




End 


722 




Name 


OJ990312 14 


.9819.C39.ol.gs 


Method 


GENSCAN 



3979 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



208 End 
none Score 

208.. 253, 622.. 722 

3822 Seq. ID 

8110 Strand 
4 68 End 
OJ990312_14.9819.C40.ol.ts Method 
444 End 
none Score 

444. .572, 459. .581 



722 
.76 



OJ990312_14 . 9819.C40 
581 

TBLASTX: Soybean 

581 

128 



OJ990312 14.9819.C40 



3822 Seq. ID 

8110 Strand 
468 End 581 

OJ990312_14 . 981 9 . C4 0 . ol . np Method AAT/NAP 
4 68 End 554 

140301 Score 144 

468.-554 

HYPOTHETICAL 3.2 KD PROTEIN (ORF 29) 

gi|6686168|sp|P56789|YCF6_ARATH HYPOTHETICAL 3 . 2 KD PROTEIN YCF6 
gi| 82526|pir | | JQ0212 hypothetical 3K protein (trnl-trnC 
intergenic region) - rice chloroplast gi I 11970 | emb I CAA33985 | 
(X15901) ORF29 [Oryza sativa] gi I 2924260 | emb | CAA77412 | (Z00044) 
Ycf6 protein [Nicotiana tabacum] .gi | 4958866 | dbj | BAA78039 . 1 | 
(AB027572) ORF29 [Triticu 



ru 



£3 



Seq. No. 


3823 




Seq. ID 


OJ990312_i4.9819.C41 


Gene No. 


8111 




Strand 


+ 


Start 


1 




End 


510 


Name 


OJ990312 14.9819.C41.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


441 


GI 


1334605 




Score 


91 


Exons 


1..91, 374. .441 








GI Descrip. 


(X01676) unidentified reading 


frame ORF 59 [Pisum sativum] 


Seq. No. 


3823- 




Seq. ID - 


OJ990312_14.9819.C41 


Gene No. 


8111- 




Strand 


+ 


Start 


1 




End 


510 


Name 


OJ990312 14.9819.C41.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


232 




End 


504 


GI 


none 




Score 


45 


Exons 


232.. 276, 238.. 276, 314 


. .481, 


321. .503, 


322. .504, 340. .504 


Seq. No. 


3823 




Seq. ID 


OJ990312_14.9819.C41 


Gene No. 


8111 




Strand 


+ 


Start 


1 




End 


510 


Name 


OJ990312 14.9819.C41.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


373 




End 


510 


GI 


none 




Score 


201 


Exons 


373.. 510, 373.. 510 








Seq. No. 


3824 




Seq. ID 


OJ990312_14.9819.C42 


Gene No. 


8112 




Strand 




Start 


233 




End 


758 


Name 


OJ990312 14.9819.C42.ol 


.tw 


Method 


TBLASTX -.Wheat 


Start 


107 




End 


434 



3980 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

107. .427, 107... 427, 171. .434 

3824 
8112 
233 

OJ990312_14.9819.C42.ol.ts 

212 

none 



Score 



473 



Seq. ID OJ990312_14 . 9819.C42 
Strand 

End 758 

Method TBLASTX : Soybean 

End 7 58 

Score 572 



212. .736, 213. .710, 621. .758, 688. .756, 695. .757 



3824 
8112 
233 

OJ990312_14.9819.C42.ol.gs 

233 

none 

233. .682 



Seq. ID OJ990312_14.9819.C42 
Strand 

End 7 58 

Method GENSCAN 

End 682 

Score .85 



'ssl 

m 
i; 



Seq. No. 3824 

Gene No. 8112 

Start 233 

Name " OJ990312_14 . 9819.C42 . ol . np 

Start 236 

GI 552858 

Exons 236.. 758 

GI Descrip. (M15955) cytochrome f [Oryza sativa] gi | 225534 |prf I 1 1305268A 
cytochrome f [Oryza sativa] 



Seq. ID OJ990312_14.9819.C42 
Strand 

758 

AAT/NAP 
758 
874 



End 

Method 

End 

Score 





Seq. No. 


3824 


Seq. ID 


OJ990312_14.9819.C42 


: y 


Gene No. 


8112 


Strand 




•J 


Start 


233 


End 


758 




Name 


OJ990312 14.9819.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


252 


End 


758 


is 


GI 


none 


Score 


80 




Exons 


252.. 302, 252.. 302, 254.. 310, 


254. .310, 


407.. 736, 416.. 700, 


"'4 




603. .710, 621. .758, 688. .756, 


699. .758 




3 


Seq. No. 


3824 


Seq. ID 


OJ990312_14.9819.C42 




Gene No. 


8112 


Strand 




' n 


Start 


233 


End 


758 ... 




Name 


OJ990312 14.9819.C42.o2.tw 


Method 


TBLASTX: Wheat 




Start 


553 


End 


669 




GI 


none 


Score 


187 




Exons 


553. .669, 554.. 667 








Seq. No. 


3825 


Seq. ID 


OJ990312_14.9819.C43 




Gene No. 


8113 


Strand 


+ 




Start 


51 


End 


756 " 




Name 


OJ990312 14.9819.C43.ol.gp 


Method 


AAT/GAP 




Start 


51 


End 


680 




GI 


7528 2.R1084 


Score 


1098 




Exons 


51. .680 








GI Descrip. 


1 140291/ sp| PI 2206| YCF4 ORYSA 


7.0e-68 HYPOTHETICAL 21.5 KD 



PROTEIN (ORE 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



3981 



Seq. No. 3825 

Gene No. 8113 

Start 51 

Name OJ990312JL4 . 9819 .C43 . ol . ts 

Start 240 

GI none 
Exons 



Seq. ID OJ990312_14.9819.C43 

Strand + 

End 756 

Method TBLASTX : Soybean 

End 720 

Score 98 



240. .401, 245. .385, 298. .435, 389. .592, 423. .650, 423. .614, 
658. .720, 670. .720 



ru 



□ 



.si* 



Seq. No. 3825 Seq. ID 

Gene No. 8113 Strand 

Start 51 End 

Name OJ990312_14 . 98 1 9 . C4 3 . ol . tc Method 

Start 24 6 End 

GI none Score 

Exons 246. .728, 247. .735, 249. .737 



OJ990312_14.9819.C43 
+ 

756 

TBLASTX: Cress 

737 

406 



Seq. No. 3825 

Gene No. 8113 

Start 51 

Name OJ990312_14 . 9819. C43 . ol . gs 

Start 249 

GI none 

Exons 249. .306, 340 .. 381, "435 .. 478 

Seq. No. 3825 

Gene No. 8113 

Start 51 

Name OJ990312_14 . 9819 . C43 . ol . np 

Start 249 

GI 140291 

Exons 249.-756 
GI Descrip. HYPOTHETICAL 21.5 KD 
hypothetical protein 



Seq. ID OJ990312_14.9819.C43 

Strand + 

End 756 

Method GEN SCAN 

End 478 

Score .78 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312 
+ 

756 

AAT/NAP 

756 

809 



14.9819.C43 



PROTEIN (ORF 185) gi | 8254 1 | pir | | S05116 
185 - rice chloroplast 





gi 111997 1 


emb|CAA33958 | (X15901) ORF185 


[Oryza sativa] 




gi|226618 


Iprf | | 1603356AQ ORF 


185 [Oryza 


l sativa] 


Seq. No. 


3825 • 




Seq. ID 


OJ990312_14.9819.C43 


Gene No. 


8113 




Strand 


+ 


Start 


51 




End 


756 


Name 


OJ990312 


14.9819.C43.ol.tm 


Method 


TBLASTX: Maize 


Start 


405 




End 


755 


GI 


none 




Score 


46 


Exons 


405. .437, 


412. .753, 415. .753, 


420. .755, 


423. .755 


Seq. No. 


3826 




Seq. ID 


OJ990312_14.9819.C44 


Gene No. 


8114 




Strand 




Start 


40 




End 


551 


Name 


OJ990312 


14.9819.C44.ol.tw 


Method 


TBLASTX: Wheat 


Start 


40 




End 


360 


GI 


none 




Score 


66 


Exons 


40. .105, 


41. .115, 62. .154, 108. .155, 117. .155, 140. .208, 




153. .218, 


160. .180, 166. .243, 


166. .207, 


168. .245, 170. .250, 




172. .234, 


225. .281, 225. .281, 


238. .282, 


282. .359, 282. .359, 




283. .360, 


283. .360 







3982 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



3826 
8114 
40 

OJ990312_14 .9819. C44 .ol.tc 

253 

none 



Seq. ID OJ990312_14 .9819.C44 

Strand 

End 551 

Method TBLASTX: Cress 

End 551 

Score 42 



253. .282, 281. .367, 282. .368, 282. .368, 283.-375, 283. .372, 
399. .428, 400. .447, 439. .528, 447. .551, 459.-536 



3827 
8115. 
314 

OJ990312_14 . 9819 . C45 .ol . gs 

314 

none 

314. .556 



Seq. ID OJ990312_14.9819.C45 

Strand + 

End 556 

Method GENSCAN 

End 556 

Score .86 



Seq. ID OJ990312_14 .9819.C46 

Strand + 

End 713 

Method AAT/NAP 

End 591 

Score 562 



3828 
8116 
154 

OJ990312_14 .9819.C4 6.ol.np 
154 

140281 
154. .591 

HYPOTHETICAL 16.8 KD PROTEIN (ORF 143) gi I 81821 1 pir | | S05717 
hypothetical protein 143 - soybean chloroplast 
gi|11577|emb|CAA30522| (X07675) ORF 143 [Glycine max] 



Seq. ID OJ990312_14.9819.C46 

Strand + 

End 713 

Method AAT/GAP 

End 713 

Score 788 



3828 
8116 
154 

OJ990312_14.9819.C46.ol.gp 
306 

5005167 
306. .713 

140281/sp|P09363| YCX1_S0YBN 1.0e-32 HYPOTHETICAL 16.8 KD PROTEIN 

(ORF 143) >gi_81821_pir S05717 hypothetical protein 143 - 

soybean chloroplast >gi_11577_emb_CAA30522_ (X07675) ORF 143 
[Glycine max] 



3828 
8117 
305 

OJ990312_14. 9819. C4 6. ol.tc 
33 

none 



Seq. ID OJ990312_14.9819.C46 
Strand 

End 693 

Method TBLASTX: Cress 

End 175 

Score 231 



33. .173, 33. .173, 37. .174, 38. .175 



3828 
8117 
305 

OJ990312_14 . 9819.C4 6.ol . tm 
33 

none 



Seq. ID OJ990312_14.9819.C46 
Strand 

End 693 

Method TBLASTX: Maize 

End 693 

Score 1055 



33. .686, 33. .683, 37. . 693, 38. .685, 394. .693 

3828 Seq. ID OJ990312_14 . 9819 . C4 6 



3983 



Gene No. 8117 

Start 305 

Name OJ990312_14 . 9819.C46.ol. tw 

Start 33 

GI none 

Exons 33. .173, 37. .174, 40. .174 

Seq. No. 3828 

Gene No. 8117 

Start 305 

Name OJ990312_14 . 9819 .C4 6 . ol . ts 

Start 62 

GI none 
Exons 



Strand 
End 

Method 

End 

Score 



693 

TBLASTX: Wheat 

174 

224 



Seq. ID OJ990312_14.9819.C46 
Strand 

End 693 

Method TBLASTX : Soybean 

End 471 

Score 239 



62. .217, 63. .215, 64. .246, 64. .243, 216. .329, 216. .329, 
341. .463, 342. .467, 394. .471 



Seq." No. 3828 

Gene No. 8117 

Start 305 

Name OJ990312_14 . 9819 .C46 . ol . gs 

Start 305 

GI none 

Exons 305. .403 



Seq. ID OJ990312_14.9819.C46 
Strand 

End 693 

Method GEN SCAN 

End 403 

Score .55 



> : J Seq. No. 

i & 3 Gene No. 

fp t Start 

pi; Name 

Li Start 

H GI 

! s y Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3828 
8117 
305 

OJ990312_14 .9819.C46.o2.tc 

449 

none 



Seq. ID OJ990312_14.9819.C46 
Strand 

End 693 

Method TBLASTX : Cress 

End 609 

Score 190 



449. .589, 450. .590, 453. .596, 454. .591, 454. .609, 488.-598 



3828 
8117 
305 

OJ990312_14 . 9819.C4 6.o2.ts 

472 

none 



Seq. ID OJ990312_14.9819.C46 
Strand 

End 693 

Method TBLASTX : Soybean 

End 693 

Score 193 



472. .591, 473.-589, 483. .593, 585. .629, 605. .682, 645. .683, 
646. .693, 646. .693 



Seq. No. 3829 

Gene No. 8118 

Start 172 

Name OJ990312_14 . 9819 . C47 . ol . tm 

Start 35 

GI none 
Exons 



Seq. ID OJ990312_14.9819.C47 

Strand + 

End 7 64 

Method TBLASTX : Mai ze 

End 375 

Score 43 



35. .55, 35. .55, 48. .128, 62. .124, 65. .145, 74. .373, 103. .375, 
103. .375 



Seq. No. 3829 

Gene No. 8118 

Start 172 

Name OJ990312_14 . 9819 . C47 . ol . gp 

Start 172 

GI uC-osflcyp097b05bl 

Exons 172.. 641 



Seq-. ID OJ990312_14.9819.C47 

Strand + 

End 7 64 

Method AAT/GAP 

End 641 

Score 911 



3984 



GI Descrip. ' 140503/sp | P12173 | YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 3829 Seq. ID 

Gene No. 8118 Strand 

Start 172 End 

Name OJ990312_14 . 9819 . C47 . o2 . ts Method 

Start 239 End 

GI none Score 

Exons 239. .334, 240.. 335, 240.. 338, 329.. 397, 
333. .410 



OJ990312_14. 9819.C47 
+ 

764 

TBLASTX : Soybean 

411 

112 

330.. 383, 331.. 411, 



in 

ru 



i ,E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990312 
+ 
764 

AAT/NAP 

691 

680 



3829 Seq. ID OJ990312_14 . 9819 . C4 7 

8118 " Strand + 

172 End 
OJ990312JL4 . 9819 . C47 . ol . np Method 
293 End 
140503 Score 
293. .691 

HYPOTHETICAL 14 KD PROTEIN IN YCF68 TRNI INTRON 
gi I 82518 Ipir | IJQ0279 hypothetical 14. 5K protein 
rice chloroplast gi | 12041 | emb | CAA33945 | (X15901) 
within trnl intron [Oryza sativa] gi | 12061 | emb | CAA33915 | 
(X15901) ORF133; ORF within trnl intron [Oryza sativa] 
gi|226660|prf | (1603356CL trnl intron ORF 133 [Oryza sativa] 



(ORF 133) 
(trnl intron) 
ORF133; ORF 



h 3 


Seq. No. 


3829 




Seq. ID 


OJ990312_14.9819.C47 


ry 


Gene No. 


8118 




Strand 


+ 




Start 


172 




End 


764 


□ 


Name 


OJ990312 


_14.9819.C47.ol.gs 


Method 


GENSCAN 




Start 


357 




End 


593 


■ 


GI 


none 




Score 


.4 


js:~ 


Exons 


357. .370, 


478. .593 






i Ji \L 


Seq. No. 


3829 




Seq. ID 


OJ990312_14.9819.C47 


i i 


Gene No. 


8118 




Strand 


+ 




Start 


172 




End 


764 




Name 


OJ990312 


14.9819.C47.ol.ts 


Method 


TBLASTX : Soybean 




Start 


586 




End 


764 




GI 


none 




Score 


193 




Exons 


586. .729, 


587. .718, 708. .758, 


708. .764 


, 709.. 762 




Seq. No. 


3830 




Seq. ID 


OJ990312_14. 9819.C48 




Gene No. 


8119 




Strand 






Start 


1 




End 


672 




Name 


OJ990312 


14.9819.C48.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


672 




GI 


140506 




Score 


1105 




Exons 


1. .672 










GI Descrip. 


PROBABLE 


INTRON MATURASE gi | 82531 | pir | UQ0201 hypothetical 






protein ( 


trnK intron) - rice 


chloroplast gi | 11959 | emb | CAA34 



65K 



(X15901) ORF542; ORF within trnK intron [Oryza sativa] 



3985 



gi|226626|prf I 1 1603356B trnK intron ORF 542 [Oryza sativa] 





Seq. No. 


3830 




Seq. ID 


OJ990312_14.9819.C48 




Gene No. 


8119 * 




Strand 


- 




Start 


1 




End 


672 




Name 


OJ990312 


14.9819.C48.ol.gs 


Method 


GENSCAN 




Start 


21 




End 


579 




GI 


none 




Score 


.53 




Exons 


21. .579 










Seq. No. 


3830 




Seq. ID 


OJ990312_14.9819.C48 




Gene No. 


8119 




Strand 


- 




Start 


1 




End 


672 




Name 


OJ990312 


14.9819.C48.ol.tw 


Method 


TBLASTX: Wheat 




Start 


24 




End 


159 




GI 


none 




Score 


181 




Exons 


24. .158, 


32. .157, 34. .159 








Cprr KJ/->> 
JC^i IN ■ 


JO ju 




Seq. ID 


VU :7 _7 U J X ^, J. *i • JOU.^IO 




Gene No . 


8119 




Strand 






Start 


1 




End 


672 




Name 


OJ990312 


14.9819.C48.ol.ts 


Method 


TBLASTX : Soybean 




Start 


31 




End 


580 




GI 


none 




Score 


103; 




Exons 


31. .231, 


47. .193, 238. .312, 245.-298, 


301. .432, 303. .434, 


.: R 




319. .435, 


327. .437, 449. .580 






Li i 


Con "Mri 


JOJU 




Seq. ID 


OJ990312_14.9819.C48 


i I 


Gene No. 


8119 




Strand 






Start 


1 




End 


672 




Name 


OJ990312 


14.9819.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


166 




End 


580 


IMS 

i cr 


GI 


none 




Score 


83 




Exons 


166. .306, 


167. .292, 280. .432, 


308. .430, 327. .437, 328. .435, 






465. .578, 


466. .579, 467. .580 








Seq. No. 


3831 




Seq. ID 


OJ990312_14.9819.C49 




Gene No. 


8120 




Strand 


+ 




Start 


700 




End 


862 


:|3 


Name 


OJ990312 


14.9819.C49.o2.np 


Method 


AAT/NAP 




Start 


700 




End 


862 




GI 


132804 




Score 


279 




Exons 


700. .862 









GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L23 gi | 71300 | pir || R5RZ23 

ribosomal protein L23 - rice chloroplast gi | 12031 | emb | CAA33938 | 
(X15901) ribosomal protein L23 [Oryza sativa] 

gi|12071|emb|CAA33923| (X15901) ribosomal protein L23 [Oryza 
sativa] gi | 226652 | prf || 1603356CC ribosomal protein L23 [Oryza 
sativa] 



Seq. No. 3831 

Gene No. 8121 

Start 1 

Name OJ990312_14 . 9819 . C4 9 . ol . np 

Start 1 

GI 6686165 

Exons 1..267, 821.. 862 



Seq. ID OJ990312_14.9819.C49 
Strand 

End 862 

Method AAT/NAP 

End 862 

Score 191 



3986 



GI Descrip. HYPOTHETICAL 269.6 KD PROTEIN YCF2 gi I 5881737 | dbj | BAA84428 . 1 1 
(AP000423) ycf2 [Arabidopsis thaliana] 

gi | 5881758 | db j IBAA84449.il (AP000423) ycf2 [Arabidopsis 
thaliana] 

Seq. No. 3831 Seq. ID OJ990312_14 . 9819 . C4 9 

Gene No. 8121 Strand 

Start 1 End 862 

Name OJ990312_14 . 9819 . C4 9 . o2 . tc Method TBLASTX : Cress 

Start 43 End 265 

GI none Score 39 

Exons 43.-75, 44. .76, 45. .86, 71. .220, 73. .219, 73. .234, 221. .265, 

226. .261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3831 
8121 
1 



Seq. ID OJ990312_14.9819.C49 
Strand 

End 862 



OJ990312 14.9819.C49.ol.tw Method TBLASTX : Wheat 



419 
none 



End 
Score 



849 
214 



419. .565, 419. .580, 586. .660, 587. .682, 588. .674, 594. .692, 
679. .849, 679. .849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3831 
8121 
1 



Seq. ID OJ990312_14.9819.C49 
Strand 

End 862 



OJ990312 14.9819.C49.ol.ts Method TBLASTX: Soybean 



490 
none 



End 
Score 



861 
52 



490. .591, 586. .648, 586. .678, 587. .682, 588. .674, 662. .859, 
679. .861, 679. .861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3831 
8121 
1 



Seq. ID OJ990312_14.9819.C49 
Strand 

End 8 62 



OJ990312 14.9819.C49.ol.tc Method TBLASTX: Cress 



495 
none 



End 
Score 



861 
85 



495. .581, 497. .580, 505. .585, 586. .660, 587. .682, 588. .674, 
594. .692, 679. .861, 680. .859, 681. .860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3831 
8121 
1 



Seq. ID OJ990312_14.9819.C49 
Strand 

End 8 62 



OJ990312 14.9819.C49.ol.tm Method TBLASTX : Maize 



617 
none 



End . 
Score 



861 
374 



617.. 859, 618.. 860, 619.. 861, 619.. 861 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

GI Descrip. 



3832 
8122 
93 



Seq. ID OJ990312_14 .9819.C50 
Strand + 
End 221 



OJ990312_14 . 9819. C50 . ol . np Method AAT/NAP 
93 End 221 

131378 Score 125 

93.. 221 

PHOTOS YSTEM II REACTION CENTER N PROTEIN 



3987 



i'3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 2924272 | embl CAA77424 | (Z00044) PSII N-protein [Nicotiana 
tabacum] gi I 4322259 | gb | AAD15982 . 1 1 (AF076770) PSII N protein 
[Corythophora alta] gi I 5881722 | dbj | BAA84 4 13 . 1 1 (AP000423) PSII 
low MW protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312 14.9819.C50 



219 

AAT/GAP 

219 

84 



3832 
8123 
148 

OJ990312_14 . 9819.C50.ol.gp 
148 

LIB3432-021-P1-K1-D12 
148. .219 

, 131375/sp|P12171|PSBN_ORYSA 2.0e-ll PHOTOSYSTEM II REACTION 

CENTER N PROTEIN >gi_72720_pir F2RZN photosystem II protein 

psbN - rice chloroplast >gi_82632_pir S14142 photosystem II 

protein psbN - wheat chloroplast >gi_100123_pir S12130 

photosystem II protein psbN - Appalachian evening primrose 

chloroplast >gi_100737_pir JN0417 photosystem II protein psbN 

rye chloroplast ' 



OJ990312_14.9819.C51 
+ 



3833 Seq. ID 

8124 Strand 

534 End 753 

OJ990312JL4 . 9819 .C51 . o2 .np Method AAT/NAP 

534 End 753' 

897640 Score 126 
534.. 753 

(M10124) unknown protein [Nicotiana tabacum] 

gi|224352 Iprf | | 1102209F ORF 6 [Nicotiana sp.] 

3833 Seq. ID OJ990312_14 . 9819 . C51 

8124 Strand + 

534 End 753 

OJ990312_14 -9819-C51.ol.gp Method AAT/GAP 

626 End 753 

2135JL.R1084 Score 240 

626.. 753 

'11957/emb 1X15901 | CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 



3833 
8125 
127 

-OJ990312_14.9819.C51.ol.tm 
60 

none 



Seq. ID OJ990312_14.9819.C51 

Strand 

End 753 

Method TBLASTX: Maize 

End 753 

Score 42 



60. .101, 67. .126, 73. .126, 121. .402, 121. .642, 131. .661, 
629. .715, 664. .753, 672. .752, 718. .753 



3833 
8125 
127 

OJ990312_14.9819.C51.ol.ts 
76 

none 



Seq. ID OJ990312_14.98L9.C51 



Strand 
End 

Method 

End 

Score 



753 

TBLASTX: Soybean 

708 

572 



76. .111, 131. .631, 133. .627, 667. .708, 672. .701 



3988 



Seq. No. 3833 Seq. ID 

Gene No. 8125 Strand 

Start 127 End 

Name OJ990312_14 . 9819 . C51 . ol . tc Method 

Start 124 End 

GI none Score 

Exons 124.. 534, 131.. 535, 161.. 535 



OJ990312_14.9819.C51 
753 

TBLASTX: Cress 

535 

441 



Seq. No. 3833 Seq. ID 

Gene No. 8125 Strand 

Start 127 End 

Name OJ990312_14 . 9819 .C51 .ol .gs Method 

Start 127 End 

GI none Score 

Exons 127. .527 



OJ990312_14 . 9819. C51 
753 

GENS CAN 

527 

.96 



Seq. No. 3833 Seq. . ID 

Gene No. 8125 Strand 

Start 127 End 

Name OJ990312_14 . 9819 . C51 . ol . np Method 

Start 130 End 

GI 114633 Score 

Exons 130.. 528, 712.. 753 

GI Descrip. ATP SYNTHASE B CHAIN (SUBUNIT I) 

H+-transporting ATP synthase (EC 

chloroplast gi | 311717 

[Triticum aestivum] 



OJ990312_14.9819.C51 
753 

AAT/NAP 
753 
624 

gi|67930|pir| | PWWT1 
3.6.1.34) chain I - wheat 
|emb|CAA264 38| (X02595) CF-0 subunit I 



OJ990312 14.9819.C51 



Seq. No. 3833 Seq. ID 

Gene No. 8125 Strand 

Start 127 End 

Name OJ990312_14 . 9819 .C51 . ol . tw Method 

Start 198 End 

GI none Score 

Exons 198. .548, 203. .553, 213. .551, 549. .629, 557. .643, 557. .625, 
559. .642 



753 

TBLASTX: Wheat 

643 

505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI • Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



3834 Seq. ID OJ990312_14 . 9819.C52 

8126 Strand 

1 End 440 

OJ990312_14 . 98 19 . C52 . ol . np Method AAT/NAP 

1 End 440 

66182 Score 655 

1. .440 

NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 - maize 
chloroplast gi | 12424 | emb | CAA31558 | (X13159) ndhD gene product 
[Zea mays] gi | 226550 | prf | | 1601520C ndhD gene [Zea mays] 



3834 
8126 
1 

OJ990312_14 . 9819 .C52 . ol . gs 
16 

none 
16. .115 



Seq. ID OJ990312_14.9819.C52 
Strand 

End 440 

Method GENSCAN 

End 115 

Score .85 



Seq. No. 



3834 



Seq. ID OJ990312_14.9819.C52 



3989 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8127 - Strand 

518 End 

OJ990312_14 . 9819 . C52 . o2 . tc Method 

7 End 

none Score 



753 

TBLASTX: Cress 

233 

58 



7. .90, 24. .77, 31. .111, 33. .113, 112. .225, 113. .226, 113. .226, 
120. .233, 159. .233 



3834 
8127 
518 

OJ990312_14.9819.C52.o2\ts 
24 

none 

24. .77, 31. .258, 33. .251 



Seq. ID " OJ990312_14.9819.C52 
Strand 

End 753 

Method TBLASTX : Soybean 
End 258 
Score 58 



□ 

: T 
"- sr 

ru 

CD 

"-4 



Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3834 
8127 
518 

OJ990312_14.9819.C52.ol.tc 

259 

none 



Seq. ID OJ990312_14.9819.C52 
Strand 

End 753 

Method TBLASTX : Cress 

End 753 

Score 158 



259. .402, 261. .401, 402. .419, 489. .578, 493. .591, 500. .577, 
566. .625, 572. .751, 573. .752, 573. .752, 574. .753 



3834 
8127 
518 

OJ990312_14.9819.C52.ol.ts 

259 

none 



Seq. ID OJ990312_14.9819.C52 
Strand 

End 753 

Method TBLASTX : Soybean 

End 753 

Score 106 



259. .402, 265. .399, 276. .401, 401. .442, 402. .446, 494. .751, 
495. .752, 495. .752, 496. .753 



3834 
8127 
518 

OJ990312_14 .9819.C52.o2.np 
518 

100633 
518.. 753 

photosystem I iron-sulfur protein 



Seq. ID OJ990312_14.9819.C52 
Strand 

End 753 

Method AAT/NAP 

End 753 

Score 433 



barley chloroplast 



3834 
8127 
518 

OJ990312_14 .9819.C52.ol.tm 

566 

none 

566. .625, 595. .753, 596. .751 



Seq. No. 3835 

Gene No. 8128 

Start 1 

Name OJ990312_14 . 9819 . C53 . ol . np 

Start 1 

GI 133726 



Seq. ID OJ990312_14.9819.C52 
Strand 

End 753 

Method TBLASTX: Maize 

End 753 

Score 272 



Seq. ID OJ990312_14 . 9819.C53 
Strand 

End 357 

Method AAT/NAP 

End 357' 

Score 517 



3990 



Exons 

GI Descrip. 



1..357 

CHLOROPLAST 30S RIBOSOMAL PROTEIN Sll gi | 7094 3 | pir || R3RZ11 
ribosomal protein Sll - rice chloroplast gi 1 12019 | emb | CAA33980 | 
(X15901) ribosomal protein Sll [Oryza sativa] 

gi I 226640 Iprf | I1603356BP ribosomal protein Sll [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3835 
8129 
535 

OJ990312_14.9819.C53.ol.tm 
63 

none 



Seq. ID OJ990312_14.9819.C53 
Strand 
End 

Method 
End 
Score 



743 

TBLASTX: Maize 

486 

188 



63. .176, 64. .180, 64. .180, 178. .405, 179. .466, 181. .402, 
390. .458, 407. .484, 414. .485, 469. .486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3835 
8129 
535 

OJ990312_14.9819.C53.ol.ts 

138 

none 



Seq. ID OJ990312_14.9819.C53 
Strand 

End 743 

Method TBLASTX : Soybean 

End 390 

Score 91 



138. .230, 139. .309, 148. .309, 289. .390, 290. .382, 294. .383 



Seq. No. 3835 Seq. ID 

Gene No. 8129 Strand 

Start 535 ' End 

Name OJ990312_14 . 9819 . C53 . o2 . tm Method 

Start 503 End 

GI none Score 

Exons 503.. 742, 505.. 702, 524.. 742, 531.. 743 



OJ990312_14.9819.C53 
743 

TBLASTX: Maize 

743 

339 



Seq. No. 3835 Seq. ID OJ990312_14 . 98 19 . C53 

Gene No. 8129 Strand 

Start 535 End 743 

Name OJ990312_14 . 9819.C53 .o2 .np Method AAT/NAP 

Start 535 End 645 

GI 132927 Score 194 

Exons 535 . . 645 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L36 gi | 7 1364 | pir | | R5RZ36 

ribosomal protein L3 6 - rice chloroplast gi | 1363596 | pir | | S58585 
ribosomal protein L36 - maize chloroplast gi 1 12020 | emb I CAA33981 1 

(X15901) ribosomal protein L36 [Oryza sativa] gi 1342626 (M35956) 
SOS ribosomal protein (secX) [Zea mays] gi | 902255 | emb | CAA60319 | 

(X86563) ribosomal protein L36 [Zea mays] gi 1226641 



Seq. No. 


3836 








Seq. ID 


OJ990312 


Gene No. 


8130 








Strand 


+ 


Start 


237 








End 


598 


Name . 


OJ990312 


14.9819.C54 


.ol 


.gs 


Method 


GENSCAN 


Start ■ 


237 








End 


598 


GI 


none 








Score 


.71 • 


Exons 


237. .293, 


512. .598 










Seq. No. 


3836. 








Seq. ID 


OJ990312 


Gene No. 


8131 








Strand 


+ 


Start 


585 








End 


752 


Name 


OJ990312 


14.9819.C54 


.o2 


.np 


Method 


AAT/NAP 



3991 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



585 ■ End 
226661 Score 
585.-752 

trnA intron ORF 109 [Oryza sativa] 



752 
276 



3836 
8132 
138 

OJ990312_14.9819.C54.ol.ts 
40 

none 



Seq. ID OJ990312_14.9819.C54 
Strand 

End 752 

Method TBLASTX : Soybean 

End 657 

Score 294 



40. .261, 41. .265, 50. .268, 54. .281, 257. .385, 260. .394, 
264. .410, 267. .389, 310. .390, 379. .585, 380. .571, 387. .575, 
570. .656, 570. .656, 571. .657, 57.1. .657 



3836 
8132 
138 

OJ990312_14 . 9819.C54 .o2.tc 
40 

none 



Seq. ID OJ990312_14.9819.C54 
Strand 

End 752 

Method TBLASTX : Cress 

End 258 

Score 65 



40. .87, 46. .87, 77. .256, 85.-258, 111. .257 



ru 



*i3 

ru 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3836 Seq. ID OJ990312_14 . 9819 . C54 

8132 Strand 

138 End 752 

OJ990312_14 . 9819 . C54 . ol . gp Method AAT/GAP 

138 End 752 

688JL.R1084 Score 1203 

138. .752 

'226661/prf M1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] * 



Seq. ID OJ990312_14.9819.C54 
Strand 

•End 752 

Method AAT/NAP 

End 752 

Score 176 



3836 
8132 
138 

OJ990312_14 .9819.C54.ol.np 

258 

320577 
258. .433, 722. .752 

pvs protein 1 - kidney bean mitochondrion gi 1169320 (M64246) 
ORF-98; putative [Phaseolus vulgaris] 



3836 
8132 
138 

OJ990312_14 .9819.C54.ol.tc 

271 

none 



Seq. ID OJ990312_14.9819.C54 
Strand 

End 752 

Method TBLASTX : Cress ' 

End • 645 

Score 155 



271. .384, 273. .383, 310. .384, 380. .574, 381 . . 575 , ,382 . . 585, 
570. .644, 570. .644, 571. .645 



Seq. No. 3837 

Gene No. 8133 

Start 414 

Name OJ990312_14 . 9819 . C55 . ol . tm 

Start 414 



Seq. ID OJ990312_14.9819.C55 
Strand 

End 68 6 

Method TBLASTX : Maize 

End 68 6 



3992 





GI 


none 






Score 


123 








Exons 


414. .497, 414 . .497, 415. 


.498, 


416. .499, 


447. .626, 488.. 


628, 






491. .628, S32..636, 596. 


.685, 


618. .686 










Seq. No. 


^8 "38 
j o j u 






Seq. ID 


OJ990312__ 


14.9819 


.C56 






81 ^4 








+ 








Start 


1001 






End 


1135 








Name 


O.T990312 14 


9819 C56 ol 


gs 


Method 


GENSCAN 








Start 


1 001 — 






End 


1135 








GI 


none 






Score 


.58 








Exons 


1001. .1135 
















Seq. No. 


3838 






Seq. ID 


OJ990312_ 


14.9819 


.C56 




Gene No. 


8135 






Strand 


+ 








Start 


6274 






End 


7157 










OJ990312 14 


.9819.C56.ol. 


np 


Method 


AAT/NAP 








Start 


R771 _ 

•J 1 l X 






End 


7157 








GI 


4 Q1 4 ?8 fi 

1 ^11 JO u 






Score 


104 








Exons 


S771 S891 


6379.-6565, 


6732. 


.6783, 7137. .7157 








GI Descrip. 


(AC007167) 


putative GDSL-motif lipase/hydrolase 


[Arabidopsis 






thaliana] 
















Seq. No. 


JO JO 






Seq. ID 


OJ990312_ 


14.9819 


.C56 






81 

O X J J 






Strand 


+ 








Start 


6974 

/ *i 






End 


7157 








Name 


wu j^y jit, xi 


.9819.C56.o3. 


gs 


Method 


GENSCAN 








Start 


6274 ~~ 






End 


6678 






: a i s 
1=1 1 


GI 


none 






Score 


QQ 






• y 


Exons 


6274. .6678 














■3 ZT 

1 1 E 
! " 


Seq. No. 


3838 






Seq. ID 


OJ990312_ 


14.9819 


.C56 


's=? 




8136 






Strand 










Start 


2214 






End 


4024 






: sr 


Name 


OJ990312 14 


.9819.C56.o2. 


gs ■' 


Method 


GENSCAN 






!L 


Start 


2214 ~~ 






End 


4024 








' GI 


none 






Score 


.64 






J 


Exons 


2214. .2416, 


3726. .3853, 


3918. 


.4024 










Seq. No. 


3839 






Seq. ID 


OJ990312_ 


14.9819 


.C59 






8137 






Strand 








U J' 


Start 


230 






End 


475 








Name 


OJ990312 14 


.9819.C59.ol. 


gs 


Method 


GENSCAN 








Start 


j \j 






End 


475 








GI 


none 






Score 


.58 








Exons 


230. .475 
















Seq. No. 








Seq. ID 


OJ990312_ 


14.9819 


.C60 






81 "38 






Strand 










Start 


388 






End 


543 








Name 


OJ990312 14 


.9819.C60.ol. 


gs 


Method 


GENSCAN 








Start 


388 






End 


543 








GI 


none 






Score 


.81 








Exons 


388. .543 
















Seq. No. 


3841 






Seq. ID 


OJ990312_ 


14.9819 


.C61 




Gene No. 


8139 






Strand 


+ 








Start 


. 643 






End 


693 







3993 



Name OJ990312_14 . 9819 .C61 .ol .gs Method GENSCAN 

Start 643 End 693 

GI none Score . 65 

Exons 64 3.. 693 



Seq. No. 3842 

Gene No. 8140 

Start 1 

Name OJ990312_14 . 9819 . C66 . ol . np 

Start 1 

GI 3395938 

Exons 1. .60, 142. 
GI Descrip. 



Seq. ID OJ990312_14.9819.C66 

Strand + 

End 731 

Method AAT/NAP 

End J31 

Score 179 
215, 313. .408, 710. .731 
(AF076924) polypyrimidine tract -binding protein homolog 
[Arabidopsis thaliana] 



Seq. No. 


3842 






Seq. ID 


OJ990312_14.9819.C66 


Gene No. 


8140 






Strand 


+ 




± 






End 


731 


Name 


OJ990312 14. 


.9819 


,C66.ol . tc 


Method 


TBLASTX: Cress 


Start 


34 






End 


409 


GI 


none 






Score 


47 


Exons 


34. .75, 139. 


. .216 


, 139. .243, 310. .408, 


311. .409, 341. .409 


Seq. No. 


3842 






Seq. ID 


OJ990312_14.9819.C66 


Gene No. 


8140 






Strand 


+ 


Start 


1 






End 


731 


Name 


OJ990312 14. 


.9819 


.C66.ol.tm 


Method 


TBLASTX: Maize 


Start 


34 






End 


409 . 


GI 


none 






Score 


46 


Exons 


34. .60, 35.. 


.61, 


136.. 225, 138 


..218, 314. .409, 316. .408 


Seq. No. 


3842 






Seq. ID 


OJ990312_14.9819.C66 


Gene No. 


8140 






Strand 


+ 


Start 


1 






End 


731 


Name 


OJ990312 14. 


.9819 


.C66.ol.gs 


Method 


GENSCAN 


Start 


142 






End 


215 


GI 


none 






Score 


.69 


Exons 


142. .215 










Seq. No. 


3843 






Seq. ID 


OJ990312_11. 9819. CI 


Gene No. 


8141 






Strand 


+ 


Start 


1385 






End 


4707 


Name 


OJ990312 11, 


,9819 


,C1 .o2.np 


Method 


AAT/NAP • 


Start 


1385 






End 


4707 


GI 


6721512 






Score 


82 


Exons 


1385. .1454, 


2990 


..3091, 3119., 


.3223, 4684.. 4707 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


3843 


Seq. ID 


OJ990312 


Gene No. 


8142 


Strand 


+ 


Start 


5325 


End 


8951 


Name 


OJ990312 11.9819.Cl.o2.gs 


Method 


GENSCAN 


Start 


5325 


End 


7748 


GI 


none 


Score 


1 


Exons 


5325. .7748 






Seq. No. 


3843 


Seq. ID 


OJ990312 



3994 



Lie 

ry 



l ia3 
"•Is 



Gene No. 


8142 


Strand 


+ 


Start 


5325 


End 


8951 


Name 


OJ990312 11.9819.Cl.o3.np 


Method 


AAT/NAP 


Start 


5328 


End 


8827 


GI 


3445397 


Score 


1864 


Exons 


5328.-7693, 8745.-8827 






GI Descrip. 


(AJ010166) S-domain receptor 


-like protein kinase [Zea mays] 


Seq. No. 


3843 


Seq. ID 


OJ990312 11 . 9819 .CI 


Gene No. 


8142 


Strand . 


+ 


Start 


5325 


End 


8951 




OJ990312 11.9819.Cl.ol.gp 


Method 


AAT/GAP 


Start 


8653 


End 


8951 


GI 


uC-osflcypl38d02al 


Score 


598 


Exons 


8653. .8951 






GI Descrip. 


■6069643/dbj | AP000616. 1 | AP000616 l.Oe- 


■152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


3843 


Seq. ID 


OJ990312_11.9819.C1 


(le*r\P* Mo 

UC11C LH\J * 


8143 


Strand 




Start 


570 


End 


3766 


Name 


OJ990312 11.9819.Cl.ol.gs 


Method 


GEN SCAN 


Start 


570 


End 


3766 


GI 


none 


Score 


.57 


Exons 


570. .1205, 1276. .1387, 1531. 


.3028, 3456... 3523, 3747. .3766 


Seq. No. 


3843 


Seq. ID 


OJ990312_11.9819.C1 


Gene No. 


8143 


Strand 




Start 


570 


End 


3766 


Name 


OJ990312 11.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


933 


End 


2780 


GI 


6721562 


Score 


452 


Exons 


933.. 1625, 1866.. 2223, 2580. 


.2780 




GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj | BAA90373 . 1 1 (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 3843 

Gene No. 8144 

Start 8479 

Name OJ990312_11 . 9819 . CI . o3 . tw 

Start * 1140 

GI none 

Exons 1140. .1415, 
1488. .1538 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990312_11.9819.C1 
9164 

TBLASTX: Wheat 

1538 

100 



1189. .1410, 1374. .1487, 1380. .1463, 1384. .1476, 



Seq. No. 3843 . Seq. ID 

Gene No. 8144 Strand 

Start 8479 End 

Name OJ990312_11 . 9819 . CI . ol . tc Method 

Start 5469 End 

GI none Score 

Exons 5469.. 5639, 5768.. 5854, 5769.-5798, 

6081. .6332, 6378. .6515, 6720. .6914, 

6897. .7427, 7467. .7709, 7469. .7654 



OJ990312_11. 9819. CI 
9164 

TBLASTX: Cress 
7709 
89 

5931. .6044, 5945. .6043, 
6794..6883, 6896. .7459, 



3995 






Sea No 


3843 








Seq. ID 


OJ990312_11.9819.C1 




Gene No. 


8144 








Strand 






Start 


8479 








End 


9164 




Name 


OJ990312 11. 


9819. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6021 








End 


6422 




GI 


none 








Score 


94 




Exons 


6021. . 6149, 


6026. 


. 6148, 


6156. 


.6422, 6197.. 6415 




Seq. No. 


3843 - 








Seq. ID 


OJ990312_11.9819.C1 




Gene No. 


8144 








Strand 






Start 


8479 








End 


9164 




Name 


OJ990312 11. 


9819. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6143 








End 


6543 




GI 


none 








Score 


117 




Exons 


6143. .6388, 


6155. 


.6376, 


6156. 


.6542, 6195.. 6542, 6226.. 6543 




Seq. No. 


3843 








Seq. ID 


OJ990312_11.9819.C1 




Gene No. 


8144 








Strand 






Start 


8479 








End 


9164 




Name 


OJ990312 11. 


9819. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6786 








End . 


7087 




GI 


none 








Score 


142 




Exons 


6786. .6902, 


6788. 


.6901, 


6897. 


.7085, 6899.. 7087 




Sea. No. 


3843 








Seq. ID 


OJ990312_11.9819.C1 


m 

3 * " 


Gene No. 


8144 








Strand 




ry - 


Start 


8479 








End 


9164 




Name 


OJ990312 11. 


9819. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


: i 


Start 


6792 








End 


7238 


. =t 


GI 


none 








Score 


344 


!- ! g 


Exons 


6792. .7097, 


6794. 


.7087, 


6798. 


.7097, 7086. .7238, 7091. .7237 




Seq. No. 


3843 








Seq. ID 


OJ990312_11.9819.C1 


l!3 


Gene No. 


8144. 








Strand 






Start 


8479 








End 


9164 


s 


Name 


OJ990312 11. 


9819. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


: « 


Start 


6956 








End 


7370 




GI 


none 








Score 


117 


•;3 


Exons 


6956. .7111, 


6957. 


.7109, 


7094. 


.7270, 7104.. 7307, 7308.. 7370 




Seq. No. 


3843 








Seq. ID 


OJ990312_li. 9819. CI 




Gene No. 


8144 








Strand 






Start 


8479 








End 


9164 




Name 


OJ990312 11. 


9819. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7088 








End * 


7700 




GI 


none 








Score 


437 




Exons 


7088. .7426, 


7101. 


.7430, 


7104. 


.7427, 7461. .7700, 7469. .7654 




Seq. No. 


3843 








Seq. ID 


OJ990312_11.9819.C1 




Gene No. 


8144 








Strand 






Start 


8479 








End 


9164 




Name 


OJ990312 11. 


9819. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7299 








End 


7733 




GI 


'none 








Score 


163 




Exons 


7299. .7427, 


7299. 


.7427, 


7536. 


.7682, 7542.. 7733 



3996 



; ;3 



: ^ 
"cj=r 



Seq. No. 


3843 


Seq. ID 


OJ990312_11. 9819. 


CI 


Gene No . 


8144 


Strand 






Start 


8479 


End 


9164 




Name 


OJ990312 11.9819.Cl.o3.gs 


Method 


GENSCAN 




Start 


8479 


End 


9164 




GI 


none 


Score 


.73 




Exons 


8479. .8489, 9026. .9164 








Seq. No. 


3844 


Seq. ID 


OJ990312 11.9819. 


C3 


Gene No. 


8145 


Strand 


+ 




Start 


1 


End 


3141 




Name 


OJ990312 11.9819.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3120 




GI 


4680204 


Score 


781 




Exons 


1..855, 947. .2040, 2129. .2302, 2392. .2527, 2924. .3120 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


3844 


Seq. ID 


OJ990312 11 9819 


C3 


Gene No. 


8145 


Strand 


+ _ 




Start 


1 


End 


3141 




Name 


OJ990312 11.9819.C3.ol.tw 


Method 


TBLASTX ■ Wheat 




Start 


180 


End 


519 

*J 1- Zs 




GI 


none 


Score 


165 




Exons 


180. .329, 181. .348, 343. .48 


3, 402. .482, 


487 .. 519 




Seq. No. 


3844 


Seq. ID 


OJ990312 11 9819 


C3 


Gene No. 


8145 


Strand 






Start 


1 


End 


3141 




Name 


OJ990312 11.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


202 


End 


3141 




GI 


none 


Score 


. 55 




Exons 


202. .855, 947. .1158, 1227.. 


1359, 1583.. 


2040 2129 2302 






2772.-2862, 2962.. 3141 








Seq. No. 


3844 


Seq. ID 


OJ990312_11. 9819. 


C3 


Gene No. 


8145 


Strand 


+ 




Start 


1 


End 


3141 




Name 


OJ990312 11.9819.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


787 


End 


1159 




PI 


none 


Score 


61 




Exons 


787. .858, 941. .1159, 943. .1014 






Seq. No. 


3845 


Seq. ID 


OJ990312 11.9819. 


C4 


Gene No. 


8146 


Strand 


+ 




Start 


75 


End 


916 




Name 


OJ990312 11.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


75 


End 


916 




GI 


none 


Score 


.45 




Exons 


75. .109, 440. .589, 871. .916 








Seq. No. 


3845 


Seq. ID 


OJ990312_11.9819. 


C4 


Gene No. 


8147 


Strand 






Start 


1 


End 


4228 




Name 


OJ990312 11.9819.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4200 




GI 


3337367 


Score 


337 





Exons 



1..48, 882. .1080, 1226. .1273, 1398. .1480, 2009. .2422, 4171. .4200 



3997 



GI Descrip. (AC004481) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 3845 

Gene No. 8147 

Start 1 

Name OJ990312_11 . 9819 . C4 . o3 . tm 

Start 870 

GI none 
Exons 



Seq. ID OJ990312_11.9819.C4 
Strand 

End 4228 

Method TBLASTX : Mai ze 

End 1281 

Score 155 



870. .1082, 910. .1083, 1228. .1281 



Seq. No. 3845 

Gene No. 8147 

Start 1 

Name OJ990312_11 . 98 19 . C4 . o2 . gs 

Start 1620 

GI none 
Exons 



Seq. ID .OJ990312_-11.9819.C4 
Strand 

End 4228 

Method GENSCAN 

End 3983 

Score .69 



1620. .1629, 1983. .2104, 2224. .2286, 2318. .2485, 3782.-3983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



3845 
8147 
1 

OJ990312_11 . 9819 . C4 . o2 . tm 

2004 

none 



Seq. ID OJ990312_11.9819.C4 
Strand 

End 4228 

Method TBLASTX : Mai ze 

End 2308 

Score .95 



2004. .2093, 2006. .2095, 2006. .2098, 2086. .2136, 2169. .2216, 
2173. .2304, 2204. .2308, 2207. .2305 



3845 
8147 
1 

OJ990312_1 1 . 981 9 . C4 . o2 . np 
3181 
4006833 
3181.. 4075, 4195.. 4228 

(AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990312_11.9819.C4 
Strand 

End 4228 

Method AAT/NAP 

End 4228 

Score 255 



3845 
8147 
1 

OJ990312_11 . 9819 . C4 . ol . tw 

3203 

none 



Seq. ID OJ990312_11.9819.C4 
Strand 

End 4228 

Method TBLASTX : Wheat 

End 3670 

Score 98 



3203.. 3301, 3308.. 3670, 3320.. 3631, 3324.. 3659 



3845 
8147 
1 

OJ990312_11 . 9819 . C4 . ol . tm 

3488 

none 



Seq. ID OJ990312_11.9819.C4 
Strand 

End 4228 

Method TBLASTX : Mai ze 

End 4075 

Score 132 



3488. .3514, 3545. .3670, 3662. .4075, 3681. .4070 



3846 
8148 
54 

OJ990312_11 . 9819 . C5 . ol . gs 



Seq. ID OJ990312_11. 9819.C5 

Strand + 

End 4 32 

Method GENSCAN 



3998 



Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54 

none 

54 . .87, 215. .432 

3846 
8149 
5547 

OJ990312_11.9819.C5.o3.gs 

5547 

none 

5547. .5555, 5681. .5971, 6114. 
8288.. 8303 



End 432 
Score .47 



Seq. ID OJ990312_11.9819.C5 

Strand + 

End 9404 

Method GENSCAN 

End 8303 

Score .59 

.6202, 6214.. 6618, 8016.. 8102, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3846 Seq. ID 

8149 Strand 

5547 End 

OJ990312JL1 . 981 9 . C5 . o2 . np Method 

5720 End 

6692734 Score 



OJ990312_11.9819.C5 
+ 

9404 
AAT/NAP 
9404 
600 



5720.. 5971, 6075.. 6618, 8016.. 8105, 9359.. 9404 

(AC012679) putative integral membrane protein [Arabidopsis 

thaliana] 



■;3 

I'M 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3846 Seq. ID 

8150 Strand 
2763 End 
OJ990312JL1 . 9819 . C5 . ol . np Method 
2763 End 
6498436 Score 
2763.. 2892, 3147.. 3454, 5672.. 5694 
(AP000815) hypothetical protein [Oryza sativa] 



OJ990312_11.9819.C5 

5694 
AAT/NAP 
5694 
599 



3846 
8151 
9071 

OJ990312_11.9819.C5.o2.tm 

164 

none 



Seq. ID OJ990312_11.9819.C5 
Strand 

End 9328 

Method TBLASTX: Maize 

End . 6179 

Score 51 



164. .229, 164. .214, 236.-256, 236. .256, 337. .387, 344. .379, 
419. .499, 5798. .5974, 5798. .5899, 5815. .5973, 5953. .5979, 
6078.. 6152, 6078.. 6179, 6079.. 6153 



3846 
8151 
9071 

OJ990312_11.9819.C5.ol.ts 

6074 

none 

6074.. 6145, 6078.. 6152, 6224, 
8005. .8100 



OJ990312_11.9819.C5 
9328 

TBLASTX: Soybean 

8100 

94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6616, 6233. .6349, 6398. .6481, 



Seq. No. 3846 Seq. ID 

Gene No. 8151 Strand 

Start 9071 End 

Name OJ990312_11 . 9819 . C5 . ol . tc Method 

Start 6203 End 

GI none Score 



OJ990312_11. 9819.C5 
9328 

TBLASTX: Cress 

6538 

243 



3999 



Exons 



6203. .6538 



Seq. No. 3846 

Gene No. 8151 

Start 9071 

Name OJ990312_11 . 9819 . C5 . ol . tm 

Start 6254 

GI none 

Exons 6254.. 6616, 6254.. 6529, 6484. 

Seq. No. 3846 

Gene No. 8151 

Start 9071 

Name OJ990312_11 . 9819 . C5 . ol . tw 

Start 6434 

GI none 

Exons 6434.. 6616, 6437.. 6616, 6493. 
8169. .8240 



Seq. ID OJ990312_11.9819.C5 
Strand 

9328 

TBLASTX: Maize 
6618 
437 



End 

Method 
End 
Score 
.6618 



Seq. ID OJ990312_11.9819.C5 
Strand 

End 9328 

Method TBLASTX : Wheat 

End 8240 

Score 204 

.6618, 8017. .8100, 8028. .8102, 



Seq. No. 3846 

Gene No. 8151 

Start 9071 

Name OJ990312_11 . 9819 . C5 . o4 . gs 

Start 9071 

GI none 

Exons 9071.. 9328 



Seq. ID OJ990312_11.9819.C5 
Strand 

End 9328 

Method GENSCAN 

End 9328 

Score .98 



Seq. No. 3847 

Gene No. 8152 

Start 24 . 

Name OJ990312_11 . 9819 . C6 . ol . gs 

Start 24 

GI none 

Exons 24.. 212, 268.. 432, 749.. 862, 1070.. 1204 



Seq. ID OJ990312_11.9819.C6 
Strand 

End 1204 

Method GENSCAN 

End 1204 

Score .71 



Seq. No. 3848 

Gene No. 8153 

Start 2771 

Name OJ990312_11 . 9819 . C7 . ol . 

Start 2771 

GI 3337367 

Exons 2771.. 3009, 3165.. 3283, 
GI Descrip. (AC004 4 81) hypothetical 

Seq. No. 3848 

Gene No. 8153 

Start 2771 

Name OJ990312_11 . 9819 .C7 . ol . 

Start 2820 

GI none 

Exons 2820.. 3009, 3107.. 3182, 

Seq. No. 3848 

Gene No. 8154 

Start 4990 

Name OJ990312_11 . 9819 .C7 . o2 . 

Start 4990 



Seq. ID OJ990312_11. 9819.C7 

Strand + 

End 418 9 

np Method AAT/NAP 

End 3558 

Score 320 
3433.. 3558 

protein [Arabidopsis - thaliana] 

Seq. ID OJ990312_11.9819.C7 

Strand + 

End 418 9 

gs Method GENSCAN 

End 418 9 

Score .78 
3612. .3676, 4077. .4189 

Seq. ID OJ990312_11.9819.C7 

Strand + 

End 14978 

gs Method GENSCAN 

End 13382 



4000 



